
jLai t 


914 




End 


1524 


yj x 


none 




Score 


128 


LAUllo 


914 976 915 1052. 915 


I..1046, 1139.. 


1354, 1143. .1361, 




1465 1524 








O C ^ ■ VI KJ • 


13371 




Seq. ID 


OJ991101 09.0131.C23 


Gene No. 


28447 




Strand 


+ 


Start 


315 




End 


2016 


Name 


OJ991101 09.0131.C23.o2. 


np 


Method 


AAT/NAP 


O Lai. L, 


1111 




End 


1243 


V3 X 


5114353 




Score 


48 


17 von c 


1111. . 1243 








\J X L^CO^XX^. 


(AF156272) RING finger protein terf [Rattus norvegicus] 




13372 




Seq. ID 


OJ991101_09.0131.C24 


Gene No. 


28448 




Strand 


+ 


Start 


5653 




End 


7139 


N ame 


OJ991101 09.013I.C24.ol. 


np 


Method 


AAT/NAP 


O L-clX L 


5653 




End 


7139 




5852093 




Score 


84 


Exon s 


5653.. 5677, 7003.. 7139 








ox Uco^lip< 


(AL117264) zwhl6.1 [Oryza sativa] 




Con Mn 


13372 




Seq. ID 


OJ991101_09.0131.C24 


Gene No. 


28448 




Strand 


+ 


O Ldi L 


5653 




End 


7139 


Name 


OJ991101 09.0131.C24 .ol. 


gp 


Method 


AAT/GAP 


Start 


6116 




End 


6660 


ox 


10972 1.R1084 




Score 


891 


Exons 


6116. .6145, 6217. .6660 








ox ucoLi ■ 


'4249382/gb|AAD14479| 4. 


Oe-18 


(AC005966) Strong similarity to 


gi 3337350 F13P17.3 putative 


permease 


from Arabidopsis thaliai 




BAC gb_AC004481. [Arabidopsis 


thaliana 


] 1 


Seq. No. 


13372 




Seq. ID 


OJ991101_09.0131.C24 


Gene No. 


28449 




Strand 




Start 


1527 




End 


4869 


Name 


OJ991101 09.0131.C24.ol. 


gs 


Method 


GENSCAN 




1527 




End 


4869 


O X 


none 




Score 


.49 




1527. .1586, 3500. .4044, 


4674 . 


.4869 




Seq. No. 


13372 




Seq. ID 


OJ991101_09.0131.C24 


Gene No. 


28450 




Strand 




Start 


8154 




End 


8794 


Name 


OJ991101 09.0131.C24.o3. 


gs 


Method 


GENSCAN 


O Lax l_ 


8154 




End 


8794 


PT 


none 




Score 


.73 




8154. .8211, 8286..8467, 


8789. 


.8794 




C t~i M /~i 
Dctj . IN O . 


13373 




Seq. ID 


OJ991101_09.0131.C25 


Gene No. 


28451 




Strand 


+ 


Start 


435 




End 


662 


Name 


OJ991101 09.0131.C25.ol. 


gs 


Method 


GENSCAN 


Start 


435 




End 


662 


GI 


none 




Score 


. 94 


Exons 


435. .662 









14001 




Seq. No. 


13373 




Seq. ID 


OJ991101_09.0131 


.C25 


Gene No. 


28452 - 




Strand 


+ 




Of -ivf 

o tar t 


y o ±z 




End 


22872 




Name 


ATQQ1 i m no m *3 1 roi; 

ujyyiiui uy .uiJi.L^o 


.ol.np 


Method 


AAT/NAP 




otart 


yo iz 




End 


22452 




bl 






Score 


268 




Exons 


yoiz . . iuiy / , idzi / . . 


16367, 


17193. .17324, 22380.. 22452 




GI Descrip. 


(Abuuzyoj; putative 


zinc finger protein [Arabidopsis thaliana 


Seq. No. 


13373 




Seq. ID 


OJ991101_09.0131 


. C25 


Gene No. 


28452 




Strand 


+ 




btart 


y o 




End 


22872 




Name 


ujyyiiui uy.uiJi.b^o 


. o4 . gs 


Method 


GENSCAN 




otart 


1 ,1 ■DOC 




End 


19267 




bl 


none 




Score 


.63 




Exons 


14 OZO . . 14 o / U/ 14o4o. 


. 14770, 


15072. .15277, 15628. . 15664, 






1 / JJO. . 1 / JZO, 1/30/. 


. 17777, 


18509. .18602, 19075.. 19267 




Seq. No. 


13373 




Seq. ID 


OJ991101_09.0131 


.C25 


Gene No . 


OQ / CO 

Zo4 




Strand 


+ 




otart 


QQ 1 O 

yo iz 




End 


22872 




Name 


ujyyiiui uy.uiji.bzo 


.o3.gp 


Method 


AAT/GAP 




otart 


T A C A O 

14 o4 J 




End 


15222 




bl 


jdU / o / / 




Score 


1253 




Exons 


1 4 b4 J . . LbZZZ 










oeq. no. 


T "3 "5 "7 "3 
1 J J / J 




Seq. ID 


OJ991101_09.0131 


C25 


Gene No. 


28452 




Strand 


' + 




Start 


9812 




End 


22872 




Name 


PiTQQiim no m*5i pot; 
ujyyiiui uy.uiji.bzo 


. o2 .np 


Method 


AAT/NAP 




otart 


1 A Q Q Q 

14 o yy 




End 


18283 




C T 

bl 


JJ / / o 1 / 




Score 


182 




Exons 


i4oyo. .i4yzo/ id / do. 


.16140, 


16218. .16398, 18215.. 18283 




GI Descrip. 


(Aru/oz/oj contains 


similarity to C3HC4-type zinc fingers (Pf< 




z f - C3HC4 . hmm, score; 


29.48) 


[Arabidopsis thaliana] 




Seq. No. 


13373 




Seq. ID 


OJ991101JD9.0131 


C25 


Gene No. 


28452 




Strand 


+ 




Cf -ivf 

otart 


9812 




End 


22872 




Name 


OJ991101 09.0131.C25 


. o3 . np 


Method 


AAT/NAP 




Of vf 

otart 


19139 




End 


19552 




C T 
bl 


585963 




Score 


120 




Exons 


19139. . 19231, 19439. 


. 19552 








GI Descrip. 


PROTEIN TRANSPORT PROTEIN SEC61 GAMMA 


SUBUNIT 




Seq. No. 


13373 




Seq. ID 


OJ991101_09. 0131. 


C25 


bene No . 


28452 




Strand 


+ 




Start 


9812 




End 


22872 




Name 


OJ991101 09.0131.C25 


.o5.gs 


Method 


GENSCAN 




Start 


21112 




End 


21442 




GI 


none 




Score 


.67 




Exons 


21112. .21216, 21368. 


.21442 








Seq. No. 


13373 




Seq. ID 


OJ991101_09.0131. 


C25 


Gene No. 


28452 




Strand 


+ 




Start 


9812 




End 


22872 





14002 




Name 


HTQQ1 im no m*5i c — 
ujyyiiui uy. ui ox .lz j . oo.ys 


Metnoo 


C U* M C C 7\ M 




otart 


y H 


_na 


9 9 Q 1 O 




C T 


none 


Score 


. y / 




Exons 


__ _ y*t . . __o / _ 








Seq. No. 


13373 


Seq. ID 


OJ991101 


_09.0131.C25 


Gene No. 


28453 


Strand 






C+- 3 r-+- 
bLdlt 




End 


3322 




Name 


uuyyiiui uy . uui . l,_ o . o_ . gs 


Method 


GENSCAN 




b tart 


loU / 


End 


3322 




GI 


none 


Score 


.55 




Exons 


1Qm T Q /I Q OOflQ O^riQ O/IC'S 


..2525, 2915. .3058, 


0990 -3799 


O « XT _ 

Seq. No. 


ljJ / J 


Seq. ID 


OJ991101 


u y . u 1 0 X . D 


Gene No . 


28454 


Strand 






Start 


4847 


End 


11134 




Name 


OJ991101_09.0131.C25.ol.gp 


Method 


AAT/GAP 






4661 


End 


4922 




O T 

bl 


57406 1.R1084 


Score 


359 




Exons 


4661. .4922 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . 0e- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


13373 


Seq. ID 


OJ991101 


_09.0131.C25 


Gene No. 


28454 


Strand 






Start 


4847 


End 


11134 




Name 


OJ991101 09.0131.C25.o3.gs 


Method 


GENSCAN 




Start 


4847 


End 


11134 






none 


Score 


.74 




Exons 


4847. .4929, 7411. .7521, 7599 


..7708, 7787. .7923, 


8331. .8395, 




11035. .11134 








beq. no. 


13373 


Seq. ID 


OJ991101 


_09.0131.C25 


Gene No . 


28454 


Strand 






Start 


4847 


End 


11134 




Name 


OJ991101 09.0131.C25.o2.gp 


Method 


AAT/GAP 




bt art 


6984 


End 


7856 






57406 1.R1084 


Score 


456 




Exons 


6984.. 7025, 7411.. 7521, 7599 


..7708, 7786. .7856 




GI Descrip. 


f 4680203/gb|AAD27566.1|AF114171 7 1 . 0e- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








beq. no. 


13373 


Seq. ID 


OJ991101 


_09.0131.C25 


Gene No. 


28455 


Strand 






Start 


18966 


End 


20592 




Name 


OJ991101 09.0131.C25.o4 .np 


Method 


AAT/NAP 




btart 


18966 


End 


20592 




GI 


6539588 


Score 


133 




Exons 


18966. .19000, 20025. .20121, , 


20286. .20592 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13374 


Seq. ID 


OJ991101_ 


_09.0131.C26 


Gene No. 


28456 


Strand 






Start 


988 


End 


1087 




Name 


OJ991101 09.0131.C26.ol.gs 


Method 


GENSCAN 




Start 


988 


End 


1087 




GI 


none 


Score 


.67 





14003 



Exons 



988. .1087 



Seq. No. 13375 

Gene No. 28457 

Start 121 

Name OJ991101_09 . 0131 .C27 . ol . gs 

Start 121 

GI none 

Exons 121. . 620 



Seq. ID OJ991101_09.0131.C27 

Strand + 

End 620 

Method GENSCAN 

End 620 

Score . 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13376 
28458 
735 

OJ990821_55.0110.Cl.ol.gs 

735 

none 



Seq. ID OJ990821_55.0110.C1 

Strand + 

End 7580 

Method GENSCAN 

End 7580 

Score . 55 



735.. 863, 2861.. 3008, 3159.. 3224, 3310.. 3480, 3573.. 3593, 
3685. .4200, 4290. .4523, 5926. .6040, 6190. .6232, 7508. .7580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13376 
28458 
735 

OJ990821_55.0110.Cl.ol.np 

2262 

5902387 



Seq. ID OJ990821_55.0110.C1 

Strand + 

End 7580 

Method AAT/NAP 

End 4570 

Score 820 



2262. .2380, 2918. .3008, 3093. .3224, 3310. .3480, 3573.-3593, 
3685. .4212, 4257. .4570 

(AC009322) Similar to polygalacturonases [Arabidopsis thaliana] 



Seq. No. 13376 

Gene No. 28458 

Start 735 

Name OJ990821_55 . 0110 . CI . ol . ts 

Start 2886 

GI none 
Exons 



Seq. ID OJ990821_55. 0110. CI 

Strand + 

End 7580 

Method TBLASTX : Soybean 

End 4421 

Score 54 



2886. .3008, 3090. .3122, 3114. .3200, 3304. .3369, 3373. .3468, 
3685. .4176, 3738.-3839, 3891. .4175, 4284. .4340, 4347. .4421 



Seq. No. 13376 

Gene No. 28458 

Start 735 

Name OJ990821_55 . 0110 .CI . ol . tm 

Start 3090 

GI none 
Exons 



Seq. ID OJ990821_55.0110.C1 

Strand + 

End 7580 

Method TBLASTX : Mai ze 

End 4508 

Score 63 



3090. .3161, 3168. .3227, 3649. .4083, 3753.-3845, 3891. .4079, 
4108. .4173, 4292.-4468, 4293. .4508 



Seq. No. 13376 

Gene No. 28458 

Start 735 

Name OJ990821_55 . 0110 . CI . ol . tc 

Start 3688 

GI none 
Exons 



Seq. ID OJ990821_55.0110.C1 

Strand + 

End 7580 

Method TBLASTX : Cress 

End 4508 

Score 348 

3688. .4086, 3708. .3989, 3883. .4080, 4093. .4173, 4293. .4508 



Seq. No. 
Gene No. 



13377 
28459 



Seq. ID OJ990821_55.0110.C2 
Strand 



14004 



Start 
Name 
Start 
GI 

Exons 



180 End 335 

OJ990821_55 . 0110 . C2 . ol . gs Method GENSCAN 

180 End 335 

none Score .41 
180. .335 



Seq. No. 13378 

Gene No. 28460 

Start 60 

Name OJ990821_55 . 0110 . C3 . ol . gs 

Start 60 

GI none 

Exons 60.. 401, 434.. 557 

Seq. No. 13379 

Gene No. 28461 

Start 265 

Name OJ990821_55 . 0110 . C5 . ol . gs 

Start 265 

GI none 

Exons 265.. 339, 527.. 698, 935.. 961 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_55.0110.C3 
557 

GENSCAN 

557 

.95 



Seq. ID OJ990821_55.0110.C5 

Strand 

End 961 

Method GENSCAN 

End 961 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



13379 Seq. ID OJ990821_55 . 0110 . C5 

28462 Strand 

1184 End 1461 

OJ9908'21_55.0110.C5.ol .gp Method AAT/GAP 

1184 " End 1461 

LIB3434-038-P1-K1-F1 Score 343 

1184. .1461 

'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 13380 Seq. ID OJ990821 

Gene No. 28463 Strand + 

Start 1045 End 1350 

Name OJ990821_55 . 0110 . C7 . ol . gs Method GENSCAN 

Start 1045 End 1350 

GI none Score .99 

Exons 1045. .1350 



55. 0110. C7 



Seq. No. 13381 Seq. ID 

Gene No. 28464 Strand 

Start 5425 End 

Name OJ990821_55 . 0110 . C8 . ol . gp Method 

Start 5425 End 

GI none Score 

Exons 5425. . 6163 



OJ990821_55.0110.C8 
+ 

6163 
AAT/GAP 
6163 
1419 



Seq. No. 13381 

Gene No. 28465 

Start 608 

Name OJ990821_55 . 0110 . C8 . ol . gs 

Start 608 

GI none 

Exons 608.. 1165, 1545.. 1738, 1987, 



Seq. ID OJ990821_55.0110.C8 
Strand 

End 2083 

Method GENSCAN 

End 2083 

Score .73 
,2083 



Seq. No. 



13382 



Seq. ID OJ990821_55.0110.C9 



14005 



r r I 



Gene No. 




Strand 


+ 




555 


End 


10823 


Name 


OJ990821 55.0110.C9.ol.np 


Method 


AAT/NAP 


Start 


555 


End 


10823 


GI 


6382521 


Score 


711 


Exons 


555.. 886, 1437.. 1567, 1798.. 


1907, 2583 


..3190, 3433. .3577, 




6182. .6409, 10538. .10823 






GI Descrip. 


(AC011020) putative DNA polymerase zeta catalytic subunit 




[Arabidopsis thaliana] 






Seq. No. 


13382 


Seq. ID 


OJ990821_55.0110.C9 


Gene No. 


284 67 


Strand 




C 4- -\ -v-4- 

btart 


1804 


End 


6440 


Name 


OJ990821_55.0110.C9.ol.gs 


Method 


GENSCAN 


Start 


1804 


End 


6440 


GI 


none 


Score 


. 62 


Exons 


1804. .1910, 4199. .4843, 5148 


. .5244, 6288. . 6440 


Seq. No. 


13382 


Seq. ID 


OJ990821_55.0110.C9 


Gene No. 


284 68 


Strand 




Start 


7734 


End 


9832 


Name 


OjyyUozl od . Ul 10 . Cy . ol . tm 


Method 


TBLASTX: Maize 


Start 


1840 


End 


3088 


GI 


none 


Score 


138 


Exons 


1840. .1953, 1843. .1965, 2616 


..2678, 2617. .2673, 2656. .2775, 




2657. .2776, 2744. .2812, 2773 


..2814, 2777. .2818, 2811. .3050, 




2813.. 3052, 2813.. 3049, 3038 


..3088, 3047. .3088 


Seq. No. 


13382 


Seq. ID 


OJ990821_55.0110.C9 


Gene No . 


28468 


Strand 




Start 


7734 


End 


9832 


Name 


OJ990821 55.0110.C9.o2.np 


Method 


AAT/NAP 


Start 


7734 


End 


8129 


GI 


542176 


Score 


332 


Exons 


7734. .8129 






GI Descrip. 


probable finger protein WZF1 


- wheat gi 1485814 1 dbj IBAA03901 




(D16415) WZF1 [Triticum aestivum] gi | 485816 | dbj | BAA03902 | 




(D16416) WZF1 [Triticum aestivum] 




Seq. No. 


13382 


Seq. ID 


OJ990821_55.0110.C9 


Gene No. 


28468 


Strand 




Start 


7734 


End 


9832 


Name 


OJ990821 55.0110.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


7737 


End 


8006 


GI 


none 


Score 


82 


Exons 


7737. .7850, 7768. .7869, 7770 


..7868, 78£ 


J7..7949, 7888. .7956, 




7989. .8006 






Seq. No. 


13382 


■Seq. ID 


OJ990821__55.0110.C9 


Gene No . 


28468 


Strand 




Start 


7734 


End 


9832 


Name 


OJ990821 55.0110.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7754 


End 


9832 


GI 


none 


Score 


56 


Exons 


7754. .7810, 7756. .7809, 7758 


..7850, 7770. .7940, 7774. .7866, 




7860. .7949, 7861. .7956, 7912 


..7998, 8088. .8111, 9617. .9832 



14006 






Seq. No. 


13383 




Seq. ID 


OJ990821_55.0110. 


C10 




Gene No. 


28469 




Strand 


+ 






Start 


"3 1 A 
314 




Lna 


394 






Name 


OJ990821 55 . 0110 . CIO . ol 


.gs 


Method 


GEN SCAN 






Start 


314 




i-i ^ -j 
End 


394 






GI 


none 




Score 


. 52 






Exons 


314 . . 394 












Seq. No. 


13384 




Seq. ID 


OJ990821 55.0110. 


Cll 




Gene No . 


iU4 /U 




Strand 


+ 






Start 


1 




End 


1740 






Name 


OJ990821_55.0110.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1740 






GI 


421954 




Score 


897 






Exons 


1..1247, 1395. .1740 












GI Descrip. 


hypothetical protein 3 


- potato transposon Tstl 








gi I 214 33 | emb | CAA36615 | 


(X52387) ORF3 [Solanum tuberosum] 






Seq. No. 


13384 




Seq. ID 


OJ990821_55.0110. 


Cll 




Gene No. 


28470 




Strand 


+ 






Start 


1 




End 


1740 






Name 


OJ990821 55.0110.Cll.ol 


. tm 


Method 


TBLASTX : Maize 




p 


Start 


1 




End 


280 






GI 


none 1 




Score 


266 




.3 i; 

! 1 : 


Exons 


1..195, 3. .194, 16. .210, 183. 


.278, 197 


..280, 199. .279 




r Lp 


Seq. No. 


13384 




Seq. ID 


OJ990821_55.0110. 


Cll 


: ; 
1. _ '• 


Gene No. 


28470 




Strand 


+ 




U! 


Start 


1 




End 


1740 






Name 


OJ990821 55.0110.Cll.o2 


. tc 


Method 


TBLASTX: Cress 




i ~ _i 


Start 


49 




End 


252 




rit 


GI 


none 




Score 


179 




.sot 


Exons 


49. .252, 61. .249, 147.. 


242 








1 ; 

"*\X 


Seq. No. 


13384 




Seq. ID 


OJ990821_55.0110. 


Cll 




Gene No. 


28470 




Strand 


+ 




I 


Start 


1 




End 


1740 






Name 


OJ990821 55.0110.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


129 




End 


531 






GI 


none 




Score 


95 






Exons 


129. .215, 130. .216, 220 


. .531, 


264. .530 








Seq. No. 


13384 




Seq. ID 


OJ990821_55.0110. 


Cll 




Gene No. 


28470 




Strand 


+ 






Start 


1 




End 


1740 






Name 


OJ990821 55.0110.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


139 




End 


795 






GI 


none 




Score 


309 






Exons 


139. ^573, 204. .569,. 589 


. .678, 


673. .795 








Seq. No. 


13384 




Seq. ID 


OJ990821_55.0110. 


Cll 




Gene No. 


28470 




Strand 


+ 






Start 


1 




End 


1740 






Name 


OJ990821 55.0110.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


244 




End 


1530 






GI 


none 




Score 


.54 






Exons 


244 . . 1530 











14007 



Seq. No. 13384 Seq. ID 

Gene No. 28470 Strand 

Start 1 End 

Name OJ990821_55 . 0110 . Cll . o2 . tm Method 

Start 286 End 

GI none Score 

Exons 286.. 882, 309.. 560, 582.. 734 



OJ990821_55. 0110. Cll 
+ 

1740 

TBLASTX: Maize 

882 

324 



Seq. No. 13384 Seq. ID 

Gene No. 28470 Strand 

Start 1 End 

Name OJ99082 1_55 . 01 10 . CI 1 . ol . tc Method 

Start 367 End 

GI none Score 

Exons 367.. 615, 369.. 602, 637.. 810 



OJ990821_55. 0110. Cll 
+ 

1740 

TBLASTX: Cress 

810 

206 



Seq. No. 13384 Seq. ID 

Gene No. 28470 Strand 

Start 1 End 

Name OJ990821_55 . 0110 . Cll . o3 . ts Method 

Start 676 End 

GI none Score 

Exons 676.. 831, 684.. 755 



OJ990821_55. 0110. Cll 
+ 

1740 

TBLASTX : Soybean 

831 

186 



Seq. No. 13384 Seq. ID 

Gene No. 28470 Strand 

Start 1 End 

Name OJ990821_55 . 0110 . Cll . o2 . ts Method 

Start 1519 End 

GI none Score 

Exons 1519.. 1734, 1530.. 1724 



OJ990821_55. 0110. Cll 
+ 

1740 

TBLASTX: Soybean 

1734 

194 



Seq. No. 13384 Seq. ID 

Gene No. 28470 Strand 

Start 1 End 

Name OJ990821_55 . 0110 . Cll . o3 . tm Method 

Start 1543 End 

GI none Score 

Exons 1543.. 1734, 1543.. 1740 



OJ990821_55. 0110. Cll 
+ 

1740 

TBLASTX: Maize 

1740 

212 



Seq. No. 13385 

Gene No. 28471 

Start 1 

Name OJ990821_55 . 0110 . C12 . ol . np 

Start 1 

GI 2462936 

Exons 1 . . 547 

GI Descrip. (Y12321) open reading frame 2 



Seq. ID OJ990821_55.0110.C12 

Strand + 

End 550 

Method AAT/NAP 

End 547 

Score 4 68 

[Brassica oleracea] 



Seq. No. 13385 

Gene No. 28471 

Start 1 

Name OJ990821_55 . 0110 . C12 . ol . gs 

Start 78 

GI none 

Exons 78.. 550 



Seq. ID OJ990821_55.0110.C12 

Strand + 

End 550 

Method GENSCAN 

End 550 

Score .59 



14008 



Seq. No. 13385 Seq. ID 

Gene No. 28472 Strand 

Start 1091 End 

Name OJ990821_55 . 0110 . C12 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 571, 5.. 229, 313.. 408, 505.. 555 

Seq. No. 13385 Seq. ID 

Gene No. 28472 Strand 

Start 1091 End 

Name OJ990821_55 . 0110 . C12 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2. .220, 4. .81, 124. .219 



OJ990821_55.0110.C12 
1998 

TBLASTX : Soybean 

571 

517 



OJ990821_55.0110.C12 
1998 

TBLASTX: Maize 

220 

209 



Seq. No. 13385 

Gene No. 28472 

Start 1091 

Name OJ990821_55 . 0110 . C12 . ol . tw 

Start 20 

GI none 

Exons 20.. 262, 121.. 246, 308.. 484 



beq. id 

Strand 

End 

Method 

End 

Score 



OJ990821_55.0110.C12 
1998 

TBLASTX: Wheat 

484 

140 



Seq. No. 13385 Seq. ID 

Gene No. 28472 Strand 

Start 1091 End 

Name OJ990821_55 . 0110 . C12 . ol . tc Method 

Start 80 End 

GI none Score 

Exons 80. .151, 152. .259, 308. .529, 316. .534 



OJ990821_55.0110.C12 
1998 

TBLASTX: Cress 

534 

63 



Seq. No. 13385 Seq. ID 

Gene No. 28472 Strand 

Start 1091 End 

Name OJ990821_55 . 0110 . C12 . ol . tm Method 

Start 222 End 

GI none Score 

Exons 222. .554, 222. .425, 223. .603, 224. .556 



OJ990821_55.0110.C12 
1998 

TBLASTX: Maize 

603 

159 



Seq. No. 13385 Seq. ID 

Gene No. 28472 Strand 

Start 1091 End 

Name OJ990821_55 . 0110 . C12 . o2 . gs Method 

Start 1091 End 

GI none Score 

Exons 1091.. 1116, 1857.. 1998 



OJ990821_55.0110.C12 

1998 
GEN SCAN 
1998 
.52 



Seq. No. 13386 Seq. ID 

Gene No. 28473 Strand 

Start 602 End 

Name OJ990821_55 . 0110 . C13 . ol . gs Method 

Start 602 End ■ 

GI none Score 

Exons 602.. 677, 1204.. 1268 



OJ990821_55.0110.C13 

1268 
GEN SCAN 
1268 
.78 



14009 






Seq. No. 


13387 




Seq. ID 


OJ990821_55.0110, 


.C14 




Gene No. 


28474 




Strand 


+ 








9fin 






X X D X 






Name 


HTQQnfl91 01 1 n C\ A r\1 
UJ j^UO-cl j j . U11U . Ll^ . OI . 


gs 


MeLiioa 
















X X OX 






PT 


none 




Score 


7 7 






Exons 


9fifl "31 Q Q7Q 1 1 fil 












Seq. No. 


13387 




Seq. ID 


OJ990821_55.0110. 


X14 




Gene No. 


28475 




Strand 


+ 






OLalt 


907 •=> 




End 


4519 






Name 




gs 


Method 


GEN SCAN 






otart 


9 m c: 




End 


4519 






p t 

LrX 


none 




Score 


.66 






Exons 


907^ 914*3 "inn^ ^n£9 


**9 7 n 

jZ / U 


..3344, 4442. .4519 






Seq. No. 


13387 




Seq. ID 


OJ990821_55.0110. 


.C14 




Gene No. 


28476 




Strand 










791 S 

/ £. X J 




End 


7647 






Name 


vJU^yUOZl jj.UllU.Lly .Oj. 


gs 


Method 


GENSCAN 






btart 


"701 c 




End 


7647 






P T 
(jX 


none 




Score 


.83 








791 c: 1 
f £ J.D . . / Df± / 












Seq. No. 


13388 




Seq. ID 


OJ990821_55.0110. 


■ C15 




Gene No. 


28477 




Strand 


+ 




: cf 


o Lai L 


1 "3Q£ 




End 


3022 






Name 


ujyyuozx d d . u x xu . lid . ox . 


gs 


Method 


GENSCAN 




! ; 1 


otdlt 


1 OQC 
1 D 




End 


3022 






P T 
LfX 


none 




Score 


.98 




: =; 


XT' v /"\ t*^ c 1 


1 1^09 9P.QR "3099 










1 i.' 


Seq. No. 


13388 




Seq. ID 


OJ990821_55.0110. 


.C15 


c; 


Gene No. 


28478 




Strand 


+ 




i. : 


oUart 


4 6P9 

4DOZ 




End 


4793 






Name 




gs 


Method 


GENSCAN 




!. J. 




H Do Z 




End 


4793 




i. ~£ 


P T 


none 




Score 


.57 




i _! 


Exons 


4 0 O Z . . fl /3J 










Q 


Corf Wr\ 

oeq . iNo . 


13389 




Seq. ID 


OJ990821_55.0110. 






VJCilC LN(J . 


28479 




Strand 


+ 






Start 


1300 




End 


4223 






Name 


OJ990821 55.0110.C16.ol. 


gp 


Method 


AAT/GAP 








983 




End 


1720 






p t 


29501 1.R1084 




Score 


1030 






Exons 


983.. 1153, 1245.. 1490, 1599. 


.1720 








LjI uescrip. 


1 282994/pir | IS27762 4 . Oe 


-50 


Sipl protein - barley >gi 167100 


* 




(M77475) seed imbibition 


. protein [Hordeum vulgare] 1 






OCtj. LN (J . 


13389 




Seq. ID 


OJ990821_55.0110. 


C16 




Gene No. 


28479 




Strand 


+ 






Start 


1300 




End 


4223 






Name 


OJ990821 55.0110.C16.ol. 


gs 


Method 


GENSCAN 






Start 


1300 




End 


4223 






GI 


none 




Score 


.91 






Exons 


1300.. 1490, 1599.. 1855, 


1984 


..2118, 2365. .2810, 2825. .3250, 



14010 



3309.. 3535, 3611.. 4223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI A 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13389 Seq. ID 

28479 Strand 
1300 End 
OJ990821_55.0110.C16.ol.np Method 
1300 End 
282994 Score 
1300.. 1490, 1599.. 1855, 1984.. 2074, 
3333. .3535, 3611. .4220 

Sipl protein - barley gi | 167100 (M77475) seed imbibition protein 
[Hordeum vulgare] 



OJ990821_55.0110.C16 
+ 

4223 
AAT/NAP 
4220 
3066 

2201.. 2248, 2365.. 3250, 



13389 Seq. ID 

28479 Strand 
1300 End 
OJ990821_55.0110.C16.o3.gp . Method 
2999 End 
uC-osrocyp016a07al Score 
2999. .3201 

, 282994/pir | IS27762 4.0e-30 Sipl protein - barley >gi_167100 
(M77475) seed imbibition protein [Hordeum vulgare] 1 



OJ990821_55.0110.C16 
+ 

4223 
AAT/GAP 
3201 
390 



OJ990821_55.0110.C16 
+ 

4223 
AAT/GAP 
3984 
991 



13389 Seq. ID 

28479 Strand 
1300 End 
OJ990821_55.0110.C16.o4 .gp Method 
3385 End 
uC-osflcyp021c06bl Score 
3385.-3535, 3611.. 3984 

! 282994/pir| IS27762 1.0e-63 Sipl protein - barley >gi_167100 
(M77475) seed imbibition protein [Hordeum vulgare] 1 

13389 Seq. ID OJ990821_55 . 0110 . C16 

28480 Strand 

2486 End 2989 

OJ990821_55 . 0110 . C16 . o2 . gp Method AAT/GAP 

2486 " End 2989 

57092_1.R1084 Score ' 887 
2486. .2989 

■282994/pir | IS27762 8.0e-60 Sipl protein - barley >gi_167100 
(M77475) seed imbibition protein [Hordeum vulgare] 1 



13389 
28481 
4100 

OJ990821_55.0110.C16.o2.tc 

1288 

none 



Seq. ID OJ990821_55.0110.C16 



Strand 
End 

Method 

End 

Score 



4529 

TBLASTX: Cress 

4208 

170 



1288. .1491, 1597. .1707, 1605. .1706, 1756. .1857, 1980. .2075, 
3608. .3700, 3609. .3737, 3822. .3914, 4068. .4208 



Seq. No. 
Gene No. 
Start 
Name 
Start 



13389 
28481 
4100 

OJ990821 
1294 



55.0110.C16.ol. tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990821_55.0110.C16 
4529 

TBLASTX: Maize 
4225 



14011 



GI none Score 305 

Exons 1294. .1491, 1366. .1491, 1591. .1677, 1597. .1719, 1599. .1721, 

1759. .1857, 1797. .1856, 1804. .1863, 1980. .2075, 1982. .2074, 

1983.. 2075, 2210.. 2251, 2218.. 2250, 2362.. 2403, 2363.. 2494, 

2403.. 2528, 2546.. 2644, 2547 .. 2645, 2628 .. 2753, 2630.. 2767, 

2759.. 2815, 2760.. 2816, 2816.. 3055, 2822.. 3250, 2830.. 3249, 

3332.. 3631, 3333.. 3533, 3608.. 3736, 3609.. 3737, 3609.. 3794, 

3783. .3911, 3822. .3917, 3827. .3913, 3975. .3995, 4055. .4225, 
4068.. 4223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13389 
28481 
4100 

OJ990821_55. 

1296 

none 

1296. .1391, 
1956. .2075, 
2367. .2402, 
2642. .2755, 
2822. .3250, 
3606. .3722, 
4068. .4223 



0110.C16.ol.ts 



1297. .1488, 1605. 

1958.. 2074, 1983. 

2402. .2494, 2403. 

2643.. 2756, 2738. 

2830.. 2994, 3037. 

3608.. 3736, 3609. 



Seq. ID OJ990821_55.0110.C16 
Strand 

End 4529 

Method TBLASTX : Soybean 

End 4223 

Score 204 

.1706, 1606. .1707, 1762. ,1857, 
.2075, 2210. .2251, 2362. .2403, 
.2543, 2558. .2617, 2559. .2627, 
.2812, 2754. .2813, 2816. .2971, 
.3246, 3332. .3526, 3333.. 3527, 
.3737, 3822.. 3917, 3839.. 3916, 



Seq. No. 13389 
Gene No. 28481 
Start 4100 

Name OJ990821_55 . 0110 . CI 6 . ol . tc 

Start 2357 
GI none 

Exons 2357.. 2494, 2365.. 2403, 2403. 

2654. .2755, 2655. .2756, 2738. 
2830.. 3249, 3332.. 3535, 3333. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 55.0110.C16 



4529 

TBLASTX: Cress 
3535 
88 

2534, 2558.. 2617, 2559. 
2812, 2754.. 2813, 2822. 
3530 



.2630, 
.3250, 



Seq. No. 


13389 




Seq. ID 


OJ990821_55.0110.C16 


Gene No. 


28481 




Strand 




Start 


4100 




End 


4529 


Name 


OJ990821 55.0110.C16.o5 


.gp 


Method 


AAT/GAP 


Start 


4100 




End 


4529 


GI 


none 




Score 


788 


Exons 


4100. .4529 








Seq. No. 


13390 




Seq. ID 


OJ990821_55.0110.C17 


Gene No. 


28482 




Strand 




Start 


1 




End 


1416 


Name 


OJ990821 55.0110.C17.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


617 


GI 


none 




Score 


746 


Exons 


1..357, 577. .617 








Seq. No. 


13390 




Seq. ID 


OJ990821_55.0110.C17 


Gene No. 


28482 




Strand 




•Start 


1 




End 


1416 


Name 


OJ990821 55.0110.C17.ol 


.np 


Method 


AAT/NAP 


Start 


295 




End 


1402 


GI 


1581615 




Score 


245 


Exons 


295..3S7, 574. .660, 772 


. .876, 


963. .1085, 1157. .1228, 1338. .1402 



14012 



GI Descrip. oligosaccharyltransferase [Homo sapiens] 



Seq. No. 13390 Seq. ID 

Gene No. 28482 Strand 

Start 1 End 

Name OJ990821_55 . 0110 . C17 . ol . tc Method 

Start 310 End 

GI none-.. Score 
Exons 



OJ990821_55.0110.C17 
1416 

TBLASTX: Cress 

1415 

95 



310. .357, 453. .479, 574. .663, 578. .679, 769. .879, 769. 
773. .904, 960. .1085, 960. .1085, 961. .1086, 1127. .1231, 
1148. .1234, 1317. .1415, 1339. .1410 



879, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13390 
28482 
1 

OJ990821_55.0110.C17.ol.gs 

577 

none 



Seq. ID OJ990821_55.0110.C17 
Strand 

End 1416 

Method GEN SCAN 

End 1228 

Score .86 



577. .660, 772. .876, 960. .1127, 1157. .1228 



13390 
28482 
1 

OJ990821_55. 0110 . C17 . ol . ts 

578 

none 



Seq. ID OJ990821_55.0110.C17 
Strand 

End 1416 

Method TBLASTX : Soybean 

End 1416 

Score 96 



578. .664, 580. .663, 594. .665, 754. .864, 765. .878, 769. .879, 
773. .877, 951. .1085, 960. .1085, 967. .1086, 1127. .1231, 
1155. .1229, 1317. .1415, 1342. .1416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13390 
28482 
1 

OJ990821_55.0110.C17.ol.tm 
583 



none 
583. , 
951. . 
1310. 



Seq. ID 
Strand 
End 

_ Method 

End 

Score 117 
663, 584. .661, 615. .665, 769. .879, 769. 
1085, 960. .1085, 964. .1086, 1127. .1231, 
.1411, 1317. .1415, 1339. .1416 



OJ990821 55.0110.C17 



1416 

TBLASTX : Mai ze 
1416 



,879, 782. .901, 
1147. .1230, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13390 Seq. ID OJ990821_55 . 0110 . C17 

28482 Strand 

1 End 1416 

OJ990821_55.0110.C17 .o2.gp Method AAT/GAP 

1161 End 1415 

78 95_1.R1084 Score 250 

1161. .1228, 1338. .1415 

'730241/sp| P39656|OST4_HUMAN 9.0e-57 

DOLICHYL-DIPHOSPHOOLIGOSACCHARIDE — PROTEIN GLYCOSYLTRANSFERASE 
4 8 KD SUBUNIT PRECURSOR ( OLIGOSACCHARYL TRANSFERASE 4 8 KD 
SUBUNIT) (DDOST 48 KD SUBUNIT) (KIAA0115) (HA0643) 
>gi_473947_dbj_BAA0612 6_ (D29643) similar to Canis 
oligosaccharyltransferase 48 kDa subunit (M98392) . [Homo 
sapiens] 1 



13391 
28483 



Seq. ID OJ990821_55.0110.C18 
Strand + 



14013 



Start 3609 End 4112 

Name OJ990821_55 . 0110 . C18 . o2 . gp Method AAT/GAP 

Start 3609 End 4112 

GI 36950_1.R1084 Score 955-* * 

Exons 3609.. 4112 

GI Descrip. 1 24 64 901/emb | CAB 16804 . 1 | 2.0e-09 (Z99708) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13391 Seq. ID OJ990821_55 . 0110 . C18 

28484 Strand 

1 End 2580 

OJ990821_55 . 0110 . C18 . ol . gp Method AAT/GAP 

1 End 2580 

7895_1.R1084 Score 1513 

1..70, 137. .192, 630. .743, 866. .919, 1345. .1470, 1561. .1697, 
2258. .2580 

*730241/sp| P39656|OST4_HUMAN 9.0e-57 

DOLICHYL-DI PKOSFHOOLIGOSACCHARI DE-- PROTEIN GLYCOSYLTRANSFERASE 
48 KD SUBUNIT PRECURSOR (OLIGOSACCHARYL TRANSFERASE 48 KD 
SUBUNIT) (DDOST 48 KD SUBUNIT) (KIAA0115) (HA0643) 
>gi_473947_dbj_BAA06126_ (D29643) similar to Canis 
oligosaccharyltransf erase 48 kDa subunit (M98392) . [Homo 
sapiens] 1 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



.13391 Seq. ID 

28484 Strand 

1 End 

OJ990821_55 . 0110 . C18 . ol . gs Method 

29 End 

none Score 



OJ990821_55.0110.C18 

2580 
GENSCAN 
2537 
.88 



29. .70, 137, 
2409. .2537 



.192, 866. .919, 1345. .1470, 1561. .1697, 2258. .2369, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13391 
28485 
3963 

OJ990821_55.0110.C18.o4 . tm 
23 

none 



OJ990821 55.0110.C18 



7343 

TBLASTX: Maize 

2411 

63 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

23. .70, 26. .70, 28. .84, 30. .71, 33. .92, 124. .198, 125. .196, 
134. .199, 135. .197, 135. .200, 620. .739, 621. .743, 628. .744, 
630. .743, 631. .753, 848. .919, 864. .920, 864. .920, 865. .975, 
1341. .1490, 1343. .1471, 1345. .1500, 1559. .1726, 1561. .1695, 
2256. .2411, 2257. .2403 

13391 Seq. ID OJ990821_55 . 0110 . C18 

28485 Strand 

3963 End 7343 

OJ990821_55 .0110. C18 . o3 . ts Method TBLASTX : Soybean - 

37 End 2411 

none Score 70 

37. .87, 124. .198, 125. .196, 134. .199, 621. .743, 631. .744, 
848. .919, 864. .920, 1342. .1419, 1345. .1500, 1559. .1696, 
1561. .1698, 1561. .1695, 2256. .2411, 2257. .2403 



Seq. No. 
Gene No. 



13391 
28485 



Seq. ID OJ990821_55.0110.C18 
Strand 



14014 






Start 


3963 








End 


7343 




Name 


OJ990821 55. 


,0110 


.C18.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


869 








End 


2411 




GI 


none 








Score 


55 




Exons 


869. .919, 1303..: 


1500, 1341.. 


1457, 1346, 


. .1471, 1559. .1693, 






i o du . . x by ft , 


X O D X 


. . x d y o , 


X O b X 


..1695, 2256. .2411, 2257. .2403 




Seq. No. 


i joy i 








Seq. ID. 


OJ990821_55.0110.C18 




Gene No. 


ZO fl O 0 








Strand 






Start 


o y bo 








End 


7343 




Name 


Pk TQQHQ 9 1 El c 

uj y y uo z x jj. 


ni i n 

. U X X u 


PI 0 r\~\ 

. Llo . OX 




Method 


TBLASTX: Wheat 




Start 


1340 








End 


1710 




GI 


none 








Score 


131 




Exons 


X Oft U . . X ft / !/ 


1 "3 A 1 
X O ft X 


i 4 fin 


x o ft z 


..1473, 1345. .1473, 1559. .1708, 






1 ccq i can 

i jj y . . x oyu , 


x o b x 


. . X / xu 










Seq. No. 


ijoyi 








Seq. ID 


OJ990821_55.0110.C18 




Gene No. 


9 o /: o c 
Z O ft O 0 








Strand 






otart 


oy bo 








End 


7343 




Name 


OJ990821 55. 


,0110 


.C18.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3960 








End 


4139 




GI 


none 








Score 


94 




Exons 


oy du . . 4 xoy / 


o y bo 


A n Q c: 
. . 4 U 0 0 , 


^ Q"7 n 
o y / u 


. .4134 




'ssl 


Seq. No. 


X ooy X 








Seq. ID 


OJ990821_55.0110.C18 




Gene No. 


Z 0 fl O 0 








Strand 




* 1 I 
sP 


Start 


o y bo 








End 


7343 


£3? 


Name 


uj y y u o z x oo. 


. u X x u 


PI Q r\0 
. LlO . OZ 


. gs 


Method 


GENSCAN 


-M 


Start 


3963 








End 


7343 




GI 


none 








Score 


.61 


5 

= jj 


Exons 


3963. .4561, 


4648 


. .4823, 


5449 


..5980, 6170. .6327, 7151. .7343 




beq. no. 


13391 








Seq. ID 


OJ990821_55.0110.C18 


\\\ 


Gene No. 


28485 








Strand 




k t\ 


Start 


3963 








End 


7343 


. J. 


Name 


OJ990821 55, 


.0110 


.CI8.0I 


.np 


Method 


AAT/NAP 


3 : 


Start 


3966 








End 


7066 




GI 


2464901 








Score 


1490 


J 


Exons 


3966. .4561, 


4648 


. .4790, 


5449 


. . 6057, 6952. .7066 


J 


GI Descrip. 


(Z99708) putative prote 


in [Arabidopsis 


thaliana] 




Seq. No. 


13391 








Seq. ID 


OJ990821_55.0110.C18 




Gene No. 


28485 








Strand 






btart 


3963 








End 


7343 




Name 


OJ990821 55. 


.0110 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4065 








End 


4295 




GI 


none 








Score 


142 




Exons 


4065. .4109, 


4116 


. .4295, 


4120 


. .4293 






beq. jno . 


13391 








Seq. ID 


OJ990821_55.0110.C18 




Gene No. 


28485 








Strand 






Start 


3963 








End 


7343 




Name 


OJ990821 55. 


.0110 


.CI8.0I 


.tm 


Method 


TBLASTX: Maize 




Start 


4171 








End 


4549 




GI 


none 








Score 


475 




Exons 


4171. .4545, 


4173 


. .4544, 


4406 


. .4549 





14015 




Seq. No. 


13391 








Seq. ID 


OJ990821_55.0110.C18 


Gene No. 


28485 








Strand 






J-/D j 








End 


7343 


Name 


UJjyUO^l DO. 


U11U . 


PI ft n9 
^10 . oz . 




Method 


TBLASTX: Cress 


oiart 


4 ^ O 0 








End 


4778 




none 








Score 


95 


U 1 y*\ c« 

Lxons 


4 ^ O O . . 4 O 0o , 


A &A C\ 
4 Oft D . 


• ft / / / , 


A&A1 
ft O 4 / . 


.4751, 4650.. 4778 


Gary M /"\ 

oecj . 1NO . 


13391 








Seq. ID 


OJ990821_55.0110.C18 


OCMC INO . 


28485 








Strand 




Start 


3963 








End 


7343 


Name 


OJ990821 55. 


0110. 


C18.o3. 


gp 


Method 


AAT/GAP 


Of -w-4- 

O LSI L 


4755 








End 


5888 


bl 


uOosflcypl54b08bl 




Score 


982 


Exons 


4755. .4823, 


5449. 


.5888 








GI Descrip. 


, 24 64 901/emb|CAB16804. 1 | 


9 Ho 

z. . ue 


-52 (Z99708) putative protein 




[Arabidopsis 


i thaliana] 1 








beq. wo. 


ij jyi 








Seq. ID 


OJ990821_55.0110.C18 


Gene No. 


4 o o 








Strand 




Start 


3963 








End 


7343 


Name 


OJ990821_55. 


0110. 


C18.o3. 


Liu 


Method 


TBLASTX: Maize 


otart 


04 4 / 








End 


5733 


t 
bl 


none 








Score 


39 


Exons 


044 / . .04 / O, 


5448. 


.5471, 


04 oy . 


.5675, 54^ 


'8. .5672, 5479. .5673, 




0 D / U . .0 / JZ / 


5671. 


.5733 








Seq. No. 










Seq. ID 


OJ990821_55.0110.C18 


Gene No. 


28485 








Strand 




b tart 


3963 








End 


7343 


Name 


vjj yyuozi oo . 


0110. 


C18.ol. 


L.C 


Method 


TBLASTX: Cress 


CM , 4- 

btart 


0 / JO 








End 


6059 


b± 


none 








Score 


187 


E 1 f*\ r"\ 

HjXons 


CTQC CQQ1 

o / . . oy o / , 


5737. 


.5949, 


R Qft 7 
O ^ 0 / . 


.6055, 5991.. 6059 


Cart XT /-\ 

beq. no. 


13391 








Seq. ID 


OJ990821_55.0110.C18 


Gene No. 


28485 








Strand 




Start 


3963 








End 


7343 


Name 


OJ990821 55. 


0110. 


C18.o2. 


Lul 


Method 


TBLASTX: Maize 


b tart 


5759 








End 


6074 


b± 


none 








Score 


320 


Exons 


5759. .5986, 


5760. 


.5984, 


o / ou . 


.5987, 5762. .5989, 5988. .6074, 




5988. .6074 












Seq. No. 


13391 








Seq. ID 


OJ990821_55.0110.C18 


Gene No. 


28485 








Strand 




Q4- 2r f 

btarr 


3963 








End 


7343 


Name 


OJ990821 55. 


0110. 


C18.ol. 


4- 0 

us 


Method 


TBLASTX : Soybean 


C+- n ~4- 

btart 


5859 








End • 


6073 




none 








Score 


65 


Exons 


58S9..5987, 


5875. 


.5949, 


oy^ / . 


.5992, 5987.. 6073, 5988.. 6062 


Seq. No. 


13392 








Seq. ID 


OJ990821_55.0110.C19 


Gene No. 


28486 








Strand 




Start 


200 








End 


557 


Name 


OJ990821 55. 


0110. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


193 








End 


505 



14016 



rii 

.151 



GI 


none 




Score 


DO 






Exons 


i oqq om 9QQ on/i 
. Zoo , zuo . . zyo; zu*i . 


O Q -7 
. ZO / , 


Z / Z . . Jul, 


J DO . . JUJ; 


jo D i . 


DVD 


beq. wo. 






Oct] ■ J. u 


UU .7 ^?\J O £. J. JJ 


nun 




Gene No. 


28486 




Strand 








Start 


200 




End 


557 






Name 


OJ990821 55.0110.C19.ol. 




Method 


zi a t / Map 






Start 


194 




End 


^ 1 
0 0/ 






GI 


6069570 




Score 


9 9/1 
Z Z fi 






Exons 


194 . .557 












GI Descrip. 


(AB022081) ORF-c [Brassica rapa] 








Seq. No. 


13392 




Seq. ID 


OJ990821_55 


.0110 


.C19 


Gene No. 


28486 




Strand 








Start 


200 




End 


c c 7 






Name 


OJ990821 55.0110.C19.ol. 


gs 


Method 








Start 


200 




End 


con 

oz y 








none 




Score 


1 






Exons 


200. .529 












Seq. No. 


13392 




Seq. ID 


OJ990821_55 


.0110 


.C19 


Gene No. 


28486 




Strand 








btart 


200 




End 


557 






Name 


OJ990821 55.0110.C19.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


383 




End 


0 0 4 






GI 


none 




Score 


11/ 






Exons 


383. .523, 386. .553, 396. 


.554, 


396. .554 








Seq. No. 


13393 




Seq. ID 


OJ990821_55 


.0110 


.C20 


Gene No. 


28487 




Strand 








btart 


232 




End 


842 






Name 


OJ990821 55.0110.C20.ol. 


gs 


Method 


GENSCAN 






Start 


232 




End 


842 






GI 


none 




Score 


.79 






Exons 


232.. 357, 496.. 687, 706. 


.842 










Seq. No. 


13394 




Seq. ID 


OJ990821_55 


.0110 


.C22 


Gene No. 


28488 




Strand 


+ 






o tar t 


2107 




End 


2651 






Name 


OJ990821 55.0110.C22.o2. 


gs 


Method 


GENSCAN 






bt art 


2107 




End 


2651 






bl 


none 




Score 


.92 






Exons 


2107. .2191, 2404. .2651 












Seq. No. 


13394 




Seq. ID 


OJ990821_55 


.0110 


.C22 


Gene No. 


28489 




Strand 








Start 


80 




End 


1639 






Name 


OJ990821 55.0110.C22.ol. 


gs 


Method 


GENSCAN 






Start 


80 




End 


1639 






GI 


none 




Score 


.71 






Exons 


80. .615, 754. .914, 1536. 


.1639 










Seq. No. 


13394 




Seq. ID 


OJ990821_55 


.0110 


.C22 


Gene No. 


28490 




Strand 








Start 


2194 




End 


5347 






Name 


OJ990821 55.0110.C22.ol. 


np 


Method 


AAT/NAP 






Start 


2194 




End 


5347 







14017 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5734621 Score 64 

2194.. 2266, 4726.. 4965, 5323.. 5347 

(AP000391) ESTs AU067992 (C11433 ) , AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



13395 
28491 
673 

OJ990821 

673 

none 

673. .966 



55.0110.C23.o2.gs 



Seq. ID OJ990821_55.0110.C23 

Strand + 

End 966 

Method GENSCAN 

End 966 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


13395 


Gene No. 


28492 


Start 


1779 


Name 


OJ990821 55 


Start 


2769 


GI 


5091610 


Exons 


2769. .2995 


GI Descrip. 


(AC007858) 


Seq. No. 


13395 


Gene No. 


28493 


Start 


7503 


Name 


OJ990821 55 


Start 


7503 


GI 


none 


Exons 


7503. .7565, 



13395 Seq. ID OJ990821_55 . 0110 . C23 

28492 Strand + 

1779 End 3840 

OJ990821_55 . 0110 . C23 . ol . np Method AAT/NAP 

1779 End 3840 

6721561 Score 132 

1779. .1869, 2335. .2411, 3796. .3840 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical pro.tein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. ID OJ990821_55.0110.C23 
Strand + 
End 3840 
10.C23.o2.np Method AAT/NAP 
End 2995 
Score 254 



OJ990821_55.0110.C23 
+ 

17469 
GENSCAN 
17189 
.57 



Seq. ID 
Strand 
End 

10.C23.o4 .gs Method 
End 
Score 

172.. 7689, 9615.. 9769, 11660 .. 117 17 , 11762 
11969. .11994, 12054. .12085, 12216 12408 , 12704 12 954 , 
13035. .13134, 13226. .13415, 13878 .. 14 144 , 14236 .. 14 581 , 
14 915. .15040, 15133. .1534 5, 15507. .15765, 16305. .16522, 
16770. .17189 



11910, 



Seq. No. . 13395 Seq. ID 

Gene No. 28493 Strand 

Start 7503 End 

Name OJ990821_55 . 0110 . C23 . o3 . np Method 

Start 12189 End 

GI 6446577 Score 

Exons 12189. .12408, 12704 .. 12877 , 

13243. .13415, 13878 14144 f 



OJ990821_55.0110.C23 
+ 

17469 
AAT/NAP 
17186 
4248 

12911. .12954, 13032. .13142, 
14236. .14581, 14 671 .. 14 807 , 



14915. .15040, 15133. .15345, 15507 .. 15765, 15856 .. 16057 , 



14018 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 



16172. .16522, 16605.. 17186 

(AF150630) cellulose synthase catalytic subunit [Gossypium 
hirsutum] 



13395 Seq. ID 

28493 - Strand 

7503 End 

OJ990821_55 . 0110 . C23 . o2 . gp Method 

13258 End 

32277 1.R1084 Score 



OJ990821_55.0110.C23 
+ 

17469 
AAT/GAP 
14731 
1521 



13258. .13415, 13878 .. 14 14 4 , 14236 .. 14 582 , 14673. .14731 
'2827143 1.0e-112 (AF027174) cellulose synthase catalytic 
subunit [Arabidopsis thaliana] ' 



OJ990821_55.0110.C23 
+ 



13395 Seq. ID 

28493 Strand 

7503 End 17469 

OJ990821_55. 0110 . C23 . o3 . gp Method AAT/GAP 

14743 End 15997 

39985_1.R1084 Score 1522 

14743. .14807, 14915 15040, 15133 .. 1534 5, 15507 .. 157 65, 
15856. .15997 



GI Descrip. ' 508 177 9/gb | AAD39534 . 1 | 1.0e-132 (AF150630) cellulose synthase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



[Gossypium hirsutum] ' 

13395 Seq. ID 

28493 Strand 

7503 End 

OJ990821_55.0110.C23.o4 . gp Method 

16175 End 

LIB34 34-013-P1-K1-E12 Score 
16175. .16522, 16605. .16717 
, 5081779/gb|AAD39534.1| 2.0e-71 
[Gossypium hirsutum] 1 



55.0110.C23 



OJ990821 
+ 

17469 
AAT/GAP 
16717 
870 



(AF150630) cellulose synthase 



13395 
284S3 
7503 

OJ990821_55.0110.C23.o5.gp 
16766 

17495_1.R1084 
16766. .17469 

, 5081779/gb|AAD39534.1| 9.0e-61 
[Gossypium hirsutum] ' 



Seq. ID OJ990821_55.0110.C23 

Strand + 

End 17469 

Method AAT/GAP 

End 17469 

Score 1340 



(AF150630) cellulose synthase 



13395 Seq. ID 

28494 Strand 

1110 End 

OJ990821_55.0110.C23.o3.gs Method 

1110 End 

none Score 



OJ990821_55.0110.C23 

5418 
GENSCAN 
5418 
. 63 



1110. .1208, 1701. .1826, 4572. .4736, 4828. .5418 



13395 Seq. ID 

28495 Strand 

5345 End 

OJ990821_55 . 0110 .C23 . ol . gp Method 



OJ990821_55.0110.C23 

5480 
AAT/GAP 



14019 




O f- -j >~4- 
OLdlL 












^4 fin 








none 








Score 


964 

Z D4 






Exons 


5345. . 


5480 














Seq. No. 


13395 








Seq. ID 


OJ990821 


_55.0110 


.C23 


Gene No. 


28496 








Strand 








OLalL 


12080 








End 


17384 






Name 


OJ990821 55.0110.C23 


. o j . tm 


Method 


TBLASTX : 1 


Ma l z e 




C -j- -j v~ 4- 


12080 








End 


12762 








none 








Score 


343 








12080. 


.12133, 


12158. 


19419 


12210. .12410, 12697 


. 12762 




beq. no. 


13395 








Seq. ID 


OJ990821 


s s n 1 1 n 




Gene No. 


28496 








Strand 








Start 


12080 








End 


17384 






Name 


OJ990821 55.0110.C23 


rt O 4- Q 


Method 


TBLASTX: ; 


^o\/V>^rt n 






12234 








End 


14004 








none 








Score 


282 






Exons 


12234. 


.12410, 


12236. 


19 4 19 

. 1Z H 1Z t 


12697. .12801, 13246 


1 ?^9 Q 






13257. 


.13307, 


13882. 


1 ^Q^ Q 


13960. .14004 






O r-* rt* VI rt 

beq. no. 


13395 








Seq. ID 


OJ990821 


c.c> ni i n 

J J . U11U 


P9 ^ 


Gene No . 


28496 








Strand 








btart 


12080 








End 


17384 






Name 


OJ990821 55.0110.C23 


rt 1 +- rt 

. Ol . t,c 


Method 


TBLASTX : < 


Or es s 




btart 


12239 








End 


17203 






C T 


none 








Score 


266 






Exons 


12239. 


.12412, 


12240. 


1 9 A 1 n 
. 1Z H 1 U , 


12793. .12£ 


J76, 13255 


1 ^^9Q 
. . 1 o 3 z y , 






13257. 


.13307, 


13327. 


1 ^ 4 1 6 
. 1 J fl 1 0 , 


13338. .13415, 13878 


14 19 6 

. . 1 fi 1 Z U , 






13879. 


.14145, 


13879. 


1 A 1 "3 £ 


14001. .14147, 14212 


1 4 Sft n 
* • 11 JOU ^ 






14233. 


.14592, 


14234 . 


1 4 RR 1 


14656. .14727, 14670 


1 4 7 9 6 






14711. 


.14809, 


14715. 


1 4 R 9 9 
. J. H 0 Z Z , 


14724. .14810, 14746 


1 4 R 9 ? 






14912. 


.15046, 


14915. 


.15043, 


14926. .15045, 14971 


. .15051, 






15132. 


.15176, 


15132. 


.15353, 


15133. .15351, 15500 


. . 15613, 






15507. 


.15638, 


15615. 


1 ^767 


15617. .15649, 15707 


1 S7 66 






15851. 


.15997, 


15854 . 


1 RQRR 

. 1 O .7 0 O , 


15855. .16004, 15855 


1 60D4 






15979. 


.16065, 


15983. 


i 6H79 


16166. .16531, 16171 


i 6 c i^n 






16592. 


.16897, 


16596. 


1 7 1 Q9 

. -L / 1 Z/Z , 


16602. .17195, 16628 


1 7 1 Q7 






16925. 


.17203 














O rt rt* Kl rt 

beq. no. 


13395 








Seq. ID 


OJ990821 


c. c ni i n 

J J ■ u 1 1 u 


r9 ^ 


Gene No. 


28496 








Strand 








Oil 

btart 


12080 








End 


17384 






Name 


OJ990821 55.0110.C23 


rt O 4- m 

. oz . tin 


Method 


TBLASTX:) 


L v ld J. c 




Oh — i 

b tar l 


12781 








End 


14942 






bl 


none 








Score 


74 






Exons 


12781. 


.12846, 


12795. 


1 Op/1 c 
. 1Z o 4 D , 


12846. .12953, 12847 


1 9 Q R7 
. . 1 Z :? O / , 






13032. 


-.13076, 


13034. 


.13069, 


13069. .13107, 13070 


. . 13105, 






- 13071. 


.13106, 


13113. 


. 13133, 


13224. .13301, 13227 


. . 13301, 






13228. 


. 13302, 


13303. 


1 "3 4 "37 
. 1 .J fi .J / , 


13303. .13416, 13305 


1^4 97 






13877. 


. 14146, 


13879. 


1 A 1 /I c 
. 1 4 1 41 D , 


14001. . 14147, 14233 


1 KOf) 






14233. 


.14592, 


14234. 


. 14581, 


14650. . 14727, 14668 


. . 14709, 






14670. 


. 14741, 


14670. 


. 14726, 


14714. . 14E 


309, 14715 


. . 14810, 






14718. 


.14810, 


14900. 


. 14941, 


14913. .14942, 14915 


. . 14941 




Seq. No. 


13395 








Seq. ID 


OJ990821 


_55.0110 


.C23 


Gene No. 


28496 








Strand 









14020 




otart 


12080 








r n rl 1 7 *}fl 4 
CjUQ 1 / JO ft 






Name 


OJ990821 55.0110.C23. 


.01. IS 


Maf KaH TRT Z1QTY • 


ooyxjcciii 




btart 










r n H 1 71 qt; 
dUQ X / X ^ j 






bl 


none 








ocore 100 






Exons 


14005. 


.14145, 


14007. . 


, 1 fi 1 ft / , 


xfi^jj. .ifiDyz, ifizjff 


1 / CQ1 
. .XfiJOX, 






i a 6^0 


. X fi / £. I , 


i 4 66ft 

X ff O DO • . 


,14709, 


14670. .14726, 14714 


. .14809, 






1471c: 

X ft f X J . 


i 4 ft 1 n 


1 4 7 "K^ 


,14810, 


14900. .15046, 14915 


. .15043, 








. 1 j 0 ji / 




, 1 J J; 


1 M 74 1 R74 6 1 SI 7S 


. . XJJJU, 






15500. 


.15598, 


15507. . 


1 ^61 4 

, 1 J D -L ft , 


1^714 1 S7 67 1 S7 90 

1 J / 1 fi • . 1 J / D / ; 1J / tu 


1 S7 67 

• .XJ/D/, 






15850. 


.15873, 


15861. . 


, 1 OUUft , 


1 SftftS I^Qfift 1 RQfin 

1 JOO J . . iJ-JDOf 1J30U 


1 6079 






15982. 


.16065, 


16169. . 


1 6R"}1 
. 1 OjjI , 


1 C171 1 CQOfi 1 fiRQO 
XDX/X. . IDjjU, IDJ?^ 


1 6ftQ1 






16596. 


.17141, 


16602. . 


1 71 qt; 


1 669ft 1 7 1 Q1 
XDDZO. .1/131 






beq. no. 


13395 








Qq/t m OTQQOft91 

oeq. iu ujy?uOii 


RR 0110 
J J . ullu 


P9"} 
. j 


Gene No. 


28496 








b trana 






Start 


12080 








End 17384 






Name 


OJ990821 55.0110.C23. 


, o2.tw 


Method TBLASTX : 1 


Wheat 






14 4 31 














bl 


none 








Qprira 9 7 4 
OCOlc Zjfi 






Exons 


14431. 


.14592, 


14432. . 




146RO 14797 14670 

14DJU . • 1 f± / ^ / , IIO iU 


1 4 796 

• . 14 1 £.\J f 






14714. 


. 14809, 


14715. . 


1 a q 1 0 

, 1 H O 1 u , 


14791 14R10 14Q00 
Xfl/^X..XflOXU, XfiZ/UU 


1 c.n*iA 

. . 1 J U J fl , 






14913. 


. 15035, 


14915. . 


1 ^no7 

. 1 DUO / , 


1 4 Q7 1 1^07 6 
X fl :? / X . . IjUjD 






Seq. No. 


13395 








beq. iu ujyyuozx 


c c n 1 1 0 

J j . U11U 


r*9 ^ 


Gene No. 


'28496 








b Tirana 






Start 


12080 








T?nrl ' 1 70Qy1 






Name 


OJ990821 55. 011.0. C23. 


. ol . tm 


Meunou. idlhoia . 


wax ze 




Start 


14984 








tna x / jo f* 






GI 


none 








bcore 01 






Exons 


14984. 


.15043, 


14998. . 


.15075, 


14998. .15042, 15133 


. .15351, 






15134. 


.15346, 


15499. . 


,15618, 


15500. .15646, 15507 


. .15623, 






15599. 


. 15649, 


15600. . 


1 tr/rc-a 

. 1 JVJ J/ 


1 S707 1 S766 1 S70ft 

1J / U / . . 1J /DD; 1 J / UO 


1 S767 






15851. 


.16000, 


15853. . 


1 f;nn9 


IJOJJ . .XOUUfi, 1 J" ' J 


1 606R 






15983. 


. 16072, 


16169. . 


1 6^1 

. X DO j X , 


16171 1 6R70 16609 
lOl/l. . IOjjU; IDDU^ 


1 7 1 Q R 

. .X/1-3J, 






16602. 


. 17189, 


16625. . 


171 Q4 
. X f X :?fi , 


17977 1 70^0 1 7OQO 

X / Z / / * . 1 / JJ^f 1 / ^Oj 


1 7 ^4 ft 
. . 1 / j ft 0 , 






17285. 


. 17371, 


17331. . 


1 7 "^ft 4 
. X / jo ft , 


1 7 77ft 1 7^7Q 

1 1 JJO . . 1 / J / i7 






beq. no.. 


13395 








Qorr TH nTQQ0R91 

beq. 1 u uj i??uo^i 


S R 0110 
J J . u 1 1 u 


P9 ^ 

■ J 


Gene No. 


28496 








Strand 






Start 


12080 








End* 17384 






Name 


OJ990821 55.0110.C23. 


> o4 . tw 


L v lcL 110(1 IDLriOl A . 


Vv 1 1 c a. L 




Of -! V- +- 

otart 


15133 








FnH 1 R R 60 






bl 


none 








Qpatq 14 6 






Exons 


15133. 


. 15243, 


15157. . 


1 coo 


1S9R9 1 RO«;o 1R9R7 
1 J6 J6 . . 1 j jjU; IjZ Jj 


• .1JJJ1, 






15507. 


. 15560 












beq. no. 


13395 








c on Tn HTQQ0P91 

beq. iu uj^jUo^i 


qc: 0110 
J J . U 1 1 U 


P9^ 


Gene No. 


28496 








Strand 






Start 


12080 








End 17384 






Name 


OJ990821 55.0110.C23. 


. o3 . tw 


Mo-KVi/^H TRT ZiQTY • 


Wiled L 




Start 


16360 








bna iDoou 






GI 


none 








Score 298 






Exons 


16360. 


.16530, 


16364 . . 


.16531, 


16364. .16531, 16602 


. .16658, 






16604 . 


. 16660 












Seq. No. 


13395 








Seq. ID OJ990821 


_55.0110 


.C23 


Gene No. 


28496 








Strand 







14021 



Start 
Name 
Start 
GI 

Exons 



12080 End 

OJ990821_55 . 0110 . C23 . ol . tw Method 

16661 End 

none Score 



17384 

TBLASTX: Wheat 

17069 

593 



16661. .17068, 16662. .17069, 16662.. 17069 



Seq. No. 13396 

Gene No. 28497 

Start 113 

Name OJ990821_55 . 0110 . C24 . ol . gs 

Start 113 

GI none 

Exons 113 . . 304 



Seq. ID OJ990821_55.0110. 

Strand + ~ 

End ' 304 

Method GEN SCAN 

End 304 

Score . 63 



C24 



Seq. No. 13397 

Gene, No. 28498 

Start 186 

Name OJ990821_55 . 0110 . C2 6 . ol . gs 

Start 186 

GI none 

Exons 186.. 418 



Seq. ID OJ990821_55.0110. 

Strand 

End 418 

Method GENSCAN 

End 418 

Score .59 



C26 



Seq. No. 13398 

Gene No. 28499 

Start 573 

Name OJ990821_55 \ 0110 . C28 . ol . gs 

Start 573 ■. • 

GI none 

Exons 573. .774 



Seq. ID OJ990821_55.0110, 

Strand - 

End 774 

Method GENSCAN 

End 774 

Score .78 



C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13399 
28500 
1 

OJ990821_55.0110.C29.ol.np 
1 

4680214 
1..27, 2406. .2708 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990821_55.0110, 
Strand + 

2708 
AAT/NAP 
2708 
172 



C29 



End 

Method 

End 

Score 



13399 
28500 
1 

OJ990821_55. 0110 . C2 9 . ol . gs 
5 

none 



Seq. ID OJ990821_55.0110, 

Strand + 

End 2708 

Method GENSCAN 

End 2475 

Score .53 



C29 



5. .11, 633. .750, 1109. .1246, 1270. .1362, 2292. .2475 



13399 
28500 
1 

OJ990821_55. 0110.C29.ol. tm 

2395 

none 



Seq. ID OJ990821_55.0110. 

Strand + 

End 2708 

Method TBLASTX: Maize 

End 2702 

Score 344 



C29 



2395. .2544, 2396. .2545, 2400. .2702, 2401. .2697 



13400 
28501 



Seq. ID OJ990821_55.0110. 
Strand 



C31 



14022 




Start 


1001 








End 


1714 




Name 


OJ990821 55 


.0110 


. C31 . ol 


.gs 


Method 


GENSCAN 




Start 


1001 








End 


1714 




GI 


none 








Score 


. 69 




Exons 


1001 . . 1031, 


1093 


. . 134 6, 


1631 . 


.1714 






Seq. No. 


134 00 








Seq. ID 


OJ990821 55.0110 


. C31 


Gene No. 


28502 








Strand 






Start 


3232 








End 


5437 




Name 


OJ990821 55 


.0110 


.C31.ol, 


.np 


Method 


AAT/NAP 




Start 


3211 








End 


5437 




GI 


4063751 








Score 


342 




Exons 


3211 . . 3864 , 


4531 


. .4702, 


5403. 


.5437 






GI Descrip. 


(AC005851) ; 


putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


13400 








Seq. ID 


OJ990821_55.0110, 


.C31 


Gene No. 


28502 








Strand 






Start 


3232 








End 


5437 




Name 


OJ990821 55 


.0110 


-C31.o2. 


• gs 


Method 


GENSCAN 




Start 


3232 








End 


4722 




GI 


none 








Score 


. 96 




Exons 


3232 . . 3864 , 


4338 


. .4424, 


4531. 


.4722 






Seq. No. 


13400 








Seq. ID 


OJ990821_55.0110, 


.C31 


Gene No. 


28502 








Strand 






Start 


3232 








End 


5437 




Name 


OJ990821 55 


.0110 


.C31.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


3253 








End 


3867 




GI 


none 








Score 


307 




Exons 


3253 . . 3384 , 


3448 


. .3867 










Seq. No. 


13400 








Seq. ID 


OJ990821_55.0110. 


.C31 


Gene No. 


28502 








Strand 






Start 


3232 








End 


5437 




Name 


OJ990821 55 


. 0110 


,C31.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


3256 








End 


3669 




GI 


none 








Score 


82 




Exons 


"DOC/" O y| 1 J| 

3256 . .3414, 


3443 


. .3580, 


3448. 


.3669 






Seq. No. 


13400 








Seq. ID 


OJ990821_55.0110, 


.C31 


Gene No. 


28502 








Strand 






Start 


3232 








End 


5437 




Name 


OJ990ozl 55 


.0110 


.C31.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


3271 








End 


3867 




GI 


none 








Score 


76 




Exons 


3271 . . 34 14 , 


3277 


. .3411, 


3281. 


.3415, 3430. .3867, 3455. .3571, 




3632 . .3841 














Seq. No. 


' 13400 








Seq. ID 


OJ990821_55.0110. 


,C31 


Gene No. 


28502 








Strand 






O Lai U 










End 


5437 




Name 


OJ990821 55 


.0110 


.C31.ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


3448 








End 


3795 




GI 


none 








Score 


69 




Exons 


3448. .3795, 


3509 


. .3712 










Seq. No. 


13400 








Seq. ID 


OJ990821_55.0110. 


C31 



14023 



Gene No. 28502 Strand 

Start 3232 End 

Name OJ990821_55 . 0110 . C31 . ol . tm Method 

Start 3826 End 

GI none Score 

Exons 3826.. 3867, 4335.. 4427, 4336.. 4425, 4547.. 4723, 4548 
4610. .4726 



5437 

TBLASTX: Maize 

4726 

111 



4724, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13401 
28503 
1 

OJ990821_55.0110.C32.ol.np 
1 

5042454 
1..66, 298. .470, 863. .916 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990821_55.0110.C32 

Strand + 

End 1122 

Method AAT/NAP 

End 916 

Score 178 



13401 Seq. ID 

28503 Strand 

1 End 

OJ990821_55 . 0110 . C32 . ol . gs Method 

207 End 

none Score 



OJ990821_55.0110.C32 
+ 

1122 
GENSCAN 
1122 
.67 



207. .267, 427. .469, 596. .65.3, 863. .1033, 1114. .1122 



13401 
28504 
1995 

OJ990821_55.0110.C32.ol.tc 

1498 

none 



Seq. ID OJ990821_55.0110.C32 
Strand 

End 2973 

Method TBLASTX : Cress 

End 2973 

Score 65 



1498. .1590, 1499. .1588, 2016. .2411, 2038. .2205, 2412. .2480, 
2896. .2973 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13401 
28504 
1995 

OJ990821_55.0110.C32.ol.tm 

1498 

none 



Seq. ID OJ990821_55.0110.C32 
Strand 
End 

Method 
End ' 
Score 



2973 

TBLASTX: Maize 

2488 

73 



1498. .1590, 1499. .1588, 2016. .2480, 2017. .2475, 2327. .2488 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821 55.0110.C32 



2973 
AAT/NAP 
2480 
251 



13401 
28504 
1995 

OJ990821_55.0110.C32.o2 . np 
1995 
6319856 
1995. .2480 

Active transport ATPase; Adplp gi | 1134 4 9 | sp | P25371 | ADP1_YEAST 
PROBABLE ATP- DEPENDENT PERMEASE PRECURSOR gi | 83202 | pir | | S19421 
ATP-dependent permease ADP1 precursor - yeast { Saccharomyces 
cerevisiae) gi | 1907154 | emb | CAA42328 | (X59720) YCROllc, len:1049 
[Saccharomyces cerevisiae] 



13401 
28504 



Seq. ID 
Strand 



OJ990821 55.0110.C32 



14024 




Start 


1 QQC 

1 y yo 


End 


2973 






Name 


ojyyuy^i oo.uiiu.Ljz.oi.ts 


Method 


TBLASTX : 


Soybean 




Start 




End 


2973 






GI 


none 


Score 


69 






Exons 


Ofil C 01 TO OHO*5 O 1 *3 C 01*3*3 


.2477, 2134. .2475, 


2890. .2973 


Seq. No. 


13402 


Seq. ID 


OJ990821 


_55.0110 


.C33 


Gene No. 


28505 


Strand 


- 






Start 


480 


End 


4408 






Name 


OJ990821 55.0110.C33.ol.gs 


Method 








Start 


480 


End 


4408 






GI 


none 


Score 


.43 






Exons 


480. .523, 3294. .3440, 4328. .4408 








Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 


Gene No. 


28506 


Strand 


+ 






Start 


2238 


End 


5341 






Name 


OJ990821 55.0110.C34 .ol.gs 


Method 


C T VT O C 7\ M 






Start 


2238 


End 


5341 






GI 


none 


Score 


.49 






Exons 


2238..2388, 4957. .5058, 5183. 


.5341 








Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 


Gene No. 


28507 


Strand 


+ 






Start 


6856 


End 


7419 






Name 


OJ990821 55.0110.C34.o2.gs" 


Method 


GENSCAN 






Start 


6856 


End 


1 A 1 Q 
/ ft 1 






GI 


none 


Score 


.71 






Exons 


6856. .7419 










Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 


Gene No. 


28508 


Strand 


+ 






Start 


12721 


End 


14669 






Name 


OJ990821 55.0110.C34.o2.np 


Method 


AAT/NAP 






Start 


12721 


End 


x 4 0 oy 






GI 


4680186 


Score 


233 






Exons 


12721. .12777, 14465. .14669 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 






Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 


Gene No. 


28509 


Strand 


- 






Start 


9571 


End 


15413 






Name 


OJ990821 55.0110.C34.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6802 


End 


7052 






GI 


none 


Score 


225 






Exons 


6802. .6975, 6807. .6986, 6807. 


.7052 








Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 


Gene No. 


28509 


Strand 








Start 


9571 


End 


15413 






Name 


OJ990821 55.0110.C34.ol.np 


Method 


AAT/NAP 






Start 


9571 


End 


15413 






GI 


4234854 


Score 


2506 






Exons 


9571.. 10350, 10376. .11227, 12 


805. .13511, 15376. 


.15413 




GI Descrip. 


(AF082134) pol polyprotein [Zea mays] 








Seq. No. 


13403 


Seq. ID 


OJ990821 


_55.0110 


.C34 



14025 




Gene No. 


28509 




Strand 


- 




Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9622 




End 


10021 




GI 


none 




Score 


112 




Exons 


9622.. 10017, 9788. .10021 








Seq. No. 


13403 




Seq. ID 


OJ990821 55.0110, 


.C34 


Gene No. 


28509 




Strand 


- 




Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9625 




End 


10191 




GI 


none 




Score 


110 




Exons 


9625.. 9816, 9805.. 9996, 10009.. 10191 






Seq. No. 


13403 




Seq. ID 


OJ990821_55.0110. 


.C34 


Gene No. 


28509 




Strand 






Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


10081 




End 


10537 




GI 


none 




Score 


104 




Exons 


luUo 1 . . 1U J / / , lUUoz . 


. 1U<£ J / , 


10364. .10537 




Seq. No. 


13403 




Seq. ID 


OJ990821_55.0110. 


.C34 


Gene No . . . 


28509 




Strand 






Start 


9571 . 




End 


15413 




Name 


OJ990821 55.0110.C34 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10177 




End 


10964 




GI 


none 




Score 


58 




Exons 


10177. . 10371, 10181. 


.10372, 


10376. .10651, 10377. .10613, 






10635 .. 107 12 , 10637. 


. 10720, 


1064 0. .10717, 10720. .107 91, 






10723. .10791, 10796. 


.10939, 


10814. .10963, 10815. .10964 




Seq. No. 


13403 




Seq. ID 


OJ990821_55.0110. 


. C34 


Gene No. 


28509 




Strand 






Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10673 




End 


11092 




GI 


5509260 




Score 


45 




Exons 


10673. .10720, 10674. 


.10721, 


10751. .10786, 10832. .11092, 






10836. .11003, 10988. 


.11092 








GI Descrip. 












Seq. No. 


13403 




Seq. ID 


OJ990821_55.0110. 


. C34 


Gene No. 


28509 




Strand 






Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


. o4 .gs 


Method 


GENSCAN 




Start . 


10811 




End 


14309 




GI 


none 




Score 


.69 




Exons 


10811. .11378, 12386. 


. 12482, 


12574. .12756, 12786 .. 13187, 






13300. .13543, 14265. 


.14309 








Seq. No. 


13403 




Seq. ID 


OJ990821_55.0110. 


,C34 


Gene No. 


28509 




Strand 






Start 


9571 




End 


15413 




Name 


OJ990821 55.0110.C34 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10830 




End 


11092 





14026 




bl 


none 


Score 


37 




Exons 


i fifl^n 1 OQfld 1 fl9T5 1 1 HQ!? 
1UO jU . .-LU-zUH, J.UO . . llUI;L f 


10923. .11084 




Seq. No. 


13403 


Seq. ID 


OJ990821_55.0110. 


.C34 


Gene No. 


28509 


Strand 






OLdrL 


/ 1 


End 


15413 




Name 




Method 


TBLASTX: Wheat 




o tar l 


1 jJ. JO 


End . 


13513 




bl 


none 


Score 


92 




Exons 




13305. .13496, 13310.. 13513 




Seq. No. 


13403 


Seq. ID 


OJ990821_55.0110. 


.C34 


Gene No. 


28509 


Strand 






O 4- -» >~4- 

otart 


yj / 1 


End 


15413 




Name 


ujyyuozi o z> . u 1 1 u . u j 4 . Of* . um 


Method 


TBLASTX: Maize 




btart 


1 "5 O 0 1 


End 


13501 




bl 


none 


Score 


160 




Exons 


i 0007 1 oooc; 1 0 j1 n 1 ocni 
1 , . 1 jj^D; IjjIU . . IjjUI 








beq. wo. 


1 J H U J 


Seq. ID 


OJ990821_55.0110, 




bene no . 


28509 


Strand 






Start 


9571 


End 


15413 




Name 


OJ990821 55.0110.C34.ol.gp 


Method 


AAT/GAP 




btarr. 


14217 


End 


14598 




GI 


uC-osflcyp033a04bl 


Score 


659 




Exons 


14217. .14598 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






beq. no. 


13404 


Seq. ID 


OJ990821_55.0110. 


.C35 


Gene No. 


28510 


Strand 


+ 




Start 


4074 


End 


4507 




Name 


OJ990821 55.0110.C35.o2.np 


Method 


AAT/NAP 




otart 


4074 


End 


4507 




C T 


4680185 


Score 


438 




Exons 


4074. .4507 








ui uescrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




beq. No. 


13404 


Seq. ID 


OJ990821_55.0110, 


.C35 


Gene No. 


28511 


Strand 


+ 




Start 


5716 


End 


12476 




Name 


OJ990821 55. 0110 . C35 . o2 . gs 


Method 


GENSCAN 




btart 


5716 


End 


12476 




bl 


none 


Score 


.72 




Exons 


5716.. 6059, 6148.. 6305, 6417 


..6672, 7265. .8142, 8596. .8650, 




8816. .8970, 9525.. 10293, 10557 .. 10809, 


10857. .12476 




Q ea rt Kin 

oeq. in o . 


13404 


Seq. ID 


OJ990821_55.0110, 


.C35 


Gene No. 


28511 . . 


Strand 


+ 




Start 


5716 


End 


12476 " : ' 




Name 


OJ990821 55.0110.C35.o4.np 


Method 


AAT/NAP 




Start 


6257 


End 


12455 




GI 


4544372 


Score 


1209 




Exons 


6257. .6282, 9341.. 10779, 10884. .12455 







GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



14027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13404 Seq. ID OJ990821 

28512 Strand + 

18536 End 20115 

OJ990821_55. 0110.C35.o5 .np Method AAT/NAP 

18536 End 20115 

6063554 Score 231 
18536. .18755, 



55.0110.C35 



19279. 



19307, - 19942. .20115 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13404 
28513 
1 

OJ990821_55.0110.C35.ol.np 
1 

4234854 
1..56, 558. 
(AF082134) 



1111 

pol polyprotein 



Seq. ID 

Strand 

End 

Method 

End 

Score 

[Zea mays] 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821_55.0110.C35 

1111 
AAT/NAP 
1111 
625 



13404 
28514 
2777 

OJ990821_55.0110.C35.ol.gp 
2777 

uC-osflcyp033a04bl 
2777. .3158 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



OJ990821_55.0110.C35 

3158 
AAT/GAP 
3158 
*579 



Seq. No. 


13404 


Seq. ID 


OJ990821_55.0110, 


,C35 


Gene No. 


28515 


Strand 






Start 


5193 


End 


5686 




Name 


OJ990821 55.0110.C35.o3.np 


Method 


AAT/NAP 




Start 


5193 


End 


5686 




GI 


4680179 


Score 


645 




Exons 


5193. .5686 








GI Descrip. 


. (AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


13404 


Seq. ID 


OJ990821_55.0110, 


.C35 


Gene No. 


28516 


Strand 






Start 


12984 


End 


16086 




Name 


OJ990821 55.0110.C35.o3.gs 


Method 


GENSCAN 




Start 


12984 


End 


16086 




GI 


none 


Score 


.75 




Exons 


12984. .13508, 13691 .. 13774 , 13833 .. 13907 , 13968 .. 14 4 02 , 





14778. .15563, 16036. .16086 



Seq. No. 13404 

Gene No. 28517 

Start 18242 

Name OJ990821_55 . 0110 . C35 . o4 . gs 

Start 18242 

GI none 
Exons 



Seq. ID OJ990821_55. 0110.C35 



Strand 
End 

Method 

End 

Score 



22852 
GENSCAN 
22852 
.7 



18242. .19056, 19845 .. 20034 , 204 65 2054 2 , 21213 .. 21581 , 
21657. .21949, 22606 .. 22702 , 22712.. 22852 



14028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13404 
28517 
18242 

OJ990821_55.0110.C35.o6.np 
21057 
4234848 
21057. .21716, 21750.. 21926 
(AF082131) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 22852 
Method AAT/NAP 
End 21926 
Score ... 350 



13404 
28518 
24192 

OJ990821_55.0110.C35.o5.gs 

24192 

none 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 25502 

Method GENSCAN 

End 25502 

Score .83 



24192. .24385, 24551 .. 24 64 6, 24810 . . 24 94 1 , 25451. .25502 



Seq. No. 13404 

Gene No. 28519 

Start 27118 

Name OJ990821_55 . 0110 . C35 . 06 . gs 

Start 27118 

GI none 

Exons 27118. .27299, 27359.. 27428 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 27428 

Method GENSCAN 

End 27428 

Score .72 



j;!! Seq. - No. 
i Gene No . 
Q Start 
Name 
Start 
GI 

Exons 



:: - 



Q GI Descrip. 

St 

Seq. No. 
U Gene No. 
Start 
Name 
Start 
GI 

Exons 



; : 



13404 
28520 
28608 

OJ990821_55.0110.C35.o7.np 
28608 
130997 



Seq. ID OJ990821_55.0110.C35 
Strand 

29940 
AAT/NAP 
29940 
169 



End 

Method 
End 
Score 

28608. .28806, 2884 9 29157 , 29228 .. 29287 , 29430 .. 29519, 
29848. .29940 

REPETITIVE PROLINE-RICH CELL WALL PROTEIN 1 PRECURSOR 

gi I 81809 | pir | | A29324 proline-rich protein precursor - soybean 

gi 1 170049 (J02746) proline-rich protein [Glycine max] 



■1-34 04 
28521 
31257 

OJ990821_55.0110.C35.o3.tw 

605 

none 

605.. 859, 620.. 862 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Wheat 

End 862 

Score 121 



Seq. No. 13404 

Gene No. 28521 

Start 31257 

Name OJ990821_55 . 0110 .C35 . ol . ts 

Start 644' 

GI none 

Exons 644.. 1021, 804 .. 1010 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Soybean 

End 1021 

Score 121 



Seq. No. 13404 

Gene No. 28521 

Start 31257 

Name OJ990821 55 . 0110 . C35 . o2 . tm 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX: Maize 



14029 



Start 1330 End 21830 

GI none Score 52 

Exons 1330.. 1392, 2 1090 21170, 21100. . 21141, 21224 21346, 

21264 . .21512, 21265 21510, 21412 21549, 21521 21673, 

21616. .21828, 21651. .21830 



Seq. No. 13404 Seq. ID 

Gene No. 28521 Strand 

Start 31257 End 

Name OJ990821_55 . 0110 . C35 . o2 . tw Method 

Start 5238 End 

GI none Score 

Exons 5238.-5627, 5302.. 5625 



OJ990821_55.0110.C35 
34708 

TBLASTX: Wheat 

5627 

168 



Seq. No. 13404 Seq. ID 

Gene No. 28521 Strand 

Start 31257 End 

Name OJ990821_55 . 0110 . C35 . o3 . tm Method 

Start 5334 End 

GI none Score 

Exons 5334.. 5594, 5335.. 5595 



OJ990821_55.0110.C35 
34708 

TBLASTX: Maize 

5595 

173 



Seq. No. 13404 

Gene No. 28521 

Start 31257 

Name OJ990821_55 . 0110 . C35 . 06 . ts 

Start 8709 

GI none 

Exons 8709. . 9047 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Soybean 

End 9047 

Score 203 



Seq. No. 13404 

Gene No. 28521 

Start 31257 

Name OJ990821_55 . 0110 . C35 . ol . tw 

Start 9620 

GI none 

Exons 9620.. 9676, 9625. ,9666, 9671. 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Wheat 

End 10024 

Score 81 

.10024, 9682.. 9981, 9807.. 10010 



Seq. No. 13404 

Gene No. 28521 

Start 31257 

Name OJ990821_55 . 0110 . C35 . o4 . tm 

Start 9682 

GI none 

Exons 9682.. 9891, 9683.. 9892 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Mai ze 

End 9892 

Score 269 



Seq. No. 


13404 


Seq. ID 


OJ990821_55.0110, 


,C35 


Gene No. 


28521 


Strand 






Start 


31257 


End 


34708 




Name' 


OJ990821 55. 


0110.C35.ol.tm Method 


TBLASTX: Maize 




Start 


9893 


End 


10354 




GI 


none 


Score 


533 




Exons 


9893. . 10354, 


9893. .10282, 10045.. 10353 






Seq. No. 


13404 


Seq. ID 


OJ990821_55.0110. 


.C35 


Gene No. 


28521 


Strand 






Start 


31257 


End 


34708 





14030 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990821_55.0110.C35.o5.tw 

10025 

none 

10025. .10360, 10042. .10356, 



Method TBLASTX : Wheat 
End 10423 
Score 207 
10313. .10423 



13404 
28521 
31257 

OJ990821_55.0110.C35.o3.ts 
10040 
none 

10040. .10321, 10078. .10197, 10313. .10435, 104 53. .10524 



Seq. ID OJ990821_55.0110.C35 
Strand 

34708 

TBLASTX : Soybean 
10524 
203 



End 

Method 

End 

Score 



13404 
28521 
31257 

OJ990821_55.0110.C35.o2.ts 

10612 

none 

10612. . 10749, 10614 .. 10745, 
10869. . 11021, 10871. .11023 

13404 
28521 
31257 

OJ990821_55.0110.C35.o6.tm 

11262 

none 

11262. . 11618 

13404 
28521 
31257 

OJ990821_55.0110.C35.o5.ts 

11475 

none 

11475. .11873, 11579. .11692 

13404 
28521 
31257 

OJ990821_55.0110.C35.o6.tw 

11631 

none 

11631. .11900, 11955. .11996 

13404 
28521 
31257 

OJ990821_55. 0110.C35.o4 .tw 

12033 

none 

12033. .124 40, 12041. .12406 

13404 
28521 
31257 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Soybean 

End 11023 

Score 152 
10770. .10856, 10771. .10854, 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Mai ze 

End 11618 

Score 216 



Seq. ID OJ990821_55.0110.C35 
Strand 

End 34708 

Method TBLASTX : Soybean 

End 11873 

Score 236 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990821_55.0110.C35 
34708 

TBLASTX: Wheat 

11996 

171 



OJ990821_55.0110.C35 
34708 

TBLASTX: Wheat 

12440 

223 



OJ990821_55.0110.C35 
34708 



14031 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990821_55.0110.C35.o4 .ts Method 
12216 End 
none Score 



TBLASTX: Soybean 

12466 

238 



12216. .12461, 12218. .12355, 12428.. 12466 



13404 

28521 

31257 

OJ9908 

26221 

none 

26221. 

26326. 

26350. 

26379. 

26489. 

26503. 

26511 . 

26655. 

26693. 

26724. 



21 55.0110.C35.o5.tm 



26292, 
26448, 
26475, 
26486, 
26617, 
26676, 
26660, 
26744, 
26860, 
26816, 



26227. 
26330. 
26353. 
26379. 
26496. 
26506. 
26598. 
26658. 
26694. 
26770. 



.26355, 
.26452, 
.26472, 
.26486, 
.26648, 
.26661, 
.26687, 
.26822, 
.26804, 
.26796 



Seq. I 
Strand 
End 

Method 

End 

Score 

26270. .2 

26333 

26364 

26478 

26496 

26508 

26598 

26682 

26697 



D OJ990821 55.0110.C35 



34708 

TBLASTX: Ma 
26860 
63 

6308, 26271 
6452, ,26342 
6462, 26376 
6624, 26478 
6651, 26497 
6669, 26511 
6690, 26652 
6816, 26691 
6855, 26718 



lze 



26306, 
26452, 
26552, 
26609, 
26649, 
26669, 
26744, 
26852, 
26810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13404 
28521 
31257 

OJ990821_55.0110.C35.o7.gs 

31257 

none 

31257. .31334, 32113 .. 3228 1, 
33191. .33342, 34536.. 34708 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_55.0110.C35 

34708 
GEN SCAN 
34708 
.42 



32442. .32513, 3288 6 .. 32913, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



13405 
28522 
1 

OJ990821_58.0128.Cl.ol.np 
1 

5295971 
1. .2149 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990821_ 
+ 

2149 
AAT/NAP 
2149 
1845 



58. 0128. CI 



13405 
28522 
1 

OJ990821_58.0128.Cl.ol.gs 
79 

none 

79. .1706, 1803. .2107 

13405 
28522 
1 

OJ990821_58.0128.Cl.ol. ts 
557 

5509260 

557. .1087, 697. .891, 925. .1077 



Seq. ID OJ990821_58.0128.C1 

Strand + 

End 2149 

Method GENSCAN 

End 2107 

Score . 5 



Seq. ID OJ990821_58.0128.C1 
Strand + 
End 2149 
Method TBLASTX : Soybean 
End ■ 1087 
Score 423 



14032 



GI Descrip. 



Seq. No. 13405 

Gene No. 28522 

Start 1 

Name OJ990821_58 . 0128 . CI . o2 . tm 

Start 629 

GI none 

Exons 629. .949, 688. .771, 702. .788, 



Seq. ID OJ990821_58.0128.C1 

Strand + 

End 2149 

Method TBLASTX: Maize 

End 94 9 

Score 381 

806. .931, 838. .948 



Seq. No. 13405 Seq. ID 

Gene No. 28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . o2 . tc Method 

Start 728 End 

GI none Score 

Exons 728.. 988 



OJ990821_58.0128.C1 

.+ 

2149 

TBLASTX: Cress 

988 

217 



U 



Seq. No. 13405 Seq. ID 

Gene No. 28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . ol . tw Method 

Start 770 End 

GI none Score 

Exons 770.. 1114, 925.. 1089, 1100.. 1318 



OJ990821_58.0128.C1 
+ 

2149 

TBLASTX: Wheat 

1318 

280 



'i sf 

rii 



n 



Seq. No. 13405 Seq. ID 

Gene No. --28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . ol . tm Method 

Start 1184 End 

GI none Score 

Exons 1184.. 1591, 1273.. 1587, 1286. .1591 

Seq. No. 13405 Seq. ID 

Gene No. 28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . o2 . tw Method 

Start - 1328 End 

GI none Score 

Exons 1328.. 1432, 1442.. 1714, 1445.. 1519 



OJ990821_58.0128.C1 
+ 

2149 

TBLASTX: Maize 

1591 

428 



OJ990821_58.0128.C1 
+ 

2149 

TBLASTX: Wheat 

1714 

57 



Seq. No. 13405 Seq. ID 

Gene No. > 28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . ol . tc Method 

Start 1457 End 

GI none Score 

Exons 1457. .1648, 1649. .1750, 1687. .1749, 1747 

1898. .2119, 1906. .2115 



OJ990821_58.0128.C1 
+ 

2149 

TBLASTX: Cress 
2119 
156 

1845, 1748. .1786, 



Seq. No. 13405 Seq. ID 

Gene No. 28522 Strand 

Start 1 End 

Name OJ990821_58 . 0128 . CI . o2 . ts Method 

Start 1478 End 

GI none Score 



OJ990821_58.0128.C1 
+ 

2149 

TBLASTX: Soybean 

2113 

218 



14033 



Exons 



1478. .1786, 1480. .1605, 1714. .1845, 1892. .2113, 1897. .2067 



Seq. No. 13405 

Gene No. 28522 

Start 1 

Name OJ990821_58 . 0128 . CI . o3 . tm 

Start 1592 

GI none 

Exons 1592.. 1846, 1711.. 1812, 1892. 

Seq. No. 13406 

Gene No. 28523 

Start 3367 

Name OJ990821_58 . 0128 .C2 . o2 . gs 

Start 3367 

GI none 

Exons 3367.. 3427, 6644.. 6978, 7057. 
8606. . 9004 



Seq. ID OJ990821_58.0128.C1 

Strand + 

End 2149 

Method TBLASTX : Maize 

End 2119 

Score 140 
.2119, 1957.. 2067 

Seq. ID OJ990821_58.0128.C2 

Strand + 

End 9004 

Method GEN SCAN 

End 9004 

Score . 63 
.7346, 7426. .7784, 7862. .8049, 



p 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28523 
3367 

OJ990821_58. 0128 . C2 . ol . np 
6094 
6691716 

6094. .6969, 7151. .7346, 
8124. .8219, 8370. .8490, 

(AP0004 92) hypothetical 
gi| 6691717 | db j IBAA89397 

[Oryza sativa] 



Seq. ID OJ990821_58.0128.C2 
Strand + 
End 9004 
Method AAT/NAP 
End 9001 
Score 2559 
7426. .7526, 7599. .7784, 7862. .8049, 
8553. .9001 

protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



13406 Seq. ID 

28524 Strand 
21738 End 
OJ990821_58. 0128 . C2 . ol . gp Method 
21634 End 
uC-osflcyp033a04bl Score 
21634. .22015 

1 6016845/dbj | AP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990821_58.0128.C2 
+ 

28710 
AAT/GAP 
22015 
639 



13406 
28524 
21738 

OJ990821_58.0128 .C2.o6.gs 
21738 
none 
21738, 
25284 , 
28695, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

;21802, 22689. .23517, 23779 .. 24122, 24203 .. 24 62 9, 
,25302, 25843. .25902, 27212 .. 27265 , 28365 .. 28431 , . 
,28710 



OJ990821_58.0128.C2 
+ 

28710 
GENSCAN 
28710 
.52 



Seq. No. 13406 Seq. ID 

Gene No. 28524 Strand 

Start 21738 End 

Name OJ990821_58 . 0128 . C2 . o4 . np Method 

Start 22702 End 

GI 4581164 Score 



OJ990821_58.0128.C2 
+ 

28710 
AAT/NAP 
24687 
989 



14034 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22702. .22857, 23014 24001, 24190. .24687 

(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



13406 Seq. ID 

28525 Strand 

28 End 

OJ990821_58.0128.C2.ol.gs Method ' 

28 End 

none Score 



OJ990821_58.0128.C2 

2256 
GEN SCAN 
2256 
.76 



28. .199, 1122. .1240, 1648. .1784, 2013. .2256 



13406 
28526 
9360 

OJ990821_58.0128.C2.o2.np 

9360 

5922631 

9360. .9598, 12593. .14881, 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 18942 

Method AAT/NAP 

End 18367 

Score 6397 
15480. . 16347, 16474. .16625, 



16668. .17201, 17235. .17448, 177 1 6 . . 17 984 , 18243. .18367 
(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj I BAA85207 . 1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



1 J 1 


Seq. No. 


13406 






Seq. ID 


OJ990821_58.0128 


.C2 




Gene No. 


28526 






Strand 








Start 


9360 






End 


18942 




n! 


Name 


OJ990821 58. 0128. C2 


. o4 . gs 


Method 


GENSCAN 






Start 


12540 






End 


18942 




: t 

■S3.* 


GI 


none 






Score 


.73 




%! 


Exons 


12540. 


.12712, 12935 


. . 13165, 


1324 4. .15062, 15118. .15391, 








15488. 


.15657, 15677 


. .16729, 


16787. .1705 


18, 17077. .17201, 








17229. 


.17328, 17359 


. .17467, 


17569. .17754, 17783 . . 184 15 , 




y 




18820. 


.18942 










: e =? 
. B s: 


Seq. No. 


13406 






Seq. ID 


OJ990821_58.0128 


.C2 




Gene No. 


28527 






Strand 








Start 


21562 






End 


23511 






Name 


OJ990821 58. 0128. C2 


. o3 . np 


Method 


AAT/NAP 






Start 


21562 






End 


23511 






GI 


4680186 




Score 


243 






Exons 


21562. 


.21767, 23450 


. .23511 










GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp. 


indica] 






Seq. No. 


' 13406 






Seq. ID 


OJ990821_58.0128 


.C2 




Gene No. 


28528 






Strand 








Start 


33165 






End 


33547 






Name 


OJ990821 58. 0128. C2 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


1075 






End 


16081 






GI 


none 






Score 


143 






Exons 


1075. . 


1176, 15668.. 


15892, 15672. .15893, 


15899. .16081, 








15972. 


.16079 











14035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End 6504 

Score 203 



13406 
28528 
33165 

OJ990821_58. 0128. C2. oil. tw 
6214 
none 

6214. .6504, 6360. .6467 

13406 
28528 
33165 

OJ990821_58. 0128.C2 .o9.tw 
9354 
none 

9354..9473, 9459. .9605, 12666 .. 1294 4 , 12682 .. 12789, 
12832. .12924, 24 037. .24123 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End 24123 

Score 84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28528 
33165 

OJ990821_58 . 0128 . C2 . o7 . tm 

9375 

none 



Seq. ID OJ990821_58.0128,C2 
Strand 

End 33547 

Method TBLASTX : Maize 

End 9605 

Score 105 



9375.-9476, 9376.-9477, 9456. .9605, 9457. .9516 



13406 
28528 
33165 

OJ990821_58 . 0128 . C2 . ol . tm 

12858 

none 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Mai ze 

End 24236 

Score 47 



12858. .13046, 23606 .. 2377 6, 23607 23642, 23629 .. 24 195, 
23691. .23864, 237 61 .. 24 18 9, 24195. .24236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28528 
33165 

OJ99082 1_58 . 0128 . C2 . o3 . tw 

13059 

none 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX: Wheat 

End ■ 13446 

Score 94 



13059. . 13244, 13059 .. 13445, 13135. .13446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28528 
33165 

OJ990821_58.0128.C2.o3. tm 

13089 

none 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Mai ze 

End 13451 

Score 250 



13089. .13136, 13128. .13451, 13141. .13431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28528 
33165 

OJ990821_58 . 0128 . C2 . 06 . tw 

13611 

none 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End 13905 

Score 70 



13611. . 13904, 13626. .13904, 13765.. 13905 



14036 



Seq. No. 13406 ' 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o3 . ts 

Start 13807 

GI none 

Exons 13807. . 14052, 13809 13931 , 13977 .. 14051, 14 091 .. 14 195, 
14101. . 14187 



Seq. ID OJ990821_58.0128.C2 
Strand 

33547 

TBLASTX : Soybean 
14195 
101 



End 

Method 

End 

Score 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o4 . tw 

Start 13908 

GI none 

Exons 13908. . 14051, 13909 .. 14052 , 
14087. .14320, 14095. .14313 



Seq. No. 

Gene No. 

Start 
.*« Name 
4! Start 

4! GI 

U\ Exons 

Hi 

i at 

a 

it j Seq. No. 

!= i: Gene No. 

p Start 

rll Name 

:; Start 

n GI 

!"[ Exons 



13406 
28528 
33165 

OJ990821_58.0128.C2. 

14370 

none 

14-370. .14594, 22867. 
23332. .23478 

13406 
28528 
33165 

OJ990821_58.0128.C2. 

14421 

none 

14421. .14852, 14662. 
22923. .23057 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End 14320 

Score 111 
13909. .14061, 14082. .14312, 



Seq. ID OJ990821_58.0128.C2 
Strand 

33547 

TBLASTX: Maize 
23478 
497 



End 

Method 
End 
Score 



o2 . tm 

.23355, 22884 . .23249, 22993 .. 23358, 



ol . ts 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Soybean 

End 23057 

Score 118 



.14805, 22723. .22998, 2274 6 .. 22832, 



Seq. No.' " 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . ol . tw 

Start 14476 

GI none 

Exons 14476. . 14856, 14 4 81 .. 14 900 , 

Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o5 . tm 

Start 14595 

GI none 

Exons 14595. .14957, 14 605 .. 14853, 

Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821 58 . 0128 . C2 . olO . tw 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End -22998 

Score 256 
22723. .22998 

Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Maize . - 

End 22860 

Score 145 
14622. . 14948, 22723.. 22860 

Seq. ID OJ990821_58 . 0128 . C2 
Strand 

End 33547 

Method TBLASTX : Wheat 



14037 



Start 
GI 

Exons 



14901 

none 

14901. 



15011, 14901. . 15056, 



End 15108 
Score 76 
14902! .15030, 15043. .15108 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o4 . tm 

Start 14985 

GI none 

Exons 14985. .15029, 15026 .. 15292, 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX: Maize 

End 15333 

Score 176 
15058. .15333 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o4 . ts 

Start 15064 

GI none 

Exons 15064. .15192, 15199.. 15423 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Soybean 

End 15423 

Score 135 



:.is 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



; :s ; Seq. No. 
Ui Gene No. 



Start 
Name 
Start 
GI 

Exons 



U 

'I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13406 
28528 
33165 

OJ990821_58 . 0128 . C2 . o2 . tw 
15138 
none 

15138. .15482, 15139 15483, 15139 .. 154 98 , 15140. .15484 



Seq. ID OJ990821_58.0128.C2 
Strand 

33547 

TBLASTX: Wheat 
15498 
171 



End 

Method 

End 

Score 



13406 
28528 
33165 

OJ990821_58.0128.C2.o8.tm 

15668 

none 

15668. .15814, 15669. .15815 

13406 
28528 
33165 

OJ990821_58 . 0128 . C2 . 08 . tw 

16661 

none 

16661. .17062, 16755. .17063 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Mai ze 

End 15815 

Score 113 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547' 

Method TBLASTX : Wheat 

End 17063 

Score 129 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o7 . tw 

Start 23374 

GI none 

Exons 23374. .23772, 23481.. 23774 



Seq. ID OJ990821_58.0128.C2 

Strand - ■ 

End 33547 

Method TBLASTX : Wheat 

End 23774 

Score 271 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 .C2 . o2 . ts 

Start 23626 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Soybean 

End 24012 



14038 



GI none 

Exons 23626. .24012, 23721 .. 23921, 

Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . 06 . tm 

Start 24246 ■• 

GI none 

Exons 24246. .24317, 2434 1 .. 24595 , 
24680. .24841 



Score 27 6 
23752. .24012 

Seq. ID .OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX: Maize 

End 24841 

Score 42 
24384. .24569, 24 642 .. 24 839, 



Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . ol2 . tw 

Start 24344 

GI none 

Exons 24344 . .24694, 24373.-24555, 

Seq. No. 13406 

Gene No. 28528 

Start 33165 

Name OJ990821_58 . 0128 . C2 . o7 . gs 

Start 33165 

GI none- 

Exons 33165. .33291, 33343.-33547 

Seq. No. 13407 

Gene No. 28529 

Start 947 

Name OJ990821_58 . 0128 . C3 . o2 . gs 

Start 947 

GI none 

Exons 947.. 1034, 4401.. 4523, 4529. 



Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method TBLASTX : Wheat 

End 24694 

Score 61 
24384. .24560 

Seq. ID OJ990821_58.0128.C2 
Strand 

End 33547 

Method GENSCAN 

End 33547 

Score .71 



Seq. ID OJ990821_58.0128.C3 

Strand + 

End 4728 . 

Method GENSCAN 

End 4728 

Score .58 
,4728 



Seq. No. 13407 . > Seq. ID 

Gene No. 28529 Strand 

Start 947 End 

Name OJ990821_58 . 0128 . C3 . ol . gp Method 

Start 1778 End 

GI none Score 

Exons 1778.. 2355 



OJ990821_58.0128.C3 
+ 

4728 
AAT/GAP 
2355 
1116 



Seq. No. 13407 Seq. ID 

Gene No. 28530 Strand 

Start 2818 End 

Name OJ990821_58. 0128 . C3 . o2 . gp Method 

Start - 2818 v End 

GI none Score 

Exons 2818.. 3291 



OJ990821_58.0128.C3 

3291 
AAT/GAP 
3291 
920 



Seq. No. 13408 Seq. ID 

Gene No. 28531 Strand 

Start 1 End 

Name OJ990821_58 .0128 .C5.ol.np Method 

Start 1 End 



OJ990821_58.0128.C5 

2156 

AAT/NAP 

2156 



14039 



GI 4581164 Score 618 

Exons 1..45, 1468.. 2156 

GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 13408 

Gene No. 28531 

Start 1 

Name OJ990821_58 . 0128 .C5.ol.gs 

Start 44 

GI none 

Exons 44.. 252, 387.. 579, 1973.. 2111 



Seq, ID OJ990821_58.0128.C5 
Strand 

End 2156 

Method GENSCAN 

End 2111 

Score .72 



Seq. No. 13408 

Gene No. 28531 

Start 1 

Name OJ990821_58 . 0128 . C5 . o2 . tw 

Start 1468 

GI none 

Exons 1468.. 1659, 1469.. 1663 



Seq. ID OJ990821_58.0128.C5 
Strand 

End 2156 

Method TBLASTX : Wheat 

End 1663 

Score 129 



Seq. No. 13408 

Gene No. 28531 

Start 1 

Name OJ990821_58 . 0128 . C5 . ol . tm 

Start 1558 

GI none 
Exons 



Seq. ID OJ990821_58.0128.C5 
Strand 

End 2156 

Method TBLASTX : Mai ze 

End 2035 

Score 168 



1558. .1674, 1662. .1991, 1670. .2035, 1691. .2032 



Seq. No. 13408 

Gene No. 28531 

Start 1 

Name OJ990821_58 . 0128 .C5.ol.tw 

Start 1667 

GI none 

Exons 1667.. 2095, 1668.. 2084 



Seq. ID OJ990821_58.0128.C-5 
Strand 

End 2156 

Method TBLASTX : Wheat 

End 2095 

Score 195 



Seq. No. 13408 

Gene No. 28531 

Start 1 

Name OJ990821_58 . 0128 . C5 . ol . ts 

Start 1742 

GI none 

Exons 1742.. 2059 



Seq. ID OJ990821_58.0128.C5 
Strand 

End 2156 

Method TBLASTX : Soybean 

End 2059 

Score 199 



Seq. No. 13409 

Gene No. 28532 

Start 11687 

Name . OJ990821_58 . 0128 . C6 . o4 . gs 
Start ' 11687 

GI none 
Exons 



Seq. ID OJ990821_58 . 0128 ,C6 

Strand + 

End 14673 

Method' GENSCAN 

End 14628 

Score .48 



11687. .11854, 13401. . 13475, 14473. .14628 



Seq. No. 13409 

Gene No. 28532 

Start 11687 

Name OJ990821_58 . 0128 . C6 . o2 . np 



Seq. ID OJ990821_58.0128.C6 

Strand + 

End 14673 

Method AAT/NAP 



14040 




Start 


14516 




End 


14673 








GI 


5852172 




Score 


80 








Exons 


14516. .14673 












GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 










Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


Gene No. 


28533 




Strand 










Start 


97 




End 


411 








Name 


OJ990821_58 


.0128.C6.ol.gs 


Method 


GEN SCAN 








Start 


97 




End 


411 








Gl" 


none 




Score 


. 91 








Exons 


97. .411 














Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


Gene No. 


28534 




Strand 










Start 


2159 




End 


3582 








Name 


OJ990821_58 


. 0128 . C6 ,o2 . gs 


Method 


GENSCAN 








Start 


2159 


End 


3582 








GI 


none 




Score 


.46 








Exons 


2159. .2832, 


2867.. 3041, 3544 


. . 3582 










Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


.«* Gene No. 


28535 




Strand 










_ n Start 


4 499 




End 


7249 








i= - Name 


OJ990821_58 


. 0128.C6,o3.gs 


Method- 


GENSCAN 








Start 


4499 




End 


7249 








rii gi 


none 




Score 


. 99 








j 3= f Exons 


4499. .7249 














! t I 

Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


. 0128 


. C6 


jtf| Gene No. 


28535 




Strand 










I'll Start 


4499 




End 


7249 








Name 


OJ990821 58 


.0128.C6.ol.np 


Method 


AAT/NAP 








!"} Start 


4583 




End 


7165 








'["i GI 


5669778 




Score 


2193 








, Exons 


4583. .7165 














GI Descrip . 


(AF108008) 


HV1LRR1 [Hordeum vulgare] 










Q Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


j^l Gene No. 


28535 




Strand 










Start 


44 99 




End 


7249 








Name 


OJ990821_58 


.0128.C6.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


4586 




End 


5554 








GI 


none 




Score 


219 








Exons 


4586. .4927, 


5027. .5554 












Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


Gene No. 


28535 




Strand 










Start 


4499 




End 


7249 








Name 


OJ990821 58 


.0128.C6.o2.tm 


Method 


TBLASTX :i 


Maize 




Start 


4639 




End 


4883 








GI 


none 




Score 


110 








Exons 


4639. .4743, 


4646. .4879, 4670 


..4879, 4680. .4883 








Seq. No. 


13409 




Seq. ID 


OJ990821 


_58 


.0128 


.C6 


Gene No. 


28535 




Strand 










Start 


4499 




End 


7249 









14041 



Name 

Start 

GI 

Exons 



OJ990821_58 . 0128 . C6 . ol . tc Method TBLASTX : Cress 

4670 End 6664 

none Score 69 

4670.. 4849, 5726.-5899, 5915.. 6073, 6125.. 6214, 6305.. 6484, 
6602. .6664 



Seq. No. 13409 

Gene No. 28535 

Start 4499 

Name OJ990821_58 . 0128 . C6 . o2 . ts 

Start 5597 

GI none 

Exons 5597.. 5905, 5865.. 6056, 5897. 



OJ990821_58.0128.C6 
7249 

TBLASTX : Soybean 
6307 
53 

.6049, 6071. .6301, 6125. .6307 



Seq. " ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 13409 Seq. ID 

Gene No. 28535 Strand 

Start 4499 End 

Name OJ990821_58 . 0128 . C6 . ol . tm Method 

Start 5735 End 

GI none Score 

Exons 5735.. 6007, 5742.. 6005 



OJ990821_58.0128.C6 
7249 

TBLASTX: Maize 

6007 

116 



m 

iMi 

.: Ci 
ftp? 

U! 

rii 



Seq. No. 13409 

Gene No. 28535 

Start 4499 

Name OJ990821_58 . 0128 .C6 . ol . tw 

Start 5924 

GI none 

Exons 5924.. 6073, 5948.. 6019, 6050. 

Seq. No-. 13410 

Gene No. 28536 

Start 905 

Name OJ990821_58 . 0128 . C7 . ol . gs 

Start 905 

GI none 

Exons 905.. 1105, 2052.. 2159 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6223, 6051. .6188 



OJ990821_58.0128.C6 
7249 

TBLASTX: Wheat 
6223 
48 



Seq. ID OJ990821_58.0128.C7 

Strand + 

End 2159 

Method GENSCAN 

End 2159 

Score . 68 



Seq. No. 13411 Seq. ID 

Gene No. 28537 Strand 

Start 9 End 

Name OJ99082 1_58 . 0128 . C8 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9. . 109 



OJ990821_58.0128.C8 
109 

GENSCAN 

109 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



13412 
28538 
1472 

OJ990821_58. 0128 -C9.ol.np 
1472 
4519938 
1472. .4213 

(AB019240) RPRlh [Oryza sativa] 



Seq. ID OJ990821_58.0128.C9 

Strand + 

End 4 213 

Method AAT/NAP 

End 4213 

Score 1528 



13412 
28539 



Seq. ID OJ990821_58.0128.C9 
Strand + 



14042 




Start 


7580 








End 


8408 




Name 


OJ990821 58 


.0128 


,C9.o2. 


np 


Method 


AAT/NAP 




Start 


7580 








End 


8408 




GI 


4580990 








Score 


352 




Exons 


7580 . .7658, 


7716 


. .8408 










GI Descrip. 


(AF120335) 


putative transposase [Arabidopsis thaliana] 




Seq. No. 


134 12 








Seq. ID 


OJ990821_58.0128 


.C9 


Gene No. 


28540 








Strand 






Start 


3975 








End 


4403 




Name 


OJ990821 58 


. 0128 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2297 








End 


3025 




GI 


none 








Score 


127 




Exons 


2297 . . 2527, 


2533 


. .2601, 


2534 . 


.2662, 2705.. 2851, 2711.. 2851 




2864 . . 3025 














Seq. No. 


13412 








Seq. ID 


OJ990821_58 . 0128 


* C9 


Gene No. 


28540 








Strand 






Start 


3975 








End 


4403 




Name 


OJ990821_58 


.0128 


,C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2534 








End 


2833 




GI 


none 








Score 


273 




Exons 


2534 . . 2833, 


2536 


. .2673, 


2645. 


.2833 






Seq. No. 


13412 








Seq. ID' 


OJ990821_58.0128 


. C9 


Gene No. 


28540 








Strand 






Start 


3975 








End 


4403 




Name 


OJ990821_58 


.0128 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2753 








End 


3043 




GI 


none 








Score 


82 




Exons 


2753 . . 3043, 


2754 


. .2843, 


2756. 


.3028 






Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128 


. C9 


Gene No. 


28540 








Strand 






Start 


3975 








End 


4403 




Name 


OJ990821_58 


.0128 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3166 








End 


3448 




GI 


none 








Score 


237 




Exons 


3166 . . 3324 , 


3167 


. .3448, 


3216. 


.3386, 3370.. 3447 




Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128 


.C9 


Gene No. 


28540 








Strand 






Start 


3975 








End 


4403 




Name 


OJ990821_58 


.0128 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3200 








End 


3424 




GI 


none 








Score 


225 




Exons 


3200 . . 3424 














Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128 


.C9 


Gene No. 


28540 








Strand 






Cf vf 

o car l 


/ J 








End 


4403 




Name 


OJ990821 58 


.0128 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3407 








End 


3855 




GI 


none 








Score 


295 




Exons 


3407. .3850, 


3409 


. .3855 










Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128 


.C9 



14043 




Gene No. 


28540 








Strand 


- 




Start 


3975 








End 


4403 




Name 


OJ990821 58 


. 0128 . 


C9.ol . 


gp 


Method 


AAT/GAP 




Start 


3975 








End 


4403 




GI 


none 








Score 


782 




Exons 


3975 . .4403 














Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128. 


.C9 


Gene No. 


28541 








Strand 






Start 


7456 








End 


7746 




Name 


OJ990821_58 


.0128 . 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7456 








End 


7746 




GI 


none 








Score 


251 




Exons 


7456. . 7635, 


7457 . 


. 7636, 


7667 


..7744, 7667. .7744, 7684. .7746 


Seq. No. 


13412 








Seq. ID 


OJ990821_58.0128 


.C9 


Gene No. 


28542 








Strand 






Start 


7718 








End 


8407 




Name 


OJ990821_58 


. 0128 . 


C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7718 








End 


8113 




GI 


none 








Score 


90 




Exons 


7718 . . 7879, 


7916. 


.8113 










Seq.. No. 


13412 








Seq. ID 


. OJ990821_58.0128 


.C9 


Gene No. 


28542 








Strand 






Start 


7718 








End 


8407 




Name 


OJ990821_58 


.0128.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7748 








End 


8407 




GI 


none 








Score 


98 




Exons 


7748 . . 7906, 


7900. 


.8157, 


7916 


..8113, 8213. .8407 




Seq. No. 


13413 








Seq. ID 


OJ990821_58.0128, 


.Cl( 


Gene No. 


28543 








Strand 


+ 




Start 


119 








End 


201 




Name 


OJ990821_58 


.0128. 


ClO.ol 


..gs 


Method 


GENS CAN 




Start 


119 








End 


201 




GI 


_ none 








Score 


.47 




Exons 


119. .201 








it:-': . 






Seq. No. 


13414 








Seq. ID 


OJ990821_49.0128, 


.CI 


Gene No. 


28544 








Strand 






Start 


1 








End 


365 




Name 


OJ990821 49 


.0128. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


355 




GI 


4938482 








Score 


179 




Exons 


1. .128, 257 


. .355 












GI Descrip. 


(AL078464) putative protein 


[Arabidops 


is thaliana] 




Seq. No/' 


13414 








Seq. ID 


OJ990821_49.0128, 


.CI 


Gene No. 


28544 








Strand 






otart 


1 








End 


365 




Name 


OJ990821 49 


.0128. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


23 








End 


365 




GI 


none 








Score 


92 




Exons 


23. .130, 30 


. .128, 


230. . 


358, 


249. .365 






Seq. No. 


13414 








Seq. ID 


OJ990821_49.0128. 


.CI 



14044 




Gene No. 


28544 


Strand 




Start 


1 


End 


Of c 


Name 


OJ990821_49. 0128 .CI . ol .gs 


Method 


GENSCAN 


Start 


28 


End 


ODD 


GI 


none 


Score 




Exons 


28 . . 128, 257 . . 355 






Seq. No. 


13414 


Seq. ID 


OJ990821_49.0128.C1 


Gene No. 


28544 


Strand 




Start 


1 


T-l _J 

End 


Tf C 


Name 


OJ990821 49.0128.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


30 


End 


34 6 


GI 


none 


Score 


96 


Exons 


30. .128, 30. .128, 248. .346 






Seq. No. 


13415 


Seq. ID 




Gene No. 


28545 


Strand 




Start 


1 


End 


1011 


Name 


OJ990821 49.0128.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1 A1 1 

1U1I 


GI 


6552504 


Score 


r> o c 

325 


Exons 


1..182, 675. .787, 890. .1011 






GI Descrip. 


(AF126550) mannosyl-oligosaccharide 1, 


2-alpha-mannosidase 




[Glycine max] 






Seq. No. 


13415 


Seq. ID 


OJ990821_49.0128.C2 


Gene No. 


28545 


Strand 




Start 


1 


End 


1U11 


Name 


OJ990821 49.0128.C2.ol.tw 


Method 


TBLASTX : Wheat 


Start 


660 


End 


l a a n 


GI 


none 


Score 


150 


Exons 


660. .800, 674. .778, 903. .950, 


904 . . 975 


hat i n n n ci r» £ i nno 

, 90o..iuuy, yuo..iuuy 


Seq. No. 


13415 


Seq. ID 


OJ990821_49.0128.C2 


Gene No. 


28545 


Strand 




Start 


1 


End 


i ni 1 


Name 


OJ990821 49.0128.C2.ol,gs 


Method 


GENSCAN 


Start 


675 


End 


94 D 


GI 


none 


Score 


. 76 


Exons 


675. .787, 890. .946 






Seq. No. 


13415 


Seq. ID 


OJ990821_49.0128.C2 


Gene No. 


28545 


Strand 




Start 


1 


End 


1011 


Name 


OJ990821 49.0128.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


701 


End 


1003 


GI 


none 


Score ■ 


92 


Exons 


701. .778, 702. .788, 880:.. 951, 


890. .988, 890. .1003 


Seq. No. 


13415 


Seq. ID 


OJ990821_49.0128.C2 


Gene No . 


28545 


Strand 




Start 


1 


End 


1011 


Name 


OJ990821 49.0128.C2.ol.gp 


Method 


AAT/GAP 


Start 


750 


End 


1011 


GI 


44797 1.R1084 


Score 


296 


Exons 


750. .787, 890. .1011 






GI Descrip. 


'1170851/sp|P45700|MA12 MOUSE 


7.0e-09 


MANNOSYL-OLIGOSACCHARI 



14045 




ALPHA- 1 , 2 -MANNOS I DAS E ( MAN ( 9 ) - ALPHA-MANNOS I DASE ) 
{ALPHA-MANNOSIDASE 1A) >gi_10834 10_pir A54 408 

mannosyl-oligosaccharide 1, 2-alpha-mannosidase (EC 3.2.1.113) - 
mouse >gi_474280 (U04299) mannosyl-oligosaccharide 
alpha-1, 2-mannosidase [Mus musculus] 1 



Seq. No. 13416 

Gene No. 28546 

Start 76 

Name OJ990821_4 9 . 0128 . C4 . ol . gs 

Start 76 

GI none 
Exons 



Seq. ID OJ990821 49. 0128. C4 



Strand 
End 

Method 

End 

Score 



+ 

2115 
GENSCAN 
2115 
.84 



76. .83, 781. .856, 1505. .1562, 1830. .1967, 2045. .2115 



Seq. No. 13417 Seq. ID 

Gene No. 28547 Strand 

Start 3528 End 

Name OJ990821_4 9 . 0128 . C5 . ol . gp Method 

Start 3528 End 

GI none Score 

Exons 3528.. 3997 



OJ990821_49.0128.C5 
+ 

3997 
AAT/GAP 
3997 
916 



];;) Seq. No. 
, =i Gene No. 

Start 

Name 
f'U Start 
Q GI 
j.jj Exons 



i LP 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13417 
28548 
13635 

OJ990821_4 9.0128.C5.o2.gs 

13635 

none 



Seq. ID OJ990821_49.0128.C5 



Strand 
End 

Method 

End 

Score 



+ 

15947 
GENSCAN 
15947 
.6 



13635. .13646, 13786- . 13912, 13983 .. 14026, 15862;. 15947 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_49.0128.C5 



13417 
28549 
4650 

OJ990821_4 9.0128.C5.o2.gp 
4650 

LIB3432-059-P1-K1-D8 
4650. .4675, 4734. .5162 

f 5734616/dbj IAP000391. 1 IAP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



5162 
AAT/GAP 
5162 
725 



13417 
28550 
11083 

OJ990821_4 9.0128.C5.ol.np 

11083 

3695407 



Seq. ID OJ990821_49.0128.C5 
Strand 

End 13238 

Method AAT/NAP 

End 13238 

Score 874 



11083. .11304, 11506. .11638, 12133. .12799, 12887. .13238 
(AF096373) similar to potassium transport proteins [Arabidopsis 
thaliana] 



Seq. No. 13418 . Seq. ID 

Gene No. 28551 Strand 

Start 282 End 

Name OJ990821_4 9 . 0128 . C6 . ol . gs Method 

Start 282 End 

GI none Score 

Exons 282.. 715, 1034.. 1117 



OJ990821_49. 0128. C6 

1180 
GENSCAN 
1117 
.85 



14046 



Seq. No. 13418 

Gene No. 28551 

Start 282 

Name OJ990821_4 9 . 0128 . C6 . ol . np 

Start 930 

GI 3695407 

Exons 930.. 1180 

GI Descrip. (AF096373) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_49.0128.C6 

1180 
AAT/NAP 
1180 
146 



similar to potassium transport proteins [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13419 Seq. ID 

28552 Strand 
1 End 
OJ990821_4 9 . 0128 . C7 . ol . np Method 
1 End 
1076770 Score 
I. .36, 223. .415 

high-affinity potassium uptake transporter - wheat gi 1567062 
(U16709) HKT1 [Triticum aestivum] gi I 746339 | prf | | 2017355A K 
uptake transporter [Triticum aestivum] 



OJ990821_49.0128.C7 
+ 

415 

AAT/NAP 

415 

174 



13420 Seq. ID 

28553 Strand 

1 End 

OJ990821_4 9 . 0128 . C8 . ol . np Method 

1 End 

3695407 Score 
1. .538 

(AF096373) similar to potassium transport proteins 
thaliana] 



OJ990821_49.0128.C8 
+ 

558 

AAT/NAP 
538 
354 



[Arabidopsis 



Seq. No. 


13420 






Seq. ID 


OJ990821 


_4 9, 


.0128 


.C8 


Gene No. 


28553 






Strand 


+ 








Start 


1 






End 


558 








Name 


OJ990821 


49.0128.C8.ol. 


gs 


Method 


GENSCAN 








Start 


85 






End 


558 








GI 


none 






Score 


.79 








Exons 


85. .142, 


206. .268, 482. 


.558 












Seq. No. 


13421 






Seq. ID 


OJ990821^ 


_49. 


.0128. 


.C9 


Gene No. 


28554 






Strand 










Start 


16 






End 


148 








Name 


OJ990821 


49.0128.C9.ol. 


gs 


Method 


GENSCAN 








Start 


16 






End 


148 








GI 


none 






Score 


.89 








Exons 


16. . 148 
















Seq. No. 


13422 






Seq. ID 


OJ990821_ 


_4 9. 


.0128, 


.C10 


Gene No. 


28555 






Strand 


+ 








Start 


262 






End 


389 








Name 


OJ990821 


49. 0128. C10. ol 


.gs 


Method 


GENSCAN 








Start 


262 






End 


389 








GI 


none 






Score 


.98 








Exons 


262. .389 
















Seq. No. 


13423 






Seq. ID 


OJ990821_ 


_4 9. 


,0128. 


.Cll 



14047 



Gene No. 28556 Strand 

Start 1074 End 1496 

Name OJ990821_4 9 . 0128 . Cll . ol . gs Method GENSCAN 

Start 1074 End 1496 

GI none Score . 7 

Exons 1074.. 1496 



Seq. No. * 13424 Seq. ID 

Gene No. 28557 Strand 

Start 906 End 

Name OJ99082 1_4 9 . 0128 . C12 . ol . gs Method 

Start 906 End 

GI none Score 

Exons 906.. 991, 1077.. 1281 



OJ990821_49.0128.C12 
+ 

1281 
GENSCAN 
1281 
.43 



rll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

start 

i s? Name 
Q Start 
GI 

Exons 



Seq. No. 

l\ Gene No. 

J Start 

j" Name 

]! Start 

=: gi 

J Exons 



13424 
28558 
2303 

OJ990821_4 9.0128.C12.ol.gp 

2303 

none 

2303. .2784 

13424 
28559 
2346 

OJ990821_4 9. 0128 . C12 . o2 . gs 

2346 

none 

2346. .2423, 2748. .2945, 3050. 
5465. .5609, 6085. .6256 



13424 
28559 
2346 

OJ990821_49. 
2363 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_49.0128.C12 
+ 

2784 
AAT/GAP 
2784 
932 



OJ990821 49.0128.C12 



6567 
GENSCAN 
6256 
.84 



,3220, 3306.. 3386, 3598. .3704, 



Seq. ID OJ990821_49.0128.C12 
Strand 



0128.C12.ol.tm 



none 
2363 
2609 
2784 
3592 
3782 
4298 



.2455, 
.2686, 
.2945, 
.3633, 
.3916, 
.4339, 
5519. .5608, 
6075. .6254, 
6405. .6470, 



2394. 
2611. 
3044 . 
3643. 
3799. 
4301. 
5519. 
6085. 
6407. 



.2426, 
.2661, 
.3220, 
.3702, 
.3915, 
.4438, 
.5608, 
.6255, 
.6472 



2434 . 
2701. 
3048. 
3643. 
4033. 
4314 . 
5520. 
6085. 



End 

Method 
End 
Score 

.2496, 2454 
.2748, 2709 
.3221, 3304 
.3702, 3644 
.4101, 4034 
.4439, 4318 
.5609, 5521 
,6258, 6089 



6567 

TBLASTX : 
6472 
44 

2501, 
2747, 
3387, 
3715, 
4105, 
4440, 
5610, 
6274, 



Maize 



2536. .2568, 
2782. .2946, 
3306. .3386, 
3781. .3915, 
4034. .4102, 
5518. .5607, 
6048. .6236, 
6354. .6470, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13424 
28559 
2346 

OJ990821_4 9. 0128 . C12 . ol . np 

2712 

6552504 



Seq. ID OJ990821_49.0128.C12 
Strand 

End 6567 

Method AAT/NAP 

End 6567 

Score 1375 



2712. .2945, 3050. .3220, 3306. .3386, 3598. .3699, 3805. .3913, 
4034. .4099, 4314. .4438, 5520. .5609, 6085. .6256, 6406. .6567 



GI Descrip. (AF126550) mannosyl-oligosaccharide 1, 2-alpha-mannosidase 



14048 



[Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13424 
28559 
2346 

OJ990821_4 9.0128.C12.ol.tc 

2778 

none 

2778.. 2837, 2788.-2838, 2830. 
3045.. 3221, 3045.. 3221, 3050. 

13424 
28559 
2346 

OJ990821_4 9.0128.C12.ol.ts 

2802 

none 

2802. .2945, 2803. .2946, 3044. 
3050.. 3223, 3298.-3387, 3306. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990821 49.0128.C12 



6567 

TBLASTX: Cress 
3387 
65 

2946, 2838.. 2945, 3044.. 3220, 
3223, 3298.. 3387, 3306.. 3386 



Seq. ID OJ990821_49.0128.C12 
Strand 

End 6567 

Method TBLASTX : Soybean 

End 3849 

Score 167 

.3220, 3045.. 3221, 3049.. 3222, 
.3386, 3592.. 3702, 3799.. 3849 



Seq. No. 13424 

Gene No. 28559 

Start 2346 

Name OJ99082 1_4 9 . 0128 . C12 . o2 . ts 

Start 4069 

GI none 

Exons 4069.. 4101, 4301.. 4435, 4314. 

5519. .5611, 6031. .6258, 6089. 



Seq. ID OJ990821_49.0128.C12 
Strand 

End 6567 

Method TBLASTX : Soybean 

End 6470 

Score 91 

.4436, 5517. .5609, 5518. .5610, 
.6274, 6402. .6470 



Seq. No. 13424 Seq. ID 

Gene No. 28559 Strand 

Start 2346 End 

Name OJ990821_4 9 . 0128 . C12 . o2 . tc Method 

Start 5506 End 

GI none Score 
Exons 



OJ990821_49.0128.C12 
6567 

TBLASTX: Cress 
6253 
138 

5506.. 5601, 5508.. 5609, 5518.. 5610, 6091.. 6252, 6092.. 6253 



Seq. No. 13425 

Gene No. 28560 

Start 1430 

Name OJ990821_4 9 . 0128 . C13 . ol . gs 

Start 1430 

GI- none 

Exons 1430.. 2016 



Seq. ID OJ990821_49.0128.C13 

Strand + 

End 2016 

Method GENSCAN 

End 2016 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13425 
28561 
1 

OJ990821_49- 
1 

6552504 
1..36, 1655. 



0128.C13.ol.np 



. 1836 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_49.0128.C13 

1951 
AAT/NAP 
1836 
183 



(AF126550) mannosyl-oligosaccharide 1, 2-alpha-mannosidase 
[Glycine max] 



Seq. No. 
Gene No. 



13425 
28561 



Seq. ID 
Strand 



OJ990821 49.0128.C13 



14049 




Start 1 End 1951 

Name OJ990821_4 9 . 0128 . C13 . ol . gp Method AAT/GAP 

Start 1672 End 1951 

GI 44797_1.R1084 Score 539 

Exons 1672.. 1951 

GI Descrip. 1 1170851/sp | P4 5700 | MA12_MOUSE 7.0e-09 MANNOSYL-OLIGOSACCHARI DE 
ALPHA- 1, 2-MANNOSIDASE (MAN (9) -ALPHA-MANNOS I DASE ) 
( AL PHA-MANNOS I DAS E 1A) >gi_10834 10_pir A54 4 08 

mannosyl-oligosaccharide 1, 2-alpha-mannosidase (EC 3.2.1.113) - 
mouse >gi_474280 (U04299) mannosyl-oligosaccharide 
alpha-1, 2-mannosidase [Mus musculus] ' 



Seq. No. 13425 Seq. ID 

Gene No. 28562 Strand 

Start 4104 End 

Name OJ990821_4 9 . 0128 . C13 . o2 . gp Method 

Start 4104 End 

GI 427749 Score 

Exons 4104.. 4446 



OJ990821_49.0128.C13 

4446 
AAT/GAP 
4446 
658 





Seq. No. 


13425 






Seq. ID 


OJ990821_49.0128.C13 




Gene No. 


28563 






Strand 






Start 


5265 






End 


6144 


! S 
■3 =T 


Name 


OJ990821 49, 


.0128.C13.ol. 


. tm 


Method 


TBLASTX: Maize 


:■ *E 


Start 


4841 






End 


5317 


u\ 


GI 


none 






Score 


127 


ri 1 


Exons 


4841. .4930, 


4842. .4931, 


4843. 


.4944, 5033. .5155, 5035. .5166, 


Q 




5037. .5162, 


5164. .5199, 


5165. 


.5200, 5249. .5317, 5269. .5313 


. -i 


Seq. No. 


13425 






Seq. ID 


OJ990821_49.0128.C13 




Gene No. 


28563 






Strand 




ill 


Start 


5265 






End 


6144 




Name 


OJ990821 49. 


.0128.C13.o3. 




Method 


AAT/GAP 




Start 


5265 






End 


6144 


'■H.J 


GI 


2427267 






Score 


575 




Exons 


5265. .5400, 


5860. .5965, 


6045. 


. 6144 




: rr 


Seq. No. 


13426 






Seq. ID 


OJ990821_4 9.0128-.C14 


p 


Gene No. 


28564 






Strand 






Start 


102 






End 


766 




Name 


OJ990821 49. 


.0128.C14.ol, 


.gs 


Method 


GEN SCAN 




Start 


102 






End 


766 




GI 


none 






Score 


.87 




Exons 


102. .150, 238. .330, 447, 


. .530, 


708. .766 





Seq. No. 13427 

Gene No. 28565 

Start 560 

Name OJ990821_4 9 . 0128 . C15 . ol . gs 

Start 560 

GI none 

Exons 560.. 571, 2273.. 2296, 3558. 
5627. .6054 



Seq. ID OJ990821_49.0128.C15 



Strand 
End 

Method 
End 
Score 
,3620, 4325, 



+ 

6054 
GENS CAN 
6054 
.76 

.4365, 5381. 



,5580, 



Seq. No. 
Gene No. 
Start 



13427 
28566 
7370 



Seq. ID OJ990821_49.0128.C15 
Strand + 
End 11397 



14050 



Name 


OJ990821 49.0128 


.C15.o3 


.gs 


Method 


GENSCAN 


Start 


7370 






End 


11397 


GI 


none 






Score 


.77 


Exons 


7370.. 7526, 7785 


. .7912, 


8449. . 


8517, 8803. .8871, 8950. . 9i 




9320.. 9382, 9757 


. .9921, 


10029. 


.10184, 


10265. .10345, 




10584. .10645, 11292. .11397 






Seq. No. 


13427 






Seq. -ID 


OJ990821_49.0128 


Gene No. 


28567 






Strand 




Start 


5512 






End 


7258 


Name 


OJ990821 49.0128 


.C15.ol 


.np 


Method 


AAT/NAP 


Start 


■' 5512 






End 


7258 


GI 


2605617 






Score 


245 


Exons 


5512.. 5758, 5858 


. .6064, 


6092. . 


6246, 7142.. 7258 


GI Descrip. 


(D88617) OSMYB1 


[Oryza 


sativa] 






Seq. No. 


13427 






Seq. ID 


OJ990821_49.0128 


Gene No. 


28567 






Strand 




Start 


5512 






End 


7258 


Name 


OJ990821 49.0128 


,C15.ol 


• gp 


Method 


AAT/GAP 


Start 


5602 






End 


5941 


GI 


LIB34 33-04 7-P1-K1-H2 




Score 


613 


Exons 


5602. .5941 










GI Descrip. 


' 4138299/emb | CAA75509 | 


4.0e-97 


' (Y15219) transcriptional 




activator [Oryza. 


. sativa 


subsp . 


indica] 




Seq. No. 








Seq. ID 


OJ990821_49.0128 


Gene No . 


28567 






Strand 




Start 


5512 






End 


7258 


Name 


OJ990821 49.0128 


.C15.o2 


.gs 


Method 


GENSCAN 


Start 


6091 






End 


6428 


GI 


none 






Score 


.97 


Exons 


6091.. 6231, 6363 


. .6428 








Seq. No. 


13427 






Seq. ID 


OJ990821_49.0128 


Gene No. 


28568 






Strand 




Start 


11995 






End 


12498 


Name 


OJ990821 49.0128 


.CIS.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5926 






End 


6244 . 


GI 


none 






Score 


54 


Exons 


5926.. 6009, 5938 


. . 6009, 


6092. . 


6244, 6094.. 6243 


Seq. No. 


13427 






Seq. ID 


OJ990821_49.0128 


Gene No. 


28568 






Strand 




Start 


11995 






End 


12498 


Name 


OJ990821 49.0128 


.CIS.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5941 






End 


6244 


GI 


none 






Score 


113 


Exons 


5941.. 6009, 6092 


. . 6244, 


6094. . 


6243 




Seq. No. 


13427 






Seq. ID 


OJ990821_49.0128 


Gene No. 


28568 






Strand 




Start 


11995 






End 


12498 


Name 


OJ990821 49.0128 


.CIS.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5941 






End 


6244 


GI 


none 






Score 


42 


Exons 


5941.. 6009, 5962 


. .6009, 


6092. . 


6244, 6094.. 6243 



14051 




Seq. No. 


13427 


Seq. ID 


OJ990821_49.0128. 


C15 


Gene No. 


28568 


Strand 






Start 


11995 


End 


12498 




Name 


OJ990821 49. 0128 .C15 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


5953 


End 


6244 




GI 


none 


Score 


77 




Exons 


5953.. 6009, 5954.. 6007, 6092 


. .6244, 6094. .6243 




Seq. No. 


13427 


Seq. ID 


OJ990821 49.0128. 


C15 


Gene No. 


28568 


Strand 






Start 


11995 


End 


12498 




Name 


OJ990821 49. 0128.C15.o4 .gs 


Method 


GENSCAN 




Start 


11995 


End 


12498 




GI 


none 


Score 


. .63 




Exons 


11995 . . 12498 








Seq. No. 


13428 


Seq. ID 


OJ990821_49.0128. 


C16 


Gene No. 


28569 


Strand 


+ 




Start 


250 


End 


943 




Name 


OJ990821_4 9. 0128 .C16.ol . gs 


Method 


GENSCAN 




Start 


250 


End - 


943 




GI 


none 


Score 


.74 




Exons 


250. .330, 854. .943 








Seq. No. 


13428 


Seq. ID 


OJ990821_49.0128. 


C16 


Gene No. 


28569 


-Strand 


+ 




Start 


250 


End 


943 




Name 


OJ990821 4 9 . 0128 . C16 . ol . np 


Method 


AAT/NAP 




Start 


250 


End 


920 




GI 


4938482 


Score 


103 




Exons 


250 . . 330, 854 . . 920 








GI Descrip. 


(AL078464) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128. 


,C17 


Gene No. 


28570 


Strand 


+ 




Start 


1 


End 


3733 




Name 


OJ990821 49.0128.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1139 




GI 


4539305 


Score 


240 




Exons 


1..50, 148. .270, 360. .418, 1025. .1139 






GI Descrip. 


(AL049480) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128, 


.C17 


Gene No. 


28570 


Strand 


+ 




Start 


1 


End 


3733 




Name 


OJ990821 49.0128.C17.ol.gs 


Method 


GENSCAN 




Start 


148 


End 


3733 




GI 


none 


Score 


.87 




Exons 


148. .270, 360. .398, 2375. .2557, 2946.. 


,3069, 3255..3431-, 






3546. .3733 








Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128. 


.C17 


Gene No. 


28570 


Strand 


+ 




Start 


1 


End 


3733 




Name 


OJ990821 49.0128.C17.ol.gp 


Method 


AAT/GAP 




Start 


212 


End 


1375 





14052 



w 
rii 



GI 


2428850 


Score 


797 


Exons 


212.. 270, 360.. 398, 1008.. 1375 




GI Descrip. 


4 539305 /emb|CAB3 9608. 1 1 2.0e 


-15 (AL049480) putative protein 




[Arabidopsis thaliana] 






Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28570 


Strand 


+ 


Start 


1 


End 


3733 


Name 


OJ990821_4 9.0128 .C17 . o2 . gp 


Method 


AAT/GAP 


Start 


2339 


End 


3691 


GI 


none 


Score 


1125 


Exons 


2339.. 2557, 2946.. 3069, 3255 


..3431, 3546. .3691 


Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28571 


Strand 


+ 


Start 


4293 


End 


6226 


Name 


OJ990821_4 9.0128 ,C17.o4 . gp 


Method 


AAT/GAP 


Start 


4293 


End 


5637 


GI 


700752 


Score 


738 


Exons 


4293. .4430, 4612. .4643, 5057 


..5199, 5432.-5498, 5601. .5637 


Seq. .No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28571 


Strand 


+ 


Start 


4293 


End 


6226 


Name 


OJ990821_4 9. 0128 .C17 . o3 ..gs 


Method 


GENSCAN 


Start 


5063 


End 


6226 


GI 


none 


Score 


.87 


Exons 


5063.. 5199, 5432.. 5498, 5601 


..5678, 5796. .5941, 6187. .6226 


Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28572 


Strand 


+ 


Start 


10391 


End 


25842 


Name 


OJ990821 49.0128.C17.o5.gs 


Method 


GENSCAN 


Start 


10391 


End 


25715 


GI 


none 


Score 


.45 


Exons 


10391. .10835, 13581. .13633, 


17863. .17988, 18331 187 67 , 




1964 4.. .19704, 20608 . .20707, 


21237. .21280, 21512 .. 21721, 




21778.. 2 30 16, 2 32 23.. 257 15 






Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28572 


Strand 


+ 


Start 


10391 


End 


25842 


Name 


OJ990821 49.0128.C17.o3.np 


Method 


AAT/NAP 


Start 


21745 


End 


25842 


GI 


6498441 


Score 


4099 


Exons 


21745. .22231, 22562 .. 23025, 


23089. .23461, 23645.-2377 9, 




23954. .24192, 24385 .. 24869, 


25041. .25668, 25815. .25842 


GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


13429 


Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28573 


Strand 




Start 


3752 


End 


3948 


Name 


OJ990821 49.0128.C17.o3.gp 


Method 


AAT/GAP 


Start " 


3752 


End 


3948 


GI 


none 


Score 


390 



14053 




Exons 3752.. 3948 



Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28574 








Strand 


- 






Start 


4138 








End 


4467 






Name 


OJ990821 49 


.0128 


.C17.o2 


.gs 


Method 


GENSCAN 






Start 


4138 








End 


4467 






GI 


none 








Score 


. 98 






Exons 


4138 . . 4467 
















Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28575 








Strand 


~- 






Start 


6901 








End 


10710 






Name 


OJ990821 49 


.0128 


.C17.o5 


.gp 


Method 


AAT/GAP 






Start 


6901 








End 


8231 






GI 


none 








Score 


1337 






Exons 


6901 . .7465, 


7934 


. . 8077, 


8177 . 


.8231 








Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28575 








Strand 








Start 


6901 








End 


10710- 






Name 


OJ990821 49 


.0128 


.C17.o4 


. gs 


Method 


GENSCAN 






Start 


7263 








End 


9900 






GI 


none 








Score 


.74 






Exons 


7263. .7465, 


7935 


. .8077, 


9325. 


.9428, 9802.. 9900 






Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28575 








Strand 








Start 


6901 








End 


10710 






Name 


OJ990821 49 


.0128 


.C17.o2 


.np 


Method 


AAT/NAP 






Start 


7266 








End 


10710 






GI 


4914420 








Score 


334 






Exons 


7266. .7465, 


7968 


. .8077, 


8177. 


.8421, 9212.. 9373, 


10585. . 


10710 


GI Descrip. 


(AL050352) : 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28575 








Strand 








Start 


6901 








End 


10710 






Name 


OJ990821 49 


.0128 


.C17.o6 


.gp 


Method 


AAT/GAP 






Start 


8251 








End 


9925 






GI 


none 








Score 


750 






Exons 


8251. .8392, 


9210 


. . 9385, 


9802. 


.9925 








Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28576 








Strand 








Start 


12651 








End 


13092 






Name 


OJ990821 49 


.0128 


.C17.o5 


. tm 


Method 


TBLASTX : 


Maize 




Start 


145 








End 


1163 






GI 


none 








Score 


209 






Exons 


145. .267, 147. .269, 148 


. .270, 


1002. .1163, 1007. 


.1162 




Seq. No. 


13429 








Seq. ID 


OJ990821 


_49.0128 


.C17 


Gene No. 


28576 








Strand 








Start 


12651 








End 


13092 






Name 


OJ990821 49 


.0128 


.C17.o3 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


147 








End 


1136 






GI 


none 








Score 


189 







14054 




Exons 


147. .266, 148. .267, 156. 


. .269, 


1008. .1136, 1013. 


. 1087 


Seq. No. 


13429 






Seq. ID 


OJ990821 


_49 . 0128 . C17 


Gene No. 


28576 






Strand 






Start 


12651 






End 


13092 




Name 


OJ990821 49.0128. 


.C17.o4 . 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2398 






End 


3433 




GI 


none 






Score 


39 




Exons 


2398.. 2490, 2469. 


. .2561, 


2486. 


.2509, 2501.. 2560, 


2943. . 3083, 




2943.. 3083, 2945. 


. .3085, 


3252. 


.3404, 3252. .3404, 


3253. . 3432, 




3254.. 3433, 3257. 


. .3430 










Seq. No. 


13429 






Seq. ID 


OJ990821 


_49.0128.C17 


Gene No. 


28576 






Strand 






Start 


12651 






End 


13092 




Name 


OJ990821 49.0128. 


X17.ol. 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2943 






End 


3589 




GI 


none 






Score 


122 




Exons 


2943.. 3083, 3254. 


. .3409, 


3533. 


.3589 






Seq. No. 


13429 






Seq. ID 


OJ990821 


_49.0128.C17 


Gene No. 


28576 






Strand 






Start 


12651 






End 


13092 




Name 


OJ990821 49.0128. 


,C17.o3. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7227 






End 


9379 




GI 


none 






Score 


197 




Exons 


7227. .7367, 7240. 


. .7449, 


7247 . 


.7450, 7263. .7451, 


7939. .7971, 




7940. .7963, 7947. 


. .8024, 


7947 . 


.8075, 8033. .8083, 


8039. . 8077, 




8171. .8356, 8174. 


. .8305, 


8176. 


.8400, 8: 


178. .8390, 


8179. .8391, 




9209.. 9244, 9210. 


. .9245, 


9252 . 


.9365, 9254.. 9379, 


9259. . 9366 


Seq. No. 


13429 






Seq. ID 


OJ990821 


_49.0128.C17 


Gene No. 


28576 






Strand 






Start 


12651 






End 


13092 




Name 


OJ990821 49.0128. 


,C17.o6. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


10496 






End 


10746 




GI 


none 






Score 


198 




Exons 


10496. .10702, 10580. .10684, 10606. .10746 




Seq. No. 


13429 






Seq. ID 


OJ990821 


_49.0128.C17 


Gene No. 


28576 






Strand 






Start 


12651 






End 


13092 




Name 


OJ990821 49.0128, 


,C17.o7. 


• gp 


Method 


AAT/GAP 




Start 


12651 






End 


13092 




GI 


none 






Score 


852 




Exons 


12651. .13092 












Seq. No. 


13429 






Seq. ID 


OJ990821 


_49. 0128 .C17 


Gene No". 


28577 






Strand 






Start 


22446 






End 


22932 




Name 


OJ990821 49.0128. 


,C17.o3. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


22446 






End 


22932 




GI 


none 






Score 


417 




Exons 


22446. .22619, 22^ 


147.. 22932, 224 47 22629, 22641 


. .22901 


Seq. No. 


13429 






Seq. ID 


OJ990821 


_49.0128.C17 


Gene No. 


28578 






Strand 







14055 



Start 
Name 
Start 
GI 

Exons 



23096 End 

OJ990821_4 9 . 0128 . C17 . ol . tw Method 

23096 End 

none Score 



23582 

TBLASTX: Wheat 

23558 

44 



23096. .23176, 23097 23177 , 23098 23178 , 23154 .. 23552 , 
23155. .23538, 23180 .. 23557 , 23181.. 23558 



Seq. No. . 13429 

Gene No. 28578 

Start 23096 

Name OJ990821_4 9 . 0128 . C17 . ol . tm 

Start 23226 

GI none 

Exons 23226. .23582, 23261 .. 23572 , 23466.. 23582 



Seq. ID OJ990821_49.0128.C17 



Strand 
End 

Method 

End 

Score 



23582 

TBLASTX: Maize 
23582 
392 



Seq. No. 13429 Seq. ID 

Gene No. 28579 Strand 

Start 23609 End 

Name OJ990821_4 9.0128. C17 . o2 . tm Method 

Start 23609 End 

GI none Score 

Exons 23609. .23974, 23610.. 23993 



OJ990821_49.0128.C17 
24116 

TBLASTX: Maize 

23993 

351 



Seq. No. 13429 Seq. ID 

Gene No. 28579 Strand 

Start ' 23609 End 

Name OJ990821_4 9 . 0128 . C17 . o2 . tw Method 

Start 23666 End 

GI none Score 

Exons 23666. .24091, 23667.. 24086 



OJ990821_49.0128.C17 
24116 

TBLASTX: Wheat 

24091 

478 



Seq. No. 13429 Seq. ID 

Gene No. 28579 Strand 

Start 23609 End 

Name OJ990821_4 9 . 0128 . C17 . ol . ts Method 

Start 23745 End 

GI none Score 

Exons 23745. .24116, 23762.. 23905 



OJ990821_49.0128.C17 
24116 

TBLASTX : Soybean 

24116 

278 



Seq. No. 13429 

Gene No. 28580 

Start 24717 

Name OJ990821_4 9 . 0128 . C17 , 

Start 24717 

GI none 

Exons 24717. .24965, 24741.. 
25037. .25174 



o4 . tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990821_49.0128.C17 
25490 

TBLASTX: Wheat 

25175 

234 



24965, 24806. .24979, 25026 .. 25175, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13429 
28580 
24717 

OJ9'90821_4 9.0128.C17.o2.ts 

24864 

5666795 



Seq. ID OJ990821_49.0128.C17 
Strand 
End 

Method 
End 
Score 



25490 

TBLASTX : Soybean 

25430 

68 



24864 . .24962, 25038 25175, 25230.. 25430 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



14056 




Seq. No. 


13429 




Seq. ID 


OJ990821_49.0128.C17 


Gene No. 


28580 




Strand 




Start 


24717 




End 


25490 


Name 


OJ990821 49.0128.C17 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


25178 




End 


25490 


GI 


none 




Score 


193 


Exons 


.25178. .25354, 25191. 


. 25379, 


25230. .25490 


Seq. No. 


13430 




Seq. ID 


OJ990821_49.0128.C18 


Gene No. 


28581 




Strand 


+ 


Start 


585 




End 


794 


Name 


OJ990821 49.0128.C18 


.ol.gp 


Method 


AAT/GAP 


Start 


585 




End 


794 


GI 


1631463 




Score 


311 


Exons 


585. .794 








GI Descrip. 


4680178/gb|AF111709. 


1IAF111709 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


13430 Seq. ID 


OJ990821_49.0128. 


,C18 


Gene No. 


28582 Strand 


+ 




Start 


1422 End 


2244 




Name 


OJ990821 49.0128.C18.ol.np Method 


AAT/NAP 




Start 


1422 End 


2244 




GI- 


5042448 Score 


1150 




Exons 


1422. .2244 






GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


13430 Seq. ID 


OJ990821_49.0128. 


■ C18 


Gene No. 


28583 Strand 


+ 




Start 


2499 End 


6803 




Name 


OJ990821 49.0128.C18.o2.np Method 


AAT/NAP 




Start 


2499 End 


6803 




GI 


4680179 Score 


7202 




Exons 


2499. .6803 






GI Descrip. 


(AF111709)' polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


13430 Seq. ID 


OJ990821_49.0128. 


.C18 


Gene No. 


28584 Strand 


+ 




Start 


8048 End 


11149 




Name 


OJ990821 49.0128.C18.o4.np Method 


AAT/NAP 




Start 


8048 End 


11149 




GI 


6498441 Score 


1790 




Exons 


8048. .8193, 9912. .10774, 10868. .1114 9 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


13430 Seq. ID 


OJ990821_49.0128. 


.C18 


Gene No. 


28584 Strand 


+ 




Start 


8048 End 


11149 




Name 


OJ990821 49.0128.C18.o2.gp Method 


AAT/GAP 




Start 


9704 End 


9913 




GI 


1631463 Score 


315 




Exons 


9704. .9913 






GI Descrip. 


4 680178/gb|AF111709. 1 IAF111709 5.0e-81 


Oryza sativa subsp. 



14057 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


13430 




Seq. ID 


OJ990821_49.0128 


. C18 


Gene No. 


28585 




Strand 


+ 




Start 


16111 




End 


18057 




Name 


OJ990821 -49 


.0128.C18.o7.np 


Method 


AAT/NAP 




Start 


16111 




End 


18057 




GI 


5042454 




Score 


191 




Exons 


16111. .16250, 16580. .16673, 18003.. 18057 




GI Descrip. 


(AC007789) 


putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


13430 




Seq. ID 


OJ990821 49.0128. 


. C18 


Gene No. 


28585 




Strand 


+ 




Start 


16111 




End 


18057 




Name 


OJ990821 49 


.0128.C18.o4.gs 


Method 


GENSCAN 




Start 


16169 




End 


1 6650 




GI 


none 




Score 


. 76 




Exons 


16169. . 1624 6, 16477. .16650 








Seq. No. 


13430 




Seq. ID 


OJ990821 49.0128, 


.C18 


Gene No. 


28586 




Strand 






Start 


9006 




End 


18057 




Name 


OJ990821 49 


.0128.C18.o6.tw- 


Method 


TBLASTX : Wheat 




Start 


2766 




End 


3125 




GI 


none 




Score 


308 




Exons 


2766. .3125, 


2792.. 2866, 2891. 


.3124 






Seq. No. 


13430 




Seq. ID 


OJ990821 49.0128. 


, C18 


Gene No. 


28586 




Strand 






Start 


9006 




End 


18057 




Name 


OJ990821 49 


.0128.C18.o6. tm 


Method 


TBLASTX : Mai ze 




Start 


3006 




i—i _i 
End 


3302. 




GI 


none 




Score 


210 




Exons 


3006. .3302, 


3006. .3290 








Seq. No. 


13430 




Seq. ID 


OJ990821_49.0128. 


. C18 


Gene No. 


28586 




Strand 






Start 


9006 




End 


i8057 




Name 


OJ990821 49 


.0128.C18.o8.tm 


Method 


TBLASTX: Maize 




Start 


3642 




End 


3962 




GI 


none 




Score 


184 




Exons 


3642. .3962, 


3695. .3787 








Seq. No. 


13430 




Seq. ID 


OJ990821_49.0128. 


,C18 


Gene No. 


28586 




Strand 






Start 


9006 




End 


18057 




Name 


OJ990821 49 


.0128.C18.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3645 




End 


4 067 




GI 


none 




Score 


152 




Exons 


3645. .3854, 


3695. .3793, 3854. 


.4060, 3876. .4067, 3905. .4063 


Seq. No. 


13430 




Seq. ID 


OJ990821_49.0128. 


C18 


Gene No. 


28586 




Strand 






Start 


9006 




End 


18057 




Name 


OJ990821 49 


. 0128.C18.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4224 




End 


4706 





14058 




GI 


none 








Score 


550 




Exons 


4224 . . 4706, 


4328 


. . 4663, 


4353 . 


.4697 






Seq. No. 


13430 








Seq. ID 


OJ990821 49.0128 


.C18 


Gene No. 


28586 








Strand 


- 




Start 


9006 








End 


18057 




Name 


OJ990821_49 


.0128 


.C18 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


4260 








End 


4574 




GI 


none 








Score 


183 




Exons 


4260 . .4574 














Seq. No. 


13430 








Seq. ID 


OJ990821 49.0128 


.C18 


Gene No. 


28586 








Strand 


- 




Start 


9006 








End 


18057 




Name 


OJ990821_4 9 


. 0128 


. C18 . o3 . 


. tm 


Method 


TBLASTX: Maize 




Start 


4293 








End 


4760 




GI 


none 








Score 


386 




Exons 


4^93 . . 4 / 60, 


A ~~j C A 

4 J64 


. . 4 663, 


4 614 . 


.4 727 






Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


OJ990821_49 


. 0128 


.C18 .o2 , 


. ts 


Method 


TBLASTX : Soybean 




Start 


4 647 








End 


4868 




GI 


none 








Score 


57 




Exons 


4 647 . .4679, 


4 647 


. .4691, 


4683. 


.4868, 4683. .4763, 4807. .4 


827 


Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


OJ990821_49 


. 0128 


,C18.o4 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


4861 








End 


5225 




GI 


none 








Score 


174 




Exons 


4861 . . 5142, 


4872 


. . 5225, 


4 877. 


.5143, 4878.. 5225 




Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


OJ990821_4 9 


. 0128 


.C18.o2. 


. tm 


Method v 


TBLASTX: Maize 




Start 


4872 








End 


5237 




GI 


none 








Score 


488 




Exons 


4 872. . 5225 , 


4 874 


. . 5140, 


4926 . 


.5237 






Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


f\ A t~\ C 

9006 








End 


18057 




Name 


/~v Trt A A rt A 1 A r\ 

OJ99082l_49 


. 0128 


.C18.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


5265 








End 


10288 




GI 


none 








Score 


612 




Exons 


5265 . . 5792, 


5346 


. . 5759, 


5384 . 


.5791, 10172. .10288 




Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


OJ990821 49, 


.0128 


.C18.ol. 


, tc 


Method 


TBLASTX: Cress 




Start 


5499 








End 


5816 




GI 


none 








Score 


89 





14059 




Exons 


d 4 y y . . jo/t/ 


DO / O 


. . Do 1 b , 


DO / j. 


. do Id 






Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






btarc 


yuub 








End 


1 O A C H 

lo Ud / 




XT win 

Name 


A TQQH0O1 >1 Q 

ojyyubzi 4y. 


U12o 


. Clo . Ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


DOoU 








End 


5840 




bl 


none 








Score 


13 y 




Exons 


ccon RQ/tn 
DjoU. . jo^U, 


c; c, 0 0 


C.H A A 

. . D / 4 4 , 


Q t; 0 c 


. Dojy 






Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






btart 


none 

yuuo 








End 


1 0 c\ c ^ 

lo Ud / 




Name 


ojyyuo^i 4y. 


n 1 0 0 


. Clo . o4 . 


tm 


Method 


TBLASTX : Maize 




C -i 1 v- 4- 

0 tar z 


do jy 








End 


coon 

Dyou 




bl 


none 








Score 


0 0 a 
OO D 




Exons 


o boy . . D ?Z b, 


D b4 U , 


coon 

. . d yju 










Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Of i-f 


yuu b 










1 0 r\ c "7 
loUD / 




Name 


uj y yuoz 1 4 y . 


Ulzo . 


. Clo . Ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


rift 

o / y y 








End 


10783 




bl 


none 








Score 


731 




Exons 


o / y y . . b4 zd f 


DoUl , 


a a 0 /1 
. . b4Z4 , 


1 C\ A C A 

1 U4 D4 


. . lUol^ , 


1 ^ ZT"7 1 nTOO 

lUbo / . . 10 /bo 




Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






otar r 


y uu b 








End 


18057 




Name 


ojyyuozi 4y. 


Ulzo , 


, Clo . ol . 


tm 


Method 


TBLASTX: Maize 




Of vf 

0 tar r 


CQ1Q 

o y / y 








End 


6578 




bl 


none 








Score 


226 




Exons 


oy/y. .bi4u, 


oyo / . 


, . bl Jo, 


OlOO . 


.6578, 6140. .6565 




Seq. No. 


lo4 oU 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


tq on Q 0 1 A Q 

uj y y u 0 ^ 1 4 y . 


U 1 0 . 


itlo. OD . 




Method 


TBLASTX: Wheat 




Start 


04 ^D 








End 


.6793 




bl 


none 








Score 


374 




Exons 


C/lOC C AH Q 

b4 zd . . b4 / 0 , 


b4 z b . 


. . D /DO, 


o4 DO . 


.6533, 6518. .6634, 6597. .6737, 




D/4U. . d / y J 














Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






otart 


y u u b 








End 


18057 




Name 


A TQQnQOI A Q 


n 1 0 q 


p 1 O 

Llo . O / . 


tm 


Method 


TBLASTX: Maize 




Start 










End 


6779 




GI 


none 








Score 


197 




Exons 


DObz . . b / / y 














Seq. No. 


13430 








Seq. ID 


OJ990821_49.0128 


.C18 


Gene No. 


28586 








Strand 






Start 


9006 








End 


18057 




Name 


OJ990821 49. 


0128. 


C18.o3. 


np 


Method 


AAT/NAP 




Start 


9006 








End 


18057 




GI 


4680183 








Score 


185 





14060 




Exons 


9006.. 9095, 9701.. 9771, 17887.. 18057 








Kji uescrip. 


\t\t x i x / u ; gay pox protein 


[Oryza sativa subsp. 


lnaicd j 




Seq. No. 


13430 


Seq. ID 


OJ990821 


_49.0128 


.C18 


Gene No. 




Strand 


- 






OtaiL 




End 


18057 






Name 


OTQQHP91 /IQ m 9Q pi Q ^c; *- m 

uuyyuozi ft y . u xz o . L/X o . oo . cm 


Method 


TBLASTX: 


Mai ze 




otdlL 


i nm q 


End 


10342 






P T 

yj± 


none 


Score 


362 






T v y\ y^i t» 


1UU1 j . . HJjl£, IUUjD . . lUji J 










oeq . wo . 


13430 


Seq. ID 


OJ990821 


A Q f)1 9fi 

*i J . Ul^O , 


PI R 
. LIO 


Gene No. 


28586 


Strand 








Start 


QDflfi 
-?U u o 


End 


18057 






Name 


n TQQHP91 A Q Ol 9 P P T P 4- t.r 


Method 


TBLASTX : 


wnea t. 






i nn99 
xuuzz 


End 


10411 






P T 
(jx 


none 


Score 


135 






Exons 


lUUiiZ . ■ XUX / X, XUUflO. . xux / u, 


10289. .10411, 10294 








1U jj / . . 1U41U 










Seq. No. 


13430 


Seq. ID 


OJ990821 


_49.0128, 


.C18 


Gene No. 


ZoDoo 


Strand 








C -1- >- 4- 


yuuo 


End 


18057 






Name 


PiTQQHP91 /I Q H1-9P PI Q r\0 no 
UJitfyUOZl *4i7.UXZO.L-XO.OZ.yS 


Method 


GENSCAN 






otdlt 


i i Ton 
X X / o / 


End 


14998 






P T 
LfX 


none 


Score 


. 99 






Exons 


xx/o/. .xjfoJo, 1j / j / . .x^yyo 










oeq . no . 


13430 


Seq. ID 


OJ990821 


a q m 9 P 
ft y . u x z o . 


pip 


Gene No. 


28586 


Strand 








Start 


9006 


End 


18057 






Name 


OJ990821 49.0128.C18.o5.np 


Method 


AAT/NAP 








11790 


End 


14998 






bl 


6907089 


Score 


4201 






U 1 V v% 

Lxons 


11790. .13638, 13737. .14998 










oi uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. Np. 


13430 


Seq. ID 


OJ990821 


_49.0128, 


.C18 


Gene No. 


28586 


Strand 








OtaiL 


9006 


End 


18057 






Name 


OJ990821 49.0128.C18.o3.gs 


Method 


GENSCAN 






O Lai L 


15544 


End 


15987 






PT 


none 


Score 


.73 






Exons 


15544 . .15676, 15839 .. 15914 , 


15933. .15987 






oeq . no . 


13430 


Seq. ID 


OJ990821 


A Q fl 1 9 P 
H. y . U X c. o < 


pi p 


P nri a XT 


28586 


Strand 










9006 


End 


. 18057 






Name 


OJ990821 49.0128.C18.o6.np 


Method 


AAT/NAP 






Start 


15839 


End 


16683 






GI 


5922623 


Score 


271 






Exons 


15839. .15914, 16082. .1622 9, 


16603. .16683 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi| 6016856 | db j 1 BAA85199.il 


(AP000570) : 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


13431 


Seq. ID 


OJ990821 


_49.0128. 


,C19 



14061 



Gene No. 28587 Strand + 

Start 28 End 10204 

Name OJ990821_4 9 . 0128 . C19 . ol . gp Method AAT/GAP 

Start 28 End 1548 

GI uC-osflcyp064b02bl Score 990 

Exons 28.. 280, 1259.. 1548 

GI Descrip. '3834307 9.0e-ll (AC005679) Strong similarity to gene T10I14.120 
gi_2832679 putative protein from Arabidopsis thaliana BAC 
gb_AL021712. ESTs gb_N65887 and gb_N65627 come from this gene. 
[Arabidopsis thaliana] 1 



Seq. No. 


13431 








Seq. ID 


OJ990821 


_49.0128.C19 


Gene No. 


28587 








Strand 


+ 




Start 


zo 








End 


10204 




Name 


ojyyuozi 4y. 


n i o q 
UlZo . 


bi y . oi . 


gs 


Method 


GENSCAN 




Start 


A C 








End 


10184 




bl 


none 








Score 


.42 




Exons 


40. . IDi, ' J 1 Z 


\ A *3 A 

; . . 4 J4 


, 14 Uo . 


O O O A 

. ZZo 4 


, 2505..; 


2660, 2838 


. . JU4 y , 




. JZ 1 0 / 


r>y / o . 


. buy j, 


bozo . 


.6823, 6962.. 7367, 


Tom TOOO 

/ o u / . . / o y o , 




/ you . . o u / / , 


Q1 CO 


oooo 
. ozoo , 


O DUD . 


.8696, 8836.. 8907, 


i uuoy . . luio 4 


Seq. No. 


13431 








Seq. ID 


OJ990821 


_49.0128.C19 


Gene No. 


28587 








Strand 


+ 




Start 


O Q 

Zo 








End 


10204 




Name 


ojyyuozi 4y. 


UlZo . 


ci y . oi . 


tw 


Method 


TBLASTX: 


Wheat 


btart 


izoy 








End 


1815 




bl 


none 








Score 


37 




Exons 


IZoy . . IZoo , 


1 J b / . 


. 1 / bo , 


1 JoD . 


.1771, 1392. .1769, 


1 -7-71 1 Q 1 C 

1 / / 1 . . lo lo , 




i TT) 1 Q 1 "3 














Seq. No. 


13431 








Seq. ID 


OJ990821 


_49.0128.C19 


Gene No . 


OQCQT 
^OJO / 








Strand 


+ 




b tart 


Z o 








End 


10204 




Name 


u j y y uo z i ^ y . 


UlZo . 


bi y . oi . 


tm 


Method 


TBLASTX: 


Mai ze 


ot art 


1 O £1 

1 Z bl 








End 


2244 




C T 
bl 


none 








Score 


86 




Exons 


i oci i ion 
lz bl . . 1 Jo U , 


1 OCT 

1Z 0 J . 


. 1 Job , 


lZ / 1 . 


.1375, 1392.. 1826, 


i jy / . . 19 / 3 , 




i jyo . . l y / b, 


i n *d o 
1 / Jo . 


. i y /4 , 


1 n a c 
1/45. 


.1978, 1979.. 2044, 


*i m n 0001 
i y / 9 . . ZZZ1 , 




1 y o b . . Z lz b , 


o n o o 

zuzy . 


O O /I A 

. ZZ4 4 , 


Oi y| /■ 

Z 14 0 . 


.2244 






Seq. No. 


13431 








Seq. ID 


OJ990821 


_49.0128.C19 


Gene No. 


28587 








Strand 


+ 




Start 


28 








End 


10204 




Name 


■ OJ990821 49. 


0128. 


C19.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1376 








End 


1576 




GI 


none 








Score 


252 




Exons 


1376. . 1576, 


1390. 


. 1503, 


1397. 


.1555 






Seq. No. 


13431 








Seq. ID 


OJ990821 


_49.0128.C19 


Gene No. 


28587 








Strand 


+ 




Start 


28 








End 


10204 




Name 


OJ990821 49. 


0128. 


C19.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1396 








End 


2053 




GI 


none 








Score 


257 




Exons 


1396. .1503, 


1397. 


. 1558, 


1494 . 


.1559, 1567.. 1632, 


1568. .1639, 




1622. .1651, 


1729. 


.1806, 


1745. 


.1807, 1816. .1878, 


1822. .1878, 




1867. .1956, 


1868. 


.1960, 


1967. 


.2053 







14062 



Seq. No. 13431 

Gene No. 28587 

Start 28 

Name OJ990821_4 9 . 0128 . C19 . ol . np 

Start 1397 

GI 3834307 

Exons 1397.. 2284, 2505.. 2660, 2838. 
GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3049, 



OJ990821_49. 
+ 

10204 
AAT/NAP 
- 3354 
1489 
3165. .3354 



0128. C19 



(AC005679) Strong similarity to gene T10I14.120 gi 12832679 
putative protein from Arabidopsis thaliana BAC gb | AL021712 . 
ESTs gb|N65887 and gb|N65627 come from this gene. [Arabidopsis 
thaliana] 



13431 
28587 
28 

OJ990821_4 9.0128.C19.ol.ts 

2060 

none 

2060.. 2221, 2071.. 2286, 2155. 
2498. .2647, 2499. .2660, 2832. 
3166. .3363 



Seq. ID OJ990821_49.0128.C19 

Strand + 

End 10204 

Method TBLASTX : Soybean 

End 3363 

Score 92 

.2286, 2180. .2287, 2486. .2644, 
.3053, 2835. .3053, 3165. .3353, 



Seq. No. 13431 Seq. ID 

Gene No. 28587 „ Strand 

Start 28 End 

Name OJ990821_4 9 . 0128 . C19 . o3 . tc Method 

Start 2135 End 

GI none Score 
Exons 



OJ990821_49.0128.C19 
+• 

10204 

TBLASTX: Cress 

3023 

63 



2135. .2206, 2146. .2199, 2152. .2286, 2180. .2287, 2504. .2659, 
2505. .2660, 2811. .2897, 2823. .2897, 2828. .2905, 2894. .3022, 
2907. .3023 



Seq. No. 13431 
Gene No. 28587 
Start 28 

Name 0 J990 8 2 1__4 9 . 0 12 8 . CI 9 . o2 . tm 

Start 2246 
GI none 

Exons 2246.. 2287, 2503.. 2658, 2504. 

2823. .3053, 2836. .3054, 2840. 
3166.. 3357, 3394.. 3483 



Seq. ID OJ990821_49.0128.C19 

Strand + 

End 10204 

Method TBLASTX : Mai ze 

End 3483 

Score 67 

.2659, 2505.. 2660, 2505.. 2669, 
.3052, 2841. .3053, 3165. .3356, 



Seq. No. 13431 Seq. ID 

Gene No. 28587 Strand 

Start 28 End 

Name OJ990821_4 9 . 0128 . CI 9 . o2 . tc Method 

Start 3165 End 

GI none Score 

Exons 3165.. 3353, 3166.. 3357 



OJ990821_49.0128.C19 
+ 

10204 

TBLASTX: Cress 

3357 

233 



Seq. No. . 13431 Seq. ID 

Gene No. 28587 Strand 

Start 28 End 

Name OJ990821_4 9.0128.C19.o2.np Method 

Start 5951 End 

GI 3650376 Score 



OJ990821_49.0128.C19 
+ 

10204 
AAT/NAP 
10204 
147 



14063 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5951. .6060, 7150. .7367, 7807. .7898, 7951. .8077, 8152. .8288, 
8400.. 8480, 8605.. 8696, 9516. .9613, 10055. .10204 
(AL031740) dna ligase [Schizosaccharomyces pombe] 

13431 Seq. ID OJ990821_4 9 . 0128 . C19 

28587 Strand + 

28 End 10204 

OJ990821_49.0128.C19.o3.np Method AAT/NAP 

7179 End 10204 

4504997 Score 247 

7179. .7378, 7821. .7898, 7983. .8077, 8152. .8349, 8594. .8791, 
10060. .10204 

DNA ligase IV gi | 1706482 | sp I P4 9917 | DNL4_HUMAN DNA LIGASE IV 

( POLYDEOXYRIBONUCLEOTIDE SYNTHASE [ATP] ) gi | 8 60937 | emb | CAA58 4 67 j 

(X83441) DNA ligase IV [Homo sapiens] 



13432 Seq. ID 

28588 Strand 

1 End 

OJ990311_07 . 0114 .Cl.ol.np Method 

1 End 

5295955 Score 
1..358 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



OJ990311JD7.0114.C1 
+ 

358 

AAT/NAP 

358 

320 



13432 
28589 
3468 

OJ990311 07.0114 .CI. ol.gp 



Seq. ID OJ990311_07 .0114 ,C1 

Strand + 

End 4036 

Method AAT/GAP 

End 4036 

Score 840 



3468 
4879016 
3468. .4036 

6041757/gb|AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 


13432 


Seq. ID 


OJ990311 


_07.0114 


.CI 


Gene No. 


28590 


Strand 








Start 


520 


End 


4448 






Name 


OJ990311 07.0114.Cl.o2.gs 


Method 


GENSCAN 






Start 


520 


End 


4448 






GI 


none 


Score 


.41 






Exons 


520. .681, 1955. .2045, 3668.. 


.3756, 4230 


. . 4448 






Seq. No. 


13433 


Seq. ID 


OJ990311 


_07.0114 


.C2 


Gene No. 


28591 


Strand 


+ 






Start 


1 


End 


3280 






Name 


OJ990311 07.0114'.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3280 






GI 


6721512 


Score 


62 






Exons 


1..107, 1541. .1670, 1699. .1£ 


U0, 1978.. 


2071, 321! 


3. .3280 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13434 


Seq. ID 


OJ990311_ 


_07.0114 


,C3 


Gene No. 


28592 


Strand 








Start 


133 


End 


261 







14064 




Name 


OJ990311 07 .0114 .C3.ol.gs 


Method 


GEN SCAN 




Start 


133 


End 


261 




GI 


none 


Score 


. 4 




Exons 


133. .261 








Seq. No. 


13435 


Seq. ID 


OJ990311_07.0114. 


C4 


Gene No. 


28593 


Strand 


+ 




Start 


14 


End 


271 




Name 


OJ990311 07.0114.C4.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


271 




GI 


none 


Score 


. 97 




Exons 


14 . .271 








Seq. No. 


13436 


Seq. ID 


OJ990311_07.0114. 


C6 


Gene No. 


28594 


Strand 






Start 


47 


End 


258 




Name 


OJ990311 07.0114.C6.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


258 




GI 


none 


Score 


. 75 




Exons 


47. .258 








Seq. No. 


13437 


Seq. ID 


OJ990311_07 . 0114 . 


C8 


Gene No. 


28595:- 


Strand 






Start 


1 


End 


259 




Name 


OJ990311 07.0114.C8.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


259 




GI 


4107138 


Score 


384 




Exons 


1. .259 








GI'-Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-149 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


13438 


Seq. ID 


OJ990311_07.0114. 


C9 


Gene No. 


28596 


Strand 


+ 




Start 


732 


End 


1362 




Name 


OJ990311 07.0114.C9.ol.gs 


Method 


GENSCAN 




Start 


732 


End 


1362 




GI 


none 


Score 


.89 




Exons 


732;. 853, 1170. .1362 








Seq. No. 


13439 


Seq. ID 


OJ990311_07.0114. 


C10 


Gene No. 


28597 


Strand 






Start 


3404 


End 


4289 




Name 


OJ990311 07.0114.C10.o2.gs 


Method 


GENSCAN 




Start 


3404 


End 


4289 




GI 


none 


Score 


.84 




Exons 


3404. .3595, 3770. .4087, 4176. 


.4289 






Seq. No. 


13439 


Seq. ID 


OJ990311_07.0114 . 


C10 


Gene No. 


28597 


Strand 






Start 


3404 


End 


4289 




Name 


OJ990311 07.0114.C10.ol.np 


Method 


AAT/NAP 




Start 


3413 


End 


4125 




GI 


118484 


Score 


308 




Exons 


3413.. 3678, 3770.. 3849, 3970. 


.4125 






GI Descrip. 


DEHYDRIN DHN1 (M3) (RAB-17 PROTEIN) gi | 10091 9 | pir | | S08 633 RAB 


protein - maize gi I 295856 | emb 


ICAA34123 


| (X15994) RAB-17 


[Zea 




mays] 









14065 




Seq. No. 


13440 


Seq. ID 


OJ990311_ 


07.0114 


.Cll 


Gene No. 


28598 


Strand 


+ 






Start 


127 


End 


1157 






Name 


OJ990311 07.0114.Cll.ol.gs 


Method 


GENSCAN 






Start 


127 


End 


1157 






GI 


none 


Score 


.85 






Exons 


127. .205, 994 . . 1157 










Seq. No. 


13441 


Seq. ID 


OJ990311_ 


07.0114 


.C12 


Gene No. 


28599 


Strand 


+ 






Start 


215 


End 


327 






Name 


OJ990311_07 . 0114 .C12 .ol ,gs 


Method 


GENSCAN 






Start 


215 


End 


327 






GI 


none 


Score 


. 63 






Exons 


215. . 327 










Seq. No. 


13441 


Seq. ID 


OJ990311_ 


07.0114 


.C12 


Gene No. 


28600 


Strand 








Start 


1 


End 


3474 






Name 


OJ990311 07.0114.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3474 






GI 


6815097 


Score 


405 






Exons 


1..73, 1105. .1180, 2595. .3474 










GI Descrip. 


(AP001081) Similar to putative copia polyprotein 


i (AC006248) 




[Oryza sativa] 










Seq. No. 


13442 


Seq. ID 


OJ990311_ 


07.0114 


-C13 


Gene No. 


28601 


Strand 


+ 






Start 


1851 


End 


5675 






Name 


OJ990311 07.0114.C13.ol.np 


Method 


AAT/NAP 






Start 


1851 


End 


5675 






GI 


6063557 


Score 


425 






Exons 


1851.. 1886, 5081.. 5276, 5525. 


.5675 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 




Seq. No. 


13442 


Seq. ID 


OJ990311_ 


07.0114. 


.C13 


Gene No. 


28601 


Strand 


+ 






Start 


1851 


End 


5675 






Name 


OJ990311 07.0114.C13.o2.gs 


Method 


GENSCAN 






Start 


4388 


End 


5280 






GI 


none 


Score 


.73 






Exons 


4388. .4588, 5116. .5280 










Seq. No. 


13443 


Seq. ID 


OJ990311_ 


07.0114. 


.C14 


Gene No. 


28602 


Strand 


+ 






Start 


1 


End 


3882 






Name 


OJ990311 07.0114.C14.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3882 






GI 


3080389 


Score 


51 






Exons 


1..40, 569. .644, 1044. .1097, 


3848. .38$ 


\2 






GI Descrip. 


(AL022603) putative membrane 


associated protein 


[Arabidopsi: 




thaliana] 










Seq. No. 


13443 


Seq. ID 


OJ990311_ 


07.0114 , 


.C14 


Gene No. 


28602 


Strand 


-f 






Start 


1 


End 


3882 







14066 






Name 


ujyyujix u/.uii**. ^14.01. 


gs 












Start 


in 

1U 






%j J. J. 








GI 


none 




Score 










Exons 


in 0"3Q /ir»9 mi 
1U . . Z JO/ ft . .011 














beg. no. 






jclj. J- U 




\j i . 


m 14 n 4 

U X X *i »V^i-*i 




Cjene wo . 


£. O DVJ £ 




Strand 


+ 








Start 


1 




End 


• 3882 








Name 


OJ990311_07 .0114 .C14 . ol . 


gp 


Method 


'"aat/gap 








Start 


fl / O 




End 


2162 








GI 


H O 1 1 1 . KlUo 4 




Score 


974 








Exons 


JITC C/l /I i tti; 91£9 
ff / 0 . .034, 1/ O. . Z 1 














GI Descrip. 


4 1 f 0<i £V / QD J | dAAj / 1 0 / | Z 




-11 (AB008097) cytochrome P450 






LHIaDlUOpSlS tnallallaj 














beq. no. 






Seq. ID 


OJ990311_ 


_07. 


0114 .C14 




Gene No. 


28603 




Strand 










Start 


120 




End 


3924 








Name 


OJ990311 07.0114.C14.o2. 


np 


Method 


AAT/NAP 








Start 


120 




End 


3924 








GI 


6721547 




Score 


95 








Exons 


120. .153, 3781. .3924 














GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


. =: 


Seq. No. 


13444 




Seq. ID 


OJ990311_ 


_07. 


0114. C15 


Cfi 


Gene No. 


28604 




Strand 








!"lr 


Start 


243 




End 


931 






□ 


Name 


OJ990311 07.0114.C15.ol. 


gs 


Method 


GENSCAN 






i . : 


Start 


243 




End 


931 






: ; V? 


GI 


none 




Score 


.87 






!. = i 


Exons 


243. .332, 562. .740, 841. 


.93 


1 








1 b? 


Seq. No. 


13445 




Seq. ID 


OJ990311_ 


_07. 


0114 .C17 


□ 


Gene No. 


28605 




Strand 


+ 






S . ! 


btart 


340 




End 


1222 








Name 


OJ990311 07.0114.C17.ol. 


gs 


Method 


GENSCAN 






<: =s 


Start 


340 




End 


1222 






. = : 

"az? 


GI 


none 




Score 


.72 






1 : 
'is: 


Exons 


340. .622, 637. .738, 1008 


1..1092, 1205.. 


1222 






.;si 
':a? 


Seq. No. 


13445 




Seq. ID 


OJ990311_ 


_07. 


0114 .C17 




Gene No. 


28606 




Strand 










Start 


1455 




End 


1647 








Name 


OJ990311 07.0114.C17.o2. 


gs 


Method 


GENSCAN 








Start 


1455 




End 


1647 








GI 


none 




Score 


.9 








Exons 


1455. . 1647 














Seq. No. 


13446 




Seq. ID 


OJ990311_ 


_07. 


0114 .C18 




Gene No. 


28607 




Strand 










kj Lai L 


195 




End 


1955 








Name 


OJ990311 07.0114.C18.ol. 


gs 


Method 


GENSCAN 








Start 


195 




End 


1955 








GI 


none 




Score 


.79 








Exons 


195. .387, 1929. . 1955 














Seq. No. 


13447 




Seq. ID 


OJ990311_ 


_07. 


0114. C20 



14067 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28608 Strand + 

405 End 4350 

OJ990311_07.0114 .C20.ol.gs Method GENSCAN 

405 End 4350 

none Score .74 

405. .542, 1481. .1572, 1923. .2249, 2482. .2506, 3928. .4350 



13447 
28609 
2098 

OJ990311_07.0114 .C20.ol.np 
2098 
6721512 
2098. .2248, 4086. .4198 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990311_07.0114.C20 
Strand 

End 4198 

Method AAT/NAP 

End 4198 

Score 117 



13448 
28610 
95 

OJ990311_07.0114 .C22.ol.np 
95 

4388825 
95. .247, 349. .802 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990311_07.0114.C22 

Strand + 

End 802 

Method AAT/NAP 

End 802 

Score 217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13448 
28610 
95 

OJ990311_07 . 0114 . C22 . ol . gs 

190 

none 

190. .347, 401. .683 

13448 
28610 
95 

OJ990311_07.0114.C22.ol.tw 

209 

none 

209. .328, 400. .579, 411. .563 

13449 
28611 
299 

OJ990311_07.0114 .C23.ol.gs 

299 

none 

299. . 658 



Seq. ID OJ990311_07.0114.C22 

Strand + 

End 802 

Method GENSCAN 

End 683 

Score .46 



Seq. ID OJ990311_07.0114.C22 

Strand + 

End -802 

Method TBLASTX : Wheat 

End 579 

Score 93 



Seq. ID OJ990311_07.0114.C23 

Strand + 

End 658 

Method GENSCAN 

End 658 

Score . 9 



Seq. No. 13450 

Gene No. 28612 

Start 1 

Name OJ990311_07 . 0114 . C24 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 550 



Seq. ID OJ990311_07.0114.C24 

Strand + 

End 550 

Method AAT/NAP 

End 550 

Score 392 



14068 



GI Descrip. 


(Atlli/uyj poiyprouein j.uryza 


sativa subsp. indica] 




Seq. No. 


13450 


Seq. ID 


OJ990311_07.0114 . 


C24 


Gene No. 


28612 


Strand 


+ 




Start 


1 


End 


550 




Name 


OJ990311 07 . 01 14 . Cz4 . ol . gs 


Method 


GENSCAN 




Start 


149 


End 


225 




GI 


none 


Score 


.76 




Exons 


149 . . 225 








Seq. No. 


13451 


Seq. ID 


OJ990311J37.0114 . 


C25 


Gene No. 


28613 


Strand 


+ 




Start 


") O A 

380 


End 


2025 




Name 


OJ990311 07 . 01 14 . Czo . ol . gs 


Method 


GENSCAN 




Start 


380 


End 


2012 




GI 


none 


Score 


.57 




Exons 


inn cao i 1 1 c om O 

380. .003/ lllo..zUli£ 








Seq. No. 


13451 


Seq. ID 


OJ990311_07.0114 . 


C25 


Gene No. 


28613 


Strand 


+ 




Start 


380 


End 


2025 




Name 


OJ990311 07.0114 .C25.o2.np 


Method 


AAT/NAP 




Start 


1181 


End 


2025 




GI 


5042448 


Score 


1294 




Exons 


1181. .1751, 1782. .2025 








GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


13451 


Seq. ID 


OJ990311_07.0114 . 


C? 5 


Gene No. 


28614 


Strand 






Start 


97 


End 


2025 




Name 


OJ990311 07.0114 .C25.ol.np 


Method 


AAT/NAP 




Start 


97 


End 


2025 




GI 


4680183 


Score 


51 




Exons 


97. .188, 359. .427, 1995. .2025 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


13452 


Seq. ID 


OJ990311_07.0114 


. C26 


Gene No. 


28615 


Strand 


+ 




Start 


1 


End 


1882 




Name 


OJ990311 07.0114 .C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1882 




GI 


4680179 


Score 


2829 




Exons 


1. .1882 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


13452 


Seq. ID 


OJ990311_07.0114 


.C26 


Gene No. 


28615 


Strand 


+ 




Start 


1 


End 


1882 




Name 


OJ990311 07.0114.C26.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


1812 




GI 


none 


Score 


.79 




Exons 


61. .79, 230. .565, 770. .802, 1040. .1812 






Seq. No. 


13452 


Seq. ID 


OJ990311_07.0114 


.C26 


Gene No. 


28615 


Strand 


+ 




Start 


1 


End 


1882 





14069 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
3 Start 
Name 
Start 
GI 

Exons 



H.'l 

ru 



s £ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Method 

End 

Score 



OJ990311_07.0114 .C2 6.o2.tw 
109 
none 

109. .408, 114. .320, 394. .474 

13452 
28615 
1 

OJ990311_07 .0114 .C26.o2.tm 
112 
none 

112. .408, 129. .299 

13452 
28615 
1 

OJ990311_07 .0114 .C26.o3.tw 
751 
none 

751. .945, 768. .899, 1006. .1167, 1011. .1166 



TBLASTX: Wheat 
474 
239 



Seq. ID OJ990311_07.0114.C26 
Strand + 

1882 

TBLASTX: Maize 
408 
188 



End 

Method 

End 

Score 



Seq. ID OJ990311_07.0114.C26 
Strand + 

1882 

TBLASTX: Wheat 
1167 
147 



End 

Method 

End 

Score 



13452 
28615 
1 

OJ990311_07.0114 .C2 6.ol.tw 

1330 

none 



Seq. ID OJ990311_07.0114.C26 

Strand + 

End - 1882 

Method TBLASTX : Wheat 

End 1807 

Score 531 



1330. .1800, 1434. .1769, 1441. .1803, 1664. .1807 



13452 
28615 
1 

OJ990311_07.0114 .C2 6.ol.tm 

1341 

none 



Seq. ID OJ990311_07.0114 .C26 

Strand + 

End 1882 

Method TBLASTX : Mai ze 

End 1631 

Score 80 



1341. .1622, 1342. .1629, 1438. .1629, 1440. .1631 



Seq. ID OJ990311_07.0114.C26 

Strand + 

End 1882 

Method TBLASTX : Soybean 

End 1680 

Score 185 



13452 
28615 
1 

OJ990311_07.0114 .C2 6.ol.ts 
1366 
none 

1366. .1680, 1482. .1679 

13453 
28616 
933 

OJ990311_07.0114 .C27.ol.gs 
933 
none 

933. .987, 1480. .1516, 1609. .1674, 1739. .2023, 2293. .2361, 
2723. .2814 



Seq. ID OJ990311_07.0114.C27 

Strand + 

End 2814 

Method GENSCAN 

End 2814 

Score . 67 



Seq. No. 
Gene No. 
Start 



13453 
28617 
2843 



Seq. ID OJ990311_07.0114.C27 
Strand + 
End 2949 



14070 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990311_07 . 0114 . C27 . o3 . np Method AAT/NAP 
2843 End 2949 

6721561 Score 86 

2843. .2949 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13453 
28618 
836 

OJ990311_07.0114.C27.ol.np 
836 



Seq. ID 

Strand 

End 

Method 
End 
Score 



6721559 

836. .968, 999. .1462 

(AP001073) hypothetical protein [Oryza 



gil 6815084 | dbj IBAA90370. 
[Oryza sativa] 



1| (AP001081) 



OJ990311_07.0114.C27 

1462 
AAT/NAP 
1462 
591 

. sativa] 

hypothetical protein 



13453 Seq. ID 

28619 Strand 

2721 End 
OJ990311_07 . 0114 . C27 . o2 . np Method 

2721 End 

4680183 Score 
2721. .2859 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990311_07.0114.C27 

2859 
AAT/NAP 
2859 
125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311_07.0114.C27 

4191 
GENSCAN 
3893 
.54 



13453 
28620 
3691 

OJ990311_07. 0114.C27.o2.gs 
3691 
none 

3691. .3774, 3891. .3893 
13453 

28620 Strand 
3691 End 4191 

OJ990311_07 .0114 .C27.o4 .np Method AAT/NAP 
3741 End 4191 

6063554 Score 142 

3741. .3915, 4127. .4191 

(AP000615) ESTs AU075609 (C63344 ) , C71850 ( E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990311_07.0114.C27 



13454 Seq. ID 

28621 Strand 

1 End 

OJ990311_07 . 0114 . C28 . o2 . np Method 

1 End 

4680183 Score 
1..19, 517. .606 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990311_07.0114.C28 
+ 

606 

AAT/NAP 
606 
124 



14071 



Seq. No. 13454 Seq. ID OJ990311_07 . 0114 . C28 

Gene No. 28622 Strand 

Start 376 End 485 

Name OJ990311_07 . 0114 . C28 . ol . np Method AAT/NAP 

Start 376 End 485 

GI * 6721561 Score 83 

Exons 376. . 485 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 13455 Seq. ID OJ990311 

Gene No. 28623 Strand + 

Start 332 End 543 

Name OJ990311_07 . 0114 . C31 . ol . gs Method GENSCAN 

Start 332 End 543 

GI none Score ■ . 73 

Exons 332 . . 543 



07.0114.C31 



Seq. No. 


13456 




S.eq. ID 


OJ990311 


_07 . 0114 


Gene No. 


28624 




Strand 






Start 


- 58 




End 


1069 




Name 


OJ990311 07.0114.C33.ol. 


.gs 


Method 


GENSCAN 




Start 


58 




End 


1069 




GI 


none 




Score 


.78 




Exons 


58.-356, 397. .523, 1064. 


. . 1069 








Seq. No. 


13457 




Seq. ID 


OJ990311 


_07.0114 


Gene No. 


28625 




Strand 


+ 




Start 


1024 




End 


1181 




Name 


OJ990311 07.0114.C34.ol, 


.gs 


Method 


GENSCAN 




Start 


1024 




End 


1181 




GI 


none 




Score 


.76 




Exons 


1024. .1181 










Seq. No. 


13458 




Seq. ID 


OJ990311 


_07.0114 


Gene No. 


28626 




Strand 


+ 




Start 


1 




End 


3935 




Name 


OJ990311 07.0114.C36.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3935 




GI 


5295955 




Score 


939 




Exons 


1..183, 439. .536, 1237., 


.1328, 


1871. .1985, 2668. 


.2804, 




2893. .3189, 3270. .3320, 


3360. , 


.3935 






GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) 


genome. ( 




[Oryza sativa] 










Seq. No. 


13459 




Seq. ID 


OJ990311 


_07.0114 


Gene No. 


28627 




Strand 






Start 


278 




End 


1268 




Name 


OJ990311 07.0114.C37.o3, 


. tm . 


Method 


TBLASTX : 


Maize 


Start 


271 




End 


518 




GI 


none 




Score 


41 




Exons 


271. .303, 271. .303, 305, 


. .517, 


306. .518 







1-4 07 2 





Seq. No. 


13459 




Seq. ID 


OJ990311_07.0114 




Gene No. 


28627 




Strand 






Start 


278 




bna 


1ZDO 




Name 


OJ990311 07 . 0114 . C37 . ol 


.gs 


Method 






Start 


278 




i-i _i 

End 


y ol 




GI 


none 




Score 


. 9 / 




Exons 


278 . . 931 










Seq. No. 


13459 




beq. ID 






Gene No. 


28627 




Strand 






Start 


278 




End 


1268 




Name 


OJ990311 07 . 0114 . C37 . ol 


.np 


Method 


AAT/NAP 




Start 


281 




End 


1268 




GI 


4680179 




Score 


1555 




Exons 


281 . . 1268 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


13459 




Seq. ID 


OJ990311_07.0114 




Gene No. 


28627 




Strand 






Start 


278 




End 


1268 




Name 


OJ990311 07 . 0114 . C37 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


326 




End 


659 




GI 


none 




Score 


53 




Exons 


326.. 658, 327.. 407, 522 


. . 659 








Seq. No. 


13459 




Seq. ID 


OJ990311_07.0114 




Gene No . 


28627 




Strand 






Start 


278 




End 


1268 




Name 


OJ990311 07 . 0114 . C37 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


518 




End 


1105 


W 


GI 


none 




Score 


135 


! Lf 


Exons 


518. .787, 519. .779, 663 


. . 830, 


848 . . 943, 


849. .947, 947.. 


;!tj 




951.. 1097, 953.. 1099 








J 


Seq. No. 


13459 




Seq. ID 


OJ990311_07.0114 




Gene No. 


28627 




Strand 




s; 


Start 


278 




End 


1268 ■ 




Name 


OJ990311 07 . 0114 . C37 . ol 


. tw 


Method 


TBLASTX: Wheat 


'.III 


Start 


659 




End 


1267 


mi 


GI 


none 




Score 


328 




Exons 


659. .1267, 6oU..lzz9 










Seq. No. 


13459 




Seq. ID 


OJ990311_07.0114 




Gene No. 


28627 




Strand 






Start 


278 




End 


1268 




Name 


OJ990311 07 . 0114 . C37 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1106 




End 


1268 




GI 


none 




Score 


68 




Exons 


1106. .1267, 1132. .1266, 


1134 . 


.1268 






Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 




Gene No. 


28628 




Strand 






Start 


1 




End 


2825 




Name 


OJ990311 07.0114 .C38.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2825 




GI 


4680179 




Score 


3875 




Exons 


1. .2825 









14073 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 


.C38 


Gene No. 


28628 




Strand 


- 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


54 




End 


483 




GI 


none 




Score 


93 




Exons 


54. .260, 55. .465, 55. .483 








Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 


.C38 


Gene No. 


28628 




Strand 


- 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


55 




End 


345 




GI 


none 




Score 


91 




Exons 


55.-345, 128. .319 










Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 


.C38 


Gene No. 


28628 




Strand 


— 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


487 




End 


995 




GI 


none 




Score 


256 




Exons 


487. .918, 577. .879, 578 


. .922, 


915.. .995 






Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 


.C38 


Gene No. 


28628 




Strand 


_ 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


571 




End 


918 




GI 


none 




Score 


168 




Exons 


571. .918, 586. .882, 656 


. .904 








Seq. No. 


13460 




Seq. ID 


OJ990311J)7.0114 


.C38 


Gene No. 


28628 




Strand 


_ 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


921. 




End 


1277 




GI 


none 




Score 


110 




Exons 


921. . 1277, 1006. . 1266 










Seq. No. 


13460 




Seq. ID 


OJ990311_07.0114 


.C38 


Gene No. 


28628 . 




Strand 


— 




Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


996 




End 


1298 




GI 


none 




Score 


200 




Exons 


996. .1298, 997. .1278 










Seq. No. 


13460 




Seq. ID 


OJ990311__07.0114 


.C38 


Gene No. 


28628 




Strand 






Start 


1 




End 


2825 




Name 


OJ990311 07.0114.C38.ol 


,ts 


Method 


TBLASTX: Soybean 




Start 


1002 




End 


1406 




GI 


none 




Score 


104 




Exons 


1002. .1265, 1011. .1370, 


1012. 


.1266, 1293. .1367, 1374. .1406, 



14074 



1374. .1406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
i 3= ! Start 

p!j Exons 

I'll Seq. No. 
'Q Gene No. 
\jl Start 
Name 
Start 
GI 

Exons 



rii 



hit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13460 Seq. ID 

28628 Strand 

1 End 

OJ990311_07 .0114. C38 . o2 . tm Method 

i293 End 

none Score 
1293. .1760, 1326. .1673, 1390. .1764 

13460 Seq. ID 

28628 Strand 

1 End 

OJ990311_07 . 0114 .C38 .o2 . tw Method 

1347 End 

none Score 
1347. .1829, 1389. .1829, 1390. .1833 

13460 Seq. ID 

28628 Strand 

1 End 

OJ990311_07.0114 .C38 . o2 .ts Method 

1476 End 

none Score 
1476. .1760, 1477. .1677 

13460 Seq. ID 

28628 Strand 

1 End 

OJ990311_07 . 0114 . C38 . o5 . tw Method 

2004 End 

none Score 
2004. .2357, 2040. .2174, 2263.-2358 

13460 Seq. ID 

28628 Strand 

1 End 

OJ990311_07 . 0114 . C38 . o5 . tm Method 

2091 End 

none Score 
2091. .2411 



OJ990311_07.0114 .C38 
2825 

TBLASTX: Maize 

1764 

101 



OJ990311_07.0114 .C38 
2825 

TBLASTX : Wheat 

1833 

207 



OJ990311_07 . 0114 . C38 
2825 

TBLASTX: Soybean 

1760 

67 



OJ990311_07.0114 .C38 
2825 

TBLASTX : Wheat 

2358 

79 



OJ990311_07.0114.C38 
2825 

TBLASTX: Maize 

2411 

209 



13461 Seq. ID 

28629 Strand 

1 End 
OJ990311_07 . 0114 .C39.ol .np Method 

1 End 

5042447 Score 
1. .622 

(AC007789) putative polyprotein [Oryza 

13461 Seq. ID 

28629 Strand 

1 End 
OJ990311_07 . 0114 .C39.ol . tw Method 

54 End 

none Score 



OJ990311_07.0114 .C39 
622 

AAT/NAP 

622 

660 

sativa] 

OJ990311_07.0114.C39 
622 

TBLASTX: Wheat 

368 

61 



14075 



Exons 



S4..368, 55. .243 



Seq. No. 13461 Seq. ID 

Gene No. 28629 Strand 

Start 1 End 

Name OJ990311_07 . 0114 . C39 . ol . gs Method 

Start 429 End 

GI none Score ' 

Exons 429.. 619 



OJ990311_07.0114 .C39 
622 

GENSCAN 

619' 

.5*2 





Seq. No. 


13462 


Seq. ID 


OJ990311_07.0114 


.C41 




Gene No. 


28630 


Strand 








Start 


1 


End 


1 Z o 1 






Name 


OJ990311 07.0114 .C41.ol.np 


Method 








Start 


1 


End 


lZoi 






GI 


5042447 


Score 


1 QQ9 






Exons 


1. .1231 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


13462 


Seq. ID 








Gene No. 


28630 


Strand 








Start 


1 


End 


1 0*31 
1 Z .3 ± 






Name 


OJ990311 07.0114.C41.o3.tw 


Method 


i biiAo i a . wnear. 






Start 


1 


End' 






.: si 


GI 


none 


Score 






i. i \ 


Exons 


1..147, 1..141, 3. .158 








i Lf 

; ; c? 


Seq. No. 


13462 


Seq. ID 


OJ990311_07.0114 


.C41 


: t c 


Gene No. 


28630 


Strand 






ui 


Start 


' 1 


End 


1231 




"i -i 


Name 


OJ990311 07.0114.C41.ol.tm 


Method 


TBLASTX: Maize 




ru 


Start 


3 


End 


539 






GI 


none 


Score 


46 




• S CI 


Exons 


3. .539, 85. .222, 262. .471 








1. t 


Seq. No. 


13462 


Seq. ID 


OJ990311_07.0114 


.C41 




Gene No. 


28630 


Strand 






. = i 


Start 


1 


End 


1231 




□ 


Name 


OJ990311 07.0114.C41.o2.ts 


Method 


TBLASTX : Soybean 






Start 


6 


End 


251 






' GI 


none 


Score 


197 






Exons 


6. .251 









Seq. No. 13462 Seq. ID 

Gene No. 28630 Strand 

Start 1 End 

Name OJ990311_07 . 0114 . C4 1 . ol . gs Method 

Start . 48 End 

GI " none Score 

Exons 48.. 581, 615. .1121 

Seq. No. 13462 Seq. ID 

Gene No. 28630 Strand 

Start 1 End 

Name OJ990311_07 . 0114 . C41 . o2 . tw Method 

Start 159 End 

GI none Score 



OJ990311_07.0114.C41 

1231 
GENSCAN 
1121 
.71 



OJ990311_07.0114.C41 
1231 

TBLASTX: Wheat 

560 

260 



14076 



Exons 


159.. 560, 160.. 528, 267 


. .560 










134 62 




Seq. ID 


OJ990311 07.0114. 


.C41 


Gene No. 


28630 




Strand 






Start 


1 




End 


1231 




Name 


OJ990311 07.0114.C41.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


273 




End 


668 




GI 


none 




Score 


149 




Exons 


273. .632, 274. .528, 402 


. . 632, 


624 . . 668, 


636. . 668 






134 62 




Seq. ID 


OJ990311 07.0114, 


,C41 


Gene No. 


28630 




Strand 






Start 


1 




End 


1231 




Name 


OJ990311 07.0114.C41.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


555 




End 


1022 




GI 


none 




Score 


103 




Exons 


555.. 1022, 588.. 935, 78 


1. .951 








Can Wn 


13462 




Seq. ID 


OJ990311 07.0114, 


. C41 


Gene No. 


28630 




Strand 






Start 


1 




End 


1231 




Name 


OJ990311 07.0114.C41.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


612 




End 


1091 




GI 


none 




Score 


205 




Exons 


612. .1091, 618. .980, 652. .987 








Can Wo 


13462 




Seq. ID 


OJ990311 07.0114, 


. C41 


Gene No. 


28630 




Strand 






Start 


1 




End 


1231 




Name 


OJ990311 07.0114.C41.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


741 




End 


1049 




GI 


none 




Score 


60 




Exons 


741. .1049, 742. .939 










Seq. No. 


13463 




Seq. ID 


OJ990311_07 . 0114 


.C42 




28631 




Strand 






Start 


1 




End 


1075 




Name - .... 


OJ990311 07.0114.C42.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1075 




GI 


4680179 




Score 


1530 




Exons 


1. . 1075 










GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 






13463 




Seq. ID 


OJ990311_07.0114 


.C42 


Gene No. 


28631 




Strand 






Start 


1 




End 


1075 




Name 


OJ990311 07.0114.C42.ol 


.gs 


Method 


GENSCAN 




Start 


116 




End 


1075 




GI 


none 




Score 


.66 




Exons 


116. .246,' "272. .450, 601 


. .730, 


846. .958, 


, 979. .1075 




Seq. No. 


13463 




Seq. ID 


OJ990311_07.0114 


.C42 


Gene No. 


28631 




Strand 






Start 


1 




End 


1075 




Name 


OJ990311 07.0114 .C42.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


272 




End 


568 




GI 


none 




Score 


89 





14077 




Exons 


272. .568, 381. .551 








Seq. No. 


13463 


Seq. ID 


OJ990311 07.0114 


.C42 


Gene No. 


28631 


Strand 


- 




Start 


1 


End 


1075 




Name 


OJ990311 07 . 0114 . C42 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


4 4 9 


End 


808 




GI 


none 


Score 


104 




Exons 


449. .808/ 450. .683, 458. .778 








Seq. No. 


134 64 


Seq. ID 


OJ990311_07 . 0114 


.C43 


Gene No. 


28632 


Strand 


+ 




Start 


2567 


End 


14812 




Name 


OJ990311 07.0114.C43.o3.np 


Method 


AAT/NAP 




Start 


2567 


End 


7268 




GI 


4680183 


Score 


54 




Exons 


2567.. 2600, 6456. .6527, 7181. 


.7268 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


13464 


Seq. ID 


OJ990311_07.0114 


. C43 


Gene No . 


28632 


Strand 


+ 




Start 


2567 


End 


14812 




Name 


OJ990311 07.0114.C43.ol.gp 


Method 


AAT/GAP 




Start 


3022 


End 


3375 




GI 


61605 3.R1084 


Score 


442 




Exons 


3022. .3055, 3118. .3375 








GI Descrip. 


'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


13464 


Seq. ID 


OJ990311_07.0114, 


.C43 


Gene No. 


28632 


Strand 


+ 




Start 


2567 


End 


14812 




Name 


OJ990311 07.0114 .C43.o2.gs 


Method 


GENSCAN 




Start 


4783 


End 


14812 




GI 


none 


Score 


.58 




Exons 


4783. .4871, 4876. .5053, 6438. 


.6527, 7206. .7361, 7557.. 7742, 




8121. .8727, 8781. .8957, 11381 


. .11531, 


11585. . 11667, 






12959. .1304 7, 14 018. .14 812 








Seq. No. 


13464 


Seq. ID 


OJ990311_07.0114, 


.C43 


Gene No. 


28633 


Strand 


+ 




Start 


15041 


End 


18322 




Name 


OJ990311 07.0114 .C43.o4 . np 


Method 


AAT/NAP 




Start 


15041 


End 


18322 




GI 


4680179 


Score 


2595 




Exons 


15041. .16101, 16129. .18322 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




beq. No. 


13464 


Seq. ID 


OJ990311_07.0114. 


.C43 


Gene' No. 


28634 


Strand ' 


+ 




Start 


19089 


End 


20652 




Name 


OJ990311 07.0114.C43.o5.np 


Method 


AAT/NAP 




Start 


19089 


End 


20652 




GI 


6063554 


Score 


192 




Exons 


19089. .19273, 19372 19431, 20476. .20652 





GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 



14078 



protein [Oryza sativa] 



Seq. No. 13464 Seq. ID 

Gene No. 28635 Strand 

Start 21793 End 

Name O J990 31 1_07 .0114.C43.o6.np Method 

Start 21793 End 

GI 4512231 Score 

Exons 21793.. 22589 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ990311_07 .0114 .C43 
+ 

23169 
AAT/NAP 
22589 
1283 



Seq. No. 13464 

Gene No. 28635 

Start 21793 

Name OJ99031 1_07 . 0114 . C43 . o5 . gs 

Start 21793 

GI none 

Exons 21793. .22587 



Seq. ID OJ990311_07.0114.C43 

Strand + 

End 23169 

Method GENSCAN 

End 22587 

Score .81 





Seq. No. 


13464 


Seq. ID 


OJ990311J37. 


0114. 


.C43 




Gene No. 


28635 


Strand 


+ 








Start 


21793 


End 


23169 








Name 


OJ990311 07.0114.C43.o7.np 


Method 


AAT/NAP 








Start 


22263 


End 


23169 








GI 


'4680179 


Score 


197 






;!fi 


Exons 


22263. .22319, 22871.. 23169 










rii 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






a 


Seq. No. 


13464 


Seq. ID 


. OJ990311_07. 


0114, 


.C4.3 


Ul 

s*. 


Gene No. 


28 636 


Strand 








w 


Start 


262 


End 


2533 






r LI 


Name 


OJ990311 07.0114.C43.ol.gs 


Method 


GENSCAN 








Start 


262 


End 


2162 






f-'i 


GI 


none 


Score 


.49 








Exons 


262. .412, 484. .961, 973. .1197, 


1574. . 


2162 






i i 
j=3: 


Seq. No. 


13464 


Seq. ID 


OJ990311_07. 


0114. 


,C43 


"s 3? 


Gene No. 


28636 


Strand 








! 3 5? 


Start 


262 


End 


2533 






i" ~t 


Name 


OJ990311 07.0114.C43.ol.np 


Method 


AAT/NAP 






•ssF 


Start 


373 


End 


2533 








GI 


4325357 


Score 


391 








Exons 


373. .876, 1684. .2533 











GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13464 Seq. ID 

28637 Strand^ 

3755 End 

OJ990311_07.0114 .C4 3.o2.np Method 

3755 End 

6063554 Score 



OJ990311_07. 0114X43 

5395 
AAT/NAP 
5395 
202 



3755. .3949, 4898. .5157, 5277. .5395 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



14079 




Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


O O C "3 O 

zob Jo 




Strand 






Start 


1 o c. c o 

lob oZ 




End 


001 CO 

1 Jl bo 




Name 


OJyyOill 07.0114.C4J 


.08 .tw 


Method 


TBLASTX : Wheat 




Start 


by 3 




End 


1 C\ C *D 

1063 




GI 


none 




Score 


Q 1 
O 1 




Exons 


CQO OIO Trtfl OCT 

byj..o/z, /uy..obi, 


944. .1063' 






Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


OOC3Q 




Strand 






Start 


1 o c c o 
18562 




End 


0 0 1 c 0 

23168 




Name 


OJ990311 07.0114.C43 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


1854 




End 


2147 




GI 


none 




Score 


one 




Exons 


1854 . .214/ 










Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No . 


28638 




Strand 






Start 


18562 




End 


2 0 1 bo 




Name 


OJ990311 07.0114.C43 


. 06 . tw 


Method 


TBLASTX : Wneat 




Start 


1866 




End 


0000 
2299 




GI 


none 




Score 


1 b 




Exons 


1866. .1973, 1947. .2159, 2207 


. .2299 






Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


28638 




Strand 






Start 


18562 




End 


23168 




Name 


OJ990311 07.0114.C43 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


1884 




End 


2159 




GI 


none 




Score 


1 O A 

18 4 




Exons 


1884. .2159 










Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


. C4 3 


Gene No. 


28638 




Strand 






Start 


18562 




End 


23168 




Name 


OJ990311 07.0114.C43 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


10765 




End 


11403 




GI 


none 




Score 


110 




Exons 


10765. .10887, 10766. 


.10885, 


10767. .10889, 10779. . 10895, 






10867. .10998, 10880. 


.10999, 


10883. .10999, 11235. .11312, 






11235. .11315, 11236. 


.11313, 


11236. .11340, 11305. .114 03, 






11314. .11403 










Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No . 


28638 




Strand 






Start 


18562 




End 


23168 • 




Name 


OJ990311 07.0114.C43 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15252 .. 




End 


23168 




GI 


none 




Score 


210 




Exons 


15252. .15449, 15253. 


.15450, 


23028. .23168, 23042.. 23167 




Seq. No. 


13464 




Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


28638 




Strand 






Start 


18562 




End 


23168 




Name 


OJ990311 07.0114.C43 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15499 




End 


15852 





14080 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

15499. .15696, 15502. .15852 

13464 
28638 
18562 

OJ990311_07.0114.C4 3.o3.tm 

15502 

none 

15502. .15807, 15502. .15738 



Score 



310 



Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Maize 

End 15807 

Score 255 



Seq. No. 13464 

Gene No. 28 638 

Start 18562 

Name OJ990311J37 . 0114 . C43 . o5 . tw 

Start 16186 

GI none 

Exons 16186. .16539 



Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 16539 

Score 247 



Seq. No. 13464 

Gene No. 28638 

Start 18562 

Name OJ990311_07 . 0114 . C43 . o2 . tw 

Start 16739 

GI ..none 

Exons 16739. .17311, 16813.. 17307 



Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 17311 

Score 608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13464 
28638 
18562 

OJ990311_07 .0114 .C43.ol.ts 

17099 

none 

17099. .17359, 17110. .17358 



Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Soybean 

End 17359 

Score 290 



13464 
28638 
18562 

OJ990311_07 .0114 .C43.o2.tm 
17158 
none 

17158. .17445, 17159 .. 17449, 17291. .17446 



Seq. ID OJ990311_07.0114.C43 
Strand 

23168 

TBLASTX: Maize 
17449 ■ 
410 



End 

Method 

End 

Score 



13464 
28638 
18562 

OJ990311_07 .0114 .C43.ol. tw 

17318 

none 

17318. .17 944, 17320. .17823, 

13464 
28638 
18562 

OJ990311_07.0114 .C43.ol.tm 

17497 

none 



Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 17944 

Score 696 
17375. .17935 

Seq. ID OJ990311_07.0114.C43 
Strand 

End 23168 

Method TBLASTX : Mai ze 

End 18082 

Score 229 



14081 




Exons 


1 /497 .. 17652, 174 98 .. 17659, 


17656. .17817, 17657 .. 18082, 






17777 .. 18061, 17884. .18081 








Seq. No. 


13464 


Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


28638 


Strand 






Start 


18562 


End 


23168 




Name 


OJ990311 07 . 0114 . C43 . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


17944 


End 


18277 




GI 


none 


Score 


316 




Exons 


1 / 94 4 . . 18225 , 1 / 945 . . 182 / / , 


17948. .18226 




Seq. No. 


13464 


Seq. ID 


OJ990311_07.0114 


.C43 


Gene No. 


28638 


Strand 






Start 


1 O C ^ "J 

18562 


End 


23168 




Name 


OJ990311 07 . 0114 . C4 3 . o4 . gs 


Method 


GENSCAN 




Start 


18562 


End 


20465 




GI 


none 


Score 


.83. 




Exons 


18562 .. 1899 / , 1 9028 .. 1 9597 , 


20383.. 20465 




Seq. No. 


134 65 


Seq. ID 


OJ990311_07.0114 


. C4 4 


Gene No. 


28639 


Strand 


+ 




Start 


90 


End 


1834 




Name 


OJ990311 07.0114.C44.ol.np 


Method 


AAT/NAP 




Start 


90 


End 


1834 




GI 


4680179 


Score 


1413 




Exons 


90. .1148, 1176. .1834 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa : 


subsp. indica] 




Seq. No. 


13465 


Seq. ID 


OJ990311_07.0114 


.C44 


Gene No . 


28639 


Strand 


+ 




Start 


90 


End 


1834 




Name 


OJ990311 07.0114.C44.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


1808 




GI 


none 


Score 


.45 




Exons 


248. .1004, 1018. .1808 








Seq. No. 


13465 


Seq. ID 


OJ990311_07.0114 


.C44 


Gene No. 


28639 


Strand 


+. 




Start 


90 


End 


1834 




Name 


OJ990311 07.0114.C44.o4.tw 


Method 


TBLASTX: Wheat 




Start 


298 


End 


496 




GI 


none 


Score 


193 




Exons 


298. .495, 314. .496, 323. .496 








Seq. No. 


13465 


Seq. ID 


OJ990311_07.0114 


.C44 


Gene No. 


28639 


Strand 


+ 




Start 


90 


End 


1834 




Name 


OJ990311 07.0114.C44.ol.tw 


Method 


TBLASTX: Wheat 




Start 


545 


End 


898 




GT ■ 


none 


Score 


321 




Exons 


545. .742, 548. .898 








Seq. No. 


13465 


Seq. ID 


OJ990311_07.0114 


.C44 


Gene No. 


28639 


Strand 


+ 




Start 


90 


End 


1834 




Name 


OJ990311 07.0114.C44.ol.tm 


Method 


TBLASTX: Maize 




Start 


548 


End 


853 





14082 




GI 


none 








Score 


245 




Exons 


548. .853 














Seq. No. 


13465 








Seq. ID 


OJ990311_07.0114 , 


.C44 


Gene No. 


28639 








Strand 


+ 




Start 


90 








End 


1834 




Name 


OJ990311 07 


.0114 


.C44 .o3, 


,tw 


Method 


TBLASTX: Wheat 




Start 


1065 








End 


1316 




GI 


none 








Score 


82 




Exons 


1065. .1187, 


1079 


. . 1120, 


1173. 


.1316, 1232.. 1315 




Seq. No. 


13465 








Seq. ID 


OJ990311_07.0114 , 


.C44 


Gene No. 


28639 








Strand 


+ 




Start 


90 








End 


1834 




Name 


OJ990311 07 


.0114 


.C44.o2. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1410 








End 


1766 




GI 


none 








Score 


122 




Exons 


1410. .1574, 


1469 


. . 1537, 


1599. 


.1766, 1637. .1759 




vz^ \U . \y . 


13465 








Seq. ID 


OJ990311 07.0114, 


.C44 


Gene No. 


28639 








Strand 


+ 




Start 


90 








End 


1834 




Name 


OJ990311 07 


.0114 


.C44.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


1590 








End 


1783 




GI 


none 








Score 


188 




Exons 


1590. .1781, 


1637 


. .1783 










Sea No 


134 66 








Seq. ID 


OJ990311_07.0114, 


.C45 


Gene No. 


28640 








Strand 






Start 


299 








End 


368 




Name 


OJ990311 07 


.0114 


.C45.ol, 


.gs 


Method 


GENSCAN 




Start 


299 








End 


368 




GI 


none 








Score 


.91 




Exons 


299. .368 














Sea No. 


13467 








Seq. ID 


OJ990311_07.0114, 


.C46 


Gene No; 


28641 








Strand 


+ 




Start 


105 








End 


317 




Name 


OJ990311 07 


.0114 


.C46.ol, 


.gs 


Method 


GENSCAN 




Start 


105 








End 


317 




GI 


none 








Score 


.75 




Exons 


105. .317 














Seq. No. 


13468 








Seq. ID 


OJ990311_07.0114, 


.C47 


Gene No. 


28642 








Strand 


+ 




Start 


1 








End 


293 




Name 


OJ990311 07 


.0114 


.C47.ol, 


.np 


Method 


AAT/NAP 




Start 


1 








End 


293 




GI 


135945 








Score 


474 





Exons 1. .293 

GI Descrip. TRANSPOSON GAMMA-DELTA RESOLVASE (TRANSPOSON TN1000) 

gi I 72975 | pir | | RPECTG resolvase - Escherichia coli transposon 
gamma-delta gi | 1421516 | pdb | 1GDT | A Chain A, Crystal Structure Of 
A Site-Specific Recombinase, Gamma-Delta Resolvase Complexed 
With A 34 Bp Cleavage Site gi | 1421517 | pdb | 1GDT | B Chain B, 
Crystal Structure Of A Site-Specific Recombinase, Gamma-Delta 
Resolvase 



14083 




Seq. No. 


13469 








Seq. ID 


OJ990311_07.0114 


.C50 


Gene No. 


O O £L A T. 








btrana 






Start 


1015 








Lna 


I / oo 




Name 


OJ990311_07 


A 1 1 A 

.0114 


. C5U . ol 


,gs. 


Metnoa 






Start 


1015 








End 


i a ct 
1 bb / 




GI 


none 








Score 


. yz 




Exons 


1 A 1 C 1 A T C 

1015 . . 12 /5, 


1 O A A 

I2y 9 


1 a c. t 










Seq. No. 


13469 








Seq. ID 


OJ990311_07.0114 


.C50 


Gene No. 


28643 








Strand 






Start 


1015 








End 


1 / JO 




Name 


/"\ "T A A A T "1 1 AT 

OJ990311 07 


.0114 


.C50.O1 


.np 


Metnoa 


AAI /NAr 




Start 


1018 








T-> _ _J 

End 


1 T "3 C 

1/36 




GI 


A f Ci a 1 T A 

4680179 








Score 


1 1 O A 

1182 




Exons 


1018 . . 17 3b 














GI Descrip. 


/ TV TT>1 1 1 1 A A \ 

(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


13469 








Seq. ID 


OJ990311JD7.0114 


.C50 


Gene No. 


28 64 3 








btrana 






Start 


T A 1 C 

1015 








End 


1Mb 




Name 


/~\TAAAT11 at 

OJ990311 0/ 


.0114 , 


.C50.o2 


. tm 


Method 


i bLAb ix : Maize 




Start 


1042 








End 


"1 A O T 

128 / 




GI 


none 








Score 


68 




Exons 


1042 . . 1287 , 


1081 


. .1263, 


1181 . 


.12 64 






Seq. No. 


13469 








Seq. ID 


OJ990311_07.0114 


.C50 


Gene No. 


a a S~ A T 

28 64 3 








Strand 






Start 


1015 








End 


1 T T /~ 

1/36 




Name 


/™\ TAAAOTT at 

OJ990311 07 


.0114 


.C50.ol 


. tw 


Method 


(DOT t\ nmv . r.iL, _ _ x- 

TBLASTX : Wheat 




Start 


1 A f T 

1063 








End 


T A O A 

14 84 




GI 


none 








Score 


1U / 




Exons 


1 A T 1 A O 1 

1063 . . 1281, 


1275, 


. . 1484, 


T A O C 

1285 . 


T a a A 

.14 64 






Seq. No. 


13469 








Seq. ID 


OJ990311_07.0114 


.C50 


Gene No. 


Zoo^o 








btrana 






Start 


T A 1 C 

1015 








End 


1 T O C 

1/36 




Name 


/^TAAAOTT AT 

OJ9 90311 0 / 


.0114 


.CSO.ol 


. tm 


Method 


•"POT TV 0 T 1 \/ . IV JI J „ _ 

i BbAb ix : Maize 




Start 


1 O 1 A 

1314 








End 


1 T T ^ 

1/36 




GI 


none 








Score 


~\ O A 

IZh 




Exons 


1314.. 1/36, 


1318, 


. .1512, 


1 O O C 

1335 . 


1 T O A 

.1/30 






Seq. No. 


13469 








Seq. ID 


OJ990311_07.0114 


.C50 


Gene No. 


2 8 64 J 








Strand 






Start 


1 A 1 C 

1015 








End 


nor 
1736 




Name 


/"\ T A A A T 1 1 at 

OJ990311 07 


.0114. 


.C50.O2 


. tw 


Method 


TBLASTX : Wheat 




Start 


i /i no 

14 88 








End 


1731 




GI 


none 








Score 


1 yl T 

14 7 




Exons 


1488 . . 1730, 


1492. 


. .1731, 


1615 . 


. 1731 






Seq. No. 


13470 








Seq. ID 


OJ990311_07.0114 


.C52 


Gene No. 


28644 








Strand 






Start 


1 








End 


321 




Name 


OJ990311 07 


.0114, 


.C52.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


321 




GI 


4680179 








Score 


496 





Exons 1..321 



14084 




GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


13470 




Seq. ID 


OJ990311 07.0114, 


.C52 


Gene No. 


28644 




Strand 






Start 


1 




End 


321 




Name 


OJ990311 07.0114 .C52.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 . 




End 


319 




GI 


none 




Score 


44 




Exons 


1. .48, 3. .50, 50. .319, 


51. .317 






Seq. No. 


13470 




Seq. ID 


OJ990311 07.0114, 


.C52 


Gene No. 


28644 




Strand 






Start 


1 




End 


321 




Name 


OJ990311 07.0114.C52.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


53 




End 


319 




GI 


none 




Score 


98 




Exons 


53. .319, 58. .243, 63. .317 








Seq. No. 


13470 




Seq. ID 


OJ990311 07.0114, 


.C52 


Gene No. 


28645 




Strand 






Start 


319 




End 


552 




Name 


OJ990311 07 . 0114 .C52 .o2 


. tm 


Method 


TBLASTX : Maize 




Start 


319 ~ 




End 


543 




GI 


none 




Score 


186 




Exons 


319. .543, 320. . 541 










Seq. No. 


13470 




Seq. ID 


OJ990311 07.0114, 


.C52 


Gene No. 


28645 




Strand 






Start 


319 




End 


552 




Name 


OJ990311 07.0114.C52.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


319 ~ 




End 


552 




GI 


none 




Score 


230 




Exons 


319. .552, 320. .544 










Seq. No. 


13471 




Seq. ID 


OJ990311 07.0114, 


.C53 


Gene No. 


28646 




Strand 


+ 




Start 


125 




End 


437 




Name 


OJ990311 07.0114.C53.ol 


.gs 


Method 


GENSCAN 




Start 


. 125 




End 


437 




GI 


none 




Score 


.49 




Exons 


125.. 272, 310.. 437 










Seq. No. 


13471 




Seq. ID 


OJ990311 07.0114, 


.C53 


Gene No . 


28647 




Strand 






Start 


1 




End 


218 




Name 


OJ990311 07.0114.C53.ol 


.np 


Method 


AAT /NAP 




Start 


1 




End 


218 




GI 


6721512 , 




Score 


114 




Exons 


1..218 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


13472 




Seq. ID 


OJ990311_07.0114, 


.C54 


Gene No. 


28648 




Strand 






Start 


1 




End 


761 




Name 


OJ990311 07.0114.C54.ol 


.np 


Method 


AAT /NAP 




Start 


1 




End 


761 




GI 


4680179 




Score 


709 





14085 



Exons 


1. .424, 466. .761 


GI Descrip. 


(AF111709) polyprotexn 


Seq. No. 


13472 


Gene No. 


28648 


Start 


1 


Name 


OJ990311 07 . 0114 . C54 . ol 


Start 


26 


GI 


none 


Exons 


o /- o >i o yi c -> vine 

26. . 248, 453 .. 4 95 


Seq. No. 


13472 


Gene No. 


28648 


Start 


1 


Name 


OJ990311 07.0114.C54.ol 


Start 


28 


GI 


none 


Exons 


28. .177, 34. .72, 100. .1 


Seq. No. 


13472 


Gene No. 


28648 


Start 


1 


Name 


OJ990311 07 . 0114 . C54 . ol 


Start 


79 


GI 


none 


Exons 


79. .276, 82. .249, 152... 


Seq. No. 


13472 


Gene No. 


28648 


Start 


1 


Name 


OJ990311 07 . 0114 . C54 . ol 


Start 


100 


GI 


none 


Exons 


100.. 390, 133.. 390, 395 


Seq. No. 


13473 


Gene No. 


28649 


Start 


1 


Name 


OJ990311 07.0114.C55.ol 


Start 


1 


GI 


/ — 7 o ^ ceo 

6721559 


Exons 


1 . . 177, 208 . . 279 


GI Descrip. 


(AP001073) hypothetical 




gi I 6815084 | dbj | BAA90370 




[Oryza sativa] 


Seq. No. 


13473 


Gene No. 


28650 


Start 


11 


Name 


OJ990311 07.0114.C55.ol 


Start 


11 


GI 


none 


Exons 


11. .151, 189. .257 


Seq. No. 


13474 


Gene No. 


28651 


Start 


82 



Seq. ID OJ990311_07.0114.C54 
Strand 

End 7 61 

Method GENSCAN - 

End 4 95 

Score .45 



Seq. ID OJ990311_07.0114.C54 
Strand 

End 761 

Method TBLASTX : Soybean 

End 213 

Score 35 



Seq. ID OJ990311_07.0114.C54 
Strand 

End 7 61 

Method TBLASTX : Wheat 

End 427 

Score 176 



Seq. ID OJ990311_07.0114.C54 
Strand 

End 7 61 

Method TBLASTX : Mai ze 

End 528 

Score 54 



Seq. ID OJ990311_07.0114.C55 

Strand + 

End 27 9 

Method AAT/NAP 

End 279 

Score 167 



(AP001081) hypothetical protein 



Seq. ID OJ990311_07.0114.C55 
Strand 

End 257 

Method GENSCAN 

End 257 

Score . 64 



Seq. ID OJ990311_07.0114.C57 
Strand 

End 103 



14086 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

!"j Seq. No. 
/.=| Gene No. 

Start 
I},'! Name 
^' Start 

GI 

j,J Exons 

"esf 

Seq. No. 
ri - Gene No. 
^ Start 
I. J Name 
\\ Start 

U GI 

1 z-. Exons 

j »f Seq. No. 
Q Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990311_07 . 0114 . C57 . ol . gs Method GENSCAN 

82 End 103 

none Score .74 
82. .103 



13475 Seq. ID 

28652 -- - Strand 

1 End 
OJ990311_07 . 0114 . C58 . ol .np Method 

1 End 

4680179 Score 
1. .307 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990311_07.0114 
+ 

307 

AAT/NAP 
307 
354 



.C58 



13475 
28652 
1 

OJ990311_07.0114.C58.ol.tm 
47 

none 

47. .277, 52. .276 

13475 
28652 
1 

OJ990311_07;-. 0114 .C58.ol.ts 
47 

none , 

47. .190, 52. .189 



Seq. ID OJ990311_07.0114 

Strand + 

End 307 

Method TBLASTX : Mai ze 

End 277 

Score 306 



Seq. ID OJ990311JD7.0114, 

Strand + 

End 307 

Method TBLASTX : Soybean 

End 190 

Score 195 



C58 



C58 



13475 Seq. ID 

28652 Strand 

1 End 
OJ990311_07.0114 .C58.ol.tw Method 

101 End 

none Score 

101. .283, 122. .307 



OJ990311_07.0114 , 
+ 

307 

TBLASTX: Wheat 

307 

169 



C58 



13476 
28653 
1 

OJ990311_07.0114.C60.ol.np 
1 

5852178 
1..33, 216. .310 

(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990311_07.0114 
Strand + 

310 

AAT/NAP 
310 
134 



.C60 



End 

Method 
End 
Score 



13476 Seq. ID 

28654 Strand 

216 End 
OJ990311_07 .0114 .C60.ol.gs Method 

216 End 

none Score 
216. .332 



OJ990311JD7.0114, 
+ 

332 

GENSCAN 

332 

.65 



C60 



Seq. No. 
Gene No. 



13477 
28655 



Seq. ID OJ990311_07.0114. 
Strand + 



C63 



14087 



S3 

w 

rfi 
i'i! 



Start 


194 






End 


2076 




Name 


OJ990311 07 


.0114.C63.ol 


.gs 


Method 


GEN SCAN 




Start 


194 






End 


2076 




GI 


none 






Score 


.76 




Exons 


194. .319, 432. .537, 2021. .2076 






Seq. No. 


13477 






Seq. ID 


OJ990311_07 .0114 


. Coo 


Gene- No. 


28656 






Strand 


+ 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


.0114.C63.ol 


.np 


Method 


AAT/NAP 




Start 


2856 






End 


6229 




GI 


4680179 






Score 


3131 




Exons 


2856. .6229 












GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Sea No. 


13477 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+ 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


.0114 .C63.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


3075 ~ 






End 


3335 




GI 


none 






Score 


192 




Exons 


JU / J • • J -J «J , 


3087 3260. 


3098. 


.3307 






Sea No . 


134 77 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+ 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


. 0114 .C63 . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3971 _ 






End 


4369 




GI 


none 






Score 


160 




Exons 


3971 4192 


4021 4137. 


4205. 


.4369, 4222.. 4332 




Seq. No. 


13477 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+ 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


. 0114 .C63. o5 


. tm 


Method 


TBLASTX: Maize 




Start 


4414 ~ 






End 


4588 




GI 


none 






Score 


180 




Exons 


441.4. .4587, 


4430. .4588 










Sea No . 


13477 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+ 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


.0114.C63.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4519 






End 


5002 




GI 


none 






Score 


535 




Exons 


4519. .4959, 


4520. .5002, 


4556. 


.4999 






Sea No . 


13477 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+. 




Start 


2856 






End 


6229 




Name 


OJ990311 07 


.0114.C63.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4589 






End 


5056 




GI 


none 






Score 


357 




Exons 


4589. .5056, 


4661. .4843, 


4898. 


.5023 






Seq. No. 


13477 






Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 






Strand 


+ 





14088 




Start 


2856 








End 


6229 




Name 


OJ990311_07 . 


0114 


.C63.ol. 


, ts 


Method 


TBLASTX : Soybean 




Start 


4943 * 








End 


5338 




GI 


none 








Score 


55 




Exons 


4943. .4975, 


4973 


. . 5053, 


4979. 


.5338, 5083.. 5337 




Seq. No. 


13477 








Seq. ID 


OJ990311_07.0114. 


C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 




Name 


OJ990311 07, 


, 0114 


.C63.o4 , 


, tw 


Method 


TBLASTX: Wheat 




Start 


5051 








End 


5353 




GI 


none 








Score 


387 




Exons 


5051 . . 5353, 


5069 


. . 5158, 


5083 . 


.5352 






Seq. No.- 


13477 








Seq. ID 


OJ990311_07.0114. 


,C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 




Name 


OJ990311_07 . 


. 0114 


.C63.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


5057 








End 


5220 




GI 


none 








Score 


196 




Exons 


5057 . . 5218, 


5083 


. . 5220 










Seq. No. 


13477 








Seq. ID 


OJ990311_07.01.14. 


.C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 




Name 


OJ990311 07. 


. 0114 


.C63.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


5224 








End 


5682 




GI 


none 








Score 


459 




Exons 


5224 . . 5682, 


5225 


. .5665 










Seq. No. 


13477 








Seq. ID 


OJ990311_07.0114, 


.C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 




Name 


OJ990311 07, 


. 0114 


,C63.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


5354 








End 


5857 




GI 


none 








Score 


622 




Exons 


5354 . . 5857, 


5359 


. . 5856 










Seq. No. 


13477 








Seq. ID 


OJ990311_07'.0114, 


.C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 




Name 


OJ990311 07, 


. 0114 


.C63.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


5363 








End 


5605 




GI 


none 








Score 


214 




Exons 


5363. .5605, 


5365 


. . 5490, 


5402 . 


.5563, 5566.. 5604 




Seq. No. 


13477 








Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856. 








End 


6229 




Name 


OJ990311_07 , 


. 0114 


.C63.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5858 








End 


6229 




GI 


none 








Score 


416 




Exons 


5858. .6229, 


5962 


. .6222 










Seq. No. 


13477 








Seq. ID 


OJ990311_07.0114 


.C63 


Gene No. 


28656 








Strand 


+ 




Start 


2856 








End 


6229 





14089 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990311_07 . 0114 . C63 . o4 . tm Method 

5996 End 

none Score 
5996..6226, 6095.. 6226 

13478 Seq. ID 

28657 Strand 

1 End'*" 

OJ990311_07.0114 .C65.ol.np Method 

1 End 

4512231 Score 
1. .566 

(AB014741) ORF0 protein [Oryza sativa] 

13478 Seq. ID 

28657 Strand 

1 End 

OJ990311_07 .0114.C65.ol.gs Method 

101 End 

none Score 
101. .566 



TBLASTX: Maize 

6226 

181 



OJ990311 07.0114.C65 



566 

AAT/NAP 

566 

860 



OJ990311_07.0114.C65 
566 

GEN SCAN 

566 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13479 Seq. ID OJ990311_07 . 0114 . C66 

28658 Strand 

304 End 764 

OJ990311_07.0114 .C66.ol.np Method . AAT./NAP 

304 End 764 

6063554 Score 125 

304. .478, 689. .764 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 13480 Seq. ID 

Gene No. 28659 Strand 

Start 547 End 

Name OJ990311_07 . 0114 . C67 . ol . gs Method 

Start 547 End 

GI . none Score 

Exons 547. .714, 898. .1788 



OJ990311_07.0114.C67 

1818 
GENSCAN 
1788 
.49 



Seq. No. 


13480 




Seq. ID 


OJ990311_07.0114, 


.C67 


Gene No. 


28659 




Strand 






Start 


547 




End 


1818 




Name 


OJ990311 07.0114 ,C67.ol 


.np 


Method 


AAT/NAP 




Start 


550 




End 


1818 




GI 


4680179 




Score 


1951 




Exons 


550. .1818 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


13480 




Seq. ID 


OJ990311_07.0114 


.C67 


Gene No. 


28659 




Strand 






Start 


547 




End 


1818 




Name 


OJ990311 07.0114.C67.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


595 




End 


928 




GI 


none 




Score 


67 




Exons 


595. .681, 646. .777, 728 


. .928, 


739. .927 







14090 




Seq. No. 


13480 








Seq. ID 


OJ990311_07.0114. 


,C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


. 0114 


,C67.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


790 








End 


1375 




GI 


none 








Score 


86 




Exons 


790. ..1215, . 


791 . . 


988, 811 


..1095, 1055.. 


1216, 1213. . 1374, 






1220. . 1375 














Seq. No. 


13480 








Seq. ID 


OJ990311_07.0114 . 


,C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


.0114 


.C67.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


928 








End 


1554 




GI 


none 








Score 


264 




Exons 


928 . . 1554, 


1049. 


. 1498 










Seq. No. 


13480 








Seq. ID 


OJ990311_07.0114. 


.C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


.0114 


.C67 ,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1423 








End 


1714 




GI 


none 








Score 


310 




Exons 


1423. . 1713, 


1427 


. . 1714 , 


1463 . 


. 1714 






Seq. No. 


13480 








Seq. ID 


OJ990311J37.0114. 


.C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


. 0114 


.C67.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1513 








End 


1773 




GI 


none 








Score 


187 




Exons 


1513. . 1773, 


1514 


. . 1762 










Seq. No. 


13480 








Seq. ID 


OJ990311_07.0114, 


.C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


. 0114 


.C67.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1537 








End 


1806 




GI 


none 








Score 


87 




Exons 


1537 . . 1680, 


1538 


. . 1678, 


1681. 


.1806 






Seq. No. 


13480 








Seq. ID 


OJ990311_07.0114, 


.C67 


Gene No. 


28659 








Strand 






Start 


547 








End 


1818 




Name 


OJ990311 07 


. 0114 


.C67 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1560 








End 


1816 




GI 


none 








Score 


142 




Exons 


1560... 1808, 


1561 


. . 1815, 


1565. 


.1816, 1565. .1816 




Seq. No. 


13481 








Seq. ID 


OJ990311_07.0114, 


.C68 


Gene No. 


28660 








Strand 


+ 




Start 


1 








End 


1343 




Name 


OJ990311 07 


.0114 


.C68.0I. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1343 




GI 


4680179 








Score 


1495 





Exons 1 . . 1343 

14091 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13481 
28660 
1 

OJ990311_07 .0114 .C68.ol.tw 
29 

none 

29. .556, 95. .550, 172. .555 

13481 
28660 
1 

OJ990311_07.0114 .C68.ol.gs 
96 

none 
96. .214 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13481 Seq. ID 

28660 Strand 

1 End 
OJ990311_07 . 0114 ,C68.o2 . tm Method 

215 End 

none Score 

215. .520, 241. .432 

13481 Seq. ID 

28660 Strand 

1 End 
OJ990311_07 . 0114 . C68 . ol . tc Method 

254 End 

none Score 

254. .436, 437. .580, 502. .579 

13481 Seq. ID 

28660 Strand 

1 . End 
OJ990311_07 . 0114 . C68 . ol . ts Method 

344 End 

none Score 

344. .604, 349. .450, 536. .604 

13481 Seq. ID 

28660 Strand 

1 End 
OJ990311_07 . 0114 . C68 . ol . tm Method 

521 End 

none Score 

521. .838, 532. .837, 746. .841 

13481 Seq. ID 

28660 Strand 

1 End 
OJ990311_07.0114 .C68.o2.tw Method 

562 End 

none Score 

562. .939, 563. .949, 743. .949 



OJ990311_07.0114 .C68 
+ 

1343 

TBLASTX: Wheat 

■556 

613 



OJ990311_07.0114.C68 
+ 

1343 
GENSCAN 
214 
.63 



OJ990311_07.0114.C68 
+ 

1343 

TBLASTX: Maize 

520 

259 



OJ990311_07.0114.C68 
+ 

1343 

TBLASTX: Cress 

580 

89 



OJ990311_07.0114.C68 
+ 

1343 

TBLASTX: Soybean 

604 

296 



OJ990311_07.0114.C68 
+ 

1343 

TBLASTX: Maize 

841 

441 



OJ990311_07.0114.C68 

+ 

1343 

TBLASTX: Wheat 

949 

475 



14092 



Seq. No. 13482 Seq. ID 

Gene No. 28661 Strand 

Start 1 End 

Name OJ990311_07 . 0114 .C69 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..1712 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 13482 Seq. ID 

Gene No. 28661 Strand 

Start 1 End 

Name OJ990311_07 . 0114 . C69 . ol . gs. Method 

Start 90 End 

GI none Score 

Exons 90.. 1344 



OJ990311_07 .0114 .C69 
+ 

1712 
AAT/NAP 
1712 
2344 



sativa subsp. indica] 



OJ990311_07.0114.C69 
+ 

1712 
GENSCAN 
1344 
.41 



Seq. No. 
Gene No. 
Start 
Name 
s"| Start 

[ill Exons 

fU Seq. No. 

0 Gene No. 
\d Start 
f *=i Name 

Start 
GI 

* Exons 

: -.§ Seq. No. 

1 Gene No. 
! "! Start 

Name 
Start 
GI 

Exons 



('If 



13482 Seq. ID 

28661 Strand 

1 End 
OJ990311_07.0114 ,C69.o4 . tm Method 

142 End 

none Score 

142. .333, 189. .335 

13482 ' Seq. ID 

28661 Strand 

1 End 
OJ990311_07.0114 .C69.o2.tw Method 

270 End 

none Score 

270. .710, 271. .753, 298. .750 

13482 Seq. ID 

28661 Strand 

1 End 
OJ§ : 90311_07.0114 .C69.o2.ts Method 

307 " End 

none Score 
307. .621 



OJ990311_07.0114 .C69 
+ 

1712 

TBLASTX: Maize 

335 

188 



OJ990311_07.0114 .C69 
+ 

1712 

TBLASTX: Wheat 

753 

530 



OJ990311_07.0114 .C69 
+ 

1712 

TBLASTX: Soybean 

621 

199 



Seq. No. 13482 Seq. ID 

Gene No. 28661 Strand 

Start 1 End 

Name OJ990311_07 . 0114 . C69 . o2 . tm Method 

Start 336 End 

GI none Score 

Exons 336..578, 340.. 783 



OJ990311_07.0114 .C69 
+ 

1712 

TBLASTX: Maize 

783 

375 



Seq. No. 13482 

Gene No. 28661 

Start 1 

Name OJ990311_07 . 0114 . C69 . ol . ts 

Start 694 

GI none 

Exons 694.. 726, 694.. 726, 730.. 783, 



Seq. ID OJ990311_07.0114.C69 

Strand + 

End 1712 

Method TBLASTX : Soybean 

End 1089 

Score 57 

732. .773, 733. .873, 838. .1089, 



14093 



846. .1079 



Seq. No. 13482 

Gene No. 28661 

Start 1 

Name OJ990311_07 . 0114 .C69 . o3 . tw 

Start 821 

GI none 

Exons 821.. 895, 841.. 1104, 843.. 1103 

Seq. No. 13482 

Gene No. 28661 

Start 1 

Name OJ990311_07 . 0114 . C69 . o3 . tm 

Start 838 

GI none 

Exons 838.. 1170, 891.. 1169 



Seq. ID OJ990311_07.0114.C69 

Strand + 

End 1712 

Method TBLASTX : Wheat 

End 1104 

Score 57 



Seq. ID OJ990311_07.0114.C69 



Strand 
End 

Method 
End 
Score 



+ 

1712 

TBLASTX: Maize 

1170 

308 



Seq. No. 13482 

Gene No. 28661 

Start 1 

Name OJ990311_07 . 0114 .C69.ol.tw 

Start 1105 

GI none 
Exons 



Seq. ID OJ990311_07.0114.C69 

Strand + 

End 1712 

Method TBLASTX : Wheat 

End 1530 

Score 580 



1105. .1530, 1107. .1523, 1180. .1530 



Seq. No. 13482 

Gene No. 28661 

Start 1 

Name OJ990311_07 . 0114 . C69 . o3 . ts 

Start 1111 

GI none 

Exons 1111.. 1359 



Seq. ID OJ990311_07.0114 .C69 

Strand + 

End 1712 

Method TBLASTX : Soybean 

End 1359 

Score 187 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13482 
28661 
1 

OJ990311_07.0114 .C69.ol.tm 

1177 

none 



Seq. ID OJ990311_07.0114.C69 

Strand + 

End 1712 

Method TBLASTX : Mai ze 

End 1530 

Score 44 6 



1177. .1530, 1182. .1340, 1380. .1445, 1491. .1523 



Seq. No. 13483 

Gene No. 28662 

Start 1 

Name OJ990311_07 . 0114 . C70 . ol . np 

Start 1 

GI 4680179 

Exons 1..592 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990311_07.0114.C70 

Strand + 

End 592 

Method AAT/NAP 

End 592 

Score 672 



Seq. No. 13483 

Gene No. 28662 

Start 1 

Name OJ990311_07 . 0114 . C70 . ol . tw 

Start 20 

GI none 



Seq. ID OJ990311_07.0114.C70 

Strand + 

End 592 

Method TBLASTX : Wheat 

End 506 

Score 580 



14094 




Exons 


20 . . 505, 


121. .501, 348. 


C ft C 

. 506 










Seq. No. 


13483 








Seq. ID 


OJ990311_07. 


0114 


.C70 


Gene No. 


28662 








Strand 


+ 






Start 


1 








End 


C fiO 

592 






Name 


OJ990311_ 


07.0114.C70 


.ol 


.gs 


Method 


GENSCAN 






Start 


i o o 

122 








End 


coo 

523 






GI 


none 








Score 


.59 






Exons 


1 O O C O O 

122 . . 523 
















Seq. No. 


13483 








Seq. ID 


OJ990311_07. 


0114 


.C70 


Gene No. 


28662 








Strand 


+ 






Start 


1 








End 


592 






Name 


OJ990311 


07.0114.C70 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


o n o 

29 3 








End 


553 






GI 


none 








Score 


272 






Exons 


o o o ceo 

293 . . 55 J, 


325. .552 














Seq. No. 


13483 








Seq. ID 


OJ990311_07. 


0114 


.C70 


Gene No. 


28662 








Strand 


+ 






Start 


1 








End 


592 






Name 


OJ990311_ 


07.0114 .C70 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


317 








End 


573 






GI 


none 








Score 


o c o 

352 






Exons 


O 1 O" r T 1 

317 . .571, 


325. .573 














Seq. No. 


13484 








Seq. ID 


OJ990311 07 . 


0114 


.C73 


Gene No. 


28663 








Strand 








Start 


TIC 

115 








End 


674 






Name 


OJ990311_ 


07.0114.C73 


.ol 


.gs 


Method 


GENSCAN 






Start 


1 1 c 

115 








End 


674 






GI 


none 








Score 


.78 






Exons 


1 "I C COO 

115 . .523, 


554 . . 674 














Seq. No. 


13485 








Seq. ID 


OJ990311_07. 


0114 , 


.C74 


Gene No. 


28664 








Strand 








Start 


1 c o 

152 








End 


268 






Name 


OJ990311 


07.0114.C74 


.ol 


. gs 


Method 


GENSCAN 






Start 


"ICO 

152 








End 


268 






GI 


none 








Score 


.42 






Exons 


ICO o ^ o 

152 . . 2oo 
















Seq. No. 


1 O /I o c 

134 o 5 








Seq. ID 


OJ990311_07. 


0114, 


r* o A 

. C /4 


Gene No. 


28665 








Strand 








Start 


174 








End 


573 






Name 


OJ990311 


07.0114 .C74 


.ol 


.np 


Method 


AAT/NAP 






Start 


174 








End 


573 






GI 


5852178 








Score 


128 






Exons 


174 . .268, 


471. .573 














GI Descrip. 


(AL117265) zhb0008. 1 


[Oryza 


sativa] 








Seq. No. 


13486 








Seq. ID 


OJ990311_06. 


0131. 


■ CI 


Gene No. 


28666 








Strand 


+ 






Start 


1 








End 


575 






Name 


OJ990311 


06.0131.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 








End 


575 






GI 


4539440 








Score. 


363 







14095 




Exons 


1 C C "7 C 

1 . .41/, DOL . . 0 /O 








bi Descrip. 


(Ai_iU4yoz.3) putative protein 


[Arabidopsis thaliana] 




beq. No* 


U4o / 


Seq. ID 


OJ990311_06.0131 


. C2 


Gene No. 


28667 


Strand 


- 




Start 


1 


End 


600 




Name 


.ujy yu jii uo . ui ji . Li . oi . np 


Method 


AAT/NAP 




b tart 


i 


End 


600 




bl 


4 yu JU lo 


Score 


254 




Exons 


1 . . zU, Job . . oUU 








GI Descrip. 


(ABUz/oU/) ACE [Araoidopsis 


tnaiiana J 






Seq. No. 


13487 


Seq. ID 


OJ990311 06.0131 


• C2 


Gene No. 


28667 


Strand 


- 




btart 


1 


End 


600 




Name 


ojyyujii Oo . uioi . C2 . oi . tc 


Method 


TBLASTX: Cress 




btart 




End 


599 




bl 


none 


Score 


46 




Exons 


jZD. . Jo^, JDO. . 4l£ f 41U..4by 


A 1 1 A C C. 

, 4 11 . . 4oD, 


VlOO COO /co 

4 Jo .. 599, 4 52.. 


oy o 


Seq. No. 


13487 


Seq. ID 


OJ990311 06.0131 


-C2 


Gene No. 


28667 


Strand 


- 




btart 


l 


End 


600 




Name 


ojyyujii (jD.oiji.Ci.oi.ts 


Method 


TBLASTX : Soybean 




Start 


o o ^ 


End 


599 




GI 


none 


Score 


213 




Exons 


oo^ coo 0£Ti coo ' 








Seq. No. 


13487 


Seq. ID 


OJ990311_06.0131 


.C2 


Gene No. 


28667 


Strand 


- 




Start 


1 


End 


600 




Name 


OJ990311 06.0131.C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


326 


End 


600 






none 


Score 


246 




Exons 


326. .595, 333. .593, 356.-598, 360. .599, 


361. . 600 




beq. no. 


13487 


Seq. ID 


OJ990311_06.0131 


. C2 


uene lno . 


28667 


Strand 








1 


End 


600 




Name 


OJ990311 06.0131.C2.ol.gp 


Method 


AAT/GAP 




Start 


359 


End 


600 




bl 


27472 1.R1084 


Score 


453 




Exons 


359. .600 








GI Descrip. 


' 6041757/gb|AC011806.1 IAC011806 O.Oe+00 


i Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain 


l, Complete Sequence, 




complete sequence 1 








Seq. No. 


13487 


Seq. ID 


OJ990311JD6.0131 


.C2 


Gene No. 


28667 


Strand 






Start 


1 


End 


600 




Name 


OJ990311 06.0131.C2.ol.gs 


Method 


GENSCAN 




Start 


359 


End 


529 




GI 


none 


Score 


.81 




Exons 


359. .529 








Seq. No. 


13488 


Seq. ID 


OJ990311_06.0131 


.C5 


Gene No. 


28668 


Strand 


+ 





14096 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



536 

AAT/GAP 
536 
1031 



OJ990311_06.0131.C5.ol .gp 
1 

3073_1.R1084 
1. .536 

' 133936/spl P1214 6 |RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 

13488 Seq. ID OJ990311_06 . 0131 . C5 

28669 Strand 

1 End 86 

OJ990311_06 . 0131 .C5.ol.np Method AAT/NAP 

1 End 8 6 

132790 Score 113 

1. .86 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L22 gi | 71290 | pir | | R5RZ22 
ribosomal protein L22 - rice chloroplast gi | 12026 | emb | CAA33935 | 
(X15901) ribosomal protein L22 [Oryza sativa] 

gi I 226647 | prf | 1 1 60335 6BX ribosomal protein L22 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13488 Seq. ID 

28670 Strand 
157 End 
OJ990311_06 . 0131 . C5 . o2 .np Method 
157 End 
1213601 Score 
157. .435 

(X15901) ribosomal protein S19 [Oryza sativa] 

gi I 226648 | prf | I1603356BY ribosomal protein S19 [Oryza sativa] 



OJ990311_06.0131.C5 
435 

AAT/NAP 

435 

478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990311 06. 0131. C5 



13488 
28671 
435 

OJ990311_0 6.0131.C5.o3.np 
435 
82538 
435. .681 

hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 
chloroplast gi | 12028 | emb | CAA33936 | (X15901) ORF82 [Oryza sativa] 
gi 1 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 
gi I 226650 | prf | | 1 60335 6CA ORF 82 [Oryza sativa] 



681 

AAT/NAP 

681 

419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990311JD6.0131.C5 
Strand 
End 

Method 
End 
Score 

3. .44, 3. .44, 7. .135, 36. .113, 49. .114, 130. .456, 151. .438, 
158. .454, 422. .553, 424. .552 



13488 
28672 
701 

OJ990311_06.0131.C5.ol.tm 
3 

none 



872 

TBLASTX: Maize 

553 

52 



Seq. No. 
Gene No. 
Start 



13488 
28672 
701 



Seq. ID 

Strand 

End 



OJ990311 06. 0131. C5 



872 



14097 






Name 


rt\ T rt rt rt rt ^ ^ 

OJ990311 


rt rt 1 rt y", ^ 

06. 0131 ,C5 


.ol . tc 


Method 


TBLASTX: Cress 






Start 


158 






End 


405 






GI 


none 






Score 


39 






Exons 


158 . . 184 , 


1 rt rt A rt C 

190 . .4 05, 


209 . .34 3, 


217 . .402 








Seq. No. 


13488 






Seq. ID 


OJ990311 06.0131 


.C5 




Gene No. 


28672 


- 




Strand 








Start 


701 






End 


872 






Name 


OJ990311 


06 . 0131 . C5 


. ol". ts 


Method 


m T\ X TV rt fTl ^ 7 rt 1 

TBLASTX : Soybean 






Start 


186 






End 


871 






GI 


none 






Score 


181 






Exons 


186. . 338, 


-t rt rt A rt rt 

190 . . 423, 


rt rt rt A rt A 

200. . 424, 


416 . .454 


, 428 . . 460, 703. . 


795 






703. .819, 


704 . .847, 


734 . .868, 


*~~T f~ f*\ rt rt rt 

759. . 809 


rt rt rt rt rt rt 

, 787 . . 870, 788 . . 


871 




Seq. No. 


13488 






Seq. ID 


OJ990311_06.0131 


.C5 




Gene No. 


28672 






Strand 








Start 


701 






End 


872 






Name 


OJ990311_ 


06. 0131. C5 


.o2. tc 


Method 


TBLASTX: Cress 






Start 


564 






End 


871 






GI 


none 






Score 


82 






Exons 


564 . . 614, 


565 . . 615, 


565 . .642, 


566. . 622 


, 616 . . 645, 616. . 


645 






/" rt rt rt ^ rt 

688 . . 870, 


702 . .797, 


"i rt rt n 1 r\ 

703. . 819, 


~1 rt m rt A *~t 

704 . . 847 


rt a rt >*■ rt ^-t rt ^1 

, 734 . . 868, 787 . . 


870 


□ 




788 . . 871 














Seq. No. 


13488 






Seq. ID 


OJ990311_06. 0131 


.C5 




Gene No. 


28672 






Strand 






i 8? 


Start 


701 






End 


872 






Name 


/"\ T rt rt rt rt 1 1 

OJ990311_ 


06. 0131. C5 


. o4 . np 


Method 


AAT/NAP 




Uf 


Start 


701 






End 


872 






GI 


rt rt rt rt rt ~ i i 

3900977 






Score 


274 






Exons 


701 . . 872 












y 


GI Descrip. 


/ x r r~ rt rt /" /" \ 

(X53066) 


ribosomal protein L2 


[Zea mays] 




* "s 


Seq. No. 


13488 






Seq. ID 


OJ990311JD6.0131 


.C5 




Gene No. 


28672 






Strand 








Start 


T rt i 






End 


872 




:st 


Name 


OJ990311 


06. 0131. C5 


. ol .gs 


Method 


GENSCAN 




"\ 

: at 


Start 


706 






End 


852 






GI 


none 






Score 


.53 




S ! 


Exons 


"I rt /" rt C rt 

706 . .852 














Seq. No. 


13488 






Seq. ID 


OJ990311JD6.0131 


.C5 




Gene No. 


28672 






Strand 








Start 


701 






End 


872 






Name 


T rt rt rt """l 1 1 

OJ990311_ 


06. 0131. C5 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


721 






End 


872 






GI 


none 






Score 


162 






Exons 


i rt i r> "i rt 
721 . . 870, 


722. .871, 


723. .872 










Seq. No. 


13489 






Seq. ID 


OJ990311_06.0131 


.C6 




Gene No. 


28673 






Strand 


+ 






Start 


237 






End 


359 






Name 


OJ990311 


06. 0131. C6 


.ol.gp 


Method 


AAT/GAP 






Start 


237 






End 


359 






GI 


none 






Score 


246 






Exons 


237. .359 













14098 




Seq. No. 


13490 


Seq. ID 


OJ990311_06.0131, 


X8 


Gene No. 


28674 


Strand 


+ 




Start 


591 


End 


722 




Name 


OJ990311 06.0131.C8.ol.gs 


Method 


GENSCAN 




Start 


591 


End 


722 




GI 


none 


Score 


.81 




Exons 


591. .722 








Seq. No. 


13491 


Seq. ID 


OJ990311JD6.0131, 


.C10 


Gene No. 


28675 


Strand 






Start 


302 


End 


657 




Name 


OJ990311 06.0131.C10.ol.gs 


Method 


GENSCAN 




Start 


302 


End 


657 




GI 


none 


Score 


. 62 




Exons 


302. .419, 592. .657 








Seq. No. 


13492 


Seq, ID 


OJ990311_06.0131, 


.C12 


Gene No. 


28676 


Strand 






Start 


148 


End 


954 




Name 


OJ990311_06. 0131 .C12.ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


295 




GI 


none 


Score 


96 




Exons 


1..93, 2. .94, 118. .294, 143. 


.295 






Seq. No. 


13492 


Seq. ID 


OJ990311_06.0131. 


.C12 


Gene No. 


28676 


Strand 






Start 


148 


End 


954 




Name 


OJ990311 06.0131.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


13 


End 


591 




GI 


none 


Score 


224 




Exons 


13. .66, 113. .586, 124. .591 








Seq. No. 


13492 


Seq. ID 


OJ990311_06.0131, 


.C12 


Gene No. 


28676 


Strand 






Start 


148 


End 


954 




Name 


OJ990311 06.0131.C12.ol.np 


Method 


AAT/NAP 




Start 


148 


End 


954 




GI 


5441880 


Score 


799 




Exons 


148. .954 









Q GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


13493 






Seq. ID 


OJ990311_06. 


0131, 


.C13 


Gene No. 


28677 






Strand 








Start 


411 






End 


3892 






Name 


OJ990311 


06.0131.C13 


. ol . gs 


Method 


GENSCAN 






Start 


411 






End 


3892 






GI 


none 






Score 


.68 






Exons 


411. .549, 


853. .1157, 


1242. . 


,1298, 3554. 


.3619, 3671.. 


3892 




Seq. No. 


13493 






Seq. ID 


OJ990311_06. 


0131. 


.C13 


Gene No. 


28677 






Strand 








Start 


411 






End 


3892 






Name 


OJ990311 


06.0131.C13 


. ol . np 


Method 


AAT/NAP 






Start 


837 






End 


1268 






GI 


4063752 






Score 


285 







14099 



W 

rif 

i >! 

;. Z l 
-' ~r 

:s : t 

; i' 



'is? 

O 



Exons 


837. .1157, 1242. .1268 








GI Descrip. 


• (AC005851) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


13493 


Seq. ID 


OJ990311_06.0131. 


C13 


Gene No. 


28677 


Strand 






Start 


411 


End 


3892 




Name 


OJ990311 06.0131.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


850 


End 


1161 




GI 


none 


Score 


362 




Exons 


850. .1161, 855. .974, 1032. .1157 






Seq. No. 


13493 


Seq. ID 


OJ990311_06.0131. 


C13 


Gene No. 


28677 


Strand 






Start 


411 


End 


3892 




Name 


OJ990311 06.0131.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


852 


End 


1155 




GI 


none 


Score 


84 




Exons 


852. .947, 856. .936, 946. .984, 


951. .977, 


1027 . . 1155, 1032 


: . . 1154 


Seq. No. 


13493 


Seq. ID 


ojyyujii ub.uioi. 


pi T 


Gene No. 


28677 


Strand 






Start 


411 


End 


3892 




Name 


OJ990311 06.0131.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


■852 


End 


1158 




GI 


none 


Score 


64 




Exons 


852. .947, 856. .936, 936. .977, 


946. . 1156 


!, 1032. .1151 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13494 Seq. ID OJ990311_06 . 0131 . C14 

28678 Strand 

6682 .. End 7183 

OJ990311_06.0131 .C14 .ol.np Method AAT/NAP 

6092 End 7063 

6069646 Score 263 

6092. .7063 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13494 
28678 
6682 

OJ990311_06.0131.C14.o2.gs 

6682 

none 

6682.. 6976, 7017.. 7183 



Seq. ID OJ990311_06.0131.C14 
Strand 

End 7183 

Method GENSCAN 

End 7183 

Score .47 



13495 
28679 
1 

OJ990311_06. 0131. C15. ol.np 
1 

3080439 
1..75, 245..444 

(AL022605) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990311_06.0131.C15 
Strand 

635 

AAT/NAP 
444 
193 



End 

Method 

End 

Score 



14100 



Seq. No. 13495 

Gene No. 28679 

Start 1 

Name OJ990311_06 . 0131 . C15 . ol . gp 

Start 273 

GI 49971_1.R1084 

Exons 273. . 635 

GI Descrip. ' 30804 39/emb | CAA18756 . 1 | 4.0e-23 (AL022605) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990311_06.0131.C15 

Strand 

End 635 

Method AAT/GAP 

End 635 

Score 703 



Seq. No. 13495 

Gene No. 28679 

Start 1 

Name OJ990311_06 . 0131 . C15 . ol . 

Start 273 

GI none 

Exons 273.. 426 



gs 



Seq. ID OJ990311_06.0131.C15 
Strand 

End 635 

Method GENSCAN 

End 426 

Score . 93 



Seq. No. 13496 

Gene No. 28680 

Start 370 

Name OJ990311_06 . 0131 . C16 . ol , 

Start 370 

GI none 

Exons 370.. 547 



gs 



Seq. ID OJ990311_06.0131.C16 

Strand 

End 547 

Method GENSCAN 

End 547 

Score . 5 



Seq. No. 13497 

Gene No. 28681 

Start 92 

Name OJ990311_06 . 0131 . C18 . ol , 

Start 92 

GI 14916_1.R1084 

Exons 92.. 154 

GI Descrip. 1 4510381/gb | AAD21469. 1 | 
[Arabidopsis thaliana] 1 



gp 



Seq. ID OJ990311_06.0131.C18 

Strand 

End 154 

Method AAT/GAP 

End 154 

Score 105 



1.0e-44 (AC007017) unknown protein 



Seq. No. 13498 

Gene No. 28682 

Start 28 

Name OJ990311_06 . 0131 . C20 . ol , 

Start 28 

GI none 

Exons 28.. 127 



gs 



Seq. ID OJ990311_06.0131.C20 

Strand 

End 127 

Method GENSCAN 

End 127 

Score . 4 



Seq. No. 13499 

Gene No. 28683 

Start 112 

Name OJ990311_06 . 0131 . C21 . ol , 

Start 112 

GI none 

Exons 112.. 407 



gs 



Seq. ID OJ990311_06.0131.C21 

Strand + 

End 4 07 

Method GENSCAN 

End 407 

Score .41 



Seq. No. 13500 

Gene No. 28684 

Start 143 

Name OJ990311_06 . 0131 . C22 . ol . 

Start 143 



np 



Seq. ID OJ990311_06.0131.C22 

Strand + 

End 387 

Method AAT/NAP 

End 384 



14101 




GI 


6648159 




Score 


139 




Exons 


143. .384 










GI Descrip. 


(AC010926) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


13500 




Seq. ID 


OJ990311 06.0131 


.C22 


Gene No. 


28684 




Strand 


+ ~~ 




Start 


143 




End 


387 




Name 


OJ990311 06.0131.C22.ol. 




Method 


GENSCAN 




Start 


182 _ 




End 


387 




GI 


none 




Score 


.89 




Exons 


182. .387 










Seq. No. 


13500 




Seq. ID 


OJ990311 06 0131 


.C22 


Gene No . 


28685 




Strand 






Start 


324 




End 


582 




Name 


OJ990311 06 0131 C22 ol 


tw 


Method 


TBLASTX * Wheat 

J. X— ' 1 1 riu X £ V * Till Q. 




Start 


159 ~~ 




End 


369 




GI 


none 




Score 


56 




Exons 


159. .227, 181. .228, 209. 


.277, 219. .350, 


219. .356, 220.. 


369, 




220. .369, 232. .297, 232. 


.282, 234. .299 






Seq. No. 


13500 




Seq. ID 


OJ990311 06 0131 


.C22 


Gene No. 


28685 




Strand 






Start 


324 




End 


582 




Name 


OJ990311 06 0131 C22 ol 




Method 


AAT/GAP 

Alii X, / \JXi X. 




Start 


324 




End 


5'82 




GI 


3106760 




Score 


471 




Exons 


324 . . 582 










Seq. No. 


13501 




Seq. ID 


OJ990311 06 0131 


. C24 


Gene No. 


28686 




Strand 






Start 


367 




End 


669 




Name 


OJ990311 06.0131.C24.ol. 


gs 


Method 


GENSCAN 




Start 


367 ~~ 




End 


669 




GI 


none 




Score 


.82 




Exons 


367. .415, 557. .669 










Seq. No. 


13502 




Seq. ID 


OJ990311_06.0131 


.C27 


Gene No. 


28687 




Strand 


+ 




Start 


1 




End 


677 




Name 


OJ990311 06.0131.C27.ol. 


gp 


Method 


AAT/GAP 




Start 


1 — 




End 


88 




GI 


49971 1.R1084 




Score 


148 




Exons 


1 . . 88" 










GI Descrip. 


' 3080439/emb|CAA18756.1 | 


4. 


0e-23 (AL022605) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


13502 




Seq. ID 


OJ990311_06.0131 


.C27 


Gene No. 


, 28687 




Strand 


+ 




Start 


1 




End 


677 




Name 


OJ990311 06.0131.C27.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


677 




GI 


3080439 




Score 


110 




Exons 


1..110, 594. .677 










GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13502 




Seq. ID 


OJ990311_06.0131 


.C27 



14102 




Gene No. 


28687 




Strand 


+ 


Start 


1 




End 


677 


Name 


OJ990311_06.0131.C27.ol 


.gs 


Method 


GENSCAN 


Start 


30 




End 


84 


GI 


none 




Score 


. 98 


Exons 


30. . 84 








Seq. No. 


13503 




Seq. ID 


OJ990311_06. 0131 .C2 9 


Gene No. 


28688 




Strand 


+ 


Start 


414 




End 


645 


Name 


OJ990311 06.0131.C29.ol 


.gp 


Method 


AAT/GAP 


Start 


414 




End 


645 


GI 


uC-osflM20204 6hl2bl 




Score 


153 


Exons 


414. .461, 585. .645 








GI Descrip. 


'3135273 3.0e-46 (AC003058) 


hypothetical protein [Arabidops: 




thaliana] >gi 4191773 (AC005917) putative WD-40 repeat prot< 




[Arabidopsis thaliana] 1 








Seq. No. 


13503 




Seq. ID 


OJ990311_06. 0131 .C29 


Gene No. 


28689 




Strand 




Start 


389 




End 


613 


Name 


OJ990311 06. 0131.C29.ol 


.gs 


Method 


GENSCAN 


Start 


389 




End 


613 


:: :[ GI 


none 




Score 


.58 


s =* Exons 

.is: 

Ul 


389. .470, 489. . 613 








fll Seq. No. 


13504 




Seq. ID 


OJ990311_06. 0131 .C31 


Gene No. 


28690 




Strand 




Start 


1 




End 


667 


Name 


OJ990311 06. 0131.C31.ol 


.np 


Method 


AAT/NAP 


;H Start 


1 




End 


667 


i *,} GI 


5091513 




Score 


903 


is Exons 


1. . 667 








r s j GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 


. v Seq. No. 


13504 




Seq. ID • 


OJ990311_06.0131.C31 


Gene No. 


28690 




Strand 




Start 


1 




End 


667 


Q Name 


OJ990311 06.0131.C31.ol 


.gs 


Method 


GENSCAN 


i*=i Start 


95 




End 


598 


GI 


none 




Score 


.69 


Exons 


95. .598 








Seq. No. 


13505 




Seq. ID 


OJ990311_06.0131.C32 


Gene No. 


28691 




Strand 




Start 


646 




End 


945 


Name 


OJ990311 06.0131.C32.ol 


.gs 


Method 


GENSCAN 


Start 


646 




End 


945 


GI 


none 




Score 


.7 


Exons 


646. .660, 850. .945 








Seq. No. 


13506 




Seq. ID 


OJ990311_06.0131.C34 


Gene No. 


28692 




Strand 


+ 


Start 


98 




End 


435 


Name 


OJ990311 06.0131.C34.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


435 


GI 


none 




Score 


340 



14103 





Exons 


2 . . 226, 2 


. . 226, 9 . . 227, 


34 6 . 


.435, 360. 


A "5 A 

.4 34 






Seq. No. 


13506 






Seq. ID 


OJ990311_06.0131 


.C34 




Gene No. 


28692 






Strand 


+ 






Start 


98 






i-i „ j 
End 


4 35 






Name 


OJ990311_ 


06. 0131 .C34 .ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


29 






End 


4 32 






GI 


none 






Score 


194 






Exons 


29. . 226, 


32 . .226, 361 . . 


432 










Seq. No. 


13506 






Seq. ID 


OJ990311_06.0131 


.C34 




Gene No. 


28692 






Strand 


+ 






Start 


98 






End 


4 35 






Name 


OJ990311 


06 . 0131 . C34 . ol 


.gs 


Method 


GENSCAN 






Start 


98 






End 


0 0 /* 
22 6 






GI 


none 






Score 


ft 

. 96 






Exons 


98 . .226 














Seq. No. 


13507 






Seq. ID 


OJ990311_06.0131 


.C35 




Gene No. 


28693 






Strand 








Start 


50 






End 


TAT 

30 7 






Name 


OJ990311_ 


06.0131.C35.ol 


.gs 


Method 


GENSCAN 






Start 


50 






End 


307 




Q 


GI 


none 






Score 


. 7 9 




'as? 
■: s; 


Exons 


50 . . 307 








- 




l s Li 

j if 


Seq. No. 


13508 






Seq. ID 


OJ990311_06.0131 


.C36 


L _ ' 


Gene No. 


28694 






Strand 


+ 






Start 


52 






End 


737 






Name 


OJ990311_ 


06.0131.C36.ol 


.gs < 


Method 


GENSCAN 






Start 


52 






End 


737 




I Li 


GI 


none 






Score 


. 56 






Exons 


52 . . 189, 


651 . . 737 










s; 

hj 


Seq. No. 


13509 






Seq. ID 


OJ990311_06.0131 


.C37 


'A 


Gene No. 


28695 






Strand 


+ 




I.J. 

r-' 


Start 


839 






End 


ft O A 

98 4 




: : 


Name 


OJ990311__ 


06 . 0131 .C37 . ol 


.gs 


Method 


n XT O TV XT 

GENSCAN 




ill! 


Start 


839 






End 


984 




Q 


GI 


none 






Score 


ft *5 

. 93 






Exons 


839. . 984 














Seq. No. 


13510 






Seq. ID 


OJ990311_06.0131 


.C38 




Gene No. 


28696 






Strand 


+ 






Start 


251 






End 


1797 






Name 


OJ990311_ 


06 . 0131 . C38 . ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


49 






End 


692 






GI 


none 






Score 


127 






Exons 


49. . 138, 


60. . 137, 232. . 


345, 


248 . . 352, 


341. .364, 497. .574, 






609. . 692, 


618 . . 680 












Seq. No. 


13510 






Seq. ID 


OJ990311_06.0131 


.C38 




Gene No. 


28696 






Strand 


+ 






Start 


251 






End 


1797 






Name 


OJ990311 


06.0131.C38.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


67 






End 


1124 






GI 


none 






Score 


111 





14104 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

GI Descrip. 



67. .138, 69. .137, 236. .364, 250. .363, 496. .573, 503. .574, 
614. .682, 615. .680, 630. .683, 788. .871, 789. .872, 1059. .1124, 
1059. .1124 



13510 Seq. ID 

28696 Strand 

251 End 

OJ990311_06. 0131. C38 .ol .gs Method 

251 End 

none Score 



OJ990311_06.0131.C38 
+ 

1797 
GENSCAN 
1797 
.97 



251. .363, 623. .869, 1062. .1181, 1721. .1797 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
476. .547, 614. .679, 615. .680, 618. .692, 790. .825, 791. .826, 
792. .827, 833. .871, 840. .881, 843. .881, 1056. .1196, 1057. .1203, 
1059.. 1196, 1090.. 1197 



13510 
28696 
251 

OJ990311_06. 0131.C38.ol.tm 
476 



OJ990311_06.0131.C38 
+ 

1797 

TBLASTX: Maize 
1203 
45 



13511 Seq. ID 

28697 Strand 
2488 End 
OJ990311_06. 0131.C39.o2 .gp Method 
2488 End 
27472_1.R1084 Score 
2488. .2601 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 .Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990311_06.0131.C39 
+ 

2601 
AAT/GAP 
2601 
197 



Seq. No. 


13511 








Seq. ID 


OJ990311 


_06.0131.C39 


Gene No. 


28698 








Strand 






Start 


1503 








End 


3033 




Name 


OJ990311 06. 


,0131. 


.C39.ol. 


.gs 


Method 


GENSCAN 




Start 


1503 








End 


2608 




GI 


none 








Score 


.77 




Exons 


1503. .1611, 


2028. 


. .2608 










Seq. No. 


13511 








Seq. ID 


OJ990311 


__06.0131.C39 


Gene No. 


28698 








Strand 






Start 


1503 








End 


3033 




Name 


OJ990311 06, 


.0131, 


.C39.ol. 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1869 








End 


2587 




GI 


none 








Score 


48 




Exons 


1869. .1925, 


1873, 


. .1926, 


2021. 


.2056, 2022.. 2057, 


2054 . .2080, 




2145. .2201, 


2147, 


. .2200, 


2204. 


.2299, 2214. .2300, 


2321. .2587, 




2367. .2513 














Seq. No. 


13511 








Seq. ID 


OJ990311 


_06.0131.C39 


Gene No. 


28698 








Strand 






Start 


1503 








End 


3033 




Name 


OJ990311 06. 


.0131, 


,C39.ol, 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1869 








End 


2533 




GI 


none 








Score 


248 





14105 



Exons 



1869.. 1925, 2021.. 2284, 2022.. 2285, 2330.. 2533, 2358.. 2519 



Seq. No. 


13511 


Seq. ID 


OJ990311_06.0131.C39 


Gene No. 


28698 


Strand 




Start 


1503 


End 


3033 


Name 


OJ990311 06.0131.C39.ol.np 


Method 


AAT/NAP 


Start 


1872 


End 


3033 


GI 


4903006 


Score 


538 


Exons 


1872.. 1923, 2028.. 2620, 2977.. 3033 




GI Descrip. 


(AB027458) ACE [Arabidopsis 


thaliana] 






gi|5903086|gb|AAD55644.1|AC008017 17 (AC008017) ACE [Arabidops 




thaliana] 






Seq. No. 


13511 


Seq. ID 


OJ990311_06.0131.C39 


Gene No. 


28698 


Strand 




Start 


1503 


End 


3033 


Name 


OJ990311 06.0131.C39.ol.tm 


Method 


TBLASTX: Maize 


Start 


2021 


End 


2350 


GI 


none 


Score 


383 


Exons 


2021. .2350, 2021. .2350 






Seq. No. 


13511 


Seq. ID 


OJ990311_06.0131.C39 


Gene No. 


28698 


Strand 




Start 


1503 


End 


3033 


Name 


OJ990311 06.0131.C39.ol.gp 


Method 


AAT/GAP 


Start 


2029 


End 


2484 


GI 


65707 1.R1084 


Score 


859 


Exons 


2029. .2484 






GI Descrip. 


'4903006/dbj | BAA77837.il 2. 


0e-33 (AB027458) ACE [Arabidopsis 




thaliana] >gi 5903086 gb AAD55644.1 AC008017 17 (AC008017) ACE 




[Arabidopsis thaliana] 1 






Seq. No. 


13511 


Seq. ID 


OJ990311_06.0131.C39 


Gene No. 


28698 


Strand 




Start 


1503 


End 


3033 


Name 


OJ990311 06.0131.C39.o2.tm 


Method 


TBLASTX : Maize 


Start 


2351 


End 


2593 


GI 


'none 


Score 


143 


Exons 


2351. .2593, 2354.-2584, 2358. .2588 




Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3397 


GI 


4903018 


Score 


1051 


Exons 


1..35, 118. .496, 647. .960, 


2657. .2940, 


3217. .3397 


GI Descrip. 


(AB027507) ACE [Arabidopsis 


thaliana] 




Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.ol.ts 


Method 


TBLASTX: Soybean 


Start 


81 


End 


2761 


GI 


none 


Score 


177 


Exons 


81. .515, 114. .521, 115. .522 


, 642. .959, 


664. .963, 2656. .2760, 




2666. .2761 







14106 




Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


OQCQQ 

^obyy 


btrana 




Start 


i 


hnct 


11104 


Name 


OjyyuJii 0o.uui.C4u.oi.tm 


Method 


tblastx : Maize 


Start 


Q Q 
0 O 




olo 


GI 


none 


Score 




Exons 


QQ c: n /I 111 CIO lie: ci q 
OO..0U4, lll.,Ol<£, IIO..OIO 






beq. wo. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Liene no . 


28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.ol.gp 


Method 


AAT/GAP 


Start 


100 


End 


445 


GI 


27472 1.R1084 


Score 


551 


Exons 


100. .445 






GI Descrip. 


, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.ol.gs 


Method 


GEN SCAN 


Start 


114 


End 


11154 


GI 


none' 


Score 


.78 


Exons 


114. .502, 647. .829, 1124. .1167, 2657.. 


2970, 3633.. 3668, 




4887. .5026, 5147. .5202, 5481.. 


,5522, 5524. .5569, 6241. .6320, 




6363.. 6531, 6662.. 6678, 7107.. 


,7297, 7438. .7530, 7811. .7889, 




9376. .9511, 10017. .10145, 11067. .11154 




Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.ol.tc 


Method 


TBLASTX: Cress 


Start 


255 


End 


956 


GI 


none 


Score 


75 


Exons 


255. .482, 313. .417, 651. .956, 


667. . 945 




Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 


Gene No. 


28699 


Strand 




btart; 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.o2.tm 


Method 


TBLASTX : Maize 


Start 


645 


End 


2988 


GI 


none 


Score 


325 


Exons 


645. .962, 646. .975, 2665. .2796, 2666.. 


2800, 2875.. 2940, 




2876. .2941, 2938. .2988 






Seq. No. 


13512 


Seq. ID w 


OJ990311_06.0131.C40 




28699 


Strand 




Start 


1 


End 


11154 


Name 


OJ990311 06.0131.C40.o2.tc 


Method 


TBLASTX: Cress 


Start 


2645 


End 


2934 


GI 


none 


Score 


171 


Exons 


2645. .2932, 2656. .2934 






Seq. No. 


13512 


Seq. ID 


OJ990311_06.0131.C40 



14107 




Gene No. 


28699 








Strand 






OLdi L 


1 








FnH 

Li 1<J. 


1 1 1 




Name 


UUjjUjII ud. 


m 7i 


. U . 0<i 


. t s 


McLnoa 


1 hi L1/10 1 A . 


Soybean 


OLdX I. 


977 Q ~~ 
















none 








Score 


117 




Exons 


977Q 


ooi -j 












oeq > . 


13513 










OJ990311 


_06.0131.C41 


Gene No. 


28700 








Strand 






Start 


421 








End 


836 




Name 


OJ990311 06. 


0131 


.C41.ol 


. LIU 




TBLASTX: 


Maize 


OLalL 


421 










836 






none 








Score 


86 






421. .474, 422. .475, 425, 


/TO 
. . *± / O , 


^ £ 1 con 


, 562. .624, 655. .816, 




655.. 795, 690.. 818, 690, 


ftl R 










13513 








Seq. ID 


OJ990311 


UD. Ul jl . 1 


Gene No. 


23701 








Strand 






Start 


1 ^7 A 








End 


232.9 




LN CllLLtJ 


OJ990311 06. 


0131, 


.C41.o2, 


> LIU 


Method 


TBLASTX: 


Maize 


OLai L 


1374 








End 


2329 




ol 


none 








Score 


155 




Exons 


1374. .1481, 


1375, 


. .1488, 


1 a 9 n 


.1482, 2182. .2301, 






2184. .2306 














Seq. No. 


13514 








Seq. ID 


OJ990311 


■ n £ nni n ao 
U D . U 1 Jl . ^4 Z 


Gene No. 


28702 








Strand 


+ 




O Lai. L 


1036 








End 


3139 




Name 


OJ990311 06. 


0131. 


,C42.ol. 


.gs 


Method 


GEN SCAN 




C4-a >~+- 


1036 








End 


3139 




PT 

O -L 


none 








Score 


.71 




EjAUilb 


1036. .1240, 


1871. 


. .2034, 


917 9 


.2268, 2755.. 2900, 


3011. .3139 


Seq. No. 


13514 








Seq. ID 


OJ990311 


_06.0131.C42 


Gene No. 


28703 








Strand 


+ 




O Lai L 


4316 








End 


7338 




Name 


OJ990311 06. 


0131. 


,C42.o2. 




Method 


GENSCAN 




C+- a r-f- 


4316 








End 


7338 




riT 


none 








Score 


.98 




Exons 


4316. .4500, 


5778, 


. . 6049, 


CI 

O 1 / 0 . 


.7338 






oeq. wo. 


13514 








Seq. ID 


OJ990311 


_06.0131.C42 


Gene No. 


28704 








Strand 


+ 




Start 


9320 








End 


9750 




Name 


OJ990311 06. 


0131. 


,C42.ol. 


,np 


Method 


AAT/NAP 




Start 


9320 








End 


9750 




GI 


132862 








Score 


637 




Exons 


9320. .9750 















GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L2 gi | 71088 | pir-J | R5RZ2 
ribosomal protein L2 - rice chloroplast 

Seq. No. 13514 Seq. ID OJ990311_06 . 0131 . C42 

Gene No. 28705 Strand + 

Start 9770 End 9884 

Name OJ990311_06 . 0131 . C42 . o2 . np Method AAT/NAP 

Start 9770 End 9884 

GI 82538 Score 169 



14108 



Exons 9770.. 9884 

GI Descrip. hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 

chloroplast gi | 12028 | emb j CAA33936 I (X15901) ORF82 [Oryza sativa] 
gi| 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 
gi | 226650 Iprf | | 1 60335 6CA ORF 82 [Oryza sativa] 



Sea No. 


13514 








Seq. ID 


OJ990311_06.0131.C42 


flpnp Wo 


28706 








Strand 




Start 


8307 








End 


8546 


Name 


OJ990311 06. 


0131 


.C42.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1032 








End 


1446 


GI 


none 








Score 


336 


R von S 


1032 1445. 


1033 


. .144 6, 


1033 . 


.1443, 1190. .1444 


Sea No. 


13514 








Seq. ID 


OJ990311_06.0131.C42 




28706 








Strand 




Start 


8307 








End 


8546 


Name 


OJ990311 06. 


0131 


.C42.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


1733 








End 


2243 


GI 


none 








Score 


216 




1733 1855 


1736 


. .1855, 


1740 . 


.1859, 1857. .2030, 1858. .2034, 




1896 2036 

i. v y u • • \j \j f 


2154 


. .2243, 


2168 . 


. 2242 




Qprr 

<J * li W * 


13514 








Seq. ID 


OJ9 90311 06.0131.C42 


npnp No 


28706 








Strand 




Start 


8307 








End 


8546 


Name 


OJ990311 06. 


0131 


.C42.o2. 


.tc 


Method 


TBLASTX: Cress 


Start 


6468 








End 


6783 


GI 


none 








Score 


189 


Rvon ^ 


6468 6686. 


6478 


6783 








Sea. No. 


13514 








Seq. ID 


OJ990311_06.0131.C42 


Honp No 


28706 








Strand 




Start 


8307 








End 


8546 


Name 


OJ990311 06. 


0131 


.C42.o2. 


. ts 


Method 


TBLASTX : Soybean 


Start 


6504 








End 


6756 


GI 


none 








Score 


183 


i_J 4\ \_/ 1 1 O 


6504 6686 
\j *j \j ~ . . \j \j \j \j f 


65.05 


6756 








Sea No 


13514 








Seq. ID 


OJ990311_06.0131.C42 


Cpnp Mo 


28706 








Strand 




Start 


8307 








End 


8546 


Name 


OJ990311 06. 


0131 


.C42.o3. 


,gs 


Method 


GENSCAN 


Start 


8307 








End 


8546 


GI 


none 








Score 


. 65 


Exons 


8307. .8546 












Seq. No. 


13514 








Seq. ID 


OJ990311_06.0131.C42 


Gene No. 


28707 








Strand . 




Start 


8987 








End 


9884 . 


Name 


OJ990311 06. 


0131 


.C42.ol. 


.tm 


Method 


TBLASTX : Mai ze 


Start 


8987 








End 


9730 


GI 


none. 








Score 


858 


Exons 


8987. .9544, 


8990 


. .9559, 


9484. 


.9663, 9527.. 9664, 9527.. 9730, 



9529. .9729 



Seq. No. 



13514 



Seq. ID OJ990311_06.0131.C42 



14109 



l. IP 

i. 'i 

rif 



Gene No . 


28707 










Strand 






Start 


8987 










End yoo4 






Name 


OJ990311 06 




. Z . Ol . 


. ts 


Mnl*Un/^ TDT 7VCTV . 


Soybean 


Start 


oy yu 










End 9801 






GI 


none 










Score 197 






Exons 


8990. 


.9166, 


QQQ1 

o yy i . 


. . y i d / , 


QQQ1 

yyy i . 


.yib/, o y y<£ . . y<c 4 b, 


9169. 


.9210, 




9170. 


.9211, 


y i / z . 


. . yjio, 


y^uo . 


. yjuo, y^ytf. .y^bo, 


9298. 


.9387, 




9299. 


.9487, 


none 


Q /I C A 

. . y4 d4 , 




.yoob, y^ob..y^ob, 


9455. 


.9559, 




9460. 


.9537, 


Cx A O A 






.yb/b, yoz/..ybbfi, 


9529. 


.9717, 




9604. 


.9747, 


ybU4 . 


. . ybui, 


y b 3Z . 


Q"7 A Q 

. y 1 HO 






Seq. No. 


13514 










beq. id ujyyujii 


06.0131.C42 


Gene No. 


28707 










Strand 






Start 


8987 










End yoo4 






Name 


OJ990311 06 


.0131. 


,C42.ol, 


.tc 


Method TBLASTX: 


Cress 




Start 


9239 










End 9884 








none 










bcore jUj 






Exons 


9239. 


.9544, 


y y . 


, . yjo / , 




. yD^i, y4Jb..yo4o, 


9484 . 


.9567, 




9527. 


.9562, 


yo / / . 


, . ybbo, 


yo / o . 


Q/-r j| QCQ1 q/t-j/; 

,ybb4, yooi..yb/b, 


9583. 


.9717, 




9604 . 


.9747, 


y o4 z . 


, . ybyz, 


q a ti a 
ybo4 . 


.9749, 9656. .9748, 


9806. 


.9832, 




9807. 


.9833, 


y ci uy , 




yy^y . 


.9882, 9836. .9883, 


9837. 


.9884 


Seq. No. 


13514 










Seq. ID OJ990311 


06.0131.C42 


Gene No . 


28707 










Strand 






Start 


8987 










End 9884 






Name 


OJ990311 06 


.0131. 


,C42.ol. 




Method TBLASTX : Wheat 




Start 


9271 










End 9578 






GI 


none 










Score 425 






Exons 


9271. 


.9387, 


9272. 


, .9544, 


9303. 


.9536, 9433.. 9543, 


9484 . 


.9576, 




9527. 


.9577, 


9528. 


, .9578 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13515 Seq. ID 

28708 Strand 
150 End 
OJ990311_06 . 0131 . C4 3 . ol . np Method 
150 End 
133936 Score 
150.. 866 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S3 gi | 70867 | pir | | R3RZ3 
ribosomal protein S3 - rice chloroplast gi | 12025 | emb | CAA33934 | 
(X15901) ribosomal protein S3 [Oryza sativa] 

gi I 226646|prf || 1603356BW ribosomal protein S3 [Oryza sativa] 



OJ990311_06.0131.C43 
+ 

866 

AAT/NAP 

866 

1165 



OJ990311 
+ 

2988 
AAT/NAP 
2456 
680 



06.0131.C43 



13515 Seq. ID 

28709 Strand 
2049 End 
OJ990311_06 . 0131 . C4 3 . o2 .np Method 
2049 End 
132712 Score 
2049. .2456 

CHLOROPLAST 50S RIBOSOMAL PROTEIN L16 gi | 7 1250 | pir | | R5RZ16 
ribosomal protein L16 - rice chloroplast gi | 669084 | emb | CAA33933 | 
(X15901) ribosomal protein L16 [Oryza sativa] 

gi |226645| prf| | 1 60335 6BV ribosomal protein L16 [Oryza sativa] 



13515 
28709 



Seq. ID OJ990311_06.0131.C43 
Strand + 



14110 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2049 End 2988 

OJ99031 1_06 . 0131 . C43 . ol . gs Method GENSCAN 
2097 End 2941 

none Score .49 

2097.. 2243, 2585.. 2941 

13515 Seq. ID OJ990311_06 . 0131 .C43 

28709 Strand + 

2049 End 2988 

OJ990311_06 . 0131 . C43 . o3 . gp Method AAT/GAP 

2445 End 2988 

481_1.R1084 Score 966 

2445. .2988 

■ 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 

13515 Seq. ID OJ990311_06 . 0131 . C4 3 

28709 Strand + 
2049 End 2988 
OJ990311_06.0131.C4 3.o3.np Method AAT/NAP 
2570 End 2938 
132672 Score 599 
2570. .2938 

CHLOROPLAST SOS RIBOSOMAL PROTEIN L14 gi | 71224 | pir | I.R5RZ14 
ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi 1 226644 Iprf | | 1603356BU ribosomal protein L14 [Oryza sativa] 

13515 Seq. ID OJ990311_06 . 0131 . C4 3 

28710 Strand 

1 End 667 

OJ990311_06.0131.C4 3.ol.gp Method AAT/GAP 
1 End 667 

3073_1.R1084 Score 1257 

1..667 

' 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13515 
28711 
683 

OJ990311_06.0131.C4 3.o3. tw 

1 ■- 
none 



Seq. ID OJ990311_06.0131.C43 
Strand 

End 2988 

Method TBLASTX : Wheat 

End 459 

Score 57 



1..45, 2. .43, 3. .47, 31. .66, 33. .74, 75. .146, 104. .367, 
127. .252, 129. .368, 129. .368, 166. .369, 315. .365, 317. .358, 
360. .407, 366. .425, 366. .407, 366. .407, 400. .459, 401. .457 



Seq. No. 
Gene No. 
Start 



13515 
28711 
683 



Seq. ID 

Strand 

End 



OJ990311 06.0131.C43 



2988 



14111 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990311 06.0131.C43.ol.tm 



Method TBLASTX : Mai ze 



2 End 940 

none Score 58 

2. .43, 3. .44, 39. .116, 39. .149, 40. .126, 40. .150, 129. .359, 
129. .365, 166. .366, 366. .425, 366. .407, 399. .464, 400. .666, 
401. .694, 518. .673, 605. .763, 647. .940, 648. .932 

■ 

13515 Seq. ID OJ990311_06 . 0131 . C4 3 

28711 Strand 

683 End 2988 

OJ990311_06 . 0131 . C43 . ol . ts Method TBLASTX : Soybean 

129 End 2952 

none Score 239 

129. .155, 145. .240, 150. .299, 150. .299, 166. .300, 400. .459, 
404. .469, 473. .688, 484. .666, 542. .685, 570. .704, 648. .854, 
680. .853, 727. .954, 2047. .2382, 2055. .2444, 2058. .2192, 
2063. .2458, 2096. .2440, 2558. .2629, 2562. .2648, 2562. .2648, 
2569. .2649, 2578. .2655, 2585. .2656, 2638. .2832, 2646. .2675, 
2650. .2952, 2651. .2941 



Seq. No. 13515 

Gene No. 28711 

Start 683 

Name OJ990311_06 . 0131 . C43 . o2 . 

Start 494 

GI none 

Exons 4 94, 



688, 511. .666, 539 
669. .872, 673. .909, 727 
1008. 
1515. 
1604. 



1034, 1157.. 1219, 
1607, 1520.. 1606, 
1648, 1671.. 1712, 



Seq. ID OJ990311_06.0131.C43 
Strand 

End 2988 
tc Method TBLASTX: Cress 

End 1776 

Score 205 
.670, 582. .704, 614. .757, 648. .869, 
.909, 833. .925, 991. .1038, 996. .1082, 
1328. .1372, 1358.. 1396, 1368.. 1394, 
1521. .1610, 1522. .1611, 1604. .1666, 
1672. .1713, 1685. .1705, 1729. .1776 



Seq. No. 13515 Seq. ID OJ99031 1_06 . 0131 . C4 3 

Gene No. 28711 Strand 

Start 683 End 2988 

Name OJ990311_06 . 0131 . C4 3 . o2 . gp Method AAT/GAP 

Start 683 End 1771 

GI . 2291_1.R1084 Score 2019 

Exons 683.. 1771 

GI Descrip. ' 133936/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13515 
28711 
683 

OJ990311_06.0131.C4 3..o2.tm 

985 

none 



Seq. ID OJ990311_06.0131.C43 
Strand 
End 

Method 
End 
Score 



2988 

TBLASTX: Maize 

2800 

450 



985. .1041, 2047. .2382, 2055. .2474, 2059. .2463, 2060. .2479, 
2419. .2490, 2466. .2504, 2484. .2675, 2485. .2754, 2488. .2532, 
2499.-2648, 2569. .2754, 2755. .2799, 2756. .2800, 2756. .2800 



Seq. No. 
Gene No. 



13515 
28711 



Seq. ID 
Strand 



OJ990311 06.0131.C43 



14112 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



683 

OJ990311_06.0131.C43.ol.tw 

1011 

none 

1011. .1043, 1012. .1044, 1075. 
1089. .1322, 1203. .1316, 1324, 
1430. .1516, 1431. .1517, 1433, 

13515 
28711 
683 

OJ990311__06.0131.C4 3.o3.tm 

1078 

none 

1078. .1239, 1085. .1243, 1086, 
1200. .1370, 1273. .1371, 1328, 
1365. .1409, 1368. .1400 

13515 
28711 
683 

OJ990311_06.0131.C4 3.o4 . tm 

1442 

none 

14 42. .1510, 14 61. .1670, .1472. 
1667. .1753,, 1668. .1751, 1669. 

13515 
28711 
683 

OJ990311_06.0131.C4 3.o5.tw 

1716 

none 

1716. .1748, 1717. .1818, 1718. 
1852. .1899, 1857. .1922, 1898. 
1937. .2041, 1942.. 2067, 1942. 
2038. .2112 



End 

Method 

End 

Score 



2988 

TBLASTX: Wheat 

1642 

35 



,1245, 1085. .1228, 1085. .1255, 
,1377, 1329. .1436, 1334.. 1429, 
,1507, 1484. .1642, 1484. .1642 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311 06.0131.C43 



2988 

TBLASTX : Maize 
1409 
70 

1145, 1089. .1370, 1100. 
1375, 1334.. 1375, 1340, 



1228, 
,1408, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990311 06.0131.C43 



2988 

TBLASTX : Maize 
1779 
41 

1498, 1516. .1671, 1517. .1669,. 
1779, 1669.. 1752 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1753, 
. 1921, 
.2037, 



OJ990311 06.0131.C43 



2988 

TBLASTX: Wheat 
2112 
56 

1787. .1867, 1794. 
1900. .1923, 1907. 
2037. .2111, 2037. 



.1856, 
.2032, 
.2111, 



Seq. No. 13515 

Gene No. 28711 

Start 683 

Name OJ990311_06 . 0131 . C4 3 . ol . tc 

Start 2047 

GI none 

Exons 2047.. 2364, 
2495. .2527 



Seq. ID OJ990311_06.0131.C43 
Strand 

End 2988 

Method TBLASTX : Cress 

End 2527 

Score 302 
2055. .2375, 2061. .2360, 2099. .2374, 2355. .2420, 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 



13515 
28711 
683 

OJ990311_06.0131.C43.o2.tw 

2144 

none 

2144. .2455, 2145. .2528, 2145. 
2479. .2532, 2482. .2535, 2484, 



Seq. ID OJ990311_06.0131.C43 
Strand' 

End 2988 

Method TBLASTX : Wheat 

End 2535 

Score 517 

.2492, 2212. .2493, 2478. .2534, 
.2534 



Seq. No. 



13515 



Seq. ID OJ990311_06.0131.C43 



14113 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28711 Strand 

683 End 

OJ990311_06.0131.C4 3.o3.tc Method 

2562 End 

none Score 



2988 

TBLASTX: Cress 

2979 

84 



2562. .2648, 2564. .2629, 2569. .2649, 2578. .2655, 2585. .2656, 
2643. .2675, 2650. .2742, 2651. .2743, 2743. .2979, 2744. .2947 



13515 
28711 
683 

OJ990311_06.0131.C4 3.o4 . tw 

2689 

none 

2689. .2967, 2690. .2950, 2692. 

13515 
28711 
683 

OJ990311_06.0131.C4 3.o5.tm 

2841 

none 



Seq. ID OJ990311_06.0131.C43 



Strand 
End 

Method 
End 
Score 
.2967 



2988 

TBLASTX: Wheat 

2967 

398 



Seq. ID OJ990311_06.0131.C43 
Strand 
End 

Method 
End 
Score 



2988 

TBLASTX: Maize 

2988 

78 



2841. .2903, 2842. .2985, 2843. .2953, 2866. .2988 



OJ990311_06.0131.C44 
+ 

436 

AAT/GAP 

436 

812 



13516 Seq. ID 

28712 Strand 
1 End 
OJ990311_06 . 0131 . C44 . ol . gp Method 
1 End 
481JL.R1084 Score 
1. .436 

, 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



13516 Seq. ID 

28712 Strand 

1 End 
OJ990311_06.0131.C4 4 .ol.gs Method 

7 End 

none Score 
7. .378 



OJ990311_06.0131.C44 
+ 

436 

GENSCAN 

378 

.96 



Seq. No. 13516 Seq. ID 

Gene No. 28712 Strand 

Start 1 End 

Name OJ990311_06 . 0131 . C44 . ol . np Method 

Start 7 End 

GI 132672 Score 

Exons 7 . . 375 

GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L14 gi I 71224 | pir | | R5RZ14 

ribosomal protein L14 - rice chloroplast gi | 12023 | emb | CAA33932 | 
(X15901) ribosomal protein L14 [Oryza sativa] 

gi I 226644 | prf | | 1603356BU ribosomal protein L14 [Oryza sativa] 



OJ990311_06.0131.C44 
+ 

436 

AAT/NAP 

375 

592 



14114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 


13516 


Gene No. 


28713 


Start 


569 


Name 


OJ990311_( 


Start 


569 


GI 


none 


Exons 


569. . 928 


Seq. No. 


13516 


Gene No. 


28714 


Start 


623 


Name 


OJ990311J 


Start 


1 


GI 


none 


Exons 


1..93, 1. 




375. .437, 




715. . 930, 


Seq. No. 


13516 


Gene No. 


28714 


Start 


623 


Name 


OJ990311J 


Start 


1 


GI 


none 


Exons 


1 . . 93, 1 . 




180. .377, 


Seq. No. 


13516 


Gene No. 


28714 


Start 


623 


Name 


OJ990311 ■ 


Start 


2 


GI 


none 


Exons 


2. .112, 3 


Seq. No. 


13516 


Gene No. 


28714 


Start 


623 


Name 


OJ990311 


Start 


126 


GI 


none 


Exons 


126. .404, 




455. .490, 



13516 Seq. ID OJ990311_06 . 0131 . C44 

28713 Strand + 

569 End 928 

OJ990311_06.0131.C44 .o2.np Method AAT/NAP 

518 End 925 

134022- Score 673 

518.. 925 

CHLOROPLAST 30S RIBOSOMAL PROTEIN S8 gi | 70914 | pir | | R3RZ8 
ribosomal protein S8 - rice chloroplast gi I 12022 | emb | CAA33931 1 
(X15901) ribosomal protein S8 [Oryza sativa] 

gi I 226643 | prf | 1 1603356BT ribosomal protein S8 [Oryza sativa] 

Seq. ID OJ990311_06.0131.C44 

Strand + 

End 928 

0131.C4 4.o2.gs Method GEN SCAN 

End 928 

Score .73 



Seq. ID OJ990311_06.0131.C44 
Strand 

End 1062 

Method TBLASTX : Soybean 

End 931 

Score 119 



Seq. ID OJ990311_06.0131.C44 
Strand 

End 1062 

Method TBLASTX : Cress 

End 385 

Score 123 



Seq. ID OJ990311_06.0131.C44 
Strand 

End 1062 

0131 ,C4 4 .o2 . tm Method TBLASTX : Maize 

End 237 

Score 294 

2. .112, 3. .191, 3. .191, 192. .236, 193. .237, 193. .237 

Seq. ID OJ990311_06.0131.C44 
Strand 

End 1062 

0131.C4 4 .o2.tw Method TBLASTX : Wheat 

End 4 90 

Score 398 



Seq. No. 



13516 



Seq. ID OJ990311_06.0131.C44 



14115 



Gene No. 


28714 






Strand 






Start 


623 






End 


1062 




Name 


OJ990311_06.0131.C44 


.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


278 






End 


1062 




GI 


none 






Score 


78 




Exons 


278 . .340, 279. .437, 


280. 


.924, 


296. .928, 


412. .942, 413.. 


934 , 




861 . . 94 4 , 961 . . 1014 , 


963.. 1013, 976.. 1017, 1028.. 1060, 






1030 . . 1062 












Seq. No. 


13516 






Seq. ID 


OJ990311 06.0131 


. C44 


Gene No. 


28714 






Strand 






Start 


623 






End 


1062 




Name 


OJ990311 06.0131.C44 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


411 






End 


931 




GI 


none 






Score 


36 




Exons 


411 . .449, 452 . . 493, 


508. 


.702, 


509. .697, 


515. .724, 517.. 


711, 




719 . .931, 727 . . 930 












Seq. No. 


13516 






Seq. ID 


OJ990311_06.0131 


. C44 


Gene No. 


28714 






Strand 






Start 


623 






End 


1062 




Name 


OJ990311 06.0131.C44 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


569 






End 


1017 




GI 


none 






Score 


598 




Exons 


569. .937, 570.. 839, 


571. 


. 942, 


864. .944, 


891. .947, 945.. 


965, 




963. .1013, 966. .1013, 967. .1014, 976. .1017 




Seq. No. 


13516 






Seq. ID 


OJ990311_06.0131 


.C44 


Gene No. 


28714 






Strand 






Start 


623 






End 


1062 




Name 


OJ990311 06.0131.C44 


.o2. 


gp 


Method 


AAT/GAP 




Start 


623 






End 


1031 




GI 


uC-osf Icyp08 6h07al 






Score 


766 




Exons 


623. .1031 












GI Descrip. 


, 5881726/dbj | BAA84 417.il 


3.0e- 


-24 (AP000423) RNA polymerase alpha 




subunit [Arabidopsis 


thaliana; 


1 ' 






Seq. No. 


13517 






Seq. ID 


OJ990311_06.0131 


.C45 


Gene No. 


28715 






Strand 






Start 


248 






End 


1517 




Name 


OJ990311 06.0131.C45 


.ol. 


gs 


Method 


GENSCAN 




Start 


248 






End 


1517 




GI 


none 






Score 


.77 




Exons 


248. .389, 481. .590, 


668. 


.822, 


1298. .1517 




Seq. No. 


13518 






Seq. ID 


OJ990311_06.0131 


.C48 


Gene No. 


28716 






Strand 


+ 




Start 


82 






End 


450 




Name 


OJ990311 06.0131.C48 


.ol. 


gs 


Method 


GENSCAN 




Start 


82 






End 


450 




P T 


none 






Score 


. 64 




Exons 


82. .450 












Seq. No. 


13518 






Seq. ID 


OJ990311_06.0131 


.C48 


Gene No. 


28717 






Strand 






Start 


1 






End 


1886 




Name 


OJ990311 06.0131.C48 


.ol. 


np 


Method 


AAT/NAP 





14116 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1438532 

1..146, 273. .368, 1826. .1886 
(U49056) rAl [Rattus norvegicus] 



End 
Score 



1886 
41 



13518 
28717 
1 

OJ990311_06.0131.C48.o2.gs 

1568 

none 

1568. .1756 



Seq. ID OJ990311_06.0131.C48 
Strand 

End 188 6 

Method GEN SCAN 

End 1756 

Score .79 



13519 
28718 
1 

OJ990311_06.0131.C4 9.ol.np 
1 

4539440 

1..326, 1010. .1177, 1274. .1675 

(AL049523) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990311_06.0131.C49 
Strand + 

1675 
AAT/NAP 
1675 
811 



End 

Method 

End 

Score 



13519 
28718 
1 

OJ990311_06.0131.C4 9.ol.gs 
133 , 
none 

133.. 302, 1010.. 1177, 1274, 



Seq. ID OJ990311_06.0131.C49 
Strand + 

1675 
GENSCAN 
1663 
.8 



End 

Method 
- End 
Score 
.1663 



13519 
28718 
1 

OJ990311_06. 0131.C4 9.ol. tm 
1015 
none 



End 

Method 
End 
Score 

1015. .1161, 1016. .1171, 1019. .1159, 1024. .1161, 1268. .1390, 
1270. .1389 



Seq. ID OJ990311_06.0131.C49 
Strand + 

1675 

TBLASTX: Maize 
1390 
218 



13519 
28718 
1 

OJ990311_06.0131.C4 9.ol.tc 

1112 

none 

1112. .1177, 1120. .1167, 1264, 

13520 
28719 
62 

OJ990311_06.0131.C50.ol.gs 
62 

none 
62. .259 

13520 
28720 



Seq. ID OJ990311_06.0131.C49 

Strand + 

End 1675 

Method TBLASTX : Cress 

End 1537 

Score 64 
.1524, 1268. .1537 

Seq. ID OJ990311_06.0131.C50 

Strand + 

End 259 

Method GENSCAN 

End 259 

Score .71 



Seq. ID OJ990311_06. 0131.C50 
Strand + 



14117 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9091 End 10024 

OJ990311_06 . 0131 . C50 . ol . gp Method AAT/GAP 
9091 End 10024 

72524_1.R1084 Score 360 

9091. .9374, 10004. .10024 

, 5091496/dbj i AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
QNA, chromosome 6, clone P0680A03, complete sequence 1 



13520 
28721 
11178 

OJ990311_06.0131.C50.o3.gs 

11178 

none 



Seq. ID OJ990311_06.0131.C50 

Strand + 

End 16602 

Method GENSCAN 

End 16602 

Score .48 



11178. .11341, 11426. .11502, 11706 .. 11820, 12610 13747 , 
14020. .14308, 14413. .14543, 154 68 .. 15624 , 15713 16005, 
16275. .16364, 16519.. 16602 



13520 
28721 
11178 

OJ990311_06.0131.C50.o3.np 

11206 

5123569 

11206. .11356, 12672. .12899, 
13981. .14308, 14413. .14543, 
15713. .16005, 16112. .16172, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12960 

14972 



OJ990311_06.0131.C50 
+ 



16602 
AAT/NAP 
16358 
1240 
13300, 13512. 
15322, 15468, 



13747, 
,15624, 



16264. . 16358 



GI Descrip. (AL079344) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13520 
28722 
4478 

OJ990311_06.0131.C50.ol.np 

4478 

5091513 



Seq. ID OJ990311_06.0131.C50 



Strand 
End 

Method 

End 

Score 



11497 
AAT/NAP 
10631 
1695 



4478.-4524, 6164. .6935, 7768. .8630, 10590. .10631 
(AB023482) Hypothetical protein [Oryza sativa] 



13520 
28722 
4478 

OJ990311_06.0131.C50.o2 .np 

5869 

1168470 

5869. .5941, 8209. .8351, 



OJ990311 06.0131..C50 



Seq. ID _ 
Strand 

End 11497 
Method AAT/NAP 
End 11497 
Score 97 
11248. .11497 

PROTEIN KINASE APK1A gi | 282877 | pir | | S28 615 protein kinase, 
tyrosine/serine/threonine-specif ic (EC 2.7.1.-) - Arabidopsis 
thaliana gi | 217829 | dbj |BAA02092| (D12522) protein 
tyrosine- serine- threonine kinase [Arabidopsis thaliana] 



13520 
28723 
13511 

OJ990311_06.0131.C50.o2 . tm 

13511 

none 



Seq. ID OJ990311_06.0131.C50 



Strand 
End 

Method 

End 

Score 



14325 

TBLASTX: Maize 

14325 

67 



13511. .13669, 14091. .14312, 14092. .14325 



14118 



OJ990311 06.0131.C50 



Seq. No. 13520 Seq. ID 

Gene No. 28724 Strand 

Start 14954 End 

Name OJ990311_06 . 0131 . C50 . ol . tm Method 

Start 14954 End 

GI none - Score 

Exons 14954. .14986, 14 990 15082 , 15516 .. 15653, 15711 .. 15995, 
15712. . 16026 



16177 

TBLASTX: Maize 

16026 

37 



Seq. No. 13520 

Gene No. 28724 

Start 14954 

Name OJ990311_06 . 0131 . C50 . ol . tc 

Start 14983 

GI none 

Exons 14983. .15111, 14 984 .. 15121 , 
15468. . 15635, 157 11 .. 1598 9, 



Seq. ID OJ990311_06.0131.C50 
Strand 

End 16177 

Method TBLASTX : Cress 

End 16177 

Score 106 
15077. .15331, 15178. .15222, 
15712. .16011, 16115. .16177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13520 Seq. ID 

28724 Strand 

14954 End 

OJ990311_06 . 0131 . C50 . ol . ts Method 

15179 End 

none Score 



OJ990311_06.0131.C50 
16177 

TBLASTX : Soybean 

16031 

83 



15179. .15316, 15467. .15640, 154 68 .. 15653, "15698 .. 16006, 
15711. .15995, 15712. .16011, 15712 .. 16005, 15717.. 16031 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13520 
28724 
14954 

OJ990311_06.0131.C50.ol.tw 
15213 



OJ990311 06.0131.C50 



none 
15213. 
15471, 
15723. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15290, 15218. .15322, 1522 1 .. 15322 , 154 62 .. 15626, 
15623, 15547. .15642, 157 1 1 .. 15884 , 15712 .. 15882 , 
15884 



16177 

TBLASTX: Wheat 

15884 

134 



Seq. No. 13521 

Gene No. 28725 

Start 100 

Name OJ990311_06 . 0131 . C51 . ol . 

Start 100 

GI none 
Exons 



gs 



Seq. ID OJ990311_06.0131.C51 



Strand 
End 

Method 

End 

Score 



+ 

2834 
GENSCAN 
2809 
.86 



100. .183, 1487. .1561, 1820. .2025, 2157. .2809 



Seq. No. 13521 Seq. ID 

Gene No. 28725 Strand 

Start 100 End 

Name OJ990311_06 . 0131 . C51 . ol . gp Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1113 



OJ990311_06.0131.C51 
+ 

2834 
AAT/GAP 
1113 
169 



Seq. No. 
Gene No. 
Start 



13521 
28725 
100 



Seq. ID OJ990311_06.0131.C51 
Strand + 
End 2834 



14119 




Name OJ990311_06 . 0131 . C51 . ol . np Method AAT/NAP 

Start 2289 End 2834 

GI 5441880 Score 654 

Exons 2289.-2834 

GI Descrip. (AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


13522 


Seq. ID 


OJ990311_06.0131 




Gene No. 


28726 


Strand 


+ 




Start 


1 


End 


318 




Name 


OJ990311 06.0131.C54.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


296 




GI 


6648159 


Score 


108 




Exons 


1..33, 128. .296 








GI Descrip. 


(AC010926) unknown protein [Arabidopsis thaliana] 




Seq. No. 


13522 


Seq. ID 


OJ990311 06.0131 


.C54 


Gene No. 


28726 


Strand 


+ 




Start 


1 


End 


318 




Name 


OJ990311 06.0131.C54 .ol.gp 


Method 


AAT/GAP 




Start 


81 


End 


318 




GI 


none 


Score 


415 




Exons 


81. .318 








Seq. No. 


13522 


Seq. ID 


OJ990311 06.0131 


.C54. 


Gene No. 


28726 


Strand 


+ 




Start 


1 


End 


318 




Name 


OJ990311 06.0131.C54 .ol.tm 


Method 


TBLASTX: Maize 




Start 


82 


End 


305 




GI 


none 


Score 


206 




Exons 


82. .303, 82. .303, 87. .305 








Seq. No. 


13522 


Seq. ID 


OJ990311JD6.0131 


.C54 


Gene No. 


28726 


Strand 


+ 




Start 


1 


End 


318 




Name 


OJ990311 -06.0131. C54 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


129 


End 


317 




GI 


none 


Score 


229 




Exons 


129. .308, 129. .317, 144. .209 








Seq. No. 


13522 


Seq. ID 


OJ990311JD6.0131 


a 


Gene No. 


28726 


Strand 


+ 




Start 


1 


End 


318 




Name 


OJ990311 06.0131.C54 .ol.gs 


Method 


GENSCAN 




Start 


132 


End 


318 




GI 


none 


Score 


. 91 




Exons 


132.. 318 








Seq. No. 


13523 


Seq. ID 


OJ990311_06.0131 


.C55 


Gene No. 


28727 


Strand 


+ 




Start 


394 


End 


3943 




Name 


OJ990311 06.0131.C55.ol.np 


Method 


AAT/NAP 




Start 


394 


End 


3687 




GI 


4191773 


Score 


593 




Exons 


394. .619, 719. .817, 913. .989, 


1236. .1281, 1405. .1465, 





1634. .1687, 1857. .1941, 2048. .2083, 2391. .2497, 2583. .2693, 



14120 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3601. .3687 

(AC005917) putative WD-40 repeat protein [Arabidopsis thaliana] 



13523 
28727 
394 

OJ990311_06.0131.C55.ol.gp 
698 

uC-osflM20204 6hl2bl 



Seq. ID OJ990311_06.0131.C55 

Strand + 

End 3943 

Method AAT/GAP 

End 2084 

Score 828 



698. .817, 913. .989, 1236. .1281, 1405. .1465, 1634. .1687, 
1857. .1937, 2044. .2084 

'3135273 3.0e-46 (AC003058) hypothetical protein [Arabidopsis 
thaliana] >gi_4191773 (AC005917) putative WD-40 repeat protein 
[Arabidopsis thaliana] ' 



beq . ino . 


13523 




Seq. ID 


OJ990311_06.0131.C55 


bene lno . 


28727 




Strand 


+ 




394 




End 


3943 


Name 


OJ990311 06.0131 


.C55.o2.gs 


Method 


GENSCAN 




1875 




End 


3696 


GI 


none 




Score 


.92 


Exons 


1875.. 1937, 2044 


..2083, 2391 


..2497, 2583.-2693, 3374. .3490, 




3601. .3696 








oeq. ln o . 


13523 




Seq. ID 


OJ990311_06.0131.C55 


bene wo . 


28727 




Strand 


+ 




394 




End 


3943 


Name 


OJ990311 06.0131 


.C55.o2.gp 


Method 


AAT/GAP 


otarL 


2580 




End 


3943 


GI 


57414 1.R1084 




Score 


1078 


Exons 


2580.. 2693, 3374 


..3490, 3601 


. .3943 






'3135273 1.0e-10 


(AC003058) 


hypothetical protein [Arabidopsis 


thaliana] >gi 4191773 (AC005917) putative WD-40 repeat protein 




[Arabidopsis thaliana] 1 






oeq . ino . 


13523 




Seq. ID 


OJ990311_06.0131.C55 


Gene No. 


28728 




Strand 




Start 


282 




End 


1529 


Name 


OJ990311 06.0131 


.C55;ol.gs 


Method 


GENSCAN 


Start 


282 


End 


1529 


GI 


none 




Score 


.75 


Exons 


282. .992, 1257.. 


1433, 1494.. 


1529 




Seq. No. 


13523 




Seq. ID 


OJ990311_06.0131.C55 


Gene No. 


28729 




Strand 




Start 


4886 




End 


5271 


Name 


OJ990311 06.0131 


.C55.o2.tm 


Method 


TBLASTX: Maize 


Start 


610 




End 


993 


GI 


none 




Score 


71 


Exons 


610. .759, 702. .8 


15, 704. .790, 704. .817 


, 711. .815, 909. .989, 




911. .988, 949. .993, 950. .991 






Seq. No. 


13523 




Seq. ID 


OJ990311_06.0131.C55 


Gene No. 


28729 




Strand 




Start 


4886 




End 


5271 


Name 


OJ990311 06.0131 


.C55.ol.tm 


Method 


TBLASTX: Maize 


Start 


2655 




End 


3710 



14121 



GI 

Exons 



none Score 65 

2655.. 2696, 3364.. 3489, 3371.. 3493, 3374.. 3493, 3600.. 3686, 
3600.. 3710, 3601.. 3696, 3617.. 3697 





i jjt j 


bene ino . 


c. O / 3 


OLai. i 


1 o o o 


Name 


Pj.TQQ071 1 Ofi ni 71 PRS o7 rrn 


Start 


4886 


GI 


none 


Exons 


A ft ft S97 1 


oeq. ino . 




Con o Mr^ 
bene INO . 


?ft7 70 

Z O / J U 




fi 3U O 


Name 


OTQQ0711 Ofi 0171 P^S o7 rrc; 


OtaiL 


4 QO 6 
fi 3U O 




none 


Exons 


4906. .4916, 5200. .5449 


oeq. in o . 


1 jjt*l 


bene ino . 


0070-1 
to / Jl 


Of 3 v~+- 


1 
1 


Name 


bU33UJll UD.UlJl.bJO.Ol.yp 


olarl 


1 


P T 
bl 


^8777 1 D1 OPi!l 
JO / JJ 1.K1U04 


Exons 


1 dlCi 1017 1 4Q(; 
1 . .413/ 1U1/..143J 


GI Descrip. 


f 4415936/gb|AAD20166| 9.0e- 




[Arabidopsis thaliana] ' 


oeq. ln o * 


1 7^94 

ljJ^4 


bene ino . 


9P.7 71 
ZO / Jl 


C 4- a y--j- 


1 

1 


Name 


D.TQQ071 1 06 01 71 PSfi n9 nn 

33UJ11 UD . Ul Jl . L/JD . Ul . I iy> 


OLait 


1 
1 


GI 


4415936 


Exons 


1..351, 1054. .1414, 1535..: 


CT Hacpn y> 
bi Ucouiip . 


lnbUUU4 IO / UHJvilOvvil piULclil 


O e q ■ LN O . 


1 7^94 

1 J J£ 4 


P r~\ NT 

bene ino . 


Z 0 / J 1 


oLal L 


1 
1 


Name 


Pi7QQ0711 OS 0171 P^S nl rrc 
ujyyujii uo. ui jl • b jo . ui • y b 


Start 


11 


GI 


none 


Exons 


11 41 Q 1017 1Q1P. 
11. .41-7, 1U1 / . .1310 


Seq. No. 


13524 


Gene No. 


28731 


Start 


1 


Name 


OJ990311 06.0131.C56.o2.gp 


Start 


1627 


GI 


none 


Exons 


1627. .1943, 2571. .2803 


Seq. No. 


13524 


Gene No. 


28731 



Seq. ID OJ990311_06.0131.C55 
Strand 

End 5271 

Method AAT/GAP 

End 5271 

Score 723 



Seq. ID OJ990311_06.0131.C56 

Strand + 

End 5449 

Method GEN SCAN 

End 54 4 9 

Score .72 



Seq. ID OJ990311_06.0131.C56 
Strand 

End 3103 

Method AAT/GAP 

End 14 95 

Score 1636 



Seq. ID OJ990311_06.0131.C56 
Strand 

End 3103 

Method AAT/NAP 

End 1918 

Score 297 



1918 



Seq. ID OJ990311_06.0131.C56 
Strand 

End 3103 

Method GENSCAN 

End 1918 

Score .75 



Seq. ID OJ990311_06.0131.C56 
Strand 

End 3103 

Method AAT/GAP 

End 2803 

Score 1060 



Seq. ID OJ990311_06.0131.C56 
Strand 



14122 





Start 


1 








T? n sJ 

_na 


*3 1 n *3 
0IU0 




Name 


ujyyuoii Ub, 


. U lol 


pec —0 
. Gob . OZ 


. gs 


Method 


GLNbGAN 




start 


Z OlH 








tna 


OI AO 

JIUj 




GI 


none 








Score 


QQ 

. ytf 




Exons 


OCT /I OTOC 

Z OlH . . Z / Ob, 


z y y b 












Seq. No. 


I 0 oZ 4 








Seq. ID 


OJ990311_06.0131.C56 




Gene No . 


Zb /OZ 








Strand 






Start 


b4 i y 








End 


6800 




Name 


OJ990311 06, 


.0131 


,C56.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


1416 




GI 


none 








Score 


287 




Exons 


z . . loo , y o . , 


A A O 
. H 4Z , 


125. .406, 133. .420, 1025. .1084, 1038. .1082, 






iuoo . . 1 10 y , 


1 U4 0 


. .1141, 


1077 


..1142, 1138. .1194, 1138. .1170, 






1 1 / Q 1 OI O 

1 Iflo . . IZlo, 


1 1 A Q 

1 14 y 


. .1214, 


1199 


..1414, 1203. .1412, 1204. .1416, 






1 OK 1/11*3 
1 Z 3 b . . 1^1 J 














Seq. No. 


looZ4 








Seq. ID 


OJ990311_06.0131.C56 




Gene No. 


28732 








Strand 






Start 


6419 








End 


6800. 




Name 


ujyyuoii Ub, 


n 1 *3 1 
. U lo 1 


. Gob . OZ 


J- — 

. tm 


Method 


TBLASTX: Maize 




btart 


1 coo 
I0Z0 








End 


1899 




GI 


none 








Score 


46 


□ 


Exons 


1 coo 1RCC 
lOZo . . IDDJ , 


1 CO/ 
lOZ H 


. .1574, 


1533 


..1865, 1556. .1876, 1556. .1876, 


Ci 

! -J 




icon 1 QQQ 

1 bZU . . lo y 0 , 


1 C0 1 

1 bZ 1 


'. .1899 








:* ? £ 
i- i £ 


Seq. No. 


13524 








Seq. ID 


OJ990311_06.0131.C56 


ft! 


Gene No. 


28732 








Strand 






btart 


CLA 1 Q 

o4 iy 








End 


6800 


; i 


XT -\ win 

Name 


. ujyyuoii ub. 


n 1 "3 1 
. Ulo 1 


.C56.o4 , 


.gs 


Method 


GENSCAN 


'.3 


start 


a a 1 q 

oh 1 y 








End 


6800 




GI 


none 








Score 


.78 


ry 


Exons 


oft iy . . oj jZ/ 


0 / H f 


. .6800 








... 

Q 


Seq. No. 


13525 








Seq. ID 


OJ990311_06.0131.C57 


\! 

• : 

hit 


Gene No. 


28733 








Strand 




Start 


369 








End 


5017 


b 


Name 


OJ990311 06. 


.0131 


.C57.ol, 


.gs 


Method 


GENSCAN 




btart 


369 








End 


4817 


.5 Si 


GI 


none 








Score 


.5 




Exons 


369. .712, 1705.. 


1800, 1901.. 


2008, 2092 


..2217, 2469. .2597, 






2724. .2859, 


3049 


. .3146, 


3784 


..3919, 4126. .4267, 4381. .4817 




beq. no. 


13525 








Seq. ID 


OJ990311_06.0131.C57 




Gene No. 


28733 








Strand 






Start 


369 








End 


5017 




Name 


OJ990311 06, 


.0131 


-C57.ol. 


.np 


Method 


AAT/NAP 




Start 


3304 








End 


5017 




GI 


4539363 








Score 


127 




Exons 


3304. .3362, 


4496 


. .4751, 


4994 


. .5017 






GI Descrip. 


(AL049525) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13526 








Seq. ID 


OJ990311_06.0131.C58 




Gene No. 


28734 








Strand 


+ 




Start 


2936 








End 


5412 




Name 


OJ990311 06. 


,0131 


.C58.o2. 


.gs 


Method 


GENSCAN 




Start 


2936 








End 


5412 



14123 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2936. .3045, 3877. .4002, 4743. .5412 



.65 



13526 
28735 
1 

OJ990311_06.0131.C58.ol.np 
1 

5441880 



Seq. ID OJ990311_06.0131.C58 
Strand 

End 7053 

Method AAT/NAP 

End 7053 

Score 401 



1..90, 2267. .2359, 2960. .3046, 6495. .6737, 6996. .7053 
(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



13526 
28735 
1 

OJ990311_06.0131.C58.ol.gs 

951 

none 



Seq. ID OJ990311_06.0131.C58 
Strand 

End 7053 

Method GENSCAN 

End 2155 

Score .53 



951. .1063, 1459. .1683, 1747. .2155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990311_06.0131.C58 
Strand - • 
7053 
AAT/GAP 
3328 
159 



13526 
28735 
1 

OJ990311_06.0131.C58.ol.gp 
3218 

uC-osflcyp088bl2bl 
3218. .3328 

'5257255/dbj IAP000364 .1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



End 

Method 

End 

Score 



13527 
28736 
1 

OJ990311_06.0131.C60.ol.np 
1 

3461835 
1. .105, 1058. .1262 

(AC005315) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990311_06.0131.C60 
Strand 

End 1262 

Method AAT/NAP 

End 1262 

Score 103 



13527 
28736 
1 

OJ990311_06.0131.C60.ol.gs 

489 

none 



Seq. ID OJ990311_06.0131.C60 
Strand 

End 1262 

Method GENSCAN 

End 1243 

Score .47 



489. .565, 893. .1130, 1162. .1243 



13528 
28737 
497 

OJ990311_06.0131.C62.ol.gp 

497 

none 

497. .632 



Seq. ID OJ990311_06.0131.C62 

Strand + 

End 632 

Method AAT/GAP 

End 632 

Score 174 



14124 



Seq. No. 13529 
Gene No. 28738 
Start 1 

Name OJ990311_06 . 0131 . C63 . ol . np 

Start 1 
GI 5441880 
Exons 1. .54, 131. .238 

GI Descrip. (AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990311_06.0131.C63 

Strand + 

End 238 

Method AAT/NAP 

End 238 

Score 60 



Seq. No. 13529 

Gene No. 28739 

Start 160 

Name OJ990311_06 . 0131 . C63 . ol . gs 

Start 160 

GI none 

Exons 160. .426 



Seq. ID OJ990311_06.0131.C63 

Strand + 

End 426 

Method GENSCAN 

End 426 

Score . 5 



. =i 
'• -r 

en 

IMS 

Q 
• .i 

a 

I i? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13530 
28740 . 
243 

OJ990311_06.0131.C64.ol.gp 

243 

none 

243. .923 



13530 
28740 
243 

OJ990311_06.0131.C64.ol.tm 
725 
none 



Seq. ID OJ990311_06.0131.C64 
Strand 

End 1378 

Method AAT/GAP 

End 923 

Score 1271 



Seq. ID OJ990311_06.0131.C64 
Strand 

1378 

TBLASTX: Maize 
1257 
62 



End 

Method 
End 
Score 

725. .790, 738. .803, 739. .945, 838. .948, 916. .1257, 940. .1221, 
948. .1235 



13530 
28740 
243 

OJ990311_06.0131.C64.ol.np 
740 

4415936 
740. .1193, 1342. .1378 

(AC006418) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990311_06.0131.C64 
■Strand' 

End 1378 

Method AAT/NAP 

End 1378 

Score 245 



Seq. No. 13531 

Gene No. 28741 

Start 184 

Name OJ990311_06 ..0131 . C65 . ol . gp 

Start 184 

GI LIB34 31-010-P1-N1-F11 

Exons 184 . .263 

GI Descrip. ' 287403/dbj | D10838 | RICSBE1 1.0e-lll Rice gene for starch 
branching enzyme 1 



Seq. ID OJ990311_06.0131.C65 

Strand + 

End 263 

Method AAT/GAP 

End 263 

Score 141 



Seq. No. 
Gene No. 



13532 
28742 



Seq. ID OJ990311_06.0131.C67 
Strand + 



14125 



Start 
Name 
Start 
GI 

Exons 



597 End 655 

OJ990311_06 . 0131 . C67 . ol . gs Method GENSCAN 

597 End 655 

none Score . 64 
597. . 655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

ha) 



13532 
28743 
266 

OJ990311_06 . 0131 . C67 . ol . np 
266 

2244807 
266. .668 

(Z97336) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990311_06.0131.C67 
Strand 

End 668 

Method AAT/NAP 

End 668 

Score 114 



13533 
28744 
1 

OJ990311_06.0131.C68.ol.np 
1 

3668088 



Seq. ID OJ990311_06.0131.C68 

Strand + 

End 1907 

Method AAT/NAP 

End 1879 

Score 896 



1..523, 1291. .1498, 1607. .1879 

(AC004 667) similar to mammalian MHC III region protein G9a 
[Arabidopsis thaliana] 



Seq. No. 13533 

Gene No. 28744 

Start 1 

Name OJ990311_06 . 0131 . C68 . ol . tw 

Start 87 

GI none 
Exons 



Seq. ID OJ990311_06.0131.C68 

Strand + 

End 1907 

Method TBLASTX : Wheat 

End 506 

Score 52 



87. .131, 132. .221, 222. .434, 224. .412, 408. .506, 410. .493 



C3 



Seq. No. 13533 

Gene No. 28744 

Start 1 

Name OJ990311_06 . 0131 . C68 . ol . tm 

Start 436 

GI none 
Exons 



Seq. ID OJ990311_06.0131.C68 

Strand + 

End 1907 

Method TBLASTX: Maize 

End '1811 

Score "122 



436. .546, 437. .547, 438.-524, 1285. .1497, 1286. .1513, 
1286. .1513, 1287. .1514, 1287. .1523, 1615. .1749, 1624. .1785, 
1625.. 1798, 1629.. 1811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13533 
28744 
1 

OJ990311_06.0131.C68.ol.ts 

1624 

none 



Seq. ID OJ990311_06.0131.C68 

Strand + 

End 1907 

Method TBLASTX : Soybean 

End 1907 

Score 262 



1624. .1785, 1625. .1849, 1637. .1837, 1784. .1897, 1818. .1907 



13534 
28745 
1 

OJ990311_06.0131.C69.ol.np 
1 

3461835 



Seq. ID OJ990311_06.0131.C69 
Strand 

End 583 

Method AAT/NAP 

End 583 

Score 117 



14126 




Exons 1. .36, 401. .583 

GI Descrip. (AC005315) putative protein kinase [Arabidopsis thaliana] 





13535 




Seq. ID 


OJ990311_06.0131.C72 


bene ino . 


2874 6 




Strand 


+ 




301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


np 


Method 


AAT/NAP 




301 




End 


739 




6714314 




Score 


288 


Exons 


301. .739 








GI Descrip. 


(AC016972) putative isoprenylated protein [Arabidopsis thaliana 


Can M /-\ 

ino . 


13535 




Seq. ID 


OJ990311_06.0131.C72 


ucllc NO. 


28746 




Strand 


+ 


C-i- a r-+- 
btaiL 


301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


gs 


Method 


GENSCAN 


o uar t. 


416 




End 


742 


GI 


none 




Score 


*7 1 


Exons 


416. .742 








beq. no. 


13535 




Seq. ID 


OJ990311_06.0131.C72 


Gene No . 


28746 




Strand 


+ 


C+- =j r-+- 


301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


tc 


Method 


TBLASTX: Cress 


otsrt 


424 




End 


772 


GI 


none 




Score 


o U 


Exons 


424. .507, 425. .511, 497. 


.631, 


517. .567, 


682. .7'41,~ 683. .772 


oeq . jno . 


13535 




Seq. ID 


OJ990311_06.0131.C72 


bene no . 


28746 




Strand 


+ 




301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


ts 


Method 


TBLASTX : Soybean 


Of o -r-+- 


424 




End 


742 


GI 


none 




Score 


78 


Exons 


424. .507, 425. .511, 497. 


.631, 


517. .567, 


653. .742, 689. .742 


oeq . iNO . 


13535 




Seq. ID 


OJ990311_06.0131.C72 


bene ino . 


28746 




Strand 


+ 


Cf a r -(- 


301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


tm 


Method 


TBLASTX: Maize 


o l ar l 


424 




End 


742 




none 




Score 


234 


Exons 


424. .558, 425. .640, 679. 


.741, 


680. .742, 


698. .742 


Seq. No. 


13535 




Seq. ID 


OJ990311_06.0131.C72 


bene ino . 


28746 




Strand 


+ 


btart 


301 




End 


902 


Name 


OJ990311 06.0131.C72.ol. 


gp 


Method 


AAT/GAP 


Start 


426 




End 


902 


GI 


49971 1.R1084 




Score 


888 


Exons 


426. .902 








GI Descrip. 


1 30804 39/emb| CAA18756.il 


4 .0e 


-23 (AL022605) putative protein 




[Arabidopsis thaliana] * 








Seq. No. 


13536 




Seq. ID 


OJ990311_06.0131.C73 


Gene No. 


28747 




Strand 




Start 


1 




End 


880 



14127 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ99031 1_06 . 0131 . C7 3 . ol . np Method AAT/NAP 
1 End 880 

5091513 Score 1213 

1. .880 

(AB023482) Hypothetical protein [Oryza sativa] 



13536 
28747 
1 

OJ990311_06. 0131.C73.ol .gs 
88 

none 
88. .810 



Seq. ID OJ990311_06.0131.C73 
Strand 

End 880 

Method GENSCAN 

End 810 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13537 
28748 
223 

OJ990311_06.0131.C74 ,ol .gs 
223 
none 

223. .295, 546. .635 

13538 
28749 
1 

OJ990721_04 .0103.Cl.ol.np 
1 

6002712 

1..56, 919. .1152, 1303. .1442, 1470. .1734, 2337. .2411 
(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransf erase [Clarkia breweri] 



Seq. ID OJ990311_06.0131.C74 
Strand 

End 635 

Method GENSCAN 

End 635 

Score .7 



Seq. ID OJ990721_04 .0103. CI 
Strand 

End 2417 

Method AAT/NAP 

End 2411 

Score 361 



13538 
28749 
1 

OJ990721_04 .0103.Cl.ol.gs 

919 

none 



Seq. ID OJ990721_04 .0103. CI 
Strand 

End 2417 

Method GENSCAN 

End 2417 

Score .74 



919. .1191, 1324. .1734, 2283. .2417 



13538 
28749 
1 

OJ990721_04.0103.Cl.ol.tm 

1324 

none 



Seq. ID OJ990721__04 .0103. CI 
Strand 

End 2417 

Method TBLASTX : Mai ze 

End 2411 

Score 43 



1324. .1431, 1379. .1432, 1426. .1557, 1427. .1558, 1555. .1731, 
1586. .1714, 2336.-2389, 2337. .2411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13539 
28750 
1 

OJ990721_04 . 0103 . C2 . ol . np 
1 

4557066 



Seq. ID OJ990721_04 .0103.C2 

Strand + 

End 2772 

Method AAT/NAP 

End 1619 

Score 69 



1..29, 1154. .1350, 1503. .1619 

(AC007045) putative retroelement gag/pol polyprotein 



14128 






[Arabidopsis thaliana] 












Seq. No. 


13539 






Seq. ID 


OJ990721 


__04 .0103 


,C2 


Gene No. 


28750 






Strand 


+ 








1 






olid 


9779 






Name 


OJ990721 04. 


0103.C2.ol. 


gs 


ncLnuu 








o Lai L 


141 






IjIlU 


977 9 






p t 


none 






Score 










141. .163, 183. .234, 980. .1418, 


1 R9^ 


IDJOf -J j y 


97 7 9 




Seq. No. 


13539 






Seq. ID 


OJ990721 


_04 .0103 


.C2 


Gene No. 


28751 






Strand 








O Lai L 


3644 








J7i j 






Name 


OJ990721 04. 


0103.C2.o2. 


gs 


L v lo LilOU 


rz v ki q p a ki 








3644 






Hi I Id 


J 1 J 






p t 


none 






Score 


7 ^ 






T7 1 v t~i o 


3644. .3913 














Seq. No. 


13539 






Seq. ID 


OJ990721 


_04.0103 


.C2 


Gene No. 


28752 






Strand 








o Lai L 


6905 






End 


7041 






Name 


OJ990721 04. 


0103.C2.ol. 


tw 


Method 


TBLASTX : 


wnea l 




o Lai L 


1355 






End 


1623 






p t 


none 






Score 


205 






Exons 


1355. . 1501, 


1360. .1494, 


1507. . 


1623, 1515.. 1619 






Seq. No. 


13539 






Seq. ID 


OJ990721 


_04.0103 


.C2 


Gene No. 


28752 






Strand 










6905 






End 


7041 






Name 


OJ990721 04. 


0103.C2.ol. 


tm 


Method 


TBLASTX : i 


Maize 




o Lai L 


1415 






End 


1664 






PT 


none 






Score 


110 






Exons 


1415. . 1495, 


1417. .1503, 


1507. . 


1617, 1510.. 1623, 


1515. . 1664 


Seq. No. 


13539 






Seq. ID 


OJ990721 


_04 .0103 


.C2 


Gene No. 


28752 






-Strand 








O Lai L 


6905 






End 


7041 






Name 


OJ990721 04. 


0103.C2.o3. 


gs 


Method 


GENSCAN 






O Lai L 


6905 






End 


7041 






PT 


none 






Score 


.88 






Exons 


6905. .7041 














Seq. No. 


13540 






Seq. ID 


OJ990721 


_04 .0103 


.C3 


Gene No. 


28753 






Strand 


+ 






C -1- r f 

oLdiL 


8194 






End 


9127 






Name 


OJ990721 04. 


0103.C3.o2. 


gs 


Method 


GENSCAN 






O Lai L 


8194 






End 


9127 






P T 


none 






Score 


. 98 






Exons 


8194. .8307, 


8774. .9127 












O t: LJ . IN \J . 


13540 






Seq. ID 


OJ990721 


_04 .0103, 


.C3 


Gene No. 


28754 






Strand 


+ 






Start 


10132 






End 


14530 






Name 


OJ990721 04. 


0103.C3.o3. 


gs 


Method 


GENSCAN 






Start 


10132 






End 


14530 






GI 


none 






Score 


. 64 






Exons 


10132. .10208 


, 10352. .10445, 10523 .. 10984 , 11064 


. . 11694, 





14129 



11710. .11896, 12228. .12520, 12899 12990, 13257 .. 13300, 
13453. .13541, 14178. .14530 



beq. NO. 


13540 


Seq. ID 


OJ990721_04.0103, 


.C3 


Gene No. 


28755 


Strand 






Start 


4545 


End 


7122 




Name 


OJ990721 04 .0103.C3.ol.np 


Method 


AAT/NAP 




b tart 


4545 


End 


7122 




Gl 


3329623 


Score 


144 




Exons 


4545.. 4586, 5831.. 5952, 6064.. 6485, 7059.. 7122 




GI Descrip. 


(AF078790) No definition line found [Caenorhabditis elegans] 


beq. NO. 


13540 


Seq. ID 


OJ990721_04.0103, 


.C3 


Gene No. 


28756 


Strand 






Start 


14844 


End 


18571 




Name 


OJ990721 04.0103.C3.o4.gs 


Method 


GENSCAN 




Start 


14844 


End 


17602 




Gl 


none 


Score 


.81 




Exons 


.14 84 4. .15170, 15214. .15311, 


15327. .15620, 16103 . . 164 2 1 , 






16791. .17066, 17204. .17602 








Seq. No. 


13540 


Seq. ID 


OJ990721_04.0103, 


.C3 


Gene No. 


28756 


Strand 






Start 


14844 


End 


.18571 




Name 


OJ990721 04 .0103.C3.o2.np 


Method 


AAT/NAP 




Start 


16059 


End 


18571 




GI 


6002712 


Score 


586 




Exons 


16059. .16421, 16791. .17027, 


17183. .17327, 17355. .17596, 






18479. . 18571 








GI Descrip. 


(AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 




methyltransf erase [Clarkia 


breweri] 






Seq. No. 


13540 


Seq. ID 


OJ990721_04 .0103. 


,C3 


Gene No . 


28757 


Strand 






Start 


19702 


End 


'27722 




Name 


OJ990721 04 .0103.C3.o5.gs 


Method 


GENSCAN 




btart 


19702 


End 


27722 






none 


Score 


.46 




Exons 


19702. .20222, 20810 .. 20825, 


21572. .21679,' 23168 .. 23377 , 






23583. .23897, 25657 .. 25925, 


26467. .26918, 27240 .. 27392, 






27586. .27722 








Seq. No. 


13540 


Seq. ID 


OJ990721_04.0103. 


.C3 


Gene No. 


28757 


Strand 






Start 


19702 


End 


27722 




Name 


OJ990721 04.0103.C3.o3.np 


Method 


AAT/NAP 




Start 


23229 


End 


23740 




GI 


1706082 


Score 


275 




Exons 


23229. .23740 








GI Descrip. 


SERINE CARBOX Y PE PT I DAS E II- 


3 PRECURSOR 


(CP-MII.3) 





gi I 629787|pir | | S44191 serine-type carboxypeptidase (EC 3.4.16.1) 
II-3 - barley gi | 61 9350 | bbs (153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi | 4 74 392 | emb | CAA554 78 . 1 | (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



Seq. No. 



13540 



Seq. ID OJ990721_04.0103.C3 



14130 



Gene No. 28757 Strand 

Start 19702 End 27722 

Name OJ990721_04 . 0103 . C3 . o5 . np Method AAT/NAP 

Start 25811 End 27186 

GI 1706082 Score 134 

Exons 25811. .26021, 26895.. 27186 

GI Descrip. SERINE CARBOX Y PE PT I DASE II-3 PRECURSOR (CP-MII.3) 

gi I 629787 |pir | IS44191 serine-type carboxypeptidase (EC 3.4.16.1) 
II-3 - barley gi I 619350 | bbs 1 153536 CP-MII . 3=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 516 aa] gi | 474392 | emb | CAA55478 . 1 | (X78877) serine 
carboxylase II-3 [Hordeum vulgare] 



Seq. No. 


13540 




Seq. ID 


OJ990721J34 .0103 


.C3 


Gene No . 


28758 




Strand 






Start 


27990 




End 


28087 




Name 


OJ990721 04 . 0103.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16064 ~~ 




End 


16419 




GI 


none 




Score 


128 




Exons 


16064 . . 16291, 16068. 


.16415, 


16069. .16419 




Seq. No. 


13540 




Seq. ID 


OJ990721_04 .0103 


,C3 


Gene No. 


28758 




■ Strand 






Start 


27990 




End 


28087 




Name 


OJ990721 04 . 0103 . C3 . 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


17204 ~~ 




End 


18572 




GI 


none 




Score 


74 




Exons 


17204 . . 17311, 17208. 


.17312, 


17306. .17467, 17331. .17438, 






17435. . 17641, 17463. 


.17597, 


18485. .18562, 18489. .18572 




Seq. No. 


13540 




Seq. ID 


OJ990721_04.0103 


.C3 


Gene No . 


28758 




Strand 






Start 


27990 




End 


28087 




Name 


OJ990721 04. 0103. C3. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


17249 ~~ 




End 


17611 




GI 


none 




Score 


43 




Exons 


17249. .17302, 17259. 


.17297, 


17300. .17422, 17349. .17411, 






, 17441. .17611, 17466. 


.17546 








Seq. No. 


13540 




Seq. ID 


OJ990721_04 .0103 


.C3 


Gene No. 


28758 




Strand 






Start 


27990 




End 


28087 




Name 


OJ990721 04. 0103. C3. 


06 . np 


Method 


AAT/NAP 




Start 


27990 




End 


28087 




GI 


5777617 




Score 


73 




Exons 


27990. .28087 










GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza sativa] 




Seq. No. 


13541 




Seq. ID 


OJ990721_04.0103 


.C4 


Gene No. 


28759 




Strand 


+ 




Start 


2655 




End 


7022 




Name 


OJ990721 04. 0103. C4. 


ol .np 


Method 


AAT/NAP 




Start 


2655 




End 


7022 




GI 


2586082 




Score 


4970 




Exons 


2655. .5330, 5370. .7022 









GI Descrip. (U72725) retrofit [Oryza longistaminata] 



14131 



Seq. No. 13541 

Gene No. 28760 

Start 10793 

Name OJ990721_04 . 0103 . C4 . o2 . gs 

Start 10793 

GI none 

Exons 10793. . 11203 



Seq. ID OJ990721_04 .0103.C4 

Strand + 

End 11203 

Method GEN SCAN 

End 11203 

Score .98 



Seq. No. 13541 Seq. ID OJ990721_04 . 0103 . C4 

Gene No. 28761 Strand + 

Start 14878 End 17967 

Name OJ990721_04 . 0103 . C4 . o3 . np Method AAT/NAP 

Start 14878 End 17967 

GI 5804835 Score 991 

Exons 14878. .15282, 15563 .. 15622, 15714 16005, 17105 .. 17427 , 

17847. .17967 

GI Descrip. (AJ001451) cystathionine gamma synthase [Fragaria vesca] 

gi| 6012969iemb|CAB57356.1| (Y17185) cystathionine gamma synthase 
[Fragaria vesca] 



Seq. No. 13541 

Gene No. 28762 

Start 22861 

Name OJ990721_04 . 0103 . C4 . o7 .'gs 

Start 22861 

GI none 
Exons 



Seq. ID OJ990721_04.0103.C4 

Strand. + 

End 26799 

Method GEN SCAN 

End 26799 

Score .66 



22861. .22869, 23506 2364 6, 26674.. 26799 



Seq. No. 13541 Seq. ID OJ990721_04 . 0103 . C4 

Gene No. 28762 Strand + 

Start 22861 End 26799 

Name OJ99072 1_04 . 0103 . C4 . o3 . gp Method AAT/GAP 

Start 25661 End 25747 

GI 5867_1.R1084 Score 131 

Exons 25661. .25747 

GI Descrip. 1 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) • >gi__4 2 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA787 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis* 



Seq. No. 


13541 




Seq. ID 


OJ990721_ 


_04 


.0103, 


,C4 


Gene No. 


28763 




Strand 


+ 








Start 


35315 




End 


36661 








Name 


OJ990721 04. 0103. C4 . 


.o9.gs 


Method 


GENSCAN 








Start 


35315 




End 


36661 








GI 


none 




Score 


.88 








Exons 


35315. .35472, 35788, 


. .35980, 


36206. .36661 








Seq. No. 


13541 




Seq. ID 


OJ990721_ 


_04 


.0103. 


.C4 


Gene No. 


28764 




Strand 










Start 


2297 




End 


2608 








Name 


OJ990721 04. 0103. C4, 


.ol.gp 


Method 


AAT/GAP 








Start 


2297 




End 


2608 








GI 


none 




Score 


594 









14132 



Exons 



2297. .2608 



Seq. No. 


13541 




Seq. ID 


OJ990721 


Gene No. 


28765 




Strand 


_ 


Start 


7030 




End 


7348 


Name 


OJ990721 04. 0103. C4 . 


o2 ,gp 


Method 


AAT/GAP 


Start 


7030 




End 


7348 


GI 


none 




Score 


599 


Exons 


7030. .7348 








Seq. No. 


13541 




Seq. ID 


OJ990721 


Gene No. 


28766 




Strand 




Start 


12351 




End 


13211 


Name 


OJ990721 04. 0103. C4. 


o2 . np 


Method 


AAT/NAP 


Start 


12351 




End 


13211 


GI 


4680203 




Score 


201 


Exons 


12351. .13211 








GI Descrip. 


(AFU4171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


13541 




Seq. ID 


OJ990721 


Gene No. 


28767 




Strand 


— 


Start 


18765 




End 


19236 


Name 


OJ990721 04. 0103. C4. 


o5 . gs 


Method 


GENSCAN 


Start 


18765 




End 


19236 


GI 


none 




Score 


.51 


Exons 


18765. .18920, 19147. 


.19236 






Seq. No. 


13541 




Seq. ID 


OJ990721 


Gene No. 


28768 




Strand 




Start 


20172 




End 


22232 


Name 


OJ990721 04. 0103. C4. 


06 . gs 


Method 


GENSCAN 


Start 


20172 




End 


22232 


GI 


none 




Score 


.72 


Exons 


20172. .20402, 20481. 


.20618, 


21285. .21695, 22155 


Seq. No. 


13541 




Seq. ID 


OJ990721 


Gene No. 


28769 




Strand 




Start 


27607 • • 




End 


39009 


Name 


OJ990721 04. 0103. C4. 


08 .gs 


Method 


GENSCAN 


Start 


27607 




End 


34806 


GI 


none 




Score 


.77 



Exons 



27607. .27669, 27736 .. 28000, 29399 .. 29529, 30671 .. 30765, 
31008. .31254, 31641 .. 31696, 31926 .. 32021 , 32320 .. 3237 9, 
32981. .33275, 337 96 34062 , 34481 34 64 1, 34710. .34806 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 04. 0103. C4 



Seq. No. 13541 
Gene No. 28769 
Start 27607 

Name . OJ990721_04 . 0103 . C4 . o4 . np 

Start 32904 
GI 6002712 
Exons 32904. .33275, 33796. 

38935. .39009 

GI Descrip. (AF133053) S-adenosyl-L-methionine : salicylic acid carboxyl 
methyltransf erase [Clarkia breweri] 



39009 
AAT/NAP 
39009 
528 



,34029, 34460. .34604, 34 638.-34 884, 



Seq. No. 



13541 



Seq. ID OJ990721_04.0103.C4 



14133 



Gene No. 28769 Strand 

Start 27607 End 39009 

Name OJ990721_04 . 0103 . C4 . olO . gs Method GEN SCAN 

Start 37659 End 38124 

GI none Score .59 

Exons 37659. .37812, 37862.. 38124 



Seq. No. 13541 
Gene No. 28770 
Start 41675 

Name OJ990721_04 . 0103 . C4 . olO . 

Start 440 
GI none 

Exons 440. .544, 486. .542, 543. 

649. .687, 693. .836, 705. 
738. .842, 745. .813, 745. 
886.. 1008, 886.. 990, 88 
894. .1043, 900. .1019, 1 
1070.. 1216, 1073.. 1213, 
1078.. 1218, 1103.. 1180, 
1265.. 1384, 1271.. 1372, 
1306.. 1377, 1390.. 1476, 
1427.. 1525, 1433.. 1519, 



tm 



647, 
. .827, 
. .810, 
9. . 996 
055. . 1 
1073. 
1106. 
1271. 
1421. 
1636. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 04. 0103. €4 



46254 

TBLASTX: Maize 
1701 
52 

591. .644, 607. .654, 646. .681, 
723. .845, 723. .836, 738. .842, 
878. .1000, 879. .1007, 883. .1038, 
890. .1000, 891. .1052, 893. .1054, 
120, ' 1061. .1213, 1063. .1227, 
.1228, 1075.. 1221, 1076.. 1228, 
.1207, 1111. .1218, 1262. .1369,- 
.1384, 1277.. 1363, 1280.. 1384, 
.1534, 1422. .1505, 1427. .1525, 
.1701 



Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103. 


C4 


Gene No. 


28770 








Strand 






Start 


41675 








End 


46254 




Name 


OJ990721 04 


.0103, 


.C4 .06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2673 








End 


3050 




GI 


none 








Score 


251 




Exons 


2673. .3050, 


2825, 


. .3049 










Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103. 


C4 


Gene No. 


28770 








Strand 






Start 


41675 








End 


46254 




Name 


OJ990721 04 


.0103, 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2733 








End 


3164 




GI 


none 








Score 


103 




Exons 


2733. .2837, 


2744. 


. .2833, 


2865. 


.3164, 2885. .3142 




Seq. No. 


13541 








Seq. ID 


OJ990721_04.0103. 


C4 


Gene No. 


28770 








Strand 






Start 


41675 








End 


46254 




Name 


OJ990721 04 


.0103. 


,C4 .08. 


tm 


Method 


TBLASTX: Maize 




Start 


3165 








End 


3731 




GI 


none 








Score 


80 




Exons 


3165. .3296, 


3486. 


. .3731, 


3609. 


.3731 






Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103. 


C4 


Gene No. 


28770 








Strand 






Start 


41675 








End 


46254 




Name 


OJ990721 04 


.0103, 


;C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3549 








End 


3941 




GI 


none 








Score 


263 




Exons 


3549. .3782, 


3600. 


, .3734, 


3762. 


.3941, 3776.. 3940 




Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103. 


C4 



14134 




Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


. 0103 


,C4 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4008 ~ 








End 


4418 


GI 


none 








Score 


186 


Exons 


4008 . .4223, 


4114 


. .4227, 


4248 . 


. 4418 




Seq. No. 


13541 








Seq. ID 


OJ990721_04.0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


. 0103 . 


.C4 . o7 . 


tw 


Method 


TBLASTX : Wheat 


Start 


4227 ~~ 








End 


4517 


GI 


none 








Score 


165 


Exons 


4227 . . 4415, 


4434 , 


. . 4517 








Seq. No. 


13541 








Seq. ID 


OJ990721_04 . 0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


. 0103 , 


. C4 . o2 . 


tc 


Method 


TBLASTX : Cress 


Start 


4428 ~~ 








End 


4877 


GI 


none 








Score 


358 


Exons 


4428 . .4877 












Seq. No. 


13541 








Seq. ID 


OJ990721_04.0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


.0103 , 


. C4 . o5 . 


ts 


Method 


TBLASTX • Sovbean 


Start 


4440 ~~ 








End 


4859 


GI 


none 








Score 


256 


Exons 


4440 . . 4859 












Seq. No. 


13541 








Seq. ID 


OJ990721_04.0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


.0103 , 


.C4 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4518 ~ 








End 


4877 


GI 


none 








Score 


286 


Exons 


4518 . . 4877, 


4551 , 


. . 4865, 


4661. 


. 4870 




Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


. 0103 . 


,C4 .o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


4533 ~ 








End 


4856 


GI 


none 








Score 


274 


Exons 


4533 . . 4856, 


4664 . 


. . 4852 








Seq. No. 


13541 








Seq. ID 


OJ990721_04.0103 


Gene No. 


28770 








Strand 




Start 


41675 








End 


46254 


Name 


OJ990721 04 


.0103. 


,C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5478 








End 


5996 


GI 


5509260 








Score 


442 


Exons 


5478. .5996, 


5492, 


, .5593, 


5618. 


.5773, 5819.. 5983 


GI Descrip. 














Seq. No. 


13541 








Seq. ID 


OJ990721_04 .0103 



14135 




Gene No. 


28770 








Strand 








4 1675 








End 


4 6254 




Mama 


O.TQ90771 04 


01 0^ 


T4 
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Seq. ID OJ990721_04.0103.C6 
Strand 

End 2279 

Method AAT/GAP 

End 1970 

Score 1455 



o e q . in o . 


1 TUT 
ljJ4 J 




Seq. ID 


OJ990721_04 .0103, 


.C6 


(~1 £\ n n Kt 


to / / J 




Strand 






C f- a v-f- 

otaii 


1 
1 




End 


2279 




Name 


OJ990721 04. 


0103.C6.o2. tm 


Method 


TBLASTX: Maize 




Start 


1662 




End 


1970 




*ai 


none 




Score 


111 




Exons 


1 ££9 1 Q70 


1 fifi ^ 1P.41 1797 
XOOO. .1041, 1 / Z / . . 


,1870, 1741. .1923 




oeq. in u . 






Seq. ID 


OJ990721_04.0103, 


.C6 


ociie INO . 


9077 ^ 




Strand 






OLalt 


1 




End 


2279 




Name 


OJ990721 04. 


0103.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1721 




End 


2118 




rir 


none 




Score 


144 




EjXOIIo 


1791 1 Q0? 


1799 9006 1741 

1 / * 1 tUUOf 1/41. . 


1932, 1983. .2117, 2020. .2118 


O c q . LM U . 


1 J J*! *1 




Seq. ID 


OJ990721_04 .0103, 


.C9 


ucllc LNU ■ 


9R 7 7 4 




Strand 


+ 




uLai L 


i .7 o 




End 


423 




Name 


O.TQQ0791 04 


010? PQ n1 rrQ 


Method 


GENSCAN 




jLdi L 


1 QQ _ 

x y 0 




End 


423 




GI 


none 




Score 


.4 




Exons 


198. .423 










oeq . jno . 


13545 




Seq. ID 


OJ990701_04 .0103. 


.C3 


Gene No. 


28775 




Strand 






Start 


198 




End 


517 




Name 


OJ990701 04. 


0103.C3.ol.gs 


Method 


GENSCAN 




Start 


198 




End 


517 




GI 


none 




Score 


.43 




Exons 


198. .293, 41 


6. .517 








Seq. No. 


13546 




Seq. ID 


OJ990701_04 .0103. 


■ C8 


Gene No. 


28776 




Strand 


+ 




Start 


1 




End 


15816 




Name 


OJ990701 04. 


0103.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


15816 




GI 


4868120 




Score 


556 




Exons 


1..25, 2550. 


.2716, 3293. .3401, 


3481.. 3593, 3680.. 3861, 






4386. .4761, 


9135.. 9238, 14254. 


. 14292, 


15771. . 15816 




GI Descrip. 


(AF116556) putative transcription factor [Arabidopsis thaliana 


Seq. No. 


13546 




Seq. ID 


OJ990701_04.0103. 


,C8 


Gene No. 


28776 




Strand 


+ 





14142 



Start 
Name 
Start 
GI 

Exons 



OJ990701_04.0103.C8.ol.gs 
203 



none 



End 

Method 

End 

Score 



15816 
GENSCAN 
7062 
.68 



203.. 1226, 2260.. 2716, 3293.. 3401, 3481.. 3623, 3680.. 3861, 
4386. .4848, 5239. .5547, 6277. .6354, 6410. .6444, 7008. .7062 



Seq. No. 13546 Seq. ID 

Gene No. 28776 Strand 

Start - 1. End 

Name OJ990701_04 . 0103 . C8 . ol . gp Method 

Start 331 End 

GI none Score 

Exons 331.. 534 



OJ990701_04 .0103.C8 
+ 

15816 
AAT/GAP 
534 
379 



n 



■ssi 

u 

V! 



Seq. No. 13546 

Gene No. 28776 

Start 1 

Name OJ990701_04 . 0103 . C8 . o3 . gs 

Start 10414 

GI none 

Exons 10414 .. 10507, 10557 
12823. .12895, 14045 



Seq. ID OJ990701_04 .0103.C8 

Strand + 

End 15816 

Method GENSCAN 

End 14754 

Score .42 



10687, 10716. 
14754 



10889, 10903. .11127, 



Sea No 


13546 








Seq. ID 


OJ990701_04.0103.C8 




28777 








Strand 




Start 


7213 








End 


7417 


Name 


OJ990701 04 


.0103, 


.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


7213 








End 


7417 


GI 


none 








Score 


306 


Exons 


7213. .7417 












Seq. No. 


13546 








Seq. ID 


OJ990701_04 .0103.C8 


Gene No. 


28778 








Strand 




Start 


8744 








End 


9329 


Name 


OJ990701 04 


.0103, 


.C8.o2. 


gs 


Method 


GENSCAN 


Start 


8744 








End 


9329 


GI 


none 








Score 


.92 


Exons 


8744. .9223, 


9273. 


. .9329 








Seq. No. 


13546 








Seq. ID 


OJ990701_04 .0103.C8 


Gene No. 


28779 








Strand 




Start 


15648 








End 


15734 


Name 


OJ990701 04 


.0103. 


,C8.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


757 








End 


1199 


GI 


none 








Score 


166 


Exons 


757. .972, 757. .936, 759 


». .980, 


983. .1030, 1039. .1110, 1078. .1197, 




1109. .1198, 


1140. 


. .1199 








Seq. No. 


13546 








Seq. ID 


OJ990701_04 .0103.C8 


Gene No. 


28779 








Strand 




Start 


15648 








End 


15734 


Name 


OJ990701 04 


.0103. 


,C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2258 








End 


2536 


GI 


none 








Score 


183 


Exons 


2258. .2452, 


2260. 


, .2451, 


2261. 


.2452, 2458.. 2535, 2458.. 2535, 




2459. .2536, 


2459. 


, .2536 









14143 




Seq. No. 


13546 










Seq. ID 


OJ990701 


04 0103 C8 


Gene No. 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


.C8 ,o4 . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


2579 










End 


3868 




GI 


none 










Score 


125 




Exons 


2579. . 


,2719, 


2584 


. . 2715, 


2643. 


.2732, 2648.. 2719, 


3308 . .3403 




3319. . 


.3456, 


3498 


. .3593, 


3515. 


.3589, 3611.. 3778, 


3674 . .3763 




3782. . 


,3868, 


3784 


. .3867 










Seq. No. 


13546 










Seq. ID 


OJ990701 


_04.0103.C8 


Gene No. 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


.C8 .ol . 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


4402 










End 


5060 




GI 


none 










Score 


38 




Exons 


4402. . 


,4431, 


4404 


. . 4427, 


4465. 


.4671, 4468.-4668, 


4517 . . 4687 




4768. . 


,4845/ 


4773 


. . 4844, 


4926. 


.5060, 4929. .5030, 


4934 . . 5059 


Seq. No. 


13546 










Seq. ID 


OJ990701 


_04 .0103.C8 


Gene No. 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


. C8 . o3 . 


tm 


Method 


TBLASTX : 


Mai ze 


Start 


5064 










End 


5487 




GI 


none 










Score 


151 




Exons 


5064. . 


5276, . 


5065 


. . 5292, 


5065 . 


.5301, 5305.. 5430, 


5306 5431 




5332. . 


5445," 


5335 


. . 5472, 


5356. 


.5487 






Seq. No. 


13546 










Seq. ID 


OJ990701 


_04.0103.C8 


Gene No . 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


.C8.o7. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


6275 










End 


6446 




GI 


none 










Score 


140 




Exons 


6275. . 


6391, 


6276 


. . 6395, 


6378 . 


.6446, 6386. .6445 




Seq. No. 


13546 










Seq. ID 


OJ990701 


_04.0103.C8 


Gene No . 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


,C8.o5. 


tm 


Method 


TBLASTX: 


Mai ze 


Start 


14593 










End 


14736 




GI 


none 










Score 


225 




Exons 


14593. 


. 14736 


, 14604.. 14735 








Seq. No. 


13546 










Seq. ID 


OJ990701 


_04.0103.C8 


Gene No. 


28779 










Strand 






Start 


15648 










End 


15734 




Name 


OJ990701 04. 


0103 


.C8.o4 . 


gs 


Method 


GENSCAN 




Start 


15648 










End 


15734 




GI 


none 










Score 


.75 




Exons 


15648. 


. 15734 














Seq. No. 


13547 










Seq. ID 


OJ990701 


_04.0103.C9 


Gene No. 


28780 










Strand 


+ 




Start 


5309 










End 


5777 




Name 


OJ990701_04 . 


0103 


.C9.o2. 


gs 


Method 


GENSCAN 





14144 



Start 


5309 


End 


5777 




GI 


none 


Score 


. 66 




Exons 


5309. .5363, 5382. .5457, 5570. .5777 






Seq. No. 


13547 


Seq. ID 


OJ990701 04.0103 


.C9 


Gene No. 


28781 


Strand 


+ ~~ 




Start 


6302 


End 


9539 




Name 


OJ990701 04.0103.C9.ol.np 


Method 


AAT/NAP 




Start 


6302 


End 


9536 




GI 


6907089 


Score 


4125 




Exons 


6302.. 7563, 7658.. 9536 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat iva ] 




Seq. No. 


13547 


Seq. ID 


OJ990701JD4.0103 


.C9 


Gene No. 


28781 


Strand 


+ 




Start 


6302 


End 


9539 




Name 


OJ990701 04.0103.C9.o3.gs 


Method 


GEN SCAN 




Start 


6302 


End 


9539 




GI 


none 


Score 


. 92 




Exons 


6302. .7367, 7395. .7563, 7658. .9539 






Seq. No. 


13547 


Seq. ID 


OJ990701 04.0103 


.C9 


Gene No. 


28782 


Strand 


+ ~~ 




Start 


16417 


End 


16939 




Name : ■ 


OJ990701 04.0103.C9.o4.np 


Method 


AAT/NAP 




Start 


16417 


End 


16939 




GI 


5922623 


Score 


134 




Exons 


16417. .164 97, 16873. .16939 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 | dbj IBAA85199.1 | 


(AP000570) 3 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


13547 


Seq. ID 


OJ990701_04.0103 


.C9 


Gene No. 


28783 


Strand 






Start 


10188 


End 


16939 




Name 


OJ990701 04.0103.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


10158 


End 


10328 




GI 


none 


Score 


125 




Exons 


10158. .10328, 10159. .10323 








Seq. No. 


13547 


Seq. ID 


OJ990701_04.0103 


.C9 


Gene No. 


28783 


Strand 






Start 


10188 


End 


16939 




Name 


OJ990701 04.0103.C9.o2.np 


Method 


AAT/NAP 




Start 


10188 


End 


15834 




GI 


6498441 


Score 


6792 




Exons 


10188. .10469, 10563. . 11960, 


12132. .12603, 12796. .13047, 






13222. .13356, 1354 0 .. 13913, 


13977. .14440, 14771. .15834 





GI Descrip.. (AP000815) EST C7278 6 (E2258 ) corresponds to a region .of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. - 13547 Seq. ID 

Gene No. 28783 • * Strand 

Start 10188 End 

Name OJ990701_04 . 0103 . C9 . o7 . tw Method 

Start 10197 End 



OJ990701_04 .0103.C9 
16939 

TBLASTX: Wheat 
10775 ' 



14145 






GI 


none 




Score 


83 






Exons 


10197. .10322, 10201. 


. 10323, 


10461. .10751, 10515. .10775, 








10516. . 10773 












Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103 


.C9 




Gene No. 


28783 




Strand 








Start 


10188 




End 


16939 






Name 


OJ990701 04. 0103. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


10780 ~~ 




End 


11181 






GI 


none 




Score 


157 






Exons 


10780. . 11079, 10800. 


. 11180, 


11125. . 11181 






Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103 


.C9 




Gene No. 


28783 




Strand 


- 






Start 


10188 




End 


16939 






Name 


OJ990701 04 . 0103.C9. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


10995 ~~ 




End 


11318 






GI 


none 




Score 


177 






Exons 


10995 . . 11318, 11008 . 


. 11289 










Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103 


.C9 




Gene No. 


28783 




Strand 








Start 


10188 




End 


16939 




-s 

■ i 


Name 


OJ990701 04 0103 C9 


08 . tw 


Method 


TBLASTX: Wheat 




, =i 


Start 


11511 ~ * 




End 


11823 




• : Ft 


GI 


none 




Score 


66 




ru 


Exons 


11511. 11771. 11647 


. 11823 








Q 


Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103 


.C9 


Ml 


Gene No. 


28783 




Strand 






. = : 


Start 


10188 




End 


16939 




! t! 


Name 


OJ990701 04. 0103. C9. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


11571 




End 


12137 






GI 


5666795 




Score 


68 






Exons 


11571. . 11771, 11826. 


.11963, 


12039. .12137 




is st 


GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103 


.C9 




Gene No. 


28783 




Strand 






ri 


Start 


10188 




End 


16939 




r = i 


Name 


OJ990701 04. 0103. C9. 


o5. tw 


Method 


TBLASTX: Wheat 






Start 


11826 




End 


15286 






GI 


none 




Score 


87 






Exons 


11826. .11975, 11827. 


.11964, 


12022. .12195, 12036. .12284, 








12036. .12260, 15233. 


.15286 










Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103. 


.C9 




Gene No. 


2878.3 




Strand 








Start 


10188 




End 


16939 






Name 


OJ990701 04. 0103. C9. 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


12885 




End 


13256 






GI 


none 




Score 


90 






Exons 


12885. . 13256, 13096. 


.13239 










Seq. No. 


13547 




Seq. ID 


OJ990701_04 .0103. 


,C9 




Gene No. 


28783 




Strand 








Start 


10188 




End 


16939 





14146 






Name 


OJ990701 04. 0103. C9 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


12910 






End 


13334 






GI 


none 






Score 


330 






Exons 


12910. 


.13329, 12915 


. . 13334 










Seq. No. 


13547 






Seq. ID 


OJ990701_04.0103 


.C9 




Gene No. 


28783 






Strand 








Start 


10188 






End 


16939 






Name 


OJ990701 04. 0103. C9, 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


13008 






End 


13392 


- 




GI 


none 






Score 


221 






Exons 


13008. 


.13391, 13027, 


. . 13392 










Seq. No. 


13547 






Seq. ID 


OJ990701_04 .0103 


.C9 




Gene No. 


28783 






Strand 








Start 


10188 






End 


16939 






Name 


OJ990701 04. 0103. C9. 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


13419 






End 


13775 






GI 


none 






Score 


113 






Exons 


13419. 


.13709, 13419, 


. . 13775, 


13429. .13740 






Seq. No. 


13547 






Seq. ID 


OJ990701_04.0103 


.C9 




Gene No. 


28783 






Strand 








Start 


10188 






• End 


16939 






Name 


OJ990701. 04. 0103. C9. 


, ol . tw 


Method 


TBLASTX: Wheat 






Start 


13443 






End 


13905 






GI 


none 






Score 


404 






Exons 


13443. 


.13904, 13444, 


. . 13905 








U! 


Seq. No. 


13547 






Seq. ID 


OJ990701_04.0103 


.C9 




Gene No. 


28783 






Strand 






: fer 


Start 


10188 






End 


16939 






Name 


OJ990701 04. 0103. C9. 


, o3 . ts 


Method 


TBLASTX : Soybean 




.: 

' i 


Start 


13500 






End 


13865 






GI 


none 






Score 


117 




jss: 


Exons 


13500. 


.13634, 13641. 


, . 13865 








Si 


Seq. No. 


13547 






Seq. ID 


OJ990701_04.0103 


.C9 




Gene No. 


28783 






Strand 






i"l 


Start 


10188 






End 


16939 






Name 


OJ990701 04. 0103. C9. 


, o3 . tw 


Method 


TBLASTX: Wheat 






Start 


14073 






End 


14556 






GI 


none 






Score 


77 






Exons 


14073. 


.14555, 14097. 


, . 14291, 


14101. .14361, 14383. .14556 






Seq. No. 


13547 






Seq. ID 


OJ990701_04.0103 


.C9 




Gene No. 


28783 






Strand 








Start 


10188 






End 


16939 






Name 


OJ990701 04. 0103. C9. 


, o3.np 


Method 


AAT/NAP 






Start 


14940 






End 


16939 






GI 


81286 






Score 


68 






Exons 


14940. 


.15138, 15583. 


, .15633, 


15739. .15966, 16226. .16280, 








16424 . 


.16491, 16772. 


.16939 









GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 

Seq. No. 13547 Seq. ID OJ990701_04 . 0103 . C9 



14147 






Gene No. 


28783 


Strand 








Start 


10188 


End 


16939 






Name 


OJ990701 04.0103.C9.o6.tw 


Method 


TBLASTX: Wheat 






Start 


15294 


End 


15686 






GI 


none 


Score 


87 






Exons 


15294 .. 15551, 15328 .. 15567 , 


15534. .15632, 15535. .15627, 








15639. . 15686 










Seq. No. 


13547 


Seq. ID 


OJ990701 04.0103 


.C9 




Gene No. 


28783 


Strand 








Start 


10188 


End 


16939 






Name 


OJ990701 04 .0103.C9.o5. tm 


Method 


TBLASTX: Maize 






Start 


15396 ~" 


End 


15681 






GI 


none 


Score 


104 






Exons 


15396. .15644, 15397. .15681 










Seq. No. 


13547 


Seq. ID 


OJ990701 04.0103 


.C9 




Gene No. 


28783 


Strand 








Start 


10188 


End 


16939 






Name 


OJ990701 04 .0103.C9.o5.np 


Method 


AAT/NAP 






Start 


16569 


End 


16939 






GI 


5042454 


Score 


105 






Exons 


16569. .16622, 16856.. 16939 








( ;c? 
: = ; 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




m 


Seq. No. 


13548 


Seq. ID 


OJ990701 04.0103 


.C10 




Gene No. 


28784 


Strand 






m 


Start 


1392 


End 


1886 




Q 


Name* - 


OJ990701 04 .0103.C10.ol.ts 


Method 


TBLASTX : Soybean 




Uf 


Start 


1392 


End 


1811 






GI 


none 


Score 


121 




rii 


Exons 


1392. .1520, 1587. .1811 










Seq. No. 


13548 


Seq. ID 


OJ990701 04.0103 


.C10 


.3=1 


Gene No. 


28784 


Strand 






SI 


Start 


1392 


End 


1886 




r" 


Name 


OJ990701 04 .0103. C10. ol.tm 


Method 


TBLASTX: Maize 






Start 


1395 


End 


1793 






GI 


none 


Score 


72 






Exons 


1395.. 1538, 1396.. 1539, 1557 


. .1793 






'sb? 


Seq. No. 


13548 


Seq. ID 


OJ990701 04.0103 


.C10 




Gene No. 


28784 


Strand 








Start 


1392 


End 


1886 






Name 


OJ990701 04 .0103. C10. ol.tw 


Method 


TBLASTX: Wheat 






Start 


1470 


End 


1886 






GI 


none 


Score 


73 






Exons 


1470. .1547, 1620. .1886, 1624 


. .1875 








Seq.- No. 


13549 


Seq. ID 


OJ990701_04.0103 


.Cll 




Gene No. 


28785 


Strand 








Start 


4608 


End 


8759 






Name 


OJ990701 04.0103.Cll.ol.np 


Method 


AAT/NAP 






Start 


4608 


End 


8759 






GI 


4234852 


Score 


4355 






Exons 


4608. .8556, 8599.-8759 









GI Descrip. (AF082133) gag-pol polyprotein [Zea mays] 



14148 



Seq. No. 


13549 








Gene No . 


28785 








Start 


4608 








Name 


OJ990701 04 


.0103 


.Cll.oS, 


. tm 


Start 


4647 ~ 








GI 


none 








Exons 


4647 . .4838, 


4887 


. . 5063, 


5046. 


Seq. No. 


13549 








Gene No. 


28785 








Start 


4608 








Name 


OJ990701 04 


. 0103 


.Cll.o3, 


. tw 


Start 


4659 ~ 








GI 


none 








Exons 


4659. .5054, 


4825 


. . 5058 




Seq. No. 


13549 








Gene No. 


28785 








Start 


4608 








Name 


OJ990701 04 


. 0103 


-Cll.o3. 


. ts 


Start 


4662 ~" 








GI 


none 








Exons 


4662. .4853, 


4842 


. . 5033, 


4936. 


Seq. No. 


13549 








Gene No . 


28785 








Start 


4608 








Name 


OJ990701 04 


. 0103' 


:cii ,o2 . 


, tm 


Start 


5118 ~ 








GI 


none 








Exons 


5118 . .5414, 


5119 


. . 5274, 


5388 . 


Seq. No. 


13549 








Gene No. 


28785 








Start 


4608 








Name 


OJ990701 04 


. 0103 


.Cll .ol . 


. tw 


Start 


5214 ~~ 








GI 


none 








Exons 


5214 . . 5663, 


5218 


. .5664, 


5640 . 


Seq. No. 


13549 








Gene No. 


28785 








Start 


4608 








Name 


OJ990701 04 


. 0103 


.Cll.o3. 


tm 


Start 


5550 ~ 








GI 


none 








Exons 


5550 5651. 


5685 


5993, 


568 6. 


Seq. No. 


13549 








Gene No. 


28785 








Start 


4608 








Name 


OJ990701 04, 


.0103 


.Cll.ol. 


ts 


Start 


5685 








GI 


5509260 








Exons 


5685. .6122, 


5686 


. .5718, 


5761. 


GI Descrip. 











Seq. ID OJ990701_04 .0103. Cll 
Strand 

8759 

TBLASTX: Maize 
5105 
55 



End 

Method 
End 
Score 
.5105 



Seq. ID OJ990701JD4. 0103. Cll 
Strand 

End 8759 

Method TBLASTX : Wheat 

End 5058 

Score 118 



Seq. ID OJ990701_04 . 0103. Cll 
Strand 

End 8759 

Method TBLASTX : Soybean 

End 5228 

Score 60 



.5037, 5046. .5228 



Seq. ID OJ990701_04. 0103. Cll 
Strand 

8759 

TBLASTX: Maize 
5549 
126 



End 

Method 
End 
Score 
.5549 



Seq. ID OJ990701_04. 0103. Cll 
Strand 

End 8759 

Method TBLASTX :'Wheat 

End 5994' 

Score 148 

.5993, 5647. .5994, 5649. .5993 

Seq. ID OJ990701_04. 0103. Cll 
Strand 

8759 

TBLASTX: Maize 
5993 
139 



End 

Method 
End 
Score 
.5976 



Seq. ID OJ990701_04 .0103. Cll 
Strand 

End 8759 

Method TBLASTX: Soybean 

End 6122 

Score 4 4 
.6033 



14149 






Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No . 


28785 








Strand 






Start 


4608 








End 


8759 




Name 


OJ990701 04 


. 0103 . 


.Cll.ol 


. tc 


Method 


TBLASTX - Cress 




Start 


5775 _ 








End 


6035 




GI 


none 








Score 


116 




Exons 


5775 6035, 


5797 . 


. . 6033 










Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No. 


28785 








Strand 






Start 


4608 








End 


8759 




Name 


OJ990701 04 


. 0103. 


Cll.o4 


. ts 


Method 


TBLASTX * Sovbean 




Start 


6633 _ 








End 


7005 




GI 


none 








Score 


67 




Rxon 

■UJ v*/ l ikj 


6633 6806. 


6810 . 


. 7001, 


6838 . 


7005 






Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No. 


28785 








Strand 






Start 


4608 








End 


8759 




Name 


OJ990701 04 


. 0103 . 


Cll .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6636 ~~ 








End 


7298 


•:sr 


GI 


none 








Score 


35 




Exons 


6636. . 6734, 


6661 . 


. 6735, 


6714 . 


.7019, 6736.. 6996, 7059.. 7298, 


IT; 




7060. . 7113 












1 LP 

.: si 


Seq. No. 


13549 








Seq. ID 


OJ990701_04. 0103. Cll 


\ 3 -\ 


Gene No . 


28785 








Strand 




\ • * 


Start 


4608 








End 


8759 




Name 


OJ990701 04 


. 0103. 


Cll . o2 


. tc 


Method 


TBLASTX: Cress 


'= s r 

ni 


Start 


6639 ~~ 








End 


7019 




GI 


none 








Score 


123 


i: 

o 


Exons 


6639. . 6806, 


6819. 


.7019 










Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No . 


28785 








Strand 




;" "* 


Start 


4608 








End 


8759 


h J 

: : = t 


Name^ 


OJ990701 04 


. 0103 . 


Cll . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6825 ~ 








End 


7283 


.is; 
l s .f 


GI 


none 








Score 


85 




Exons 


6825. .7010, 


6847 . 


. 7008, 


7059. 


.7283 






Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No. 


28785 








Strand 






Start 


4608 








End 


8759 




Name 


OJ990701 04 


. 0103 . 


Cll . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7006 ~~ 








End 


7442 




GI 


none 








Score 


88 




Exnn s 


7006 7095 


7008 . 


. 7247, 


7023 . 


.7202, 7251., 7274, 7251.. 7352, 






7377 . .7442 














Seq. No. 


13549 








Seq. ID 


OJ990701_04 .0103. Cll 




Gene No. 


28785 








Strand 






Start 


4608 








End 


8759 




Name 


OJ990701 04 


.0103. 


Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7656 








End 


8667 




GI 


none 








Score 


50 



14150 



Exons 



7656.. 7721, 7762.. 7812, 7917.. 8048, 7936.. 7977, 
8088.. 8342, 8089.. 8667 



8058. .8666, 





Seq. No. 


13550 


Seq. ID 


OJ990701_ 


04. 


0103. 


,C12 




Gene No. 


28786 • 


Strand 


+ 










Start 


4644 


End 


11669 










t Name 


OJ990701 04 .0103.C12.o2.gs 


Method 


GENSCAN 










" Start 


4644 


End 


11669 










GI^ 


none 


Score 


.85 










Exons 


4644. .4773, 6933. .7031, 8168 


..8414, 8729. .8782, 


9365. .9393, 






10428.. 1058 9, 11119.. 11247, 


11275. .11669 










Seq. No. 


13550 


Seq. ID 


OJ990701_ 


04 . 


0103 , 


, C12 




Gene No . 


28787 


Strand 


+ 










Start 


23293 


End 


24107 










Name 


OJ990701 04.0103.C12.o4.gs 


Method 


GENSCAN 










Start 


23293 


End 


24107 










GI 


none 


Score 


. 81 










Exons 


23293. .23703, 23709. .24107 














Seq. No. 


13550 


Seq. ID 


OJ990701_ 


04 . 


0103 , 


,C12 




Gene No. 


28788 


Strand 


+ 










Start 


34618 


End 


35930 








is J 


Name 


OJ990701 04 .0103.C12.o3.np 


Method 


AAT/NAP 








hit 

t~ ?i 


Start 


34618 


End 


35930 








•' ! : 


- GI 


6815099 


Score 


98 










Exons 


34618. .34640, 35812. .35930 












R 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 










Seq. No. 


13550 


Seq. ID 


OJ990701 


04. 


0103, 


.C12 




Gene No. 


28789 


Strand 


+ 








r Lf 


Start 


36705 


End 


36851 










Name 


OJ990701 04.0103.C12.o7.gs 


Method 


GENSCAN 










Start 


36705 


End 


36851 










GI 


none 


Score 


. 65 








: . 


Exons 


36705. .36851 












. "t 


Seq. No. 


13550 


Seq. ID 


OJ990701_ 


04. 


0103. 


.C12 




Gene No. 


28790 


Strand 












Start 


266 


End 


2746 








= r 


Name 


OJ990701 04.0103.C12.ol.gs 


Method 


GENSCAN 










Start 


266 


End 


2746 










GI 


none 


Score 


.41 










Exons 


266.. 669, 1800.. 2088, 2232.. 


2715, 2724 


. .2746 










Seq. No. 


13550 


Seq. ID 


OJ990701_ 


_04 . 


0103, 


.C12 




Gene No. 


28790 


Strand 












Start 


266 


Enid' 


2746 










" Name 


OJ990701 04.0103.C12.ol.np 


..Method 


AAT/NAP 










Start 


1342 


End 


2672 










GI 


4220525 


Score 


332 










Exons 


1342. .1399, 1838. .2672 














GI Descrip. 


(AL035356) putative tRNA isopentenyltransf erase 


[Arabidopsis 






thaliana] 














Seq. No. 


13550 


Seq. ID 


OJ990701_ 


04. 


0103, 


.C12 




Gene No. 


28791 


Strand 











14151 



Start 12934 End 22725 

Name OJ990701_04 . 0103 . C12 . ol . gp Method AAT/GAP 

Start 12497 End 13055 

GI 17436_1.R1084 Score 1066 

Exons 12497.. 13055 

GI Descrip. ' 58804 64 /gb | AAD54 660 . 1 | AF088 901_1 8 . Oe-11 (AF088901) actin 
bundling protein ABP135 [Lilium longiflorum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13550 
28791 
12934 

OJ990701_04 .0103.C12.o3.gs 
12934 



OJ990701 04.0103.C12 



none 

12934. 

15152. 

18394. 

20294. 

22356. 



Seq. ID 
Strand 

End 22725 
Method GENSCAN 
End 22409 
Score .88 

13047, 13892. .14136, 14 631 .. 14832, 14 919 .. 15017 , 
15208, 15933. .16058, 16138 .. 16278, 174 39 17567 , 
18600, 18761. .18829, 19860 .. 20018, 20110 20213, 
20447, 20527. .20686, 21509 .. 2164 1, 22070 22214 , 
22409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13550 
28791 
12934 

OJ990701_04 .0103.C12.o2.np 
12937 
5880464 
12937. .13047, 



15933, 
18463, 
20110, 
21722. 
22670. 



,16058, 
.18600, 
.20213, 
.21899, 
.22725 



13892. 
16138. 
18761, 
20294, 
21978. 



.14136, 
.16285, 
.18829, 
.20447, 
.22214, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14577 

16504 

18905 

20527 

22300 



OJ990701 04.0103.C12 



22725 
AAT/NAP 
22725 
2649 
14840, 15148. 
16655, 17439. 
18973, 19860. 
20686, 21509. 
22371, 22461. 



.15208, 
.17567, 
.20018, 
.21641, 
.22560, 



GI Descrip. (AF088901) actin bundling protein ABP135 [Lilium longiflorum] 



Seq. No. 13550 

Gene No. 28791 

Start 12934 

Name OJ9907 01_04 . 0103 . C12 . o2 . gp 

Start 14001 

GI 30312_1.R1084 

Exons 14001. . 14136, 14 610 .. 14832 , 
15933. .16058, 16138 .. 16278 , 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 04.0103.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22725 
AAT/GAP 
16410 
1504 

14919. .15017, 15152. .15208, 
16355. .16410 

? 5880464/gb|AAD54660.1|AF088901_l 1.0e-38 (AF088901) actin 
bundling protein ABP135 [Lilium longiflorum] 1 



13550 Seq. ID 

28791 Strand 

12934 End 

OJ990701_04 .0103.C12.o3.gp Method 

16624 End 

426363 Score 



OJ990701_04 .0103.C12 

22725 
AAT/GAP 
18613 
552 



16624. .16655, 174 39 .. 17567 , 18463. .18613 

5880464/gb|AAD54660.1 |AF088901_1 1.0e-38 (AF088901) actin 
bundling protein ABP135 [Lilium longiflorum] 



Seq. No. 
Gene No. 



13550 
28791 



Seq. ID 
Strand 



OJ990701 04.0103.C12 



14152 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



12934 End 22725 

OJ990701_04 .0103.C12.o4 . gp Method AAT/GAP 

19886 End 21818 

34019_1.R1084 Score 1423 

19886. .20018, 20110 .. 20213, 20294 20447 , 20527 .. 20686, 

21509. .21641, 21722. .21818 

'5880464/gb|AAD54660.1|AF088901_l 1.0e-95 (AF088901) actin 
bundling protein ABP135 [Lilium longif lorum] 1 



Seq. No. 13550 Seq. ID 

Gene No. 28792 Strand 

Start 28462 End 

Name OJ990701_04 . 0103 . C12 . o4 . ts Method 

Start 2436 End 

GI none Score 

Exons 2436.. 2666, 2476.. 2667 



OJ990701_04.0103.C12 
31563 

TBLASTX: Soybean 

2667 

75 



Seq. No. 13550 Seq. ID 

Gene No. 28792 Strand 

Start 284 62 End 

Name OJ990701_04 . 0103 . C12 . o4 . tm Method 

Start 9440 End 

GI none Score 

Exons 9440.. 9688, 9537.. 9689 



OJ990701_04.0103.C12 
31563 

TBLASTX: Maize 

9689 

79 



Seq. No. 13550 
Gene No. 28792 
Start 28462 

Name OJ990701_04 . 0103 . C12 . o3 . tm 

Start 12904 
GI none 

Exons 12904 .. 13050, 12905 .. 1304 8 , 

13887. .14012, 13892. .14032, 
14734. .14814, 14761 . . 148 17 , 
14 923. .15024, 15152. .15208, 
15933. .16061, 15938. .16066, 
16139. .16279, 164 97. .16550, 
16545. .16661, 17439. .17555, 
18450. . 18533, 18460. .18531 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12932 

13893 

14890 

15153 

16137 

16506 

17439 



OJ990701 04.0103.C12 



31563 

TBLASTX: Maize 
18533 
161 

13057, 13885. .14013, 
14030, 14611. .14649, 
15015, 14919. . 15035, 
15209, 15930. . 16061, 
16280, 16138. .16284, 
16550, 16543. . 16653, 
17567, 17440. . 17556, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13550 
28792 
28462 
OJ99070 
12934 
none 
12934 . . 
15930. . 
16139. . 
17439. . 
18460. . 
19858. . 
20095. . 
20527. . 
21719. . 
21968. . 
22300. . 



1 04.0103.C12.ol.tc 



13050, 
16061, 
16279, 
17567, 
18609, 
20025, 
20166, 
20709, 
21886, 
22216, 
22410, 



12941. 
15931. 
16497. 
17440. 
18761. 
19859. 
20346. 
20567. 
21723. 
21978. 
22304. 



13042, 
16059, 
16661, 
17544, 
18829, 
20026, 
20456, 
20710, 
21899, 
22244, 
22354, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990701 04.0103.C12 



31563 

TBLASTX: Cress 
22708 
90 

13892. .13963, 14 725 .. 14 826, 
15948. .16061, 16138. .16281, 
16501. .16662, 17439. .17543, 
17441. .17575, 174 48 .. 17561, 
18762. .18830, 18 908 .. 18 97 9, 
198 60. .20021, 198 66. .20021, 
20346. .20447, 2034 8 .. 204 55 , 
21511. .21654, 21512. .21643, 
21724. .21900, 21724 .. 21900, 
21978. .22253, 2 1 991 . . 22254 , 
22456. .22560, 224 61 .. 22559, 



14153 



22464 . .22553, 22669 .. 22707 , 22670.. 22708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13550 Seq. ID 

28792 Strand 

28462 End 

OJ990701_04 .0103.C12.ol.ts Method 

14746 End 

none . Score 



OJ990701_04 .0103.C12 
31563 

TBLASTX : Soybean 

16291 

108 



14746. .14814, 15930. 
16138. .16284, 16139. 



16061, 15949. . 16059, 16135 16284 , 
16291 



Seq. No. 13550 Seq. ID 

Gene No. 28792 Strand 

Start 28462 End 

Name OJ990701_04 . 0103 . C12 . o2 . tm Method 

Start 18535 End 

GI none Score 

Exons 18535. .18609, 187 61 .. 18829, 18762 

18905. . 18955, 19878 .. 20021 , 19879 

20098. .20214, 20106 .. 20207 , 20125 

20293. .20325, 20304 .. 20450, 20335 

20518. .20586, 20527 .. 20595, 22464 



OJ990701 04.0103.C12 



31563 

TBLASTX: Maize 
22553 
102 

18842, 18904. .18957, 
20019, 19892. .20029, 
20208, 20165. .20215, 
20433, 20343. .20447, 
22553 



Seq. No. 13550 

Gene No. 28792 

Start 28462 

Name OJ990701_04 . 0103 . C12 . o3 . ts 

Start 18544 

GI none 
Exons 



Seq, ID OJ990701_04.0103.C12 
Strand 

End 31563 

Method TBLASTX : Soybean 

End 22553 

Score 75 



18544. .18609, 187 61 .. 18829, 18765 .. 18830, 18908 .. 18985, 
19859. .20020, 198 63 .. 20021, 20095 .. 20148, 22464.. 22553 



Seq. No. 13550 
Gene No. 28792 
Start 28462 

Name OJ990701_04 . 0103 . C12 . ol . tm 

Start 21792 
GI none 
Exons 21792. 

21976. 

22295. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,21875, 21792. .21899, 21793 21900, 21796 
.22218, 21978. .22232, 21978 22235, 22294 
.22342 



OJ990701_04.0103.C12 
31563 

TBLASTX: Maize 

22342 

77 

21900, 
22341, 



Seq. No. 13550 Seq. ID 

Gene No. 28792 Strand 

Start 28462 End 

Name OJ990701_04 . 0103 . C12 . o2 . ts Method 

Start 21979 End 

GI none Score 

Exons • 21979. .22221, 21981.. 22217 



OJ990701_04 .0103.C12 
31563 

TBLASTX: Soybean 

22221 

156 



Seq. No. 13550 Seq. ID 

Gene No. 28792 Strand 

Start 28462 End 

Name OJ990701_04 .0103 . C12 . o5 . gs Method 

Start 28462 End 

GI none Score 
Exons 



OJ990701_04.0103.C12 

31563 
GENSCAN 
31563 
.48 



28462. .28842, 2928 6 .. 29318 , 31306. .31563 



14154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13551 
28793 
1 

OJ990701_04.0103.C13.ol.np 
1 

4160292- 



Seq. ID OJ990701_04 .0103.C13 

Strand + 

End 9859 

Method AAT/NAP - 

End " 8872 

Score 2320 



1..160, 649. .859, 1386. .1507, 2077. .2162, 2711. .2805, 
3104. .3185, 3600. .3706, 3893. .3923, 4468. .4585, 4881. .4934, 
6178. .6287, 6395. .6497, 6716. .6814, 6998. .7108, 7218. .7453, 
8091. .8328, 8448.-8526, 8640. .8872 

( Y18209) alpha-N-acetylglucosaminidase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. * No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13551 
28793 
1 

OJ990701_04.0103.C13.ol.gs 
40 

none 



Seq. ID OJ990701_04.0103.C13 

Strand + 

End 9859 

Method GENSCAN 

End 9859 

Score .58 



40.. 183, 532.. 708, 2077.. 2162, 3600.. 3706, 3893.. 3923, 
4468. .4585, 4884. .4934, 6178. .6202, 6358. .6497, 6716. .6814, 
7218. .7324, 8091. .8328, 8448. .8471, 8600. .8825, 9723. .9859 



13551 
28793 
1 

OJ990701_04.0103.C13.o4 . tm 

649 

none 



Seq. ID OJ990701_04 .0103.C13 

Strand + 

End 9859 

Method TBLASTX : Maize 

End 2163 

Score 226 



649. .831, 650. .829, 832. .867, 2068 .. 2163, ;2071 .. 2160, 2097. .2162 



L - j 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons... 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13551 
28793 
1 

OJ990701_04.0103.C13.o3.tm 

1388 

none 

1388.. 1549, 1391. .1537, 1392. 



Seq. ID OJ990701_04 .0103.C13 

Strand + 

End 9859 

Method TBLASTX : Maize 

End 1551 

Score 256 
.1550, 139'3. .1551 



13551 Seq. ID 

28793 Strand 
1 End 
OJ990701JD4 .0103.C13.ol.gp Method 
2120 End 
uC-osf lcyp013hllbl Score 
2120. .2162, 2711. .2805, 3104 
4468. .4602 

' 4160292/emb | CAA77084 | 1.0e-59 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] ' 



OJ990701_04 .0103.C13 
+ 

9859 
AAT/GAP 
4602 
838 



,3185, 3600.. 3706, 3893.. 3923, 



OJ990701_04 .0103.C13 
+ 

9859 

TBLASTX: Maize 
6497 
89 

4511. .4612, 6175. .6297, 6177. .6296, 6374. .6496, 6399.-6497 



Seq. No. 13551 Seq. ID 

Gene No. 28793 Strand 

Start 1 End 

Name OJ990701 JD4 .0103 . C13 . o2 . tm Method 

Start 4511 End 

GI none Score 
Exons 



14155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13551 
28793 
1 

OJ990701_04 .0103.C13.o2.gp 

4898 

2310418 



Seq. ID OJ990701_04.0103.C13 
Strand + 
End 9859 
Method AAT/GAP 
End 7027 
Score 663 

4898. .4934, 6178.. 6287, 6395.. 6497, 6716.. 6814, 6998.. 7027 
4160292/emb|CAA77084 | 1.0e-59 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13551 
28793 
1 

OJ990701JD4 .0103.C13.ol.ts 

6201 

none 



Seq. ID OJ990701_04 .0103.C13 

Strand + 

End 9859 

Method TBLASTX : Soybean 

End 6769 

Score 138 



6201.. 6278, 6202.. 6297, 6394.. 6498, 6395.. 6499, 6396.. 6500, 
6715.. 6768, 6716.. 6769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



13551 Seq. ID 

28793 Strand 

1 End 

OJ990701_04 .0103.C13.ol.tm Method 

67 64 End 

none Score 



OJ990701_04 .0103.C13 
+ 

9859 

TBLASTX: Maize 

8871 

70 



6764. .6814, 6765. .6815, 6986. .7108, 6995. .7108, 6996. .7109," 

6997. .7110, 7190. .7456, 7192. .7458, 7212. .7463, 7216. .7458, 

7223. .7462, 8071. .8340, 8073. .8327, 8421. .8507, 8445. .8531, 

8446. .8532, 8446. .8532, 8638. .8871, 8639. .8842, 8641. .8871 



13551 Seq. ID 

28793 Strand 
1 End 
OJ990701_04.0103.C13.o3.gp Method 
7020 End 
LIB34 33-018-Q6-K6-A8 Score 
7020.. 7108, 7218.. 7453, 8091. .8200 
1 4160292/emb | CAA77084 | 2.0e-41 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 1 



OJ990701_04.0103.C13 
+ 

9859 
AAT/GAP 
8200 
786 



Seq. No. 13551 Seq. ID 

Gene No. 28793 Strand 

Start 1 End 

Name OJ990701_04 . 0103 . C13 . o4 . gp Method 

Start 8250 End 

GI 15426__1.R1084 Score 

Exons 8250. .8328, 8448. .8526, 8640. .9081 
GI Descrip. 



OJ990701_04 .0103.C13 
+ 

9859 
AAT/GAP 
9081 
1099 



8640. 

' 4 160292 /emb | CAA77084 | 3.0e-37 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] 1 



Seq. No. 13552 Seq. ID 

Gene No. 28794 Strand 

Start 174 End 

Name OJ990701_04 . 0103 . C14 . ol . gs Method 

Start 174 End 

GI none Score 



OJ990701_04 .0103.C14 
+ 

7976 
GENSCAN 
7976 
.57 



14156 



Exons 



174. .503, 676. .765, 1296. .1483, 3435. .3515, 4857. .5057, 
5062. .5245, 6236. .6297, 7223. .7370, 7619. .7763, 7788. .7976 



Seq. No. 


13552 


Seq. ID 


OJ990701__04. 


0103. C14 


Ppnp Mo 

vJJ CI 1C INU • 


28794 


Strand 


+ 




O i. a. x u 


174 


End 


7976 






O.TQQ0701 04 nifl^ pi 4 nl nn 

\JKJ ^ » U± U'i.UXU.J.V'X'l.U'X.i Ifcs 


Method . 


AAT/NAP 




OLal L 


1 AS "~ 


End 


5393 




ox 


81286 


Score 


73 






IftS "34S 294^ 7797 46Q4 


..4902, 5010, 


..5245, 5334. 


.5393 


GI Descrip. 


extensin - Volvox carteri 


(fragment) gi | 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox 


carteri] 








i j j j j 


o c . x u 


O.7QQ0701 04 


oi o? n r 


fl^rtci Mo 






-{- 




OLCll L 


i ns 

X U J 




DUD 




Name 


0.7990701 04 (1101 PIS nl n<? 


Mo "t - o/H 
IMC L11UU 


KJ Lj LN O ^-rlLN 




Start 


105 ~ 




DUO 




GI 


none 


Score 


.55 




Exons 


105. .182, 299. .606 








C p, /-r KIo 
O C ^ • IN W . 


1 1SS1 

X J J J J 


otr m . X u 


O.TQQ0701 04 


m o^ n r 


Cane Mo 


987 Qfi 


OLI ell 1U. 






O Lai L 






94 H 




IN diLLC 


O.TQQ0701 04 mm PIS n? rr<? 

WU_7-7UfUX Ut • U1U J . ^1 J . . yo 


t it. L. i 1 


PFM^PAM 






9997 ~ 




94 ^ 




GI 


none 


Score 


.96 




Exons 


2227. .2433 








C/arr Mo 


1 "3SS4 

X J J J 1 




O.TQQ07 01 04 
vu? / ui u*i. 


oio^ n 

uxuj.v^xd 


Cpnp Mo 


79,1 Q7 


O L. X dllU 


-j. 






1 969 

± /L \J 


End 


1571 




Name 


OJ990701 04 0103 C16 ol as 

\JVJ Zs Z? \J 1 \J JL \J " ■ UXUJ.V-fXU.WX . O 


Mp> t" h oH 


PFM9PAM 




O L CI X L. 


1969 _ 




1 S71 

X *J / X 




GI 


none 


^ o o r*^ 


Q 
■ o 




Exons 


1262. .1264, 1515. .1571 










13554 


Seq. ID 


OJ990701_04 . 


01 0^ PI ft 


Pon^ Mo 


28798 


Strand 






Start 


34 99 


End 


3630 




Nams 


OJQQ0701 04 0101 PI fi n9 aq 


Method 


GENSCAN 




Start 


34 99 ~~ 


End 


3630 




GI 


none 


Score 


.72 




Exons 


3499. .3630 








Ccirr Mo 


X -J J -J -J 


Seq. ID 


OJ990701_04 . 


0103. C17 


CQno Mo 


O / Zf Z7 


Strand 


+ 






1 

X 


End 


493 




Name 


OJ990701 04 .0103.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


493 




GI 


2335104 


Score 


117 




Exons 


1..32, 183. .493 








GI Descrip. 


(AC002339) putative villin 


2 [Arabidopsis thaliana] 




Seq. No. 


13555 


Seq. ID 


OJ990701_04. 


0103. C17 


Gene No. 


28800 


Strand 






Start 


24 


End • 


386 





14157 




Name 


OJ990701 04 0103 C17 ol as 




\J l_i LV ^rlLs 






-Start 


24 ~~ 


End 


38 6 






GI 


none 


Score 


. 65 








24 163 320 386 










Seq. No. 


13555 


Seq. ID 


OJ990701_04 


.0103 


.C17 


Gene No. • 


28800 


Strand 








u Lai L 


24 


End 


386 






in cunt; 


O.T990701 04 0103 CM nl fm 


Mp f" hnH 


TBLASTX: Maize 






180 _ 


End 


325 






O X 


non ^ 
nunc 




184 






DAUilD 


180 314 184 318 224 325 


235 318 










1 3556 

X J J J u 


JC^ . XL/ 


OJ990721 01 


.0103 






28801 


Strand 


+ 






Start 


469 


End 


715 






Name 


OJ990721 01-0103. CI. ol.gp 


Method 


AAT/GAP 






OLai I 


469 


End 


715 






(IT 


uC-osflcyp033a04bl 


Score 


419 






DAU1J O 


469. .715 










f^T DoQrr'i o 
O X UCoUJ i-' * 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 








Seq. No. 


13556 


Seq. ID 






n 

. X 


Gene No. 


28802 


Strand 








O u a X L. 


399 


End 


1 2QQ 

X £. Z/ Zs 






ln dint; 


OJ990721 01.0103.Cl.ol.gs 


Method 


O I-i IN O ^r\LN 






o Lai u 


399 


End 


602 






ox 


none 


Score 


.47 






P 1 von q 


399. .602 










Seq . No . 


13556 


Seq. ID 


OJ990721_01, 


.0103 


.CI 


Gene No. 


28802 


Strand 








Start 


399 


End 


1299 






Name 


OJ990721 01.0103.Cl.ol.np 


Method 


AAT/NAP 






L. CIX L. 


402 


End 


1299 






o j. 


4680186 


Score 


343 






IT von q 


402. .618, 1211. .1299 












(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


13557 


Seq. ID 


OJ990721_01. 


.0103 


.C4 


Gene No. 


28803 


Strand 


+ 






Start 


330 


End 


2596 






Name 


OJ990721 01.0103.C4.ol.gs 


Method 


GENSCAN 






Start 


330 


End 


2596 






GI 


none 


Score 


.52 






FIvon q 


330. .466, 2527. .2596 










Seq. No. 


13557 • 


Seq. ID 


OJ990721_01. 


.0103 


,C4 


Gene No. 


28803 


Strand 


+ 






Start 


330 


End 


2596 






Name 


OJ990721 01. 0103. C4. ol.gp 


Method 


AAT/GAP 






Start 


431 


End 


1029 






GI 


none 


Score 


810 






Exons 


431. .466, 549. .624, 709. .1029 










Seq. No. 


13557 


Seq. ID 


OJ990721_01. 


,0103 


.C4 



14158 




bene lno . 


28804 


Strand 


+ 






5258 


End 


14856 




Name 


OJ990721 01.0103.C4.o3.gs 


Method 


GEN SCAN 




Start 


5258 


End 


14856 




GI 


none 


Score 


.59 




Exons 


5258.. 5550, 5788.. 6186, 6455 


...7402, 7950. .8022, 8087. .8185, 




9371. .9468,. 9807. .9899, 10427 .. 1 1092, 


11110. .11314, 






11397 11528 11552 11831 


11991. .12213, 12260. .12541, 






12645. .13221, 13281. .134 95, 


13522. .13667, 13752 .. 13905, 






13936. .14255, 14369 .. 14516, 


14823. .148 


56 




oeq. lno . 


13557 


Seq. ID 


OJ990721_01.0103 


.C4 


bene lno . 


28804 


Strand 


+ 






5258 


End 


14856 




Name 


OJ990721 01.0103.C4 .ol.np 


Method 


AAT/NAP 




Start 


10456 


End 


14703 




GI 


6498441 


Score 


3301 




Exons 


10456. .11026, 11351. .11788, 


11852. .12213, 12398. .12532, 






12708. .14328, 14422. .14703 








bi uescrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




oeq . lno . 


13557 


Seq. ID 


OJ990721_01.0103, 


.C4 


bene lno . 


28805 


Strand 


+ 




Start 


17379 


End 


17628 




Name 


OJ990721 01.0103.C4.o2.gp 


Method 


AAT/GAP 






17379 


End 


17628 






LIB3475-004-P1-K2-A5 


Score 


432 




Exons 


17379. .17628 








bi uescrip . 


•5777 612/emb|AJ24 5900. 1 IOSA24 5900 l.Oe 


-94 Oryza sativa 






chromosome 4 BAC q3037-207Fl 


complete 


genome 1 




Seq. No. 


13557 


Seq. ID 


OJ990721_01.0103. 


.C4 


Gene No. 


28806 


Strand 


+ 




C -j- -j -v-4- 


19096 


End 


20756 




Name 


OJ990721 01.0103.C4.o5.gs 


Method 


GENSCAN 




OLdlL 


19096 


End 


20756 




b X 


none 


Score 


.85 




Exons 


19096. .19175, 19231. .19468, 


20350. .20550, 20556. .20756 




o e q . LN o . 


13557 


Seq. ID 


OJ990721_01.0103. 


.C4 


uclic IN \J . 


28807 


Strand 


+ 




Start 


21627 


End 


22007 




Name 


OJ990721 01.0103.C4.o3.gp 


Method 


AAT/GAP 






21627 


End 


22007 




PT 
bl 


uC-osflcyp033a04bl 


Score 


654 




T* 1 \J f~\ c 

ijxons 


21627. .22007 








bi uescrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


13557 


Seq. ID 


OJ990721_01.0103. 


,C4 


Gene No. 


28808 


Strand 


+ 




Start 


30807 


End 


34930 




Name 


OJ990721 01.0103.C4.o9.gs 


Method 


GENSCAN 




Start 


30807 


End 


34930 




GI 


none 


Score 


.45 





14159 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30807. .30843, 3187 1 .. 32062, 32671 .. 32798 , 33652 .. 34218 , 
34294. .34311, 34394 34 655, 34812.. 34930 



13557 Seq. ID 

28809 Strand 
36930 End 
OJ990721_01 . 0103 .C4 . o4 . gp Method 
36930 End 
LIB34 77-003-P1-K1-E9 Score 
36930. .37021 

'24 9858 6/sp|Q4 0638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990721_01.0103.C4 
+ 

37021 
AAT/GAP 
37021 
115 



13557 Seq. ID 

28810 Strand 
38846 End 
OJ99072I_01.0103.C4 .o5.gp Method 
38846 End 
100936_1 . R1084 Score 
38846. .39393 

f 5852170/emb|AL117265. 1 IOST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



OJ990721_01.0103.C4 
+ 

39393 
AAT/GAP 
39393 
1019 



13557 Seq. ID 

28811 Strand 

3326 End 

OJ990721_0i .0103.C4 .o2.gs Method 

3326 End 

none Score 

3326. .3564, 3675. .3807 



OJ990721_01.0103.C4 

3807 
GENSCAN 
3807 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13557 Seq. ID 

28812 Strand 
15449 End 18795 

OJ990721_01 . 0103 . C4 . o2 . np Method AAT/NAP 

15431 End 18795 

5803259 Score 1135 

15431. .16131, 16236. .16382, 16518. .18795 
(AP000399) hypothetical protein [Oryza sativa] 



OJ990721 01. 0103. C4 



13557 
28812 " 
15449 

OJ990721_01.0103.C4.o4 . gs 
15449 
none 
15449. 
16717. 
18616. 



15616, 15796. 
17122, 17664. 
18786 



,15926, 
, 17805, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16095 

17974 



OJ990721 01. 0103. C4 



18795 
GENSCAN 
18786 
. 65 

16235, 16283. 
18112, 18150. 



16615, 
18546, 



Seq. No. 13557 Seq. ID 

Gene No. 28813 Strand 

Start 21557 End 

Name OJ990721_01 . 0103 . C4 . 06 . gs Method 

Start 21557 End 

GI none Score 



OJ990721_01.0103.C4 

24928 
GENSCAN 
24928 
.54 



14160 




Exons 


21557. 


,.21759, 21856 


. .21909, 


22850. .22935, 24768.-24928 


Seq. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


28814 






Strand 




Start 


26642 






End 


29080 


Name 


OJ990721 01. 0103. C4 


. o3 . np 


Method 


AAT/NAP 


Start 


26600 






End 


28604 


GI 


6735317 




Score 


586 


Exons 


26600. 


.27777, 28424 


. .28604 






GI Descrip. 


(AL137080) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


28814 






Strand 




Start 


26642 






End 


29080 


Name 


OJ990721 01. 0103. C4 


. o7 . gs 


Method 


GENSCAN 


Start 


26642 






End 


29080 


GI 


none 






Score 


.92 


Exons 


26642. 


.27807, 28022 


. .28087, 


28210. .28341, 28 4 96 28582 , 




28672. 


.29080 








Seq. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


28815 






Strand 




Start 


38814 






End 


42440 


Name 


OJ990721 01. 0103. C4 


. 06. tw 


Method 


TBLASTX: Wheat 


Start 


5519 






End 


5920 


GI 


none 






Score 


179 


Exons 


5519. . 


5755, 5579.. 5713, 5750 


..5920, 5803. .5919 


Seq. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


28815 






Strand 




Start 


38814 






End 


42440 


Name 


OJ990721 01. 0103. C4 


. o7 . tw 


Method 


TBLASTX: Wheat 


Start 


11328 






End 


11752 


GI 


none 






Score 


147 


Exons 


11328. 


.11558, 11551 


. .11709, 


11552. .11752 


Seq.. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


. 28815 






Strand 




Start 


38814 






End 


42440 


Name 


OJ990721 01. 0103. C4 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


11860 






End 


12289 


GI 


none 






Score 


138 


Exons 


11860. 


.11988, 11861 


. .12019, 


11960. .12289, 11989. .12270 


Seq. No. 


13557 






Seq. ID 


OJ990721_01.0103 


Gene No. 


28815 






Strand 




Start 


38814 






End 


42440 


Name 


OJ990721 01. 0103. C4 


. o4 . tm 


Method 


TBLASTX : Maize 


Start 


11978 






End - 


12335 


GI 


none 






Score 


287 


Exons 


11978. 


.12298, 11995 


. . 12267, 


12032. . 12283, 12291. .12335 


Seq. No. 


13557 






Seq. ID 


OJ990721J31. 0103 


Gene No. 


28815 






Strand 




Start 


38814 






End 


42440 


Name 


OJ990721 01. 0103. C4 


. o5 . tm 


Method 


TBLASTX : Maize 


Start 


12362 






End 


12747 



14161 






none 






Score 


157 




DAUl 10 


12362. 


.12541, 12363 


* • x c ~j j y , 


12528. .12602, 12529. .12648, 






12592. 


.12636, 12637 


12747 










13557 






Seq. ID 


OJ990721_01.0103 


• \j H 


Gene No. 


28815 






Strand 






Start 


38814 






End 


42440 




Name 


-■ OJ990721 01. 0103. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




9t^rf 

O Lai L 


12420 






End 


12822 




rir 

\J X 


none 






Score 


127 






12420. 


.12539, 12425 


* > li. J JO / 


12528. .12608, 12529. .12639, 






12637. 


.12822, 12660 
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Seq. ID 


OJ990721_01.0103 
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Gene No. 
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Start 
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End 


42440 
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F, von s 
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13316. .13489 




Seq. No. 
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Seq. ID 


OJ990721_01.0103 
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28815 






Strand 






Start 
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End 


42440 
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GI 
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OJ990721JD1.0103 


P4 
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28815 






Strand 






Start 


38814 
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GI 
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Seq. ID 
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28815 






Strand 






Start 
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End 


42440 




Name 


OJ990721 01. 0103. C4 
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TBLASTX: Wheat 




Start 


15791 
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Seq. ID 
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Gene No. 28815 
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Method 
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Gene No. 28815 
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Score 


0 a el 




i . i 


Exons 


2575. .2937, 2579. .2938, 


2582. 


.2938 






i=W 
= l 


Seq. No. 


i o c c o 

13obo 




Seq. ID 


/-\TAAA"70*I at atao 

ojyyu/^i U1.U1U3 


.C5 


!M : 


Gene No. 


28817 




Strand 


+ 




i Li 


btart 


2315 




End 


C O "7 A 

60 / 4 




is 


Name 


OJ990721 01 . 0103 . C5 . Oo . 


tm 


Method 


TBLASTX : Mai ze 




:«i 
: E 
'a 


O 4- —.4- 

btart 


O O 1 A 




End 


01 CI 

31o 1 




si 


bl 


none 




Score 


212 




js a; 


Exons 


2819. .3151, 2819. .3103, 


2836. 


.3006 






; B * 
•i _r 


Seq. No. 


13558 




Seq. ID 


OJ990721_01.0103 


.C5 




Gene No. 


28817 




Strand 


+ 




,3 3; 


b tare 


2315 




End 


6874 






Name 




4-TT1 

L.1U 


Method 


TBLASTX: Maize 






b tare 


3455 




End 


3775 






hi 


none 




Score 


189 






Exons 


3455..377S, 3508. .3600 












Seq. No. 


13558 
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Seq. ID 
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+ 


Start 


2315 
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.11 (AP001081) 


hypothetical 


protein 




r ("}T*W7 ,P Q-Pt" "1 \73 1 
|_ V_/ A- y CL O d 1 L V u J 












Seq. No. 


13559 




Seq. ID 


OJ990721_01. 


0103 


.C6 


Gene No. 


28822 




Strand 










QQ1 1 

z? zf ± ± 




End 


10154 






Name 




tw 


Method 


TBLASTX: Wheat 




Start 


4941 




End 


5301 






GI 


none 




Score 


291 






Exons 


4941. .5300, 4942. .5301 












Seq. No. 


13559 




Seq. ID 


OJ990721_01. 


0103, 


.C6 


Gene No. 


28822 




Strand 









14168 




btsrt 


QQ1 1 










1 ni Ry| 
1 U 1 0 4 






Name 


r\ Toom o i m 

bUyyU/Zl Ul 


m n^ 


.LO.OD. 


4-m 
LIU 


fVj4 ^ V*\ y*N 

LYiet noo 




L v ia i z e 




btart 










Cjna 


C. A ft "7 
0 4 O / 






bl 


none 








Score 


0 O Q 

z z y 






Exons 


OloZ . . 040 / , 


CI 

oi y o 


coi O 












Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








b Ldl U 










Cjna 


1 U 1 O 4 






Name 


uj y y u / z l ui 


. U 1 Uj 


na 
. bo .Of. 


tm 




moT 2i CfY . 
1 dJj/\o 1 A : 


Mai ze 




Of -il-f 

otart 


AO 










o i bo 






t 
bl 


none 








Score 


i p ^ 
loo 






Exons 


jo^Z . . Ol DO 
















Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








Of 3r f 

OCdlL 


QQ1 1 
y y 11 








Hina 


i n i ^ /i 

1 U 1 O 4 






Name 


to Qfi "7 01 m 

uj y yu / zi ui 


. U 1U J 


. bb . Oo . 


f 

cw 


Method 


i dJjAo i a ; 


wneat 




btari 


CQ/I Q 

Do 4 o 








Liia 








bl 


none 








Score 


1 Oh 






Exons 


Do ft o . . DUj / / 


o yu4 


. . buo b / 


b i uz . 


£ 9 i c (i- 

. d^Ij/ b . 


l U J . . bZ l b 






Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








btart 


QQ1 1 

y y n 








tjnQ 


1 n i c a 

1 U 1 0 4 






Name 


vjj y yu / zi ui 


. U 1U o 


. bb . Oh . 


f 

tw 


Method 


mpT 7\ CTY • 
1 £3J_tAb 1 A . 


wneat 




Start 


DJoi 








bna 


bob/ 






bl 


none 








Score 


oz 






Exons 


boo 1 . . , 


C5 Q R 
DJOJ 


. . b4oo, 


b4 yu . 


. bo b / 








Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








Of -yf 


Q Q 1 1 

y y 1 1 








.Lna 


1 U 1 0 H 






Name 


r\ TQQmoi m 


. U 1 U J 


. bb . oo . 


till 


LYietnoa 


1 Dij/ib 1 A I 


Mai ze 




o tar z 


d jy d 








iLina 


b bo b 






H T 
bl 


none 








Score 


oi a 
z / b 






Exons 


coqc ££ft £ 


b J y / 


£ £ft 4 
. . b DO H 












Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








Of a y-f 

o car u 


QQ1 1 

y y 1 1 








End 


10154 






Name 


pi tq omoi n i 
u j y y u / z i ui 


. U 1 U 3 


. bb . o J . 


■i-m 

tm 


Method 


TBLASTX : 


• 

Mai ze 




Of -i V-f 

oTi art 


b / o ^ 








End 


7254 






bl 


none 








Score 


171 






T* 1 v v\ 

iijXons 


D / 04 . . 


D / DZ 


£ft ft 1 


d y 4 u . 


.7254, 7005. .7133 






Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








Of vf 

b tart 


QQ1 1 

y y 1 1 








End 


10154 






Name 


r\TQQmoi Ai 

uj y yu /z l ui 


. U IUj 


. bb . oi . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


DOOO 








End 


7203 






GI 


none 








Score 


57 






Exons 


6808. .6840, 


6810, 


. .6839, 


6844 . 


.7203, 6844. .7203 






Seq. No. 


13559 








Seq. ID 


OJ990721 


_01.0103 


.C6 


Gene No. 


28822 








Strand 








Start 


9911 








End 


10154 







14169 




Name 


o.tqqo79i m 

\J\J -7 J \J f X \J X 




P6 nS 


f- w 

L. VW 


Mot - h rvrl 

1 J C LJ 1UU 


TRT.A^TX • Whpat 

x uuriu x /a . till w o 




Otdlt 


6Q1 6 ~~ 








End 


7218 




P T 


none 








Score 


373 




Exons 


6Q1 6 "7 91 fi 


6Q97 
\j y £. / i 


7202 










Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






C 4- -j r-f 
OtdiL 


QQl 1 

.7 .7 X X 








End 


10154 




Name 


n.TQQ079i m 

V/U-^-^U/^X VvX 


oi o^ 


P6 


L. W 


Mpj- h or) 


TRLA^TX • Wheat 




Otail 


"7 91 Q ~~ 

/ £. X .7 








End 


7 64 4 




PT 


none 








o^wx c 


602 




Exons 


791 Q 7 64 4 

1 Xy . . / O 1 *i / 


79M 


7 64 0 


79fi9 


.7644 






Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






DUaiL 


QQl 1 

I? -7 X X 








End 


10154 




Name 


otqqo79i m 


m o^ 


P6 


t- d 


Mof hnrl 


TRT.ASTX * ^ovhean 

1. i_) 1, in* * -L A. . <J \J V Aw^ C Q 1 1 




C-t- ^ r-f- 
OLalL 


/ t. 3 








End 


7470 




P T 


none 










906 






799S 7470 


794 9 


7^70 










Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






Cf art- 

O L.d.1 C 


QQ1 1 
y y x x 








End 


10154 




Name 


Pi TQQ07 9 1 01 
\J0 yy\J / £ 1 Ul 


• U1U J i 


P6 r»9 


LLu 


Mo "4~ h 


TRT.A^TX • Ma i 7p 

1 OLinO 1 A • L 1CL X L C 




Q J . -y~ -f- 

o tar r, 


7 9 QH ~~ 
/ £. yv 








£j! 1U, 


7 6S? 

f U -J *J 




p t 


none 








JLUiC 


4 fi9 




Exons 


79 Q0 7 64 0 


7 9 Q1 


7 64 4 


7 9 Q1 


7 6^^ 






Seq. No. 


13559 








Seq. ID 


. OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 








QQl 1 

_7 -7 X X 








End 


10154 




Name 


O.TQQ0791 m 

uU y y\J 1 X \J X 


ni o^ 

• U 1 U -J . 


P6 r>9 




hnH 






Q4- -a 


7 6S? _ 








End 


8211 




P.T 

Ul 


none 










651 




Exon s 


7 6S^ fi9i o 


7 679 


. .8211 










Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






O Lai L. 


QQl 1 

Z? Zs X X 








End 


10154 




Name 


P)TQQn791 m 


m n ^ 

• U X U »J 


P6 n1 

• \^ \J ■ VJ x ■ 




Mo f hnH 


TRT.A9TX * Prp<^^ 




OLdlL 


7 Q1 ~~ 








End 


8235 




pt 
ol 


none 








Score 


95 




F v/^n o 
Hi AUi Id 


7 Q1 fi fi n Q1 


fiOQ9 

O U .7 ^ 


fi9^S 


8094 . 


. 8234 






Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 








QQ1 1 
y y ± x 








FnH 


10154 

X \J X *J 1 




Name 


P>7QQ0791 01 
vju yy\j(£X u l 


n i n ^ 


P6 o9 






TRT.A9TX * 9nuhpan 




OLaiL 


7 QQQ 








FnH 


fi9RQ 

U j!- w> _7 




P T 


none 








Score 


9fi 0 

^, O U 




Exons 


7999. .8259, 


8004 , 


. .8258 










Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






Start 


9911 








End 


10154 




Name 


OJ990721 01 


.0103, 


.C6.o4 . 


tm 


Method 


TBLASTX : Maize 





14170 




oLdlt 


ftOSft 

OU JO 










ft^4 Q 

O J 4 ^ 






none 








Score 


i on 

x \J \J 






ftOSft ft?fi1 

O U .J O . ■ O ^ U X , 


ftOSft 

o U JO • 


ft ^4 S 


O \J «J J . 


. O J *s J 






Seq. No. 


13559 








Seq. ID 


OJ990721_01.0103 


.C6 


Gene No. 


28822 








Strand 






OLdl L 


J .7 X X 








End 


10154 




Name 


O.TQQ07 91 01 


m n^ 


\_ U . \J x . 


t w 








Of a y+- 
OLdi L 


R 2 1 ft _ 








End 


ftft 4 4 

O O 4 4 




UX 


none 














P 1 von c 


R 9 1 ft ft ft 4 4 

OlIO • .004*1/ 


ft 91 4 

O f 4 . 


ft7 19 


ft SQ0 


.8841 






Can Kir\ 










Seq. ID 


OJ990721_01.0103 




Gene No. 


28822 








Strand 






Start 


9911 








End 


10154 




Name 


O.TQQ0721 01 


010^ 


Cf* ni 

O • X ■ 


tm 


Method 


TBLASTX: Maize 




O Lai L 


ft ^Qft ~~ 

O -J J o 








End 


8982 






none 








Score 


205 








ft 401 


ft 4 Q0 

. O 4 Zs U , 


ft40fi 

U4UU . 


.8552, 8557. .8982, 8557. .8 


fi40 




ft R ft Qft 1 














Seq. No. 


13559 








Seq. ID 


OJ990721 01 0103 


.C6 


Gene No. 


28822 








Strand 






Cf a 7-+- 

o t.cix i_ 


QQ1 1 








End 


1 01 R4 

1U1 J1 




Name 


UU l tl UX 


n i n^ 




f- w 
L. W 


Method 


TRT.A^TX • Whf^t- 
J. DJjnu i e\ . vvixcci L. 




Of -a -r +- 


0 O A A ~ 
0 O 4 4 








End 


9177 














Score 






Exons 


ft R4 4 Q1 1 ^ 

O O 4 4 • . 711Jf 


ftft 4 S 

O O 4 ~J • 


QT 77 

• _7 X f 1 










Seq. No. 


13559 








Seq. ID 


OJ9907 21 01 0103 


.C6 


Gene No. 


28822 








Strand 






OLai L 


QQ1 1 

-/ -3 X X 








End 


1 HI R4 
1U1 J4 




Name 


o,tqqo7?i ni 

VU ' ^1 UX 


n i o^ 




gs 


Method 


GENSCAN 




o Udx C 


QQ1 1 ~ 

Z* Z? X X 








End 


10093 






1 1 i i c 








Score 


.78 




Exons 


qqi i i ooq^ 

_/ -P X X . i 1UU 
















X J J _J .7 








Seq. ID 


OJ990721_01.0103 


P6 


Gene No. 


28822 








Strand 






Start 


9911 








End 


10154 




LN CU.il G 


OJ990721 01 


.0103. 


C6.o3. 


np 


Method 


AAT/NAP 




OLai L 


QQ1 ft ~ 
_7 .? x o 








End 


10154 




CI T 
\j X 


4 fift 01 ft S 

1 U O \J X O J 








Score 


223 




IjAUllO 


qqi ft 1 01 S4 

_? -7 X O . • 1U1 J4 














Ol UGol*-XX£J. 


( AF1 1 1 709} ■ 


unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


13560 








Seq. ID 


OJ991211_57.0228 


.C5 


Gene No. 


28823 








Strand 


+ 




OLaL U 


256 








End 


,684 




Name 


OJ991211 57 


.0228. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




o tar c 


199 








End 


682 




GI 


none 








Score 


519 




Exons 


199. .477, 262. .615, 264 


. .617, 


616. . 678, 


616. .681, 617.. 


682 


Seq. No. 


13560 








Seq. ID 


OJ991211__57.0228 


.C5 


Gene No. 


28823 








Strand 


+ 




Start 


256 








End 


684 





14171 



en 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
i"! Name 
a Start 
GI 

Exons 

GI Descrip. 



OJ991211_57 . 0228 .C5.ol.gp Method AAT/GAP 

256 End 684 

11111_1.R1084 Score 781 

256. .684 

* 131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191)"Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15' 

13560 
28823 
256 

OJ991211_57.0228 .C5.ol.ts 
331 
none 

331. .615, 384. .614, 617. .682, 628. .678 



Seq. ID 


OJ991211_57.0228 


.C5 


Strand 


+ 




End 


684 




Method 


TBLASTX: Soybean 




End 


682 




Score 


227 




628. .678 






Seq. ID 


OJ991211 57.0228 


.C8 


Strand 


+ 




End 


298 




Method - 


AAT/GAP 




End 


298 




Score 


146 





13561 
28824 
88 

OJ991211_57.0228.C8.ol.gp 
88 

36879_1.R1084 
88. .183, 264. .298 

'4490325/emb|CAB38607.1| 7.0e-24 (AL035656) hypothetical protein 
[Arabidopsis thaliana] ' 



Q Seq. No. 
i'i! Gene No. 
7 ? Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



13561 Seq. ID 

28825 Strand 
6577 End 
OJ991211_57 . 0228 . C8 . o2 . gp Method 
6577 End 
4878407 Score 
6577.. 7004 

6069643/dbj | AP000616. 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6/ clone : P0514G12 



OJ991211_57.0228.C8 
+ 

7004 
AAT/GAP 
7004 
631 



Seq. No.- 13561 

Gene No. 28826 

Start 7372 

Name OJ991211_57 . 0228 . C8 . ol . tm 

Start 83 

GI none 

Exons 83.. 175, 84.. 182, 103. .195, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
470. . 607, 

724.-855, 724. .792, 756. .854, 922. .1098, 940. .1101, 941. .1102, 
941. .1102, 1186. .1290, 1187... 1288, 1201. .1290, 1371. .1418, 
1376. .1429, 1376. .1435, 2098. .2154, 2160. .2231, 2161. .2232 



OJ991211_57.0228.C8 
+ 

7893 

TBLASTX: Maize 

2232 

92 

470. .607, 471. .608, 



Seq. No. 13561 Seq. ID 

Gene No. 28826 Strand 

Start 7372 End 

Name OJ991211_57 . 0228 . C8 . ol . ts Method 

Start 542 End 

GI none Score 



OJ991211_57.0228.C8 
+ 

7893 

TBLASTX: Soybean 

1104 

63 



14172 




Exons 


S49 607 SS9 fiOR 7 c ifi flSI 


928. .1104, 931. .1101, 938. .1102 


Seq. No. 


13561 


Seq. ID 


OJ991211_57.0228.C8 


Gene No. 


28826 


Strand 


+ 


OLdl L 


7372 


End 


7893 


Name 




Method 


TBLASTX: Wheat 


O Ldi L 


^ ^ d 


End 


1291 




none 


Score 


55 


Exons 


RSd 607 794 840 Q^7 1101 

JJ1 . . \J\J 1 i 1 £.H. » i 04U/ 5 J / . . X X VJ X 


, 938. .1096, 1178. .1291, 1201. .1290 




1 "3S61 

1 J JD1 


Seq. ID 


OJ991211_57.0228.C8 


Gene No. 


28826 


Strand 


+ 


Start 


7372 


End 


7893 


Name 


OJ991211 57.0228.C8.o3.gp 


Method 


AAT/GAP 


Start 


7372 


End 


7893 


GI 


5867 1.R1084 


Score 


138 


Exons 


7372. .7397, 7810. .7893 






GI Descrip. 


, 464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQ0ITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis ' 



Seq. No. 




Seq. ID 


OJ991211_57.0228 


. CI U 


Gene No. 


28827 


Strand 






Start 


2 


End 


634 




Name 


OJ991211 57.0228.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


584 




GI 


none 


Score 


69 




Exons 


2. .64, 3. .239, 9. .224, 555.. 


584 






Seq. No. 


13562 


Seq. ID 


OJ991211_57.0228 


.CIO 


Gene No. 


28827 


Strand 






Start 


2 


End 


634 




Name 


OJ991211 57.0228.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


. End 


634 




GI 


none 


Score 


234 




Exons 


3. .221, 11. .145,- 15. .146, 16 


..222, 555 


..632, 561. .629, 


572. 


Seq. No. 


13563 


Seq. ID 


OJ991211_57.0228 


.C13 


Gene No. 


28828 


Strand 






Start 


1 


End 


269 




Name 


OJ991211 57.0228.C13.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


269 




GI 


LIB34 77-011-P1-K1-E5 


Score 


538 




Exons 


1. .269 








GI Descrip. 


1 1076739/pir | IS53306 2.0e-ll 


box protein - rice >gi 508 


577 




(L34271) box protein [Oryza 


sativa] ' 






Seq. No. 


13564 


Seq. ID 


OJ991211_57.0228 


.C17 


Gene No. 


28829 


Strand 






Start 


368 


End 


519 




Name 


OJ991211 57.0228.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


368 


End 


519 




GI 


none 


Score 


226 





14173 






368. .514, 370. .513, 382. .519 






Seq. No. 


13565 




Seq. ID 


OJ991211_57 . 0228 . C18 


Gene No. 


28830 




Strand 






271 




Fnd 


486 

MOO 




OJ991211 57.0228 


.C18.ol. ts 


l "JC LUUU 


1 DLinO 1 A • ouyucall 


Of- a r j- 


271 




FnH 


486 

*i O O 


O X 


none 




^ OO 


X X o 


F 1 von <5 


271. .483, 273. .425, 273. .485, 


074 486 




Cpn No 

OCVj . IN (J . 


13566 




Seq. ID 


O.TQQ1 91 1 ST n?9P. P94 

UU _7-7X^XX J / .U^^O.V^^M 


belle IMvJ . 


28831 




Strand 


+ ~ 


Start 


x x u o 




End 


2110 


Name 


OJ991211 57.0228 


.C24 .ol.tm 


Method 


TBLASTX: Maize 


O Lai L 


31 




End 


2109 


ri t 


none 




Score 


89 


F von c? 


31. .117, 37. .111 


, 74. .118, 800. .1012, 


802. .1014, 820. .1014, 




825.. 1025, 1104. 


.1211,. 1106. . 


1210, 1111. .1212, 1122. .1214, 




1936. .2109, 1940 


..2029, 1941. 


.2108 




c^rr Mo 


i jjdo 




Seq. ID 


OJ991211_57.0228.C24 


Gene No. 


28831 




Strand 


+ 


Start 


1103 




End 


2110 




OJ991211 57.0228 


.C24 .ol.ts 


Method 


TBLASTX: Soybean 




31 




End 


2109 


PT 


none 




Score 


66 




31. .117, 33. .89, 


74. .133, 800 


..1012, 8 


03. .1003, 808. .1014, 




1107. .1211, 1111 


..1212, 1936. 


.2109, 1980. .2108 


Seq. No. 


X *J «J u u 




Seq. ID 


OJ991211_57.0228.C24 


Gene No. 


28831 




Strand 


+ 


O L. a. X L. 


1103 




End 


2110 


IN di Ll C 


OJ991211 57.0228 


.C24 .ol.tc 


Method 


TBLASTX: Cress 


O L. d X L, 


800 




End 


1212 


yj x 


none 




Score 


281 


F 1 von q 

ill 2\.\J L lo 


800. .1012, 802.. 


1014, 1104.. 1211, 1111 


. . 1212 


Cpn Mo 


13566 




Seq. ID 


OJ991211_57.0228.C24 


Gene No. 


28831 




Strand 


+ 


Start 


1103 




End 


2110 


IN amc 


OJ991211_57.0228 


.C24.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L 


854 




End 


2013 


\J X 


none 




Score 


259 


R von q 


854. .1012, 854.. 


1012, 856.. 1014, 1104. 


.1211, 1109. .1210, 




1111. .1212, 1936 


..2013, 1940. 


.2011, 1941. .2012 


Cnn Mo 
o . in vj . 


13566 




Seq. ID 


OJ991211_57.0228.C24 


Gene No . 


28831 




Strand 


+ 


Start 


1103-, 




End 


2110 


Name 


OJ991211 57.0228 


.C24 .ol .gp 


Method 


AAT/GAP 


Start 


1103 




End 


2110 


GI 


18962 2.R1084 




Score 


524 


Exons 


1103. .1209, 1942 


. .2110 






GI Descrip. 


'3746882 2.0e-16 


(AF086708) 26S proteasome subunit 11 [Homo 




sapiens] 1 








Seq. No. 


13566 




Seq. ID 


OJ991211_57.0228.C24 



14174 




Gene No. 


28831 




Strand 






JLal L 


1103 




FnH 


9110 




rvalue 


O.T991 91 1 S7 0298 P94 n9 






TRT.A^TX 'Prp<;c: 
J. OiinO 1 /\ . i. c o o 






19^16 — 

J. Z> J U 




FnH 


9109 




PT 


none 






9R0 






1 9^6 9109 1949 9079 


1 980 


■ t~ x \j o 






Seq. No. 


13567 




Seq. ID 


OJ991211_57.0228 


.C31 


Gene No. 


28832 




Strand 






O Lai L 


486 

*i O U 




FnH 


98 6 

^ O \J 






O.TQ91 91 1 S7 0998 r^l ol 


, i_ xti 


l ie: i_ iiuu 


1 OJ-irlO 1 /\ . Lid XZ.tr 




rl - 

O L. Ct ± L. 


o ~ 




FnH 


77 6 






n on o 






888 
o o o 




Hi A i 1 0 


9 77 S *3 776 










Seq. No. 


13567 




Seq. ID 


OJ991211_57.0228 


.C31 


Gene No. 


28832 




Strand 






O Lai. L 


486 




End 


986 

Z? O \J 






O.T991 91 1 S7 0998 P^l nl 


. L. W 


Mot" hnrl 


TRT.A9TY * Whppl- 

1 D-UrtO 1A ( Wiled L 




JLai L 


9 ~ 




FnH 

Hi! 1U 


^67 




PT 

w X 


n on o 
nunc 






1 98 
x c. o 




IT von Q 


2 ^67 6 9?9 8 ^7 










Seq. No. 


13567 




Seq. ID 


OJ991211_57.0228 


.C31 


Gene No. 


28832 




Strand 






O L. cix i_ 


4 8 6 




FnH 


98 6 

_7 O O 




Name 


D.TQQ1 911 R7 0 9 78 P**1 ol 


• L o 


KAj-t 4- W /~\o 






Of a v-f- 


o — 




FnH 

Lil 1U 


698 






none 




Score 


R00 






9 698 6 696 










Seq. No. 


13567 




Seq. ID 


OJ991211_57.0228 


.C31 


Gene No. 


28832 




Strand 






Start 


486 




End 


986 




Name 


O.T991911 S7 0998 P^l n9 


> L. 


Mcif h oH 

Li C LiiUU 


1 DLnu 1 /\ . ^x coo 




Start 


2 _ 




FnH 


1 96 
x u 




GI 


none 




^ OO T*^ 


1 08 




i_l *\ ^> -l I o 


2 196 6 188 










o tr 14 . ln vj . 


1 ^67 

X J J O f 






DTQQ1911 ^7 0998 


1 


Gene No. 


28832 




Strand 






Start 


486 




End 


986 




Name 


OJ991211 57 0228 P31 ol 




Mot" h oH 

L ic LI 1UU 






JLCtl L 


20^ _ 
^. \j j 




FnH 


67 Q 




\J X 


n on o 




S core 








20^ "310 907 981 996 


^1 9 


^69 S08 


^66 SO 6 419 


S7 ^ 




468 677 S06 67Q 










Seq. No. 


13567 




Seq. ID 


OJ991211_57.0228 


.C31 


Gene No. 


28832 




Strand 






Start 


486 




End 


986 




Name 


OJ991211 57.0228.C31.ol. 




Method 


AAT/GAP 




Start 


486 




End 


986 




GI 


none 




Score 


887 




Exons 


486. . 986 










Seq. No. 


13568 




Seq. ID 


OJ991211_57.0228 


.C32 



14175 



Gene No. 28833 Strand - - 

Start 7513 End 7954 

Name OJ991211_57 . 0228 . C32 . ol . gp Method AAT/GAP 

Start 7513 End 7954 

GI uC-osflM202092b08bl Score 831 

Exons 7513.. 7954 

GI Descrip. 1 118048/sp I.P07888 | CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol—plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13568 
28834 
10387 

OJ991211_57.0228.C32.o4 .tw 

5000 

none 



Seq. ID OJ991211_57.0228.C32 



Strand 
End 

Method 

End 

Score 



10891 

TBLASTX: Wheat 

5181 

227 



5000. .5149, 5000. .5149, 5107. .5181, 5129. .5179, 5130. .5180 



Seq. No. 13568 

Gene No. 28834 

Start 10387 

U Name OJ991211__57 . 0228 . C32 . o2 . 

□ Start 5036 

[fl GI none 

?\] Exons 5036.. 5107, 5041.. 5103, 
5142.. 5420, 5143.. 5424, 

H '. 5426.. 5554, 5427.. 5555, 

Ul 5557.. 5613, 5561.. 5614 



tc 



5110, 
5147, 
5427. 



Seq. ID OJ991211_57.0228.C32 
Strand 

End 10891 
Method TBLASTX : Cress 
End 5614 
Score 59 

.5139, 5111. .5143, 5138. .5419, 
.5419, 5155. .5421, 5425. .5553, 
.5558, 5556.. 5612, 5556.. 5612, 



Q 

□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13568 
28834 
10387 

OJ991211_57 . 0228 . C32 . o5 . tm 

5042 

none 

5042. .5083, 5042. .5086, "5086. 
5125. .5193, 5141. .5194, 5147. 

13568 
28834 
10387 

OJ991211_57.0228.C32.ol.tw 

5259 

none 

5259. .5699, 5275. .5700 



Seq. ID OJ991211_57.0228.C32 
Strand 

End 10891 

Method TBLASTX : Mai ze 

End 5194 

Score 79 

.5139, 5086.. 5139, 5087..5146-, 
.5194 

Seq. ID OJ991211_57.0228.C32 
Strand 

End 10891 

Method TBLASTX : Wheat 

End 5700 

Score 640 



Seq. No. 13568 

Gene No. 28834 

Start 10387 

Name OJ991211_57 . 0228 . C32 . o2 . tm 

Start 5653 

GI none 

Exons 5653.. 5721, 
5721. .5936 



Seq. ID OJ991211_57.0228.C32 
Strand 

End 10891 

Method TBLASTX : Mai ze 

End 5936 

Score 110 
5654.. 5719, 5655.. 5720, 5682.. 5936, 5693.. 5935, 



14176 




Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 


0228 


. C32 . o3 , 


. tc 


Method 


TBLASTX: Cress 


Start 


5653 _ 








End 


5990 


GI 


none 








Score 


68 


Exons 


5653 5706, 


5655 


. . 5705, 


5745 , 


. .5987, 5745. .5990 


Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 


0228 


» \^ *J £* . \J »J < 


tw 


Method 


TBLASTX: Wheat 


Start 


6809 _ 








End 


7136 


GI 


none 








Score 


473 


J_r \J 1 1 J 


6809 7129 


6809 . 


7129, 


6873 . 


, .7136 




Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 


0228 . 


. C32 . ol , 


t s 


Method 


TBLASTX : Soybean 


Start 


6914 ~~ 








End 


8450 


GI 


none 








Score 


1230 


P, von s 


6914 7897 


6915 , 


7898, 


7695 . 


.7904, 8125. .8430, -8133. .8450 


t~j \-4 . INV • 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 


0228 . 


,C32.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6954 _ 








End 


8220 


GI 


none 








Score 


80 


Exons 


6954 7004. 


6956. 


. .7012, 


6956. 


.7012, 7109. .7897, 7118. .7918, 




7695 7904, 


8140 . 


8220, 


8148 . 


.8219 




Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 

Vu/l^ _y x. x. x. f . 


0228 . 


, C32 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7255 ~ 








End 


7371 


GI 


none 








Score 


187 


Exons 


7255 7371, 


7256 . 


.7369 








Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57 


0228 . 


-J C * V-J TI . 


tm 


Method 


TBLASTX: Maize 


Start 


7428 ~~ 








End 


7596 


GI 


none 








Score 


278 


Exons 


7428 7595 


7429 . 


. 7596, 


7430 . 


.7594 




Seq. No. 


13568 








Seq. ID 


OJ991211_57.0228.C32 


Gene No. 


28834 








Strand 




Start 


10387 








End 


10891 


Name 


OJ991211 57. 


0228. 


C32.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7597 








End 


8077 


GI 


none 








Score 


640 


Exons 


7597. .8037, 


7598. 


.8041, 


7695. 


.8042, 8031. .8075, 8039. .8077 



14177 



Seq. No. 13568 Seq. ID 

Gene No. 28834 Strand 

Start 10387 End 

Name " OJ991211_57 . 0228 .C32 . o2 . tw Method 

Start 7703 End 

GI none Score 
Exons 



OJ991211_57.0228.C32 
10891 

TBLASTX: Wheat 

8129 

195 



7703. .7828, 7704. .7823, 7706. .7825, 7830. .7931, 7831. .8043, 
7832.. 8023, 7861.. 8025, 7958.. 8083, 7979.. 8098, 8028.. 8099, 
8089.. 8127, 8093.. 8128, 8103.. 8129 





Seq. No. 


13568 




Seq. ID 


OJ991211_57.0228.C32 




Gene No. 


28834 




Strand 






Start 


10387 




End 


10891 




Name 


OJ991211 57.0228.C32, 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


8221 




End 


8438 




GI 


none 




Score 


155 




Exons 


8221. .8436, 8223. .8438 








Sea. No 


13568 




Seq. ID 


OJ991211_57.0228.C32 




Gene No. 


28834 




Strand 






Start 


10387 




End 


10891 




Name 


OJ991211 57.0228.C32. 


>o2.gp 


Method 


AAT/GAP 


•s sf 


Start 


10387 




End 


10891 


, CI 

w 


GI 


25929 1.R1084 




Score 


958 


i;fi 


Exons 


10387. . 10891 










GI Descrip. 


'2829911 1.0e-108 (AC002291) 


' Unknown protein [Arabidopsis 


m 

.s si 




thaliana] ' 








Uf 


Seq. No. 


13568 




Seq. ID 


OJ991211_57.0228.C32 




Gene No. 


28834 




Strand 




: ! i 


Start 


10387 




End 


10891 


t ST 


Name 


OJ991211 57.0228.C32. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10587 




End 


10874 


O 


GI 


none 




Score 


136 




Exons 


10587. . 10793, 10590., 


.10724, 


10591. . 10785, 10685. .10792, 


;t:; 




10715. .10750, 10833.. 


.10874 






. = : 

'":s 1 t 


Seq. No. 


13568 




Seq. ID 


OJ991211_57.0228.C32 




Gene No. 


28834 




Strand 




□ 


Start 


10387 




End 


10891 




Name 


OJ991211 57.0228.C32. 


,o2 . ts 


Method 


TBLASTX: Soybean 




Start 


10623 




End 


10793 




GI 


none 




Score 


195 




Exons 


10623. .10793, 10624.. 


.10785 







Seq. No. ' 


13568 




Seq. ID 


OJ991211_57.0228 


.C32 


Gene No. 


28834 




Strand 






Start 


10387 




End 


10891 




Name 


OJ991211 57.0228.C32. 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10623 




End 


10793 




GI 


none 




Score 


111 




Exons 


10623. .10793, 10642.. 


.10785 








Seq. No. 


13569 




Seq. ID 


OJ991211_57.0228 


.C33 


Gene No. 


28835 




Strand 






Start 


360 




End 


3328 




Name 


OJ991211 57.0228.C33. 


.ol.ts 


Method 


TBLASTX: Soybean 





14178 






Start 


355 


End 


2037 






GI 


none 


Score 


77 






Exons 


355. .507, 356. .487, 357. .488, 


361. .498 


, 361. .513, 362.. 


505, 






370. .498, 415. .501, 542. .703, 


566. .904 


, 567. .914, 573.. 


917, 






755.. 916, 1897.. 1986, 1969.. 2037 








Seq. No. 


13569 


Seq. ID 


OJ991211_57.0228 


.C33 




Gene No. 


28835. 


Strand 








Start 


3~60 


End 


3328 






Name 


OJ991211 57.0228.C33.ol.gp 


Method 


AAT/GAP 






Start 


360 


End 


3328 






GI 


25929 1.R1084 


Score 


1715 






Exons 


360. .501, 567. .915, 1898. .2202, 3222.. 


3328 






GI Descrip. 


'2829911 1.0e-108 (AC002291) 


Unknown protein [Arabidopsis 






thaliana] ' 










Seq. No. 


13569 


Seq. ID 


OJ991211_57.0228 


.C33 




Gene No. 


28835 


Strand 








Start 


360 


End 


3328 






Name 


OJ991211 57.0228.C33.ol.tm 


Method 


TBLASTX: Maize 






Start 


370 


End 


2008 






GI 


none 


Score 


111 




rl 


Exons 


370. .507, 373. .507, 394. .507, 


398. .505 


, 553.. 636, 567.: 


914, 






576. .917, 661. .915, 1895. .2008, 1895.. 


1990, 1897.. 2007 




in 

:: ; • 


Seq. No. 


13569 


Seq. ID 


OJ991211_57.0228 


.C33 


i ;: 
\ =f 


Gene No. 


28836 


Strand 








Start 


7883 


End 


8592 




Ul 


Name 


OJ991211 57.0228.C33.o2.tm 


Method 


TBLASTX: Maize 




: B i 


Start 


7883 


End 


8592 






GI 


none 


Score 


38 




m 


Exons 


7883. .7909, 8010. .8156, 8011. 


.8151, 8022.. 8156, 8249.. 8539, 


i' = i 




8260. .8592 








•t cr 

M' 


Seq.. No. 


13569 


Seq. ID 


OJ991211_57.0228 


.C33 


Gene No. 


28836 


Strand 








Start 


7883 ' ' 


End 


8592" 






Name 


OJ991211 57.0228.C33.o2.ts 


Method 


TBLASTX : Soybean 




a 


Start 


8025 


End 


8572 




n 


GI 


none 


Score 


143 






Exons 


8025.. 8072, 8082.. 8156, 8263. 


.8571, 8276.. 8572 






Seq. No. 


13569 


Seq. ID 


OJ991211_57.022'8 


.C33 




Gene No. 


28836 


Strand 








Start 


7883 


End 


8592 






Name 


OJ991211 57.0228.C33.ol.tc 


Method 


TBLASTX: Cress 






Start 


8076 


End 


8559 






GI 


none 


Score 


134 






Exons 


8076. .8171, 8257. .8559, 8285. 


.8533 








Seq. No. 


13569 


Seq. ID 


OJ991211_57.0228 


.C33 




Gene No. 


28836 


Strand 








Start 


7883 


End 


8592 






Name 


OJ991211 57.0228.C33.ol.tw 


Method 


TBLASTX: Wheat 






Start 


8082 


End 


8503 






GI 


none 


Score 


120 






Exons 


8082. .8159, 8248. .8502, 8258. 


.8503 







14179 



Seq. No. 


13569 




Seq. ID 


OJ991211_57 . 0228 . C33 


Gene No. 


28837 




Strand 




Start 


12334 




End 


15191 


Name 


OJ991211 57.0228.C33.o2 


-tc 


Method 


TBLASTX: Cress 


Start 


12334 




End 


15191 


GI 


none 




Score 


97 


Exons 


12334. .12426, 14823 .. 14 94 8 , 14 831 14 950, 15021 .. 15191 , 




15032. .15157 








- 

Seq. No. 


13570 




Seq. ID 


OJ991211__57.0228.C37 


Gene No. 


28838 




Strand 


+ 


Start 


2259 




End 


2440 


Name 


OJ991211 57.0228.C37.ol 


. gp 


Method 


AAT/GAP 


Start 


2259 




End 


2440 


GI 


2280887 




Score 


307 


Exons 


2259. .2440 








Seq. No. 


13570 




Seq. ID 


OJ991211_57.0228.C37 


Gene No. 


28839 




Strand 




Start 


2589 




End 


5632 


Name 


OJ991211 57.0228.C37.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


578 




End 


1065 


GI 


none 




Score 


69 


Exons 


578. .649, 585. .656, 588, 


. . 656, 


659. .709, 666. .704, 711. .791, 




714.. 791, 871.. 1050, 88* 


3. . 1064 


I , 889..: 


1065 


Seq. No. 


13570 




Seq. ID 


OJ991211_57.0228.C37 


Gene No. 


28839 




Strand 




Start 


2589 




End 


5632 


Name 


OJ991211 57.0228.C37.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


1420 




End 


1830 


GI 


none 




Score 


70 


Exons 


1420. .1476, 1421. .1477, 


1481. . 


1528, 1< 


489. .1530, 1617. .1673, 




1710. .1829, 1711. .1830 








Seq. No. 


13570 




Seq. ID 


OJ991211_57.0228.C37 


Gene No. 


28839 




Strand 




Start 


2589 




End 


5632 


Name 


OJ991211 57.0228.C37.o2, 


.gp 


Method 


AAT/GAP 


Start 


2589 




End 


3661 


GI 


12151 2.R1084 




Score 


1773 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2589. .3479, 3609. .3661 
' 487298/dbj | D29997 | RICEN265 
sequence f 

13570 
28839 
2589 

OJ991211_57. 0*228. C37.o2.tc 
2651 
none 

2651. .2731, 3271. .3399, 3275. .3394 



0.0e+00 Rice mRNA EN26, partial 



Seq. ID 
Strand 
End 

Method 
End 
Score 



13570 
28839 
2589 



Seq. ID 

Strand 

End 



OJ991211_57.0228.C37 
5632 

TBLASTX: Cress 

3399 

112 



OJ991211 57.0228.C37 



5632 



14180 




Name 


OJ991211 57 


.0228 . 


C37 .o2 


. tm 


Method 


TBLASTX : Maize 


Start 


2651 








End 


5632 


GI 


none 








Score 


103 


Exons 


2651. .2725, 


2652. 


.2726, 


3212. 


.3394, 3271.. 3399, 3641. .3838, 




3642. . 3806, 


3813. 


.3920, 


3815. 


.3925, 3815. .3919, 4814. .4936, 




4816. .4911, 


4823. 


.4912, 


5575. 


.5631, 5591.. 5632 


Seq. No. 


13570 








Seq. ID 


OJ991211_57.0228.C37 


Gene No. 


28839 








Strand 




Start 


2589 








End 


5632 


Name 


OJ991211 57 


. 0228. 


C37.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3641 








End 


4915 


GI 


none 








Score 


230 


Exons 


3641. .3919, 


3642. 


. 3920, 


4814 . 


.4915, 4816.. 4911 


Seq. No. 


13570 








Seq. ID. 


OJ991211_57.0228.C37 


Gene No. 


28839 








Strand 




Start 


2589 








End 


5632 


Name 


OJ991211 57, 


. 0228. 


C37 .ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3644 








End 


4914 


GI 


none 








Score 


240 


Exons 


3644 . . 3919, 


3645. 


.3920, 


3821. 


.3925, 4814. .4909, 4816. .4914 


Seq. No.. 


13571 






- 


Seq. ID 


OJ991211_57.0228.C38 


Gene No. 


28840 








Strand 




Start 


5792 








End 


7276 


Name 


OJ991211 57, 


. 0228. 


C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5792 








End 


7276 


GI 


none 








Score 


50 


Exons 


5792 . . 5866, 


5873. 


. 6100, 


5873. 


.5923, 5996. .6133, 6140. .6199, 




6365. . 6739, 


6385. 


. 6693, 


7139. 


.7276, 7147. .7245 


Seq. No. 


13571 








Seq. ID 


OJ991211_57.0228.C38 


Gene No. 


28840 








Strand 




Start 


5792 








End 


7276 


Name 


OJ991211 57, 


.0228. 


C38.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


6365 








End 


6739 


GI 


.none 








Score 


'284 


Exons 


6365. . 6739 












Seq. No. 


13571 








Seq. ID 


OJ991211_57.0228.C38 


Gene No-. 


28840 








Strand 




Start 


5792 








End 


7276 


Name 


OJ991211 57, 


,0228. 


C38.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


6470 








End 


7276 


GI 


none 








Score 


215 


Exons 


6470. . 6739, 


7139. 


.7276, 


7144 . 


.7242 




Seq. No. 


13572. 








Seq. ID 


OJ991,211_57. 0228.C39 


Gene No. 


28841 








Strand 


+ 


Start 


12404 








End 


13686 


Name 


OJ991211 57. 


0228. 


C39.o5, 


• gp 


Method 


AAT/GAP 


Start 


12404 








End 


13686 


GI 


uC-osflM202123g02bl 




Score 


794 


Exons 


12404. .12453, 13139 .. 13297 , 13471. .136 


86 


GI Descrip. 


1 6094303/sp| 


P567 07 | SMTA_ 


_ASTBI 


1.0e-22 


SELENOCYSTEINE 



METH YLTRANS FERASE ( SECYS-METHYLTRANSFERASE) (SECYS-MT) 



14181 



>gi_400684 8_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] 1 

Seq. No. 13572 Seq. ID OJ991211_57 . 0228 . C39 

Gene No. 28842 Strand 

Start 2479 End 2816 

Name OJ991211_57 . 0228 . C39 . ol . gp Method AAT/GAP 

Start 2479 End 2816 

GI ■ 487298 Score 543 

Exons 2479.. 2816 

GI Descrip. 4 87298/dbj | D29997 | RICEN265 0.0e+00 Rice mRNA EN26, partial 
sequence 

Seq. No. 13572 Seq. ID OJ991211_57 . 0228 . C39 

Gene No. 28843 Strand 

Start 3377 End 3844 

Name OJ991211_57 . 0228 . C39 . o2 . gp Method AAT/GAP 

Start 3377 End 3844 

GI 52838_1.R1084 Score 902 

Exons 3377.. 3844 

GI Descrip. ■ 3355632/emb | CAA0734 9 | 2.0e-27 (AJ006957) stearoyl-acyl carrier 
protein desaturase [Linum usitatissimum] 1 



Seq. No. 13572 
Gene No. 28844 
Start 9933 

Name OJ991211_57 . 0228 . C39 . o2 . tm 

Start _ 167 
GI none 
Exons 167 . .36 

611. .78 

856. .1182, 920. 
1418. .1549 



7, 176. .400, 179. .400, 
1, 611. .889, 662. .844, 



Seq. ID 
'Strand 
End 

Method 
End 
Score 
290 
695 



OJ991211 57.0228.C39 



10246 

TBLASTX: Maize 
1549 
141 

493, 332. .493, 506. .607, 
1081, 782. .1132, 791. .1183, 



1057, 1085. .1291, 1144. .1368, 1193. .1369, 



Seq. No. 13572 Seq. ID 

Gene No. 28844 Strand 

Start 9933 - End 

Name OJ991211_57 . 0228 . C39 . o2 . tc Method 

Start 176 End 

GI none Score 

Exons 176. .493,' 176. .418, 223. .306, 332. .499, 503. 

524. .685, 542. .1084, 602. .778, 634. .813, 665 
791. .889, 863. .1072, 925. .1083, 1097. .1183 



OJ991211 57.0228.C39 



10246 

TBLASTX: Cress 
1183 
137 

592, 506.. 
.808, 776. 



691, 
.1081, 



Seq. No. 13572 

Gene No. 28844 

Start 9933 

Name OJ991211_57 . 0228 . C39 . ol . tw 

Start 179 

GI none 

Exons 179.. 340, 225.. 299, 229.. 300, 
533.-625, 542. .676, 599. .718, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 57.0228.C39 



10246 

TBLASTX: Wheat ' 
1189 
80 

257. .400, 350. .493, 507. .575, 
634. .1020, 638. .1021, 938. .1189 



Seq. No. 13572 Seq. ID 

Gene No. 28844 Strand 

Start 9933 End 

Name OJ991211 57 . 0228 . C39 . o3 . ts Method 



OJ991211_57.0228.C39 
10246 

TBLASTX: Soybean 



14182 




OLdl L 


275 








End 


1315 


{IT 


none 








Score 


66 


Ej AvJI 1 o 


275. .400, 659. .877, 953 


..1315, 976. .1269 


Seq. No. 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 








Strand 




OLalL 


9933 








End 


10246 


Name 


OJ991211 57 


.0228, 


.C39.o5 


.tc ' 


Method 


TBLASTX: Cress 


OtdiL 


1211 








End 


1543 




none 








Score 


151 


Exons 


1911 1 


1 9 1 


1 ^69 


14 10. 


.1543, 1438. .1542 


o e q . in o . 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 








Strand 




Start 


9933 








End 


10246 


Name 


OJ991211 57 


.0228. 


.C39.ol 


.tm 


Method 


TBLASTX: Maize 


otdiL 


2558 








End 


3648 




none 








Score 


280 


Exons 


2558. .2590, 


2657. 


. .2707, 


2711. 


.3136, 2724. .3119, 3203. .3646, 




*5 o n C OOQ 
jlU J . . jD4o 












o e q . in o . 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 • 








Strand 




Start 


9933 








End 


10246 


Naine 


OJ991211 57 


.0228. 


.C39..ol 


.ts 


Method 


TBLASTX: Soybean 




2561 








End- 


3648 




none 








Score 


275 


Exons 


9 S 61 9 S QO 


9 ^7 


97 07 


971 1 
l / 11 . 


.3136, 2724. .3119, 3203. .3613, 




3205. .3618, 


3601. 


> .3648 








Seq. No. 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 








Strand 




O Lai L 


9933 








End 


10246 


Name 


OJ991211 57 


.0228. 


X39.ol 


. tc 


Method 


TBLASTX: Cress 


O L.QI L 


2657 








End 


3649 




none 








Score 


234 




2657. .2707, 


2711. 


. .3136, 


2724. 


.3119, 3203.. 3649, 3205.. 3648 


Seq. No. 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 








Strand 




u Lai L 


9933 








End 


10246 


Name 


OJ991211 57 


.0228. 


,C39.o2 


. tw 


Method 


TBLASTX: Wheat 


u Lai L 


2657 








End 


3010 


fl T 


none 








Score 


161 


Exons 


2657. .2707, 


2711. 


, .3010, 


2724. 


.3008, 2861. .3010 


Seq. No. 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28844 








Strand 




OUdl L 


9933 








End 


10246 


Name 


OJ991211 57 


.0228. 


,C39.o4 


• gp 


Method 


AAT/GAP 




9933 








End 


10246 


GI 


287036 








Score 


528 


Exons 


9933. .10246 












Seq. No. 


13572 








Seq. ID 


OJ991211_57.0228.C39 


Gene No. 


28845 








Strand 




Start 


11888 








End 


13754 



14183 



Name 


OJ991211 57.0228.C39 


■ \J£. . LO 


Mo \~ Vi ^H 






q +- -a v-t- 


11888 






FnH 






TT 


none 








S^9 






11888. 


.12280, 11905. 


. X C. £. -J £* 








Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228 


.C39 


Gene No. 


28845 






Strand 








11888 






Ej i 1 Li 


X _> / «J *i 






OJ991211 57.0228.C39 




Mo f" h Arl 


1 DLiriO 1 A . L id Ilc 






11894 






FnH 


1 91 66 
X £. X D D 




\J X 


none 






Score 


974 




pyrin c 


11894 . 


.12166, 11899. 


1 9 1 69 








Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228 


.C39 


Gene No. 


28845 






Strand 






Start 


11888 






End 


13754 






OJ991211 57.0228.C39 


. \JO • 


Method 


TBLASTX: Cress 




O L. a. X L. 


11900 






End 


13268 






none 






Score 


292 




Exon s 


11900. 


.12199, 11908. 


1 91 Q9 

. X c. X _7 £. r 


12326. .12433, 13146.. 13268 




Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228 


.C39 


Gene No. 


28845 






Strand 






o Lax L 


11888 






End 


13754 




Name 


OJ991211 57.0228.C39 


. Oj . tW 


Method 


TBLASTX: Wheat 




O Ldl L. 


12020 






End 


12430 




yj X 


none 






Score 


191 




IT YOri Q 
LAtJI lO 


12020. 


.12214, 12020. 


• x x u o , 


12248. .12310, 12386.. 12430 




Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228. 


■ C39 


Gene No. 


28845 






Strand 






JLcti L 


11888 






End 


13754 




Name 


OJ991211 57.0228.C39 


. Oj . tm 


Method 


TBLASTX : Maize 




c+- o r-f- 

OLdl L 


12203 






End 


12457 






none 






Score 


345 






12203. 


.12451, 12208. 


1 OAS? 


12247. .12453, 12272. .12457 






13572 






Seq. ID 


OJ991211_57.02^8, 




Gene No. 


28845 






Strand 






Start 


11888 






End 


13754 




Mam o 


OJ991211 57.0228.C39 


r\ A +- c 


Method 


TBLASTX: Soybean 






12401 






End 


13741 




vJ X 


none 






Score 


90 




Hj A vJ 1 1 0 


12401. 


.12454, 13127. 


1 ?9 Q7 
. X O Z> i f 


13128. . 13295, 134 66 . . 1374 1 , 






13469. 


.13720, 13564. 


1 ^7 "37 










13572 






Seq. ID 


OJ991211_57.0228. 




f"^OT"» o Kl /~\ 


28845 






Strand 






Start 


11888 






End 


13754 




Name 


OJ991211 57.0228.C39 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13128 






End 


13624 




GI 


none 






Score 


281 




Exons 


13128. 


.13295, 13129. 


.13296, 


13133. .13297, 13135. .13296, 






13136. 


.13297, 13383. 


.13397, 


134 61. .13622, 134 66. .13624, 






13469. 


.13624 










Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228, 


,C39 



14184 




Gene No. 


28845 






Strand 






Start 


11888 






End 


13754 




Name 


OJ991211 57.0228 


.C39 


. o4 . t c 


Method 


TBLASTX * Cress 




Start 


13475 






End 


13743 




GI 


none 






Score 


269 




F von q 


13475. .13738, 13489., 


. 13743 








Seq. No. 


13572 






Seq. ID 


OJ991211_57.0228. 


C39 


Gene No. 


28845 






Strand 






Start 


11888 






End 


13754 




Name 


OJ991211 57.0228 


.C39. 


.06. tm 


Method 


TBLASTX: Maize 




Start 


13624 






End 


13754 




GI 


none 






Score 


205 




Fx on s 


13624. .13749, 13625. , 


. 13750, 


13626. .13751, 13626. .13754 




Seq. No. 


13573 






Seq. ID 


OJ991211_57.0228. 


C40 


Gene No. 


28846 






Strand 


+ 




Start 


1659 






End 


2175 




Name 


OJ991211 57.0228 


.C40, 


( ol gp 


Method 


AAT/GAP 




Start 


1659 






End 


2175 




GI 


none 






Score 


955 




F von q 


1659 2175 












Sea No 


13573 






Seq. ID 


OJ991211_57.0228. 


C4 0 


Ronp No 

VJ W 11 ^ LiV * 


28847 






Strand 






Start 


10848 






End 


11420 




Name 


OJ991211 57.0228 


.C40. 


, o2 . gp 


Method 


AAT/GAP 




Start 


10848 






End 


11420 




GI 


31975 1.R1084 






Score 


1127 




F, von q 


10848. .11420 












V_J _1_ 1— / O J L * 


'3540195 1.0e-35 


(AC004260) 


Unknown protein [Arabidopsis 




thaliana] ' 












Sea No 


13573 






Seq. ID 


OJ991211_57.0228. 


C40 


Gene No . 


28848 






Strand 






Start 


12471 






End 


12919 




Name 


OJ991211 57.0228 


.C40. 


, o3 . gp 


Method 


AAT/GAP 




Start 


12471 






End 


12919 




GI 


2431484 






Score 


871 




Fx on q 


12471. . 12919 












VJ -L 1*/ w O w ^ -L ■ 


3540195 1.0e-35 


(AC004260) 


Unknown protein [Arabidopsis 






thaliana] 












Seq. No. 


13573 






Seq. ID 


OJ991211_57.0228. 


C40 


Gene No . 


28849 






Strand 






Start 


15325 






End 


15496 




Name 


OJ991211 57.0228 


.C40. 


, o4 . gp 


Method 


AAT/GAP 




Start 


15325 






End 


15496 




GI 


uC-osflM202062f05bl 




Score 


275 




E von q 

1—1 A vllu 


15325. .15496 












GI Descrip. 


'3540195 1.0e-35 


(AC004260) 


Unknown protein [Arabidopsis 






thaliana] 1 












Seq. No. 


13573 






Seq. ID 


OJ991211_57.0228. 


C40 


Gene No. 


28850 






Strand 






Start 


16020 






End 


16191 




Name 


OJ991211 57.0228 


.C40. 


o2. ts 


Method 


TBLASTX : Soybean 





14185 



Start 
GI 

Exons 



2316 End 6117 

none _ Score 14 4 

2316. .2492, 2369. .2473, 5440. .5649, 5443. .5688, 5710. .5817, 

5859. .5975, 5860. .5994, 6079. .6117 



Seq. No. 13573 

Gene No. 28850 

Start" 16020 

Name OJ991211_57 . 0228 . C40 . o3 . tm 

Start 5430 

GI none 
Exons 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX: Maize 

End 6159 

Score 130 



5430. .5513, 5431. .5571, 5521. .5940, 5521. .5649, 5586. .5939, 
5701. .5940, 5935. .5997, 5937. .5975, 6043. .6126, 6050. .6157, 
6052. .6159, 6054. .6131 



Seq. No. 13573 

Gene No. 28850 

Start 16020 

Name OJ991211_57 . 0228 . C40 . o2 . tc 

Start 5439 

GI none 
Exons 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX : Cress 

End 6114 

Score 675 



5439.-5528, 5440. .5991, 5440. .5649, 5601. .5975, 6043. .6114 



Seq. No. 13573 

Gene No. 28850 
Start ■ 16020, 

Name OJ991211_57 . 0228 . C40 . o3 . tw 

Start 5485 

GI none 
Exons 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX: Wheat 

End 5933 

Score 199 

5485. .5694, 5485. .5649, 5586. .5696, 5710. .5814, 5719. .5787, 
5736. .5792, 5859. .5933, 5860. .5931 



Seq. No. 13573 

Gene No. 28850 

Start 16020 

Name OJ991211_57 . 0228 . C4 0 . ol . tm 

: Start 10870 

GI none 
Exons 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX ; Mai ze 

End 11783 

Score 4 9 



10870. .10902, 11002. .11073, 1 1070 .. 11783, 11128 .. 11781 , 
11295. .11783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13573 
28850 
16020 

OJ991211_57.0228.C40.o3.ts 

11166 

none 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX : Soybean 

End 11432 

Score 65 



11166. .11243, 11167. .11247, 11244 .. 11432 , 11245. .11430 



13573 
28850 
16020 

OJ991211_57.0228.C40.ol.tw 

11202 
none 



Seq. ID OJ991211_57.0228.C40 
Strand 

End 16191 

Method TBLASTX : Wheat 

End 11594 

Score 457 



11202. .11594, 11203. .11592, 11295. .11594 



14186 






o6<5 . NO . 


1 Jj / J 




Seq. ID 


OJ991211_57.0228 


p4 n 




Gene No. 


28850 




Strand 








Start 


16020 




End 


16191 






Name 


VJUyyiZll D 1 . U Z Z 0 . b*i U . 


Ol . L.C 


Method 


TBLASTX: Cress 








11 JO J 




End 


12017 






bl 


none 




Score 


54 








lljOJ. . 114 JJ/ llJ^l . . 


1 1 A "3 0 
114 jZ, 


11436. .11939, 11436. .11954, 








llOfiO. . 117JJ/ 11 JJJ . . 


1 Z U 1 J / 


11949. .12017 






Seq. No. 


13573 




Seq. ID 


OJ991211_57.0228 


.C40 




Gene No. 


28850 




Strand 








OLdlT. 


i £nOH 
1 OUZU 




End 


16191 






Name 


01 1 c:"7 HOOP HAC\ 


Ol . L.S 


Method 


TBLASTX : Soybean 






C+- -1 v.f 


1 1 A A R 




End 


11924 






p t 


none 




Score 


348 






Exons 


1 1 A A 1 1 Qi O i i ^/ic 

1 1 3 43 . . i i y iz , lififiD. . 


I 1 QOjI 

I I y z 4 , 


11545. .11922 






Seq. No. 


13573 




Seq. ID 


OJ991211_57.0228 


.C40 




Gene No. 


28850 




Strand 








o t arc 


1 DUtU 




End 


16191 






Name 


htqqi 01 1 ci'7 nooQ p/i n 
ujyyizxi o/.uzzo.bftu. 


o4 . tm 


Method 


TBLASTX: Maize 






o tar l 


I 1 7 Q "7 

I I / O / 




End 


12090 






P T 


none 




Score 


282 




\, z \ 
• ~\ 


Exons 


117Q7 1 ODfiQ i i Tp7 


1 OOQQ 

izucj y , 


11791. .12090, 11791. .12090 




; £ 


Seq. No. 


13573 




Seq. ID 


OJ991211_57 .0228 


.C40 


t'\ t 


Gene No. 


28850 




Strand 






I k? 
: s ?: 


otarc 


1 DUZU 




End 


16191 






Name 


ATQQ1 Ol 1 CI flOOQ P/I n 

ujyyizii o/.uzzo.b^u. 


^ O 4- T T 

oz . tw 


Method 


TBLASTX: Wheat 




:. Ls 


o tar l 


I 1 QQ7 

I I O O / 




End 


12084 




's s? 


p t 
bl 


none 




Score 


252 




! LI 


Exons 


1 1 QQ'7 *| OH Q A 1 1 QQQ 

lloo/..lZUofl, 1 1 o a y . . 


i on q ^ 

1ZU o o 








.5 CI 


Seq. No. 


13573 




Seq. ID 


OJ991211_57.0228 


.C40 


st 


Gene No. 


28850 




Strand 






"' %i 
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End 


16191 




|. 
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PiTQQIOII ^7 n09R Pdfi 
ujyyi^ii O / . UZ^O . L4U . 


04 . t S 


Method 


TBLASTX : Soybean 








1 1 y Z 0 




End 
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CI 
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bl 


none 
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Score 
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ri 
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Seq. ID 


OJ991211_57.0228 


P A Pi 
. bft U 




Gene No. 


28850 




Strand 








Start 


16020 




End 


16191 






Name 


DTQQ1 91 1 ^7 HOOft P4H 


OZ . LIU 


Method 


TBLASTX: Maize 






otart 


1 O "3 Q Q 




End 


12965 
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bl 


none 




Score 


265 
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oeq . 1NO . 
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Seq. ID 


OJ991211_57.0228 


P4 D 

.L4U 




Gene No. 


28850 




Strand 








Start 


16020 




End 


16191 






Name 


OJ991211 57.0228.C40. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


12603 




End 


12749 






GI 


none 




Score 


143 






Exons 


12603. . 12749, 12603. . 


12746, 


12617. . 12748 





14187 



Seq. No. 13573 

Gene No. 28850 

Start 16020 

Name OJ991211_57 . 0228 . C4 0 . o5 . tm 

Start 13191 

GI none 

Exons " 13191. .13400, 13195 .. 13347 , 13200 
15444. .15503 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211_57.0228.C40 
16191 

TBLASTX: Maize 

15503 

219 



13400, 15288. .15404, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



13573 Seq. ID 

28850 Strand 
16020 End 
OJ991211_57 . 0228 . C4 0 . o5 . gp Method 
16020 End 
uC-osflM202062f05bl Score 
16020. .16191 

'3540195 1.0e-35 (AC004260) 
thaliana] 1 

13574 Seq. ID 

28851 Strand 
2 End 
OJ991211_4 9.0228.Cl.ol.tc Method 
2 End 
none Score 
2. .166, 3. .167, 52. .171 



OJ991211_57.0228.C40 

16191 
AAT/GAP 
16191 
229 



Unknown protein [Arabidopsis 



OJ991211_49.0228.C1 
171 

TBLASTX: Cress 

171 

238 



13574 
28851 
2 

OJ991211_4 9.0228.Cl.ol. tm 

2 

none 

2. .166, 3. .164 

13574 
28851 
2 

OJ991211_4 9.0228.Cl.ol.ts 
2 

none 

2. .160, 3. .158 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method ' 

End 

Score 



13575 
28852 
1 

OJ991211_4 9 . 0228 . C2 . ol . tw 
1 

none 



OJ991211_49.0228.C1 
171 

TBLASTX: Maize 

166 

282 



OJ991211_49.0228.C1 
171 

TBLASTX: Soybean 

160 

227 



OJ991211 49. 0228. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..117, 1..117, 64. .156, 106. .156, 107. .157, 116. .157, 142. .210, 
155. .220, 162. .182, 168. .245, 168. .209, 170. .247, 172. .252, 
174. .236, 227. .283, 227. .283, 283. .339, 284. .340, 285. .341 



341 

TBLASTX: Wheat 

341 

145 



13576 
28853 
1 



Seq. ID 

Strand 

End 



OJ991211 49. 0228. C3 



737 



14188 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991211_4 9 . 0228 . C3 . ol . tm Method TBLASTX : Maize 

1 End 736 

none Score 1195 

1..732, 1..717, 359. .730, 671. .736, 684. .731 



13576 
28853 
1 

OJ991211_4 9.0228.C3.ol.ts 
2 

none 



Seq. ID OJ991211_49.0228.C3 

Strand 

End 737 

Method TBLASTX : Soybean 

End 7 35 

Score 55 



2. .37, 3. .38, 39. .161, 40. .219, 43.-222, 44. .220, 222. .266, 

222. .263, 223. .264, 225 .. 371, .258 356, 262. .357, 342. .440, 

343. .540, 358. .567, 473. .718, 502. .735, 508. .717, 512. .730, 
684. .731, 709. .732 



13576 
28853 
1 

OJ991211_4 9.0228.C3.ol.tc 

292 

none 



Seq. ID OJ991211_49.0228.C3 

Strand 

End 737 

Method TBLASTX : Cress 

End 737 

Score 358 



292. .609, 372. .440, 373. .621, 378. .617, 631. .717, 632. .718, 
635. .730, 637... 732, 708. .737 



13576 
28853 
1 

OJ991211_4 9.0228 .C3.ol .tw 
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none 

324. .440, 325. .630, 325. .630 



Seq. ID OJ991211_49.0228.C3 

Strand 

End 737 

Method TBLASTX : Wheat 

End 630 

Score 514 
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1 

OJ991211_4 9. 0228 .C4 .ol.gp 
1 

688_1.R1084 
1. .479 

'226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 



Seq. ID OJ991211_49.0228.C4 
Strand + 

916 

AAT/GAP 
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End 

Method 

End 

Score 



Seq. ID OJ991211_49.0228.C4 

Strand + 

End 916 

Method TBLASTX : Soybean 

End 596 

Score 64 

1..90, 2. .46, 32. .238, 42. .230, 46. .237, 207. .353, 223. .357, 
228. .350, 232. .360, 336. .596, 352. .594 
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1 

OJ991211_4 9. 0228.C4 .ol.ts 
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Gene No. 28854 

Start 1 
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Start 1 



Seq. ID OJ991211_49.0228.C4 

Strand + 
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Method • TBLASTX : Cress 
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none Score 56 

1..45, 1..45, 2. .46, 3. .47, 32. .235, 42. .236, 43. .237, 233. .307, 
233. .346, 234. .344, 235. .345 
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13578 Seq. ID OJ991211_4 9 . 0228 . C5 

28855 Strand 

1 End 109 

OJ991211_4 9 . 0228 . C5 . ol . gp Method AAT/GAP 

1 End 109 

24 570_1.R1084 Score 214 

1. .109 

1 131251/ sp | PI 2094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007__ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi__22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_22 64 06_prf 15 1 
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OJ991211_4 9.0228.C5.o2 . gp 
2553 

40596_1.R1084 
2553. .2821 

, 11957/emb|X15901|CHOSXX 1. 
genome 1 



Seq. ID 
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OJ991211_49.0228.C5 
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Oe-104 Rice complete chloroplast 
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End 

Method 

End 

Score 



OJ991211 49. 0228. C5 
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'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 
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barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 
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AAT/GAP 
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Gene No. 
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Strand 
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4741 








End 


5191 
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ts 


Method 


TBLASTX : Soybean 


Start 


1560 








End 


2105 



14191 
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none 

1560.. 1757, 1569.. 1736, 1574. 
1827. .1940, 1831. .1941, 1845. 
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.1750, 1764. .1838, 1771. .1824, 
.1970, 1974. .2105 



Seq. No. 

Gene No. 

Start 

Name 

Start 
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Gene No. 
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13578 
28858 
4741 

OJ991211_4 9.0228.C5.ol0.tm 

2164 

none 

2164. .2196, 2164. .2196, 2165. 
2221.. 2316, 2292.. 2318, 2292. 

13578 
28858 
4741 

OJ991211_4 9.0228.C5.o2.tc 

2293 

none 

2293.. 2343, 2298.. 2345, 2305. 
2348. .2392, 2358. .2393, 2477. 
2493. .2585, 2497. .2610, 2592. 
2689.-2832, 2691. .2840, 2691. 



OJ991211_49.0228.C5 
5191 

TBLASTX: Maize 

2397 

50 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2197, 2216.. 2305, 2217.. 2309, 
.2336, 2314.. 2397, 2316.. 2390 

Seq. ID OJ991211_49.0228.C5 
Strand 

End 5191 

Method TBLASTX : Cress 

End 2840 

Score 4 9 

.2346, 2347.. 2388, 2347.. 2385, 
.2569, 2486. .2569, 2487. .2573, 
.2636, 2661.. 2702, 2662.. 2700, 
.2831 



Seq. No. 13578 

Gene No. 28858 

Start 4741 

Name OJ99121 1_4 9 . 0228 . C5 . 6S. tm 

Start 2545 

GI none 

Exons 2545.. 2568, 2557.. 2634, 2565. 
2653. .2805 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_49.0228.C5 
5191 

TBLASTX :Maize 

2805 

122 



.2660, 2605. .2805, 2625. .2804, 



Seq. No. 13578 
Gene No. 28858 
Start 4741 

Name OJ991211_4 9 . 0228 . C5 . 08 . tm 

Start. 2806 
GI none 

Exons 2806.. 2847, 2807.. 2848, 2808. 

2900. .2938, 2903. .2941, 2914, 
2942. .3001, 3000. .3044, 3024, 
3071. .3130, 3127. .3180 



Seq. ID 
Strand 
End _ 
Method 
End 
Score 



OJ991211 49. 0228. C5 



5191 

TBLASTX: Maize 
3180 " 
68 

.2849, 2845. .2886, 2846. .2911, 
.2952, 2925.. 3002, 2926.. 3006, 
.3122, 3034.. 3129, 3035.. 3130, 
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Gene No. 
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Name 

Start 

GI 

Exons 



13578 
28858 
4741 

OJ991211 
3409 
none 
3409 
3619 
4124 
4252 
4393 



49.0228.C5.o3.ts 



3648, 
3717, 
4231, 
4290, 
4467, 



3410. 
3876. 
4125.' 
4300. 
4393. 



,3637, 
3923, 
.4232, 
,4362, 
,4482, 



Seq. ID OJ991211_49.0228.C5 
Strand 

End 5191 
Method TBLASTX : Soybean 
End 4531 
Score 251 
3433. .3639, 3610. .3681, 3615. .3707, 
3921. .3971, 3929. .3970, 3974. .4006, 
4145. .424 6, 424 9. .4287, 4251. .428 9, 
4309. .4362, 4337. .4396, 4351. .4401, 
4507. .4527, 4508. .4531 
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14192 




Gene No. 
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Strand 






Start 


4741 








End 
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OJ991211 49 
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Method 


TBLASTX : 
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Start 
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End 
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GI 


none 








Score 
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Strand 






Start 


4741 








End 


5191 
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OJ991211 49. 
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.C5.o2. 


tra 


Method 


TBLASTX: 


Maize 


Start 


4011 








End 


4640 




GI 


none 








Score 


100 




P. von «=? 


4011 4091 


4011 


. .4106, 


4012 . 


.4095, 4098.. 4241, 


4118 4285 




4151 4288. 


4165 . 


4299, 


4261 . 


.4539, 4273.. 4533, 


4287 4541 




4529 4561 


4562 , 


. . 4 612, 


4563 . 


.4595, 4590. .4637, 


4596 4640 


Sea No 


13578 








Seq. ID 


OJ991211 


49 0228 C5 


Gene No. 


28858 








Strand 






Start 


4741 








End 


5191 




Name 


OJ991211 49. 


0228, 


,C5.o4 . 


gp 


Method 


AAT/GAP 




Start 


4741 








End 


5191 




GI 


uC-osflcyp08 6a01bl 




Score 


902 






4741. .5191 
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complete 
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genome 1 
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Cpna Mo 
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Strand 






Start 


5711 








End 
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Name 


OJ991211 49. 


0228. 


,C5.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


5711 








End 


6276 




GI 


none 








Score 


198 




Exons 


5711. .5839, 


5718. 


. .5864, 


5719. 


.5868, 5856. . 6170, 


5857 6171 




5862. .6170, 


5984 . 


. . 6175, 


6174. 


.6239, 6175. .6237, 


6177 6239 




6225. .6275, 


6225. 


. .6275, 


6238. 


.6276, 6241. .6276 




Seq. No. 


13578 








Seq. ID 


OJ991211 


_49.0228.C5 


Gene No. 


28859 








Strand 






Start 


5711 








End 


6758 




Name 


OJ991211 49. 


0228, 


.C5.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5747 








End 


6020 




GI 


none 








Score 


391 




Exon s 

1_J *\ \-/ 1 1 o 


5747. .6019, 


5748, 


, .6020 










Sea No 
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Seq. ID 


OJ991211 
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Gene No. 


28859 








Strand 






Start 


5711 








End 


6758 




Name 


OJ991211 49. 


0228. 


.C5.o5. 


ts- 


'■Method 


TBLASTX: 




Start 


5889 








End 


6758 




CT 
O J- 


none 








Score 


279 




Exons 


5889. .6140, ' 


5918. 


, . 6124, 


6492. 


. 6620, 6493. . 6618, 


6494. .6622, 




6663. .6758 














Seq. No. 


13578 








Seq. ID 


OJ991211 


_49.0228.C5 


Gene No. 


28859 








Strand 






Start 


5711 








End 


6758 
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SQ1 S 








PT 
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6^4 ft 
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64 7ft _ 








P T 


none 








Exons 


647ft 6691 


64 Q1 


66*34 
. . ODJ1 / 


64 Q1 
D fi zf X • 


cpn Kfn 
O t: . LN KJ . 


1 ?S7ft 








Gene No. 


28860 








Start 


• 6830 








Name 


OJ991211 49. 


0228. 


.C5.o4 . 


tm 


Start 


6830 








GI 


none 








Exons 


6830. .6895, 


6831. 


. .6896, 


6832. 



6886. 
7014 . 
7161.. 7241, 7163. 



6960, 6887. 
7136, 7092. 



.6991, 6966. 
.7154, 7092. 
.7258, 7163. 



Method TBLASTX : Cress 
End 6147 
Score 237 



Seq. ID OJ991211_49.0228.C5 
Strand 

End 6758 

Method TBLASTX : Mai ze 

End 6485 

Score 90 

.6346, 6337. .6393, 6347. .6412, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_49.0228.C5 
6758 

TBLASTX: Cress 

6758 

215 



Seq. ID OJ991211_49.0228.C5 
Strand 

End '* 7500 

Method TBLASTX : Maize 

End 7258 

Score 95 

.6897, 6881. .6940, 6882. .6938, 
.6995, 6996. .7112, 6997. .7134, 
.7154, 7093. .7155, 7161. .7256, 
.7258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13578 
28860 
6830 
OJ9912 
6935 
none 
6935. . 
6997. . 
7080. . 
7271. . 



OJ991211 49. 0228. C5 



11 49.0228.C5.o3.tw 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6994, 6966. .6995, 6984. .7076, 6989. .7075, 6997. .7077, 
7080, 7051. .7122, 7069. .7110, 7071. .7160, 7071. .7121, 
7154, 7096. .7167, 7159. .7284, 7161. .7274, 7253.-7447, 
7411, 7300. .7422, 7371. .7457, 7416. .7490, 7417. .7485 



7500 

TBLASTX: Wheat 

7490 

57 



Seq. No. 13578 Seq. ID 

Gene No. 28860 Strand 

Start 6830 End 

Name OJ9912 1 1_4 9 . 0228 . C5 . o7 . tm Method 

Start 7260 - End 

GI none Score 
Exons 



OJ991211_49.0228.C5 
7500 

TBLASTX: Maize 

7500 

181 



7260. .7397, 7271. .7396, 7271. .7399, 7401. .7445, 7404. .7457, 
7406. .7447, 7435. .7500, 7437. .7490 



Seq. No. 13578 Seq. ID 

Gene No. 28861 Strand 

Start 7491 End 

Name OJ991211 49 . 0228 . C5 . o5 . tw Method 



OJ991211_49.0228.C5 
7805 

TBLASTX: Wheat 



14194 



Start 
GI 

Exons 



7491 End 7805 

none Score 4 4 

7491. .7523, 7494. .7541, 7499. .7540, 7513. .7542, 7533. .7589, 

7543. .7590, 7547. .7591, 7548. .7592, 7579. .7605, 7583. .7618, 

7584. .7619, 7590. .7697, 7591. .7719, 7650. .7712, 7714. .7731, 

7742. .7792, 7743. .7793, 7749. .7805 



Seq. No. 13579 - 

Gene No. 28862 

Start 118 

Name OJ991211_4 9 . 0228 . C6 . ol . gp 

Start 118 

GI 2231_2.R1084 

Exons 118. .575 

GI Descrip. 1 11957/emb | X15901 | CHOSXX 1. 
genome 1 



Seq. ID OJ991211_49.0228.C6 

Strand + 

End 575 

Method AAT/GAP 

End 575 

Score 844 

0e-145 Rice complete chloroplast 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13579 Seq. ID OJ991211_4 9 . 0228 . C6 

28863 Strand + 

671 End 1558 

OJ99121 1_4 9 . 0228 . C6 . o2 . gp Method AAT/GAP 

671 End 1558 

7587_1.R1084 Score 1666 

671. .1558 

1 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOS YSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN)' (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] 1 



13579 
28864 
1665 

OJ991211_4 9. 0228.C6.o3.gp 

1665 

5607533 

1665. .1994 

11957/emb 1X15901 | CHOSXX 1, 
genome 

13579 
28865 
2725 

OJ991211_4 9.0228.C6.o5.gp 
2725 

306_9.R1084 
2725. .2899 

' 287391/dbj | D13111 | RICMT15 
rpoB pseudogene • 

13579 
28866 
1876 

OJ991211_4 9.0228.C6.ol.tc 
1 

none 



Seq. ID OJ991211_49.0228.C6 

Strand + 

End 1994 

Method AAT/GAP 

End 1994 

Score 485 



Oe-145 Rice complete chloroplast 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_ 
+ 

2899 
AAT/GAP 
2899 
238 



49. 0228. C6 



1.0e-178 Oryza sativa mitochondrial 



Seq. ID OJ991211_49.0228.C6 



Strand 
End 

Method 

End 

Score 



2334 

TBLASTX: Cress 

1481 

878 



1..807, 2. .466, 313. .909, 317. .901, 515. .1198, 522. .1199, 



14195 




958. .1215, 974. .1216, 1189. .1410, 1199. .1411, 1199. .1411, 
1200. .1415, 1452. .1481 



Seq. No. 


13579 


Seq. ID 


OJ991211_49.0228. 


C6 


f!pnQ No 


28866 


Strand 






o L ai L 


1876 


End 


2334 




Name 


OJ991211 49.0228.C6.ol.ts 


Method 


TRT.ASTX • ^nvhpan 

I oiinJ i. /\ • jijyjJCuii 




0 4- -a t 1" 
O Lai L 


1 


End 


14 4 4 






none 


Score 


909 






1..804, 2. .895, 2. .466, 300.. 


467, 313. 


909 507 1193 






515. .1198, 522. .1199, 958. .1212, 968.. 


1213, 1189.. 1407, 






1197. .1412, 1199. .1444, 1199. 


. 1426 






O C V-J • LN ^ . 


i j j / ^ 


OC^ • 11/ 


OJ991211 49 0228 


C6 


flonp Mo 


9ft ft fifi 


Cf nH 
OLI ai lu 






o Lai L 


1 ft 7 

I O / D 


FnH 

EjI 1U 


2334 




Name 


O.TQQ1 91 1 4Q 099ft Pfi o9 i~m 


Mpf H oH 

L iC L 1 1L>L1 


TRT.A9TX * Ma i 7P 




O Lai L 


19 ~ 
i ^ 


PnH 

£jl 1H 


4 63 




GI 


none 


Score 


754 




Exons 


12. .263, 14. .463, 15. .461 








Con Mo 

O t; Lj . LN KJ • 


1 QRTQ 
I JJ / J 


C prr TO 
O "LJ . IL/ 


O.TQ91 911 4 Q 099ft 






9ft ft fifi 


oli di lu 






_. OLdl L 


1 ft 1 ' 
I O / D 


Hit in 


9^4 






D.TQQ1911 49 099ft Tfi o9 tw 


Mp +- h oH 


TRT.A^TX • Whf^t* 

X DltrtO 1A . IrVUcaL 




i'l'l Cf orf 
! ;* s O Lai L 


I 1 ~ 

I I D 


FriH 


SI 4 
JIt 




f[f GI 


none 


Score 


576 




r°i Exons 


116. .466, 117. .467, 313. .513, 


317. .514 






q P n Mo 


13579 


Seq. ID 


O.TQ91 911 4 Q 099ft 




'i-i (2e»n*a Mo 

- -• UCilC LN KJ . 


28866 


Strand 






HI Cfa r f 
i ' z f O Lai L 


1876 


End 


9^4 
*j ^ 




LN CliLIC 


OJ991211 49.0228.C6.ol.tm 


Method 


TRLA^TX 'Mai 7P 

x u Linj x £\ ■ l ia J. c c 




OLal L 


499 


End 


Qft S 

.7 O .J 




GI 

1. ; \J I 


none 


Score 


629 




1:1 Exons 


499. .906, 500. .895, 504. .983, 


515. .985 


, 522. .983 




t. "i Qpn Mo 


13579 


Seq. ID 


OJ991211_49.0228. 


C6 


: 35 : fjpnp Mo 
j_ j UC11C V*\J • 


28866 


Strand 






: : O L a I L 


1876 


End 


2334 




INC11UC 


OJ991211 49.0228.C6.ol.tw 


Method 


TBLASTX: Wheat 




*D L a I L 


515 


End 


1146 




VJ I 


none 


Score 


614 




XT' von q 


515. .901, 515. .1048, 522. .1049, 693 .. 731, 949 .. 1053, 955 


i 1068 

1 • • XU UO / 




968. .1069, 1012. .1146, 1029.. 


1145, 1048. .1146 




Cppr Mo 


13579 


Seq. ID 


OJ991211_49.0228. 


C6 


bene ino . 


28866 


Strand 






Start 


1876 


End 


2334 




Name 


OJ991211 49.0228.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


986 


End 


1447 




GI 


none 


Score 


386 




Exons 


986. .1198, 987. .1199, 988. .1200, 1179. 


. 1418, 1189. . 1419, 






1201. .1404, 1415. .1447, 1416. 


. 1445 






Seq. No. 


13579 


Seq. ID 


OJ991211_49.0228. 


C6 


Gene No. 


28866 


Strand 







14196 




Start 


1876 








End 


2334 


Nam© 


O.TQQ1 911 A Q 


■ \J £. C. O 1 


Pfi r> ^ 


t W 


Method 


TBLASTX: Wheat 


0 cart 


1140. ~~ 

J. X ft 0 








End 


1510 - 


p t 

ol 


none 








Score 


94 




1 1 A ft 11 Qft 
1140 . .IX :?0 / 


1 1 A Q 

X X 4 J < 


1 1 QQ 


1 1 A Q 


.1199, 1179. .1445, 1189. .1452 




1 9PI0 1 4dS 

XZUU. . X 4 4 J , 


1 A 1 fi 

X 4 X D , 


. * x 4 y y f 


X ft 0 0 . 


.1509, 1439.. 1510 


O /-\ r-~r M /~\ 

oeq. in 0 . 


1 ^ C 7 Q 
X 3 D I J 








Seq. ID 


OJ991211_49.0228.C6 


bene v*o . 


iOODO 








Strand 




Start 


1876 








End 


2334 


Name 


OJ991211_49 


.0228. 


>C6.o4 . 


tm 


Method 


TBLASTX: Maize 


OLait 


X DO 4 








End 


2314 


p t 


none 








Score 


77 


Exons 


X 00 4 . .X / / J/ 


1 fift G> 
X DO D t 


. . 1 / j<: , 


X / fi 4 . 


.1782, 1871. .1969, 1885. .1971, 




1 Q Q C 1 QCQ 
X 0 0 D . . X :? D :? , 


1 ft QH 




1 Q9 fi 


.2240, 1936. .2241, 1970. .2242 




1 Q79 00 A A 


99 ^ R 


99QQ 


99 fin 


.2298, 2273.. 2314 


O /*Y lvT /"\ 

oeq . ino . 










Seq. ID 


OJ991211_49.0228.C6 


Gene No. 


28866 








Strand" 




Start 


1876 








End 


2334 


Name 


Pi TQQ1 9 1 1 4Q 

VJvJ"-?X^XX 4;? 


. u z z. 0 . 


Pfi n? 
. ^ O . OZ . 




Method 


TBLASTX: Cress 


0 tar l 


1 Do D 








End 


2214 


P T 


none 








Score 


45 


Exons 


1 fift ^ 1 7 9 


1 7 fi/ 

X / 0*1 , 


1 QOO 

. . Ioj^, 


X / yO . 


.1827, 1893. .1940, 1893. .1922, 




1 QQC 9 9 H Q 


1 QQfl 


. . Z Z X 4 , 


1 QQn 


.2202, 1991. .2203, 1998.. 2213 


beq . ino . 


13579 








Seq. ID 


OJ991211_49.0228.C6 


Gene No. 


28866 








Strand 




Start 


1876 








End 


2334 


Name 


OJ991211 49 


.0228, 


X6.o4 . 


gp 


Method 


AAT/GAP 


0 l art 


1876 








End 


2334 


p t 

\3 X 


45273 1.R1084 






Score 


846 




1876. .2334 














•1022811 4.i 


Oe-21 


(U37703) ORF 


62 [Hordeum vulgare] 1 


Seq. No. 


13579 








Seq. ID 


OJ991211__49.0228.C6 


Gene No. 


28866 








Strand 




0 tax t 


1876 








End 


2334 


Name 


OJ991211 49 


.0228, 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


OLall 


1891 








End 


2214 


PT 
bl 


none 








Score 


44 


Hi At>il O 


1891. .1938, 


1982. 


. .2206, 


1990. , 


.2214, 1990. .2202 


oeq. ln 0 • 


13579 








Seq. ID 


OJ991211_49.0228.C6 


Gene No. 


28867 








Strand 




Start 


2712 








End 


3079 


Name 


OJ991211 49 


.0228, 


,C6.o5. 


tm 


Method 


TBLASTX: Maize 


ot ar t 


2712 








End 


3079 


P T 


none 








Score 


44 


Exons 


2712. .2738, 


2862. 


. .2939, 


2866. , 


.3021, 2E 


S68..3023, 2869. .3024, 




3017. .3076, 


3020. 


, .3079 








Seq. No. 


13580 








Seq. ID 


OJ991211_49.0228.C7 


Gene No. 


28868 








Strand 




Start 


393 








End 


665 


Name 


OJ991211 49 


.0228. 


,C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


393 








End 


665 



14197 




\J X 


none 


Score 


ft 


P von c; 


461 "394 4ft^ 44^ S47 


4S1 Sftft 


4 SI SQ1 4S^ 6^9 




sfto fifi^ sfti fifi4 sfi? fifis 






uCU • IN KJ ■ 


1 ^Sft 1 

X -J J O X 




O.T9Q1911 4Q 099ft Pft 


Gene No. 


28869 


Strand 


+ _ 


Start 


1794 


End 


1905 


Name 


OJ991911 49 0998 Pft nl on 


Method 


AAT/GAP 


Cfarf 

o Lai. u 


1 7 Q4 ~~ 


End 


1905 






Score 


198 


Cj A 1 1 0 


1794 1 QOS 






T Dp err i n 

OX L/C O ^ X X £-/ . 


1 1 QS7 /pmh 1 X 1 SQ01 1 PHO^XX 9 Op- 


52 Rice complete chloroplast genome 


Seq. No. 


13581 


Seq. ID 


OJ991211_49.0228.C8 


Gene No. 


28870 


Strand 


+ 


o Lai. (_ 


1 Q7Q 


End 


2078 


Name 


f).TQQ1911 4Q 099ft Pft ol fo 


Method 


TBLASTX: Cress 


O Lai_ L- 


.7 / X 


End 


1108 


r;T 

V7 X 


n on o 


Score 


191 


DAUllo 


Q7 1 1 1 flft Q7 1 110ft 

.7 / X . . 1 1UO / _7 / X . . X X VJ O 






Seq. No. 


13581 


Seq. ID 


OJ991211_49.0228.C8 


Gene No. 


28870 


Strand 


+ 


- -* O L a X L 


1979 


End 


2078 


: i 5 E Name 


OJ991211 49.0228.C8.o2.tm 


Method 


TBLASTX: Maize 


i i f u Lai L 


977 


End 


1243 




none 


Score 


250 


T7 1 von q 


977. .1141, '977. .1159, 978. .1160, 1000.. 


1167, 1205.. 1243 


U| Seq. No. 


13581 


Seq. ID 


OJ991211_49.0228.C8 


C! Gene No . 


28870 


Strand 


+ 


{ Li O Lai L 


1979 


End 


2078 


LN alilG 

:s 


OJ991211 49.0228.C8.ol.ts 


Method 


TBLASTX : Soybean 


O L Ct X L 


1722 


End 


2036 


U GI 


none 


Score 


59 


t. 1 

» i_j w no 


1722. .1802, 1739. .1846, 1868. 


.1897, 1908. .2036, 1914. .2024 


.. _. 


13581 


Seq. ID 


OJ991211_49.0228.C8 


jlsj Gene No. 


28870 


Strand 


+ 


Start 


1979 


End 


2078 


i S 

: :s? Name 


OJ991211 49.0228.C8.o2.tc 


Method 


TBLASTX: Cress 


O L aX L, 


1752 


End 


2078 


\d x 


none 


Score 


41 




1752.. 1802, 1755. .1802, 1800. 


.1871, 1868. .1915, 1905. .2051, 




1907. .2026, 1917. .2078 






o c q . LN o . 


13581 


Seq. ID 


OJ991211_49.0228.C8 


Gene No. 


28870 


Strand 


+ 


Start 


1979 


End 


2078 


IN dlllC 


OJ991211 49.0228.C8.ol.tm 


Method 


TBLASTX: Maize 




1829 


End 


2078 


GI 


none 


Score 


79 


Exons 


1829. .1870, 1830. .1871, 1845. 


.1916, 1864. .1911, 1901. .2077, 




1905. .2078 






Seq. No. 


13581 


Seq. ID 


OJ991211_49.0228.C8 


Gene No. 


28870 


Strand 


+ 



14198 




O LcLX L 


1 979 

X J / J 


End 


2078 


Name 


O.T991911 49 0998 P8 n1 fw 


Method 


TBLASTX: Wheat 


jLdl L 


1 fififi ~ 


End 


2066 


rzT 


n on o 


Score 


50 


Exons 


Iftfifi 1 91 S 1ftfi9 1916 190S 


.2066, 1907.. 2026, 1917.. 2060 


Con Nn 


-13581 


Seq. ID 


OJ991211_49.0228.C8 


Gene No. 


* 28870 


Strand' 


+ 


Start 


1979 


End 


2078 


Name 


OJ991211 49.0228.C8.o2.gp 


Method 


AAT/GAP 


O Ual L 


1 97 9 

X ^ / ^ 


End 


2078 




T.TR^4^9-091-P1-K'1-A^ 
blDJ 1 ] j£, z, x irx x\x rtJ 


Score 


159 


Exons 


1 97 9 907ft 








' 1 1 9S7 /pmh 1X1 SQOI I 1 Op 


-52 Rice 


complete chloroplast 












1 ^Sft9 


Seq. ID 


OJ991211_49.0228.C9 


Gene No. 


28871 


Strand 


- 


Start 


2036 


End 


2166 


Mamp 


OJ991211 49 0228 C9 06 tm 


Method 


TBLASTX: Maize 


DLaXL 


1 _ 

X 


End 


229 


VjX 


n on o 


Score 


167 


Exons 


1 111 9 119 9 119 104 
X..XXX/ Z . . llLf l i • XXl^ 1W4 . . 


148, 107. 


.151, 134. .223, 140. .22 




1 R0 997 






Can Mo 

o e CJ . LN o . 


1 "3^89 


Seq. ID 


OJ991211_49.0228.C9 


Gene No. 


28871 


Strand 


- 


Start 


2036 


End 


2166 


Name 


D.T991911 49 099ft P9 r»1 tw 

WU_?_7XZ.XX t J • VJ Z. Z. (J . <^ ^ . UI i L.W 


Method 


TBLASTX: Wheat 


C f- -a y-f- 


11 _ 
X X 


End 


526 


r-T 


none 


Score 


37 




11 ?4 19 ^9 IIS 4 6 


111, 47.. 


178, 86. .166, 270. .365, 




97S ^9 "34^ "3R4 477 Sift 


479. .526 




Seq. No. 


13582 


Seq. ID 


OJ991211_49.0228.C9 


Gene No. 


28871 


Strand 




Start 


2036 


End 


2166 


Ma mo 
in dint; 


O.T991 91 1 49 099ft C9 n9 


Method 


TBLASTX: Soybean 


OLdl L 


S9ft _ 


End 


735 


rir 




Score 


128 


IT* von q 
ill AUi lo 


S9ff 796 61 ^ 7"3S 






OtrLJ • LNLJ • 


1 ^S89 


Seq. ID 


OJ991211_49.0228.C9 




28871 


Strand 




Start 


2036 


End 


2166 


Name 


OJ991211 49.0228.C9.ol.gp 


Method 


AAT/GAP 


OLdi L 


2036 


End 


2166 




5607624 


Score 


215 


Exons 


2036. .2166 






uX UcoLIip . 


287391/dbj | D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 




rpoB pseudogene 






Seq. No. 


13582 


Seq. ID 


OJ991211_49.0228.C9 


Gene No. 


28872 


Strand 




Start 


2088 


End 


2745 


Name 


OJ991211 49.0228.C9.o6.tc 


Method 


TBLASTX: Cress 


Start 


2088 


End 


2658 



141-99 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2088. .2123, 
2273. .2539, 
2551. .2658, 

13582 
28872 
2088 

OJ991211_49. 

2135 

none 

2135. .2239, 

13582 
28872 
2088 

OJ991211_49, 

2153 

none 

2153. .2551, 

13582 
28872 
2088 

OJ991211_49. 

2552 

none 

2552. .2737, 

13582 
28873 
2738 

OJ991211_49. 

2738 

none 

2738. .3097, 

13582 
28873 
2738 

OJ991211_49, 

2780 

none 

2780. .3184, 
3186. .3341, 
3393. .3611 



2093.. 2122, 2140. 
2273.. 2536, 2275. 
2551. .2658 



0228.C9.o7.ts 
2152.. 2226, 2154 

0228.C9.ol".tm 
2155. .2550 

0228.C9.o2.tm 



Score 38 

.2214, 2141. .2215, 2265. .2537, 
.2538, 2540.. 2656, 2541.. 2651, 



Seq. ID OJ991211_49.0228.C9 
Strand 

.End 2745 

Method TBLASTX : Soybean 

End 2538 

Score 52 

.2249, 2243..2S36, 2245.-2538 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 2745 

Method TBLASTX : Maize 

End 2551 

Score 542 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 2745 

Method TBLASTX : Maize 

End 2745 

Score 304 



2553. .2738, 2554. .2742, 2554. .2745 



0228.C9.o4 .tc 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 3734 

Method TBLASTX : Cress 

End 3099 

Score 483 



2740. .3099, 2740. .3054, 2754. .3098 



0228.C9.o2.ts 



2782. .3054, 2784. 
3208.. 3351, 3355. 



13582 
28873 
2738 

OJ991211_4 9.0228.C9.o7.tc 
3100 ^ 
none 
3100. 
3164 . 
3355. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 3734 

Method TBLASTX : Soybean 

End 3611 

Score 568 

,3185, 3044.. 3190, 3185.. 3334, 
.3609, 3367.. 3609, 3380.. 3610, 



Seq. ID • OJ991211_4 9 . 0228 . C9 
Strand 

End 3734 

Method TBLASTX*: Cress 

End 34 66 

Score 88 



,3180, 3100. .3147, 3107. .3184, 3107. .3190, 3108. .3224, 
,3346, 3185. .3334, 3189. .3347, 3190. .3351, 3208. .3351, 
,3462, 3355. .3462, 3374. .3463, 3380. .3466, 3408. .3464 



14200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28873 
2738 

OJ991211_49. 

3487 

none 

3487. .3537, 
3541. .3618, 



0228.C9.ol2.tc 



3497.. 3538, 3509. 
3629.. 3661, 3660. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 3734 

Method TBLASTX : Cress 

End 3734 

Score 4 9 

.3544, 3539.-3628, 3539.. 3580, 
.3734, 3692.. 3733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28874 
3708 

OJ991211_49. 

3708 

none 

3708. .3887, 
3850. .4032, 
4078. .4230, 



0228.C9.o4 .ts 



3716.. 3868, 3718. 
3865.. 4032, 3869. 
4078.. 4212, 4079. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 4252 

Method TBLASTX : Soybean 

End 4252 

Score 227 

.3888, 3718.. 3897, 3731.. 3898, 
.4054, 4025.. 4063, 4074.. 4211, 
.4252, 4085. .4249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28874 
3708 

OJ991211_49. 

3792 

none 

3792. .3992, 



0228.C9.o8.tc 



3799.. 3993, 3799. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 4252 

Method TBLASTX : Cress 

End 3994 

Score 160 

.3993, 3800.. 3994, 3800.. 3994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28875 
4452 

OJ991211_49, 

4452 

none 

4452. .4679, 
4700. .4834, 



0228 .C9.o6. ts 



4457. .4681, 4459. 
4701. .4844, 4831. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 5257 

Method TBLASTX : Soybean 

End 4867 

Score 105 

.4677, 4696. .4824, 4696. .4830, 
.4866, 4832. .4867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28875 
4452 

OJ991211_49, 

4645 

none 

4645. .4884, 



0228 .C9.o5.tm 



4700. .4987, 5057, 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 5257 

Method TBLASTX : Mai ze 

End 524 8 

Score 153 
.5248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28875 
4452 

OJ991211_49. 

4700 

none 

4700. .4987, 



0228.C9.o9. tc 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 5257 

Method TBLASTX : Cress 

End . 5257 

Score 155 



4738. .4884, 5057. .5257, 5149. .5256 



Seq. No. 
Gene No. 
Start 
Name 
Start 



13582 
28876 
5170 

OJ991211_49. 
5170 



0228.C9.ol.ts 



Seq. ID OJ991211_49.0228 .C9 
Strand 

End 5986 

Method TBLASTX : Soybean 

End 5986 



14201 



Vjl 


none 








Exons 


DJ. / U . . JJOZ, 


R 1 7 1 
jl / I. 




S9d ^ 
DZ fi D . 






JJ Jl 1 






Seq. No. 


13582 








Gene No. 


28876 








C 4- -j v-f- 










Name 


C\ TQQ1 911 A Q 


o 9 9 p. 




f- « 
LC 


otart 


s 9*7 n ~~ 

/ U 










none 








Exons 


D ^ / U . . JJU^j 


^97 fi 




fi7 


beq. no. 










Gene No. 


28877 








Start 


5890 








Name 


D TQQ1 911 d Q 


099ft 


PQ n7 


fin 


o tar l 


conn 

do y u 








C T 


none 








Exons 


conn RQ*57 

do y u . . d y j / , 


Do y z , 


. . d y h d f 


Rft Qft 
d o y o . 




SQdn fion^ 


fiOl d 


• . O VJ J J / 


fiOT fi 

O U 1 o . 


Seq. No. 


13582 








Gene No. 


28878 








Cf a y-f- 


D y O fi 








Name 


A TQQ 19 11 /I Q 


H 9 9 Q 


. Ly . oiu 


•f- — , 


btart 


C Q C vl 

d y D4 








c t 


none 








Exons 


J7D4 . . OZ 4 D , 


RQ7 1 
d y / 1 , 


ci i 7 

. .Oil// 


SQ79 
d y / z . 


beq. wo. 


1 *5 tz Q 9 
1 JJOZ 








Gene No. 


28878 








Start 


5964 








Name 


DTQQ1 91 1 d Q 


099ft 


PQ r^ft 


L S 


otarc 


fi07 1 








C T 
^1 


none 








Exons 


CA7 i ^i o n 
OU / 1 . . O 1 DU , 


fil 09 
D 1 \) c. , 


fil **1 
. . DID 1 / 


fil "39 
01 jZ . 




fi9 d S fid ft d 

J • ■ 0404 , 


fi9 Sd 

OZ D fl . 


fid 


fi9 fi7 


beq. wo. 


1 "3 EL Q 9 








Gene No. 


28878 








Start 


5964 








Name 


H.TQQ1 911 4Q 
Uu 3 ? 1 & 1 1 ft .? « 


099 ft 




4- n 


brart. 


fi ^ "3d ~ 








LjI 


none 








Exons 


(TO O yi (TOO T 


fi "3 ^ R 


fid "3 Q 
, . O 4 D y , 


fi ^ m 

ODD 1 . 




D100 , . O / D / 








O c q . IN (J . 


1 J JO<l 








Gene No. 


28879 








Start 


6767 








Name 


OJ991211 49. 


,0228. 


■C9.ol. 


tc 


Start 


6767 








GI 


none 








Exons 


6767. .7207, 


6768. 


, .7214, 


7261. 



Seq. No. 
Gene No. 



13582 
28879 



Score 437 

.5530, 5358.. 5531, 5512.. 5631, 
.5981, 5572.. 5985 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 5986 

Method TBLASTX : Cress 

End 5669 

Score 323 

.5531, 5538.. 5669, 5540.. 5668 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 6059 

Method TBLASTX : Mai ze 

End 6059 

Score 85 

.5939, 5938.. 6003, 5939.. 6007, 
.6057, 6024.. 6059 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 6757 

Method TBLASTX : Cress 

End 6245 . 

Score 270 
.6190, 6154.. 6240 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 6757 

Method TBLASTX : Soybean 

End 6524 

Score 43 

.6257, 6132.. 6206, 6228.. 6332, 
.6479, 6480. .6524, 6483. .6521 

Seq. ID OJ991211_49.0228.C9 
Strand 

End 6757 

Method TBLASTX : Cress 

End 6757 

Score 52 

.6755, 6390. .6755, 6418. .6756, 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 7511 

Method TBLASTX : Cress 

End 7511 

Score 664 

.7509, 7275. .7511, 7277. .7510 

Seq. ID OJ991211_49.0228.C9 
Strand 



14202 



Start 
Name 
Start 
GI 

Exons 



6767 

OJ991211_4 9.0228.C9.o5.ts 

7041 

none 

7041.. 7208, 7057.. 7206, 7072. 
7259. .7396, 7266. .7481, 7277. 



End 7511 

Method TBLASTX : Soybean 

End 7483 

Score 218 

.7209, 7076. .7207, 7249. .7479, 
.7483, 7279. .7482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13582 
28879 
6767 

OJ991211_4 9.0228.C9.o3.tm 

7152 

none 

7152.. 7208, 7153.. 7209, 7154, 
7266..7484, 7279. .7485 

13582 
28880 
7484 

OJ991211_4 9.0228.C9.o3.ts 

7484 

none 

7484. .7558, 7488. .7562, 7491, 
7753. .7785, 7783. .8271, 7784, 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 7511 

Method TBLASTX : Mai ze 

End 7485 

Score 82 

.7207, 7249. .7485, 7259. .7396, 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 8271 

Method TBLASTX : Soybean 

End 8271 

Score 99 

.7562, 7687. .7734, 7691. .7735, 
.8143, 7785. .8270 



Seq. No. 13582 

Gene No. 28880 

Start 7484 

Name OJ991211__4 9 . 0228 . C9 . o4 . tm 

Start 7487 

GI none 

Exons 7487.. 7588, 7488. .7592, 7488. 

7753. .7785, 7783. .7983, 7785. 



Seq. ID OJ991211_49.0228.C9 
Strand 

End 8271 

Method TBLASTX : Mai ze 

End 7983 

Score 140 

.7589, 7687. .7734, 7691. .7735, 
.7982 



Seq. No. 13582 

Gene No. 28880 

Start 7484 

Name OJ991211_4 9 . 0228 . C9 . oil . tc 

Start 7523 

GI none 

Exons 7523.. 7588, 7524.. 7580, 7696. 
7788. .7874 



Seq. ID OJ991211_49.0228 .C9 
Strand 

End 8271 

Method TBLASTX : Cress 

End 7875 

Score 81 

.7746, 7700. .7747, 7786. .7875, 



Seq. No. 13582 

Gene No. 28880 

Start 7484 

Name OJ991211_4 9 . 0228 . C9 . o2 . tc 

Start 7878 

GI none 

Exons 7878.. 8270, 7879.. 8271 

Seq. No. 13583 

Gene No. 28881 

Start 4988 

Name OJ9912 11_4 9 . 0228 . C10 . o2 . gp 

Start 4988 

GI 42732 1.R1084 



Seq. ID OJ991211_4 9.0228.C9 
Strand 

End 8271 

Method TBLASTX : Cress 

End 8271 

• Score 595 



Seq. ID OJ991211_49. 0228. C10 

Strand + 

End 5529 

Method AAT/GAP 

End 5529 

Score 1061 



14203 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4988. .5529 

' 114657/sp| P12083I ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transport ing ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] • 



OJ991211_49. 0228. CIO 
+ 

5940 
AAT/GAP 
5940 
726 



13583 Seq. ID 

28882 Strand 
5570 End 
OJ991211_4 9 . 0228 . C10 . o3 . gp Method 
5570 End 
LIB3477-011-P1-K1-C10 Score 
5570. .5940 

' 114657/sp| P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991211_49. 0228. C10 
+ 

9385 
AAT/GAP 
9385 
1047 



13583 Seq. ID 

28883 Strand 
8839 End 
OJ991211_4 9. 0228 .C10.o6.gp Method 
"8839 End 
5005311 Score 
8839. .9385 

114521/sp | P12084 |ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi__67827_pir PWRZA H+-transport ing ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA3 3 9 9 3_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



13583 Seq. ID OJ991211 

28884 Strand + 

9954 End 10370 

OJ991211_4 9 . 0228 . C10 . o7 . gp Method AAT/GAP 
9954 End . v l 037-0 

LIB3431-040-P1-K2-C1 Score 726- 

9954. .10370 

•114521/spl PI 2 08 4 | ATPA_ORYSA 6.0e-53 

>gi_67827_pir PWRZA H+-transporting 

alpha chain 
ATPase alpha 



49. 0228. C10 



ATP 
ATP 



ALPHA 
(EC 3. 



CHAIN 
6.1.34) 

rice chloroplast >gi_ll 97 9_emb_CAA33993_ (X15901) 
subunit [Oryza sativa] >gi 226696 prf 1603356X 



SYNTHASE 
synthase 



ATPase alpha [Oryza sativa] 



Seq. No. 13583 Seq. ID OJ991211_4 9 . 0228 . C10 

Gene No. 28885 Strand 

Start 937 End 1022 

Name OJ991211_4 9 . 0228 . C10 . ol . gp Method AAT/GAP 

Start 937 End 1022 

GI LIB3432-013-P1-K1-E3 Score 133 

Exons 937.. 1022 

GI Descrip. ' 13344 6/sp | P12093 | RPOD_ORYSA 3.0e-09 DNA- DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta* '-2 chain - rice chloroplast 

>gi_1197 3_emb_CAA33988_ (X15901) RNA polymerase beta 11 subunit-2 



14204 



[Oryza sativa] 1 



Seq. ID OJ991211_49. 0228. CIO 
Strand 

End 7645 

Method AAT/GAP 

End 7645 

Score 1986 



Seq. No. 13583 
Gene No. 28886 
Start 6605 

Name OJ991211_4 9 . 0228 . CIO . o4 . gp 

Start 6605 
GI 2721_1.R1084 
Exons 6605.. 7645 

GI Descrip. ' 114 622/sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] ' 



oeq . ino . 


1 *3 CiQ "3 
IjjOj 




Seq. ID 


OJ991211_49. 0228. C10 


Gene No . 


z o o o / 




Strand 




C -1- -i >~ -i- 

btari 


"7 £ Q O 
/ DO J 




End 


8228 


Name 


ujyyiiiii h y . UZ^O . LIU . OD . 


gp 


Method 


AAT/GAP 


OLall 


7 £ p 0 




End 


8228 


C T 


01 "3 c; i D1 HQ/I 




Score 


1072 


Exons 


76837.8228 








GI Descrip. 


1 11957/emb 1X15901 | CHOSXX 


; l.Oe 


-159 Rice 


complete chloroplast 




genome 








oeq . no . 


1 JJO J 




Seq. ID 


OJ991211_49. 0228. C10 


Gene. No . . 


9QQQQ 

Z O O O O 




Strand 




oLalL 






End 


12939 


Name 


f»TQQ1 91 1 yl Q H99Q pi n 


lS 


Method 


TBLASTX : Soybean 


Start 


3 




End 


1995 


GI 


none 




Score 


43 


Exons 


j . . JO / j4 . . 1 J^/ jj . . IOI / 


JO.. 


164, 171.. 


923, 184. .924, 185. .931, 




QOc; QO/1 1 H7Q Q9Q 




, 931. .1080, 938. .1081, 939. .1142, 




1 n ^ n 1 99n im^ 1 91 0 


1 AQ1 


.1219, 1646. .1930, 1647. .1928, 












Seq. No. • 


13583 




Seq. ID 


OJ991211_49. 0228. C10 


Gene No. 


28888 




Strand 




Start 


12604 




End 


12939 


Name 


OJ991211 49. 0228. C10. o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


119 




End 


564 


GI 


none 




Score 


634 


Exons 


119. .562, 120. .563, 120. 


.563, 


121. .564, 


121. .564 


Seq. No. 


13583 




Seq. ID 


OJ991211_49. 0228. C10 


Gene No. 


28888 




Strand 




Start 


12604 




End 


12939 


Name 


OJ991211 49. 0228. C10. o7. 


tc 


Method 


TBLASTX: Cress 


Start 


264 




End 


680 


GI 


none 




Score 


521 


Exons 


264. .674, 265. .678, 270. 


. 680 






Seq. No. 


13583 




Seq. ID 


OJ991211_4 9. 0228 .C10 


Gene No. 


28888 




Strand 




Start 


12604 




End 


12939 


Name 


OJ991211 49. 0228. CIO. oil 


. tc 


Method 


TBLASTX: Cress 


Start 


695 




End 


1210 



14205 



GI 

Exons 



none Score 225 

695. .913, 696. .932, 696. .917, 954. .1208, 1019. .1201, 1064. .1210 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



13583 
28888 
12604 
OJ9912 
1190 
none 
1190. . 
1210. . 
1237. . 
1272. . 
1318. . 
1327. . 
1396. . 
1438. . 
1461. . 



11 49.0228.C10.ol0.tm 



1312, 
1257, 
1335, 
1346, 
1374, 
1374, 
1530, 
1503, 
1505, 



1197. 
1211. 
1241. 
1275. 
1321. 
1369. 
1404. 
1452. 
1489. 



1337, 1199. 

1282, 1219. 

1288, 1242. 

1334, 1279. 

1374, 1327. 

1533, 1369. 

1448, 1411. 

1496, 1453. 
1551 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1312, 120 
.1284, 122 
.1337, 124 
.1365, 127 
.1425, 132 
.1533, 137 
.1551, 141 
.1503, 145 



OJ991211_49. 0228. C10 
12939 

TBLASTX: Maize 

1551 

138 



6. 
7. 
2. 
9. 
7. 
5. 
1. 
5. 



1313, 
1283, 
1343, 
1386, 
1374, 
1530, 
1434, 
1532, 



1209. 
1233. 
1246. 
1300. 
1327. 
1393. 
1432. 
1456. 



1283, 
1343, 
1347, 
1386, 
1425, 
1548, 
1464, 
1542, 



I'll 



Seq. ID OJ991211_49. 0228. C10 
Strand 
End 

Method 
End 
Score 

1552. .1590, 1585. .1950, 1617. .2264, 1617. .1949, 1643. .2263, 
1997. .2266, 2247. .2360, 2253. .2360, 2260. .2361, 2261. .2362 



Seq. No. 13583 

Gene No. 28888 

Start 12604 

Name OJ991211_4 9 . 0228 . C10 . o3 . tm 

Start 1552 

GI - . none 
Exons 



12939 

TBLASTX: Maize 

2362 

46 



□ 



a 

Q 
u 



Seq. No. 13583 
Gene No. 28888 
Start 12604 

Name OJ991211_4 9 . 0228 . C10 . ol5 . tc 

Start 1594 
GI none 

Exons 1594.. 1701, 1617.. 1892, 1617. 

Seq. -No. 13583 
Gene No. 28888 
Start 12604 

Name ' OJ991211_4 9 . 0228 . C10 . ol . tw 
Start 1817 
GI none 

Exons 1817.. 1888, 1828.. 1866, 1830. 

1861.. 2022, 2015.. 2263, 2016. 
2261. .2434 



OJ991211_49. 0228. C10 
12939 

TBLASTX: Cress 

1892 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1889, 1646. .1891 

Seq. ID OJ991211_49. 0228. C10 
Strand 

End 12939 
Method TBLASTX: Wheat 
End 2435 
■Score 42 

.1889, 1854. .2114, 1860. .1946, 
.2270, 2247. .2435, 2253. .2396, 



Seq. No. 13583 
Gene No. 28888 
Start 12604 

Name OJ991211_4 9 . 0228 . C10 . olO . tc 

Start 1893 
GI none 

Exons 1893.. 1928, 1927.. 2016, 1935. 

2038. .2250, 2264. .2599, 2264. 
2455. .2598 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2012, 
.2395, 



OJ991211 49. 0228. C10 



12939 

TBLASTX: Cress 
2599 
55 

2004.. 2255, 2033. 
2453.. 2590, 2454. 



.2257, 
,2591, 



Seq. No. 



13583 



Seq. ID OJ991211 49. 0228. C10 



14206 




Gene No. 


OQQQQ 

Zoooo 








Strand 






Start 


12604 








End 


12939 




Name 


OJ991211_49 


.0228 


.ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


btart 


z bby 








End 


3814 




GI 


none 








Score 


47 




Exons 


^ooy . . z / zo, 


z b / / 


. . z i by , 


O Q "3 1 
Zo Jl . 


.2887, 2834. .2878, 


OQQO OQRC 

Zooz . . zyob, 




yu . . z y 4 b , 


z y bo 


"3 C Q "3 

. . jby j, 


O Q a Q 

z y by . 


.3700, 3497.. 3700, 


O CO 1 "3 "7 1 Q 

Jbzi . . j / iy , 




J /DO . . JO 14 / 


Tien 
J / bU 


. . Jo 1 J 










Seq. No. 










Seq. ID 


OJ991211 


/ q nooQ 

4 y . UzZo . C1U 


Gene No . 


OQQQQ 
ZOOOO 








Strand 






Start 


12604 








End 


12939 




Name 


OJ991211_49 


.0228, 


.C10.O3. 


ts 


Method 


TBLASTX : 


Soybean 


b tart 


Zo U4 








End 


3879 




GI 


none 








Score 


143 




Exons 


o q n /i O Q CL Q 

zoU4 . . zyoy , 


ZOZD , 


. . z yo y , 


z y bo . 


.3345, 2968..3693, 


z y by . . J / bU , 




oozy . . J /o / , 


Jb JU , 


. .3761, 


3740. 


.3802, 3747. .3815, 


'in AH ■ TQ1 C 

J/4/..JolD, 




j / du . . jo i y / 


j / / z . 


. .3879 










Seq. No. 


13583 








Seq. ID 


OJ991211 


_49. 0228. C10 


Gene No. 


28888 








Strand 






Start 


Iz bU 4 








End 


12939 




Name 


(jj yyizii 4 y 


n o o o 
. Uzzo . 


.C10.O12. tm 


Method 


TBLASTX: 


Mai ze 


Start 


O Pi "7 A 

JU /4 








End 


3211 




GI 


none 








Score 


215 




Exons 


jU / 4 . . j^ll/ 


JU / 4 , 


"3 O 1 1 
. . JZ 1 1 










Seq. No. 


13583 








Seq. ID 


OJ991211 


_49. 0228. C10 


Gene No. 


28888 








Strand 






btart 


1 Z bU 4 








End 


12939 




Name 


uj yyizii 4y 


n o o o 
. Uzzo ■ 


.C10.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


o a net 
J4 UU 








End 


3694 




GI 


none 








Score 


67 




Exons 


J 4 U U . . J4 o y , 


J 4 U O < 


. .3455, 


3436. 


.3693, 3437.. 3694 




Seq. No. 


13583 








Seq. ID 


OJ991211 


_49. 0228. C10 


Gene No. 


28888 








Strand 




- 


C4- -i v4- 

btart 


lz bU 4 








End 


12939 




Name 


uj yyizii 4y 


n o o q 
. UzZ o , 


.C10.O4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


J4 Di 








End 


3859 




GI 


none 








Score 


632 




Exons 


J4 Ol . . JoOo , 


J4 DO , 


. .3859, 


3494 . 


.3859 






Seq. No. 


IjDoj 








Seq. ID 


OJ991211 


/in nooo oin 
4 y . UZZo . C1U 


Gene No . 


Zoooo 








Strand 






btart 


1Z bU4 








End 


12939 




Name 


OJ991211 49 


.0228. 


.ClO.oS. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3695 








End 


4355 






none 








Score 


276 




Exons 


obyo . . Jo bo , 


Joy o . 


, .3866, 


3697. 


.3906, 3760.. 3867, 


Job J . . Jo9o, 




J9U1 . . J94Z, 


3907 . 


, .3942, 


3950. 


.4015, 3950. .4015, 


4 007. .4099, 




4015. .4077, 


4017. 


. .4100, 


4139. 


.4315, 4149. .4334, 


4152. .4334, 




4207. .4335, 


4329. 


. .4355, 


4329. 


.4355 






Seq. .No. 


13583 








Seq. ID 


OJ991211 


_49. 0228. C10 


Gene No. 


28888 








Strand 






Start 


12604 








End 


12939 





14207 






Name 


n TQQl Ol 1 /Q 


no 9 q 


PI n 

U1U . OO 


4- 0 

. LC 


Method 


TBLASTX : 


Cress 






btart 


4 U 14 








End 


4636 








C T 
GI 


none 








Score 


35 








Exons 


4U 14 . . 4U J4 , 


4 U 1 3 . 


a mo 


^ 1 A Q 

4 1 4 y . 


.4523, 4151. .4525, 


4152. 


.4526, 






4 DZ 1 . . 4 bJ 4 , 


A c. 9 0 


. 4 b JO , 




.4636 










Seq. No. 


1 'DCQ'3 








Seq. ID 


OJ991211 


49. 0228. C10 




Gene No . 


OQQQQ 

zoooo 








Strand 










Start 


Iz bl)4 








End 


12939 








Name 


r\7QQ1 Ol 1 A Q 

uj y y i^ ii 4 y . 




G1U . OZ 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4 Ul D 








End 


9693 








GI 


none 








Score 


530 








Exons 


401b . . 4U Jy , 


ill 

414/. 


» Oil c 

. 4o4o , 


4 14 y . 


.4838, 4151. .4867, 


4152. 


.4862, 






4 4zU . . 4o I Z , 


y| O ^ O 
4o /O . 


A Q1 Q 

. 4 yiy , 


OUbb . 


.5371, 5103.. 5369, 


5103. 


.5399, 






OlU4 . . o4 U 3, 


r n r r 

OOOO . 


C r AC 

. doUd , 


C "3 "7 9 


.5851, 5373. .5702, 


5399. 


.5887, 






c~70t com 

o / J / . . oyu / , 


C A Q A 

o4o4 . 


£ C A C 

. bo4 0, 


bo / 1 . 


.6639, 6616.. 6903, 


6629. 


. 6901, 






6761. .6907, 


6928. 


.6996, 


7332. 


.7511, 7336. .7512, 


7336. 


.7512, 






7341. .7514, 


7592. 


.7615, 


7603. 


.7662, 7605.. 7676, 


7608. 


.7661, 






"7 CrtQ *7 £ £9 

/ buy . . / b bz , 


/ b DO . 


"7 "7 9 1 


/ b b y . 


.7722, 7672.. 7719, 


7707. 


.7760, 






/ / uy . . / / y z / 


/ / z y . 


. / oUU , 


/ / 0 0 . 


.7797, 76 


300 . .7859, 


7819. 


.7866, 






-tqiq *7 q crt 

/ o i y . . / o bu / 


/ O O O . 


"7 Q R C 

. / yob , 


/ 0 y 1 . 


.7962, 7S 


J98. .7957, 


8047. 


.8064, 






Q1 /) C Q 1 Q "7 

o 1 4 b . . o 1 o / , 


ol Dj . 


. 0 lo z , 


Q 9 9 1 


.8723, 8227.. 8721, 


8743. 


.8778, 


1; 




o /Oj . . y J4 b , 


0 / y 4 . 


. y by 0 , 


O ^7 / 0 ■ 


.9626, 9457. .9627, 


9624 . 


. 9692 


"Z 5? 

.: 3j 


Seq. No. 


13583 








Seq. ID 


OJ991211 


49. 0228. C10 


; s ' • 

ru 


Gene No. 


28888 








strand 










bt art 


1 z bu 4 








End 


12939 








Name 


ATQQ1 01 1 A Q 

uj yyizii 4y, 


. Uzzo . 


pi A — CL 


. tm 


Method 


TBLASTX: 


Maize 




Lj 


Start 


A "3 C C 

4 ODD 








End 


4640 






'»c? 


GI 


none 








Score 


475 






i s i i 
j 


Exons 


4 JO b . .4 b4 U , 


4 j j b . 


A &A C\ 
. 4 b4 U 














beq. no. 


1 O C Q O 








Seq. ID 


OJ991211 


49. 0228. C10 




Gene No. 


28888 








Strand 










Start 


12604 








End 


12939 






r " : 


Name 


P TQQ 1 01 1 A Q 

uj yyi^ii 4 y . 


n 9 9 q 

» K)Z Z 0 . 


LIU.Oo 


. tc 


Method 


TBLASTX: 


Cress 




■'is! 


C 4- -v~4- 

btart 


c n Q9 








End 


5603 








GI 


none 








Score 


58 






□ 


Exons 




jU y y . 


. 314 U , 


ci on 
01 jU . 


.5369, 5143. .5403, 


5145. 


.5435, 






C O C Q C C "7 *7 




CCTT 

. JJ / / , 


0 J / z . 


.5602, 5373.. 5603 








Seq. No. 


13583 








Seq. ID 


OJ991211 


49. 0228. C10 




Gene No. 


28888 








Strand 










btart 


1 9 CO /l 

1 ^ bU 4 








End 


12939 








Name 


uj yyizii 4y, 


n 9 9 q 


LIU. Oo . 


4- m 

. tm 


Method 


TBLASTX: 


Maize 






P4- i -»-4- 

bt art 


R A QQ 

3 4 yo 








End 


5760 








GI 


none 








Score 


322 








Exons 


no c*7 c q 
3 4 yo . . j / Ob/ 


34 y 0 . 


CTAil 
.3 / U4 , 


0 ou u . 


.5760, 5533.. 5760 








Seq. No. 


1 JOO J 








Seq. ID 


OJ991211 


49. 0228. C10 




(aene no . 


90 poo 








Strand 










Start 


12604 








End 


12939 








Name 


OJ991211 49. 


.0228. 


C10.O9, 


.tm 


Method 


TBLASTX: 


Maize 






Start 


5761 








End 


6104 








GI 


none 








Score 


172 








Exons 


5761. .5883, 


5762. 


.5878, 


5766. 


.5882, 5767.. 5883, 


5870. 


.6004, 






5876. . 6019, 


5878. 


.6048, 


5895. 


.6032, 6013.. 6036, 


6035. 


.6076, 



14208 





6036. . 


6077, 


6079. 


. 6102, 


6081 . 


. 6104 








Crtf-y NJO 


13583 










Seq. ID 


OJ991211 


49. 0228. C10 


flono Wo 


28888 










Strand 










12604 










End 


12939 






Name 


OJ991211 49. 


. 0228 . 


C10 . o4 . 


tm 


Method 


TBLASTX : 


Maize 






• 6191 










End 


7126 






GI 


none 










Score 


186 






Exons 


6191. . 


6358, 


6206. 


.6235, 


6228. 


.6359, 6324.. 6359, 


6335. 


. 6415, 




6368. . 


6466, 


6397 . 


. 6468, 


6407 . 


. 6469, 6443. . 6535, 


6468. 


.6539, 




6469. . 


6540, 


6471 . 


. 6539, 


6544 . 


.6585, 6544. .6582, 


6571. 


. 6627, 




6572. . 


6628, 


6581 . 


. 6628, 


6589 . 


.6630, 6609. .6695, 


6620. 


. 6991, 




6622. . 


6990, 


67 60 . 


. 7014 , 


6998 . 


.7042, 7000. .7044, 


7028. 


.7126, 




7041. . 


7124, 


7043 . 


.7126 












Seq. No. 


13583 










Seq. ID 


OJ991211 


49. 0228. C10 


Gene No. 


28888 










Strand 








Start 


12604 










End 


12939 






name 


OJ991211 49. 


. 0228 . 


C10 . ol4 


, , tc 


Method 


TBLASTX: 


Cress 






6595 










End 


6901 








none 










Score 


328 






TT von ^ 


6595. . 


6891, 


6596 . 


. 6901, 


6761 . 


.6901 








Oc4» IN U . 


13583 










Seq. ID 


OJ991211 


49.0228.C1.0 


Pnno Mo 


28888 










Strand 








OLaiL 


12604 










End 


12939 






IN a lilt: 


OJ991211 49. 


, 0228 . 


C10 . o2 . 


tm 


Method 


TBLASTX: 


Maize 




OLal L 


7129 










End 


8795 








none 










Score 


200 






Exons 


7129. . 


7293, 


7129. 


.7230, 


7221. 


.7253, 7266. .7580, 


7278. 


.7580, 




7279. . 


7581, 


7286. 


.7582, 


7540. 


.7665, 7550. .7663, 


7552. 


.7665, 




7665. . 


7757, 


7666 . 


. 7782, 


7666. 


.7794, 7673. .7804, 


7744 . 


.7890, 




7786. . 


7890, 


7800 . 


. 7895 , 


7883 . 


.7960, 78 


84 . .7964, 


7891. 


.7968, 




7921. . 


8031, 


7 924 . 


. 8037 , 


7952 . 


.8053, 7975. .8190, 


8011. 


.8136, 




8036. . 


8182, 


8139 . 


. 8225, 


8193 . 


.8723, 8212.. 8733, 


8452. 


.8733, 




8728. . 


8781, 


8728 . 


. 8787, 


8733. 


.8795 








Seq. No. 


13583 










Seq. ID 


OJ991211 


49. 0228. C10 


Gene No. 


28888 










Strand 








Start 


12604 










End 


12939 






Name 


OJ991211 49. 


. 0228 . 


C10 . o2 . 


tc 


Method 


TBLASTX: 


Cress 




Start 


7395 










End 


9294 






GI 


none 










Score 


129 






F. von <5 


7395. . 


7493, 


74 04. 


. 7493, 


8319 . 


.8693, 8319.. 8723, 


8320. 


.8730, 




8783. . 


9280, 


8797 . 


. 9294, 


8973. 


.9293 








uC^ 1 IN ■ 


13583 










Seq. ID 


OJ991211 


49. 0228. C10 


f^ei Ti Mo 
UCl 1C LSI VJ • 


28888 










Strand 








O L. a J. L. 


12604 










End 


12939 






Name 


OJ991211 49. 


. 0228 . 


C10 . o5 . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


7512 










End 


7989 






GI 


none 










Score 


183 






Exons 


7512. . 


7628, 


7513. 


.7632, 


7513. 


.7632, 7629. .7676, 


7629. 


.7667, 




7665. . 


7757, 


7666. 


.7788, 


7667. 


.7789, 7763.-7873, 


7791. 


.7874, 




7792. . 


7875, 


7792. 


.7872, 


7872. 


.7958, 78 


75. .7955, 


7876. 


.7962, 




7885. . 


7989, 


7952. 


.7987 













14209 




Q /~i /-» KIy*\ 

oeq . wo . 


1 ocoo 

1 JJO J 






Seq. ID 


OJ991211_49.0228. 


C10 


Gene No. 


28888 






Strand 






Start 


12604 






End 


12939 




Name 


Pi 7QQ1 911 A Q 


H9 9 Q 
UZZO . 


pi A r\ 9 4- i.i 
LIU . OZ . CW 


Method 


TBLASTX: Wheat 




Of arf 


ft91 1 

O Z 1 1 






End 


8656 




P T 


none 






Score 


120 




Lxons 


Q 9 1 1 QOQl 


Q 9 1 9 
O Z 1 Z . 


Q9QC. Q99R 

. ozyo , ozzo . . 


8305, 8229.. 8297, 8301.. 8651, 




OjUj. . 0041/ 


Q 9fi £ 


. OOjD 








Seq. No. 


13583 






oeq . lu 


HTQQ1911 4Q 0.99R 

L/uyyizix ft;?, uzzo. 


PI fi 
LIU 


Gene No. 


28888 






Strand 








iZDU't 






End 


12939 




Name 


A TO Q 1 9 1 1 A Q 


O 9 9 Q 

Uzzo . 


PI fi /~\ 1 1 f- m 

Liu . oil . cm 


f\A q 4~ V\ 

LYie Liioa 


TRT ZiQTY • Ma i -7£s 
1 DLirxO 1 A . Hal Zc 




C 4- -s v+- 








tr t-w H 


Q 1 GL 9 

y 1 DZ 




p t 
Ijl 


none 






Score 


9 £fi 
Z DU 




TT 1 V7 /"\ Y - * C 

Lxons 


QOOQ Q1 en 


o y / d . 


on 9 n an q 1 
. yuz u , yuo i . . 


Q 1 ^9 

y 1 dz 






Seq. No. 


13583 






oeq . iu 


HTQQ1 91 1 AO 099Q 

vjuyyizii fiy.uzzo. 


PI fi 
LIU 


Gene No. 


28888 






Strand 






C4- 3 y.f 
OLdiL 


1 9£fid 






End 


12939 




Name 


p, TQ Q1 01 1 A Q 

uj y y i z 1 1 4?. 


fi 9 9 Q 


Pin r\1 £ f- 

LIU . Ol 0 . tC 


Method 


TBLASTX: Cress 












End 


9569 




p t 
Ijl 


none 






Score 


193 




Exons 


you j . . y Doy, 


y ju ft . 


. y o o i 








Seq. No. 


13583 






Seq. ID 


OJ99A211_4 9.0228. 


r*i fi 
LIU 


Gene No. 


28888 






Strand 






o tar u 


1 9 £fi /t 






End 


12939 




Name 


HTQQ1 01 1 AO 

uj y y iz i i 4 y . 


n 9 9 Q 
Uzzo . 


LIU.OIj, lC 


Method 


TBLASTX: Cress 




OLdit 


yooz 






End 


9895 




P T 


none 






Score 


299 




U 1 t"\ c~* 

Lxons 


jDJZ . . JO J / ; 


y do fi . 


QQ O £T QQ 9 n 

. yo jo , y o ou . . 


9895, 9838. .9894 




Seq. No. 


13583 






Seq. ID 


OJ991211_49.0228. 


PI fi 
LIU 


Gene No. 


28888 






Strand 






o uar u 


1 OCLC\A 
1 Z DU fi 






End 


12939 




Name 


P> TQQ1 911 /I Q 

uj yyizii fi y . 


fi 9 9 Q ' 
UZZo . 


Pin /-\ +- 0 
LIU . Oj . tS 


Method 


TBLASTX : Soybean 




Olall, 


QO / o — 

y o fi z 






End 


10343 




P T 


none 






Score 


647 




TP V Y\ C 


Qo 4 o 1 n 9^ £ 

:?OfiZ. , 1U JJO/ 


QP. 4 "3 

y o fi -j 




[. .10299, 


10098. . 10343 




Seq. No. 


13583 






Seq. ID 


OJ991211_49.0228. 


PI fi 
LIU 


Gene No. 


28888 






Strand 








1 9£fid 
1ZDU4 






End 


12939 




Name 


Pi TQQ1 911 /I Q 

uj y y iz i i ft y . 


fl 9 9 Q 
U ZZ 0 . 


PI fi /-\1 9 +-m 

Liu . oi j . tin 


Method 


TBLASTX: Maize 




olart 


y O 4 4 






End 


10021 




p t 


none 






Score 


204 




Exons 


QQ/i/i i nnon 
y o h h . . iuuz u , 


y o h d 


i n n 9 1 
. . 1 u UZ 1 








Con' Kfr, 


1 JJO J 






Seq. ID 


OJ991211_49.0228. 


C10 


Gene No. 


28888 






Strand 






Start 


12604 






End 


12939 




Name 


OJ991211 49. 


0228. 


CIO.06. tc 


Method 


TBLASTX: Cress 




Start 


9897 






End 


10546 




GI 


none 






Score 


289 




Exons 


9897. . 10046, 


9898 


..10341, 9898 


1. .10299, 


9899.. 10342, 9902 


. . 10342, 



10107. .10343, 10470. .10535, 104 74. .10545, 104 74. .10542, 




10475. .10546 



Seq. No. 


13583 






Seq. ID 


OJ991211 


_49.0228. 


■ C10 


Gene No. 


28888 






Strand 










12604 






End 


12939 






Name 


OJ991211 49. 0228. CIO. 


, o y . t c 


Method 


TBLASTX: 






o tar z 


10803 






.End 


11482 








none 






Score 


66 






Exons 


10803. 


.10856, 10803.. 




10804. .10887, 10805 


1 nftft s 






10940. 


.11113, 10946.. 


.ij.li/// 


11127. .11258, 11162 


1 1 9 

. . lit JU; 






11372. 


.11482, 11398.. 


1 1 A ft 1 
, 11101 










Seq. No. 


13583 






Seq. ID 


OJ991211 


_49.0228. 


.C10 


Liene wo . 


28888 






Strand 








otart 


12604 






End 


12939 






Name 


OJ991211 49. 0228. CIO. 


. O 1 . t 5 


Method 


TBLASTX: 


OvJyUtJa.II 




otart 


11130 






End 


12645 






p t 


none 






Score 


117 






Exons 


11130. 


.11276, 11162.. 


1 1 997 
, 11&L / / 


11348. .12610, 11349 


1 1 ft 61 
. .llOOl, 






11398. 


.12645, 11398.. 


. liOl J 










beq. no. 


13583 






Seq. ID 


OJ991211 


a q n 9 9 p 


pi n 

.LIU 


Gene No. 


28888 






Strand 








Start 


12604 






End 


12939 






Name 


OJ991211 49. 0228. C10. 


> o 1 . tm 


Method 


TBLASTX: 


Lid l^c 




otart 


11148 






End 


12939 






P T 

bl 


none 






Score 


164 






Exons 


11148. 


.11246, 11162.. 


1 i 9/1 c 
> 1 1Z 4 0 , 


11247. .11264, 11248 


1 1 974 

. . 116 / 4 , 






11249. 


.11293, 11279.. 




11307. .11363, 11322 








11357. 


.12610, 11361.. 


1 1 ft 61 
. 1 1 0 D 1 , 


11366. .12901, 11386 


1 97 QR 






11398. 


.12903, 12567.. 


1 9Q09 


12853. .12939 






Seq. No. 


13583 






Seq. ID 


OJ991211 


_49.0228, 


.C10 




28888 






Strand 








o tart 


12604 






End 


12939 






Name 


OJ991211 49. 0228. C10, 


.Oj. LC 


Method 


TBLASTX: 






Of yf 


11524 






End 


12073 






P T 


none 






Score 


266 






Exons 


11524 . 


.11691, 11525., 


. 11003; 


11685. .11861, 11688 


1 9D7 1 
. . 1 Z u / 1 , 






11690. 


.12070, 11692., 


. 12072, 


11693. .12073 






o e q . in o * 


13583 






Seq. ID 


OJ991211 


*i J • Z Z O , 


PI 0 


Gene No . 


28888 






Strand 








c 4- -i >- 4- 


12604 






End 


12939 






Name 


OJ991211 49. 0228. C10, 


. 04 . tc 


Method 


TBLASTX: 


Lr es s 




o tar t 


12074 






End 


12606 






(ZJ 


none 






Score 


723 






Exons 


12074 . 


.12595, 12075.. 


. 1Z z U o , 


12076. .12597, 12076 


. . 1Z DUD 




Seq. No. 


13583 






Seq. ID 


OJ991211 


_49.0228, 


.C10 


Gene No. 


28888 






Strand 








Start 


12604 






End 


12939 






Name 


OJ991211 49. 0228. CIO. 


.08. gp 


Method 


AAT/GAP 






Start 


12604 






End 


12903 






GI 


uC-osflcyp021gl0bl 




Score 


521 






Exons 


12604 . 


. 12903 













GI Descrip. ' 131148/sp | P12156 | PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 



14211 



CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] * 



Seq. No. 13583 

Gene No. 28888 

Start 12604 

Name OJ991211_4 9 . 0228 . CIO . ol2 . tc 

Start 12611 

GI none 
Exons 



Seq. ID OJ991211__4 9 . 0228 . CIO 
Strand 

End 12939 

Method TBLASTX : Cress 

End 12923 

Score 196 



12611. . 12898, 12612. .12899, 12613 .. 12798 , 12613 .. 12900, 
12647. .12799, 12843.. 12923 



Seq. No. 13583 

Gene No. 28888 

Start 12604 

Name OJ991211_4 9 . 0228 . C10 . 06 . ts 

Start 12646 

GI none 
Exons 



Seq. ID OJ991211_49. 0228. C10 
Strand 

End 12939 

Method TBLASTX : Soybean 

End 12901 

Score 163 



12646. .12798, 1264 6 .. 12900, 12647 .. 127 99, 1284 3 .. 12896, 
12848.. 12901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13584 
28889 
1 

OJ991211_4 9.0228.Cll.ol.tc 
1 



Seq. ID OJ991211_49.0228.C11 
Strand 

1067 

TBLASTX: Cress 
466 
408 



End 

Method 
End 

none Score 
1..66, 20. .334, 43. .336, 44. .316, 339. .464, 340. .465, 340. .465, 
341. .466 



Seq. No. 13584 

Gene No. 28889 

Start 1 

Name OJ991211_4 9 . 0228 . Cll . o2 . ts 

Start 1 

GI none 

Exons 1..108, 2. .109, 5. .109, 6.. 



Seq. ID OJ991211__49.0228.C11 
Strand 

End 1067 

Method TBLASTX : Soybean 

End 110 

Score 140 



110 



Seq. No. 13584 

Gene No. 28889 

Start 1 

Name OJ991211_4 9 . 0228 . Cll . o2 . tm 

Start 129 

GI none 

Exons 129.. 275, 130.. 273 



Seq. ID OJ991211_49. 0228. Cll 
Strand 

End 1067 

Method TBLASTX : Maize 

End 275 

Score 245 



Seq. No. 13584 

Gene No. 28889 

Start 1 

Name OJ991211_4 9 . 0228 . Cll . ol . ts 

Start 359 

GI none 
Exons 



Seq. ID OJ991211_49. 0228. Cll 
Strand 

End 1067 

Method TBLASTX : Soybean 

End 1067 

Score 47 



359. .445, 486. .599, 492. .563, 603. .683, 727. .927, 750. .920, 
845. .1063, 846. .1067 



14212 



Seq. No. 13584 Seq. ID 

Gene No. 28889 Strand 

Start 1 End 

Name OJ991211_4 9 . 0228 . Cll . o2 . tc Method 

Start 480 End 

GI none ' Score 

Exons . ■ 480.. 572, 486.. 599, 540.. 578, 609. 

751. .927, 845. .1012, 846. .1004 



OJ991211_49. 0228. Cll 
1067 

TBLASTX: Cress 
1012 
74 

683, 750.. 914, 750.. 920, 



Seq. No. 13584 Seq. ID 

Gene No. 28889 Strand 

Start 1 End 

Name OJ991211_4 9 . 0228 . Cll . ol . tm Method 

Start 486 End 

GI none Score 
Exons 



OJ991211_49. 0228. Cll 
1067 

TBLASTX: Maize 

1067 

58 



486. .599, 495..S72, 603. .683, 750. .917, 750. .920, 751. .927, 
845. .1063, 846. .1067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI ' 

Exons 



13585 
28890 
995 

OJ991211_4 9.0228.C12.ol .tc 
4 

none 

4. .90,. 6. .125, 6. .89, 7 
100. .159, 184. .285, 185 
384. .428, 388. .546, 389 
568.. 630, 569.. 676, 594 
.775, 696.. 776, 696 



695. 
831, 



Seq. ID OJ991211_49.0228.C12 
Strand + 
End 1475 
Method TBLASTX : Cress 
End 1155 
Score 138 ' 
90, 84. .155, 93. .146, '98. .157, 
283, 186. .368, 193. .369, 323. .370, 
496, 436. .552, 441. .572, 443. .550, 
662, 631.. 699, 632.. 703, '632..700, 
776, 700. .777, 796. .867, 824. .922, 



,908, 832. .915, 1031. .1060, 1036. .1062, 1036. .1062, 



1060. .1155, 1069. .1155 

13585 
28890 
995 

OJ991211_4 9.0228.C12.ol .ts 
803 
none 

803. .922, 812. .922, 814. .924, 
1100. .1156, 1183. .1287, 1183. 
1314. .1379, 1315. .1380, 1316. .1381 



OJ991211_49.0228.C12 
+ 

1475 

TBLASTX : Soybean 
1381 
135 

1030: .1068, 1083. .1175, 
1260, 1294.. 1320, 1295.. 1321, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211_4 9.0228.C12 
+ 

1475 
AAT/GAP 
1475 
930 



Seq. No. 13585 Seq. ID 

Gene No. 28890 Strand 

Start 995 End 

Name OJ991211_4 9 . 0228 . C12 . ol . gp Method 

Start 995 End 

GI 183_5.R1084 Score 

Exons 995. . 1475 

GI Descrip. 1 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] 1 



14213 



Seq. No. 13585 

Gene No. 28890 

Start 995 

Name OJ9912 1 1_4 9 . 0228 . C12 . ol . tm 

Start 997 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C12 
Strand 
End 

Method 
End 
Score 



+ 

1475 

TBLASTX: Maize 

1475 

514 



997. .1299, 997. .1302, .1005. .1304, 1297. .1356, 1298. .1381, 
1299. .1382, 1428. .1475, 1437. .1475 



Seq. No. 13585 

Gene No. 28890 

Start 995 

Name OJ991211_4 9 . 0228 . C12 . o2 . tc 

Start 1156 

GI none 

Exons 1156.. 1179, 1173.. 1316, 1174. 

1185.. 1316, 1308.. 1340, 1311, 



Seq. ID OJ991211_49.0228.C12 

Strand + 

End 1475 

Method TBLASTX : Cress 

End 1377 

Score 113 

.1317, 1181. .1318, 1184. .1315, 
.1352, 1342.. 1377 



OJ991211_49.0228.C13 
+ 

306 

AAT/GAP 

306 

592 



Seq. No. 13586 Seq. ID 

Gene No. 28891 Strand 

Start 1 End 

Name OJ991211_4 9 . 0228 . C13 . ol . gp Method 

Start 1 End 

GI 183_1.R1084 Score 

Exons 1. . 306 

GI Descrip. * 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein .(psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13586 
28891 
1 

OJ991211_4 9.0228.C13.ol.tm 
13 

none 

13. .270, 14. .271, 188. .274, 198. .275 



Seq. ID OJ991211_49.0228.C13 
Strand 
End 

Method 
End 
Score 



+ 

306 

TBLASTX: Maize 

275 

339 



13586 
28892 
220 

OJ991211_4 9.0228.C13.ol.ts 

220 

none 



OJ991211 49.0228.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 

220. .306, 221. .337, 222. .335, 290. .367, 291. .350, 293. .367, 
354. .668, 354. .671, 355. .672, 355.-672 



672 

TBLASTX: Soybean 

672 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13587 Seq. ID 

28893 Strand 

1 End 
OJ991211_4 9 . 0228 . C14 . ol . tw Method 

1 End 

none Score 

1..36, 2. .37, 3. .38, 44. .205, 59. .205 



OJ991211_49.0228.C14 
205 

TBLASTX: Wheat 

205 

55 



14214 



ru 



! 8 |I 



1,1 



Seq. No. 


13587 






Seq. ID 


OJ991211_49.0228.C14 


Gene No. 


28894 






Strand 




Q+- a t~ f- 
OLdiL 


359 






End 


767 


Name 


O.TQQ1911 49 0??fi CI 4 


. ol . 


tc 


Mpt hod 


TBLASTX: Cress 


DLd X L 


35Q ~~ 

o *j z/ 






End 


767 










Score 


61 


Exons 


359 403 363 398 


390 . 


. 551, 


404 553, 


405. .551, 538. . 633, 




54ft 634 54fi 661 


54 9 . 


. 635, 


636 767. 


638. .718, 645. .725 


Seq. No. 


13587 






Seq. ID 


OJ991211_49.0228.C14 




28895 

£. O \J y *J 






Strand 












End 


894 


Name 


D.TQQ1911 49 0??R C14 

\^(J_7.7X^XX 1 J t UtLO . ^11 


. ol . 


ts 


Mpt hod 


TBLASTX : Soybean 




715 ~~ 
/ x j 






End 


894 


PT 


nnnp 
nunc 






Score 


52 


Exons 


715 744 717 740. 


750 . 


. 890, 


753 . .890, 


754 . .894 


Seq. No. 


13^88 

X J *J o o 






Seq. ID 


OJ991211_49.0228.C15 


Gene No. 


28896 






Strand 




Start 


3538 






End 


3653 


Name 


O.TQQ1911 49 0??8 CI 5 

WO-/Z?X^.XX 1 ^ • U£.i.U • "ol J 


.o2. 


gp 


Method 


AAT/GAP 


c -)- -3 r-f- 


353ft ~~ 

O J J o 






End 


3653 


vj-L 


T.TR3431-01 3-P1-K1 -R3 

ijlDJ4 Jl U X -J tX t\X i-> ~J 






Score 


181 


CjXuns 


353ft 36S3 












1 6002093 /pmb t X8 4 14 9 


1 | CHZLRPS4G 9.0e-21 Zizania latifolia 


Liuiupiao u x^o*i y cue 


for 


• ribosomal protein S4' 


Seq. No. 


13588 






Seq. ID 


OJ991211_49.0228.C15 


Gene No. 


28897 






Strand 




Start 


1744 






End 


1805 


Name 


OJ991211 49.0228.C15 


.ol. 


gp 


Method 


AAT/GAP 


Start 


1744 






End 


1805 


GI 


56420 1.R1084 






Score 


90 


Exons 


1744 . . 1805 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 
thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] ' 



13588 
28898 
7331 

OJ991211_4 9.0228.C15.ol.tm 
1 

none 



Seq. ID OJ991211_49.0228.C15 
Strand 

8037 

TBLASTX: Maize 
1201 
331 



End 

Method 
End 
Score 

1..240, 2. .241, 2. .241, 3. .245, 3. .242, 211. .402, 218. .433, 
228. .437, 230. .394, 231. .401, 406. .444, 424. .1083, 442. .1077, 
1080. .1148, 1109. .1138, 1150. .1200, 1151. .1201, 1151. .1201 



13588 Seq. ID 

28898 Strand 
7331 End 
OJ991211_4 9.0228.C15.o2.tw Method 
1 End 
none Score 

1..264, 2. .274, 3. .275 



OJ991211_49.0228.C15 
8037 

TBLASTX: Wheat 

275 

423 



14215 




Seq. No. 








Seq. ID 


OJ991211_4 9.0228.C15 


Gene No. 


28898 






Strand 




Start 


7331 






End 


8037 


Name 


OJ991211 49.0228 


.C15.o4 


,tc 


Method 


TBLASTX: Cress 


Start 


1 






End 


430 


GI 


none 






Score 


39 


Exons 


1..27, 2. .142, 3 


. . 143, 


67. .144, 137. .193, 138. .404, 180. .25: 




241. .405, 242. .430 








Seq. No. 


13588 






Seq. ID 


ojyyizn 4y.uzz0.ci0 


Gene No. 


28898 






Strand 




btart 


7331 






End 


8037 


Name 


OJ991211 49.0228 


.C15.o4 


.ts 


Method 


TOT 7\CTV 1 C /~v * tU n -> n 

i oLiHo 1 a : boyoean 


Start 


1 






End 


*3 C O 


GI 


none 






Score 


zoy 


Exons 


1..360, 2. .361, 


2. .361, 


3. .362 




Seq. No. 


13588 






Seq. ID 


ujyyizn 4y.uzz0.Lij 


Gene No. 


28898 






Strand 




otart 


7331 






End 


8037 


Name 


OJ991211 49.0228 


.C15.ol 


.ts 


Method 


1 DbAb 1 a : boyoean 


Start 


492 






End 


Q A O 

y4 z 


GI 


none 






Score 


CO Q 

bo y 


Exons 


492.. 866, 508.. 942, 508 


. .942 






Seq. No. 


13588 






Seq. ID 


ojyyizii . uzzo .tio 


Gene No. 


28898 






Strand 




otart 


7331 






End 


8037 


Name 


OJ991211 49.0228 


,C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


517 






End 


994 


GI 


none 






Score 


703 


Exons 


517. .993, 519. .8 


63, 526 


. .993, 


527. .994 


, 782. .994 


Seq. No. 


13588 






Seq. ID 


OJ991211_49.0228.C15 


Gene No. 


28898 






Strand 




b tar l 


7331 






End 


8037 


Name 


OJ991211 49.0228 


.C15.o8 


. tc 


Method 


TBLASTX: Cress 


btar t 


1790 






End 


1926 


GI 


none 






Score 


128 


Exons 


1790.. 1813, 1791 


. .1916, 


1792. . 


1923, 1803.. 1916, 1810.. 1926 


beq. No. 


13588 






Seq. ID 


OJ991211_49.0228.C15 


Gene No. 


28898 






Strand 




btart 


7331 






End 


8037 


Name 


OJ991211 49.0228 


.C15.o4 


. tm 


Method 


TBLASTX : Maize 


Start 


1815 






End 


2806 


GI 


none 






Score 


141 


Exons 


. 1815.. 1916, 1816 


. .1929, 


1819. . 


1929, 1856. .1930, 1923. .1991, 




. 1927. .2004, 1928 


. .2005, 


1928. . 


2005, 2000. .2098, 2001. .2099, 




2059.. 2106, 2178 


. .2270, 


2182. . 


2280, 2186. .2305, 2189. .2281, 




2273.. 2308, 2275 


. .2304, 


2304 . . 


2540, .2304. .2540, 2305.. 2541, 




2314. .2544, 2315 


. .2545, 


2525. . 


2695, 2537.. 2698, 2538.. 2696, 




2691. .2774, 2693 


. .2806 








Seq. No. 


13588 






Seq. ID 


OJ991211_49.0228.C15 


Gene No. 


28898 






Strand 




Start 


7331 






End 


8037 



14216 



Name 


OJ991211 49. 


n 0 0 q 

UZZ O 


.Lij. O J . 


. tw 


Start 


ilD / 










GI 


none 










Exons 


2167. 


.2241, 


Z 1 0 / . 


0 0 c 0 
. . ZZo3, 


0 0 /i 1 
ZZ4 1 . 




2304. 


.2420, 




. . Z 4 Z i , 


0010 
ZolZ . 


Seq. No. 


13588 










Gene No. 


28898 










Start 


7331 










Name 


OJ991211 49. 


UZZo , 


. C15 . O / . 


ts 


Start 


2186 










GI 


none 










Exons 


2186. 


.23.08, 


01 on 


0 0 0 0 • 
. . ZZoZ f 


O 1 Q 1 

z iy 1 . 




2304. 


.2453, 


O OfM 


0 /i 1 /i 
. . Z 4 1 ft 




beq. No. 


13588 










bene no . 


28898 










Start 


7331 










Name 


OJ991211 49. 


0228, 


.CIS.Ol. 


tc 


pi. 

btart 


3166 










P T 

GI 


none 










Exons 


3166. . 


.3261, 


O 1 1 C 

3175 , 


. .3261, 


3180 . 




3444 . , 


.3515, 


34 67 , 




35Z0 . 




3533. . 


.4153, 








Seq. No. 


13588 










Gene No. 


28898 










Start 


7331 










Name 


OJ991211 49. 


UZZo . 


pi C _ Q 

. ClO . OO . 


tm 


Start 


3400 










GI 


none 










Exons 


3400. , 


.3426, 


0 a n 0 
34 Uz . 


. . 34 ZD , 


O A O vl 

34Z4 . 




3457. , 


.3549, 


jjIj , 


. . jDjj, 


O R/l O 
-5 D4 3 . 


Seq. No. 


13588 










Gene No. 


28898 










btart 


7331 










Name 


OJ991211 49. 


n 0 0 q 
Uzzo . 


PIC a 0 

. CI D . OZ . 


ts 


Start 


3435 










GI 


none 










Exons 


3435. , 


.3491, 


O c O c 
JJJJ. 


0 con 


JOjD. 


beq. No. 


13588 










Gene No. 


28898 










Start 


7331 










Name 


OJ991211 49. 


moo 
UZZo . 


PIC T 

. LI 0 . Ol . 


tw 


Start 


3890 










GI 


none 










Exons 


3890. . 


.4213, 


0 0 n 1 


, .4184, 


4172. 




4252. . 


.4290 








Seq. No. 


13588 










Gene No. 


28898 










Start 


7331 










Name 


OJ991211 49. 


0228. 


,C15.o5. 


tm 


Start 


3918 










GI 


none 











Method 

End 

Score 



.Seq. ID 
Strand 
End 

Method 
End 
Score 
.2307, 



TBLASTX: Wheat 

2429 

73 



OJ991211 49.0228.C15 



8037 

TBLASTX : Soybean 
2453 
82 

2264. .2314, 2270. .2431, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3269, 
.4152, 



OJ991211 49.0228.C15 



8037 

TBLASTX: Cress 
4163 
82 

3182. .3301, 3185. 
3529.. 3663, 3533. 



.3262, 
.4162, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_49.0228.C15 
8037 

TBLASTX: Maize 

3657 

44 



OJ991211_49.0228.C15 
8037 

TBLASTX : Soybean 

3939 

41 



OJ991211_49.0228.C15 
8037 

TBLASTX: Wheat 

4290 

446 



,4228, 4172. .4234, 4173. .4241, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_49.0228.C15 
8037 

TBLASTX: Maize 

4460 

639 



14217 



Exons 



3918.. 3953, 3945.. 4373, 3949. 
4225.-4377, 4377. .4460, 4378. 



,4152, 3950.. 4375, 3951.. 4376, 
,4458, 4379. .4459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13588 
28898 
7331 

OJ991211_4 9.0228.C15.o7.tm 

4541 

none 

4541. .4636, 4550. .4636, 4551. 
4631. .4726, 4636. .4884, 4639. 

13588 
28898 
7331 

OJ991211_4 9.0228.C15.o2.tm 

5094 

none 

5094. .5114, 5095. .5112, 5114. 
5117. .5320, 5243..5899, 5274. 
5896. .6048, 5897. .5962, 5898. 

13588 
28898 
7331 

OJ991211_4 9.0228.C15.o5.ts 

5104 

none 

5104. .5265, 5111. .5278, 5112. 
5379.. 5450, 5392.. 5436, 5396. 
5513.. 5536, 5589.. 5717, 5599. 
5720.. 5779, 5724.. 5780 

13588 
28898 
7331 

OJ991211_4 9.0228.C15.o6.tc 

5109 

none 

5109. .5291, 5109. .5291, 5119. 
5389..S469, 5480. .5593, 5490. 
5601. .5717, 5602. .5718, 5628. 
5787. .5843, 5811. .5831 

13588 
28898 
7331 

OJ991211_4 9.0228.C15.o5.tc 

5908 

none 

5908.. 6048, 5909.. 6256, 6002. 

13588 
28898 
7331 

OJ991211_4 9.0228.C15.o6.ts 
6119 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 49.0228.C15 



8037 

TBLASTX: Maize 
4927 
97 

4637, 4551.. 4640, 4552.. 4641, 
4923, 4772.. 4903, 4907.. 4927 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5278, 5115 
.5903, 5277 



OJ991211 49.0228.C15 



8037 

TBLASTX: Maize 
6250 
35 

5279, 
5867, 



. 6248, 5913. . 6248, 



5116. 
5290. 
6002. 



.5295, 
.5898, 
.6250 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5279, 5357 
.5470, 5451 



OJ991211 49.0228.C15 



8037 

TBLASTX: Soybean 
5780 
225 • 

5380, 5358.. 5384, 
5477, 5511.. 5546, 



,5718, 5625.. 5747, 5719.. 5760, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5298, 5384 
.5594, 5490 



OJ991211 49.0228.C15 



8037 

TBLASTX: Cress 
5843 • 
201 

5467, 5389. .5481, 
5606, 5594.. 5713, 



.5759, 5723.. 5776, 5724.. 5759, 



Seq. ID OJ991211_49.0228.C15 
Strand 

8037 

TBLASTX: Cress 
6259 
432 



End 

Method 
End 
Score 
.6259 



Seq. ID OJ991211_49.0228.C15 
Strand 

End 8037 

Method TBLASTX : Soybean 

End 7109 



14218 



GI 

Exons 



none 

6119. .6229, 6119. .6235, 6121, 
6954. .7109 



Score 187 

.6237, 6943.. 7068, 6953.. 7108, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13588 
28898 
7331 

OJ991211_4 9.0228.C15.o6.tm 
6592 



none 
6592. 
6666. 
6778. 



Seq. ID OJ991211_49.0228.C15 
Strand 

End 8037 
Method TBLASTX : Maize 
End 6933 
Score 85 

6669, 6593. .6676, 6611. .6673, 6630. .6680, 6653. .6778, 
6782, 6669. .6776, 6670.. 6789, 6706.. 6828, 6778.. 6933, 
6930 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



13588 
28898 
7331 

OJ991211_4 9.0228.C15.o7.tc 

6727 

none 



Seq. ID OJ991211_49.0228.C15 
Strand 

End 8037 

Method TBLASTX : Cress 

End 7060 

Score 51 



6727. .6765, 6732. .6770, 6753. .6824, 6754. .6828, 6784. .6828, 



6877. .6942, 6886. .6939, 6887. 
6929. .7060, 6930. .7058 



6940, 6914.. 7051, 6918.. 7058, 



Seq. No. 13588 
Gene No. 28898 
Start 7331 

Name OJ991211_4 9 . 0228 . C15 . o3 . tm 

Start 6988 
GI none 

Exons 6988.. 7134, 6995.. 7135, 6999. 

7179. .7259, 7179. .7259, 7180. 
7255. .7308, 7256. .7312, 7297. 
7392. .7442, 7392. .7439, 7455. 
7486. .7602, 7488. .7616, 7578. 
7666. .8037, 7783. .8037 



Seq. ID OJ991211_4 9.0228.C15 
Strand 

End 8037 
Method TBLASTX: Maize 
End 8037 
Score 162 

.7151, 7002. .7139, 7069. .7140, 
.7260, 7181. .7261, 7242. .7313, 
.7377, 7310. .7414, 7311. .7400, 
.7484, 7456. .7485, 7480. .7596, 
.7691, 7591. .7668, 7638. .8036, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13588 
28898 
7331 

OJ991211_4 9.0228.C15.o3.gp 
7331 

uC-osflM202088b07al 
7331. .7589 

1 11957/emb|X15901|CHOSXX 2.0e-52 Rice complete chloroplast 
genome 1 



Seq. ID OJ991211_49.0228.C15 
Strand 

End 8037 

Method AAT/GAP 

End 7589 

Score 514 



13588 
28898 
7331 

OJ991211_4 9.0228 .C15.o3. tc 

7567 

none 



Seq. ID OJ991211_49.0228.C15 
Strand 

End 8037 

Method TBLASTX : Cress 

End 7935 

Score 4 5 



7567. .7596, 7590. .7673, 7668. .7934, 7668. .7934, 7783. .7935 



13588 
28898 



Seq. ID OJ991211_49.0228.C15 
Strand 



14219 



Start 


7331 








End 


8037 




Name 


OJ991211 49 


. 0228 


.C15.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


7567 _ 








End 


7985 




GI 


none 








Score 


45 




Exon <=; 


7567 7596. 


7649 


. .7978, 


7649. 


.7981, 7650.. 7985, 7668.. 7985 


Seq. No. 


13588 








Seq. ID 


OJ991211_49.0228 


.C15 


Gene No. 


28898 








Strand 


- 




Start 


7331 








End 


8037 




Name 


OJ991211 49 


. 0228 


.C15 . o9 


. tc 


Method 


TBLASTX: Cress 




Start 


7936 ~~ 








End 


8037 




GI 


none 








Score 


182 




Exons 


7936 8037 


7938 


8036 










Sea No 


13589 








Seq. ID 


OJ991211_49.0228 


.C16 


Gene No. 


28899 








Strand 






Start 


1 








End 


449 




Name 


OJ991211 49 


. 0228 


. C16 . ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1 _ 








End 


44 9 




GI 


none 








Score 


468 




Exon 1 ? 


1 . . 357, 1 . . 


282, 


3. . 359, 


3. .356, 152.. 


361, 371. .448, 371 


. .445, 




375 . . 44 9 














Seq. No. 


13589 








Seq. ID 


OJ991211_49.0228 


.C16 


Gene No. 


28899 








Strand 






Start 


1 








End 


449 




Name 


OJ991211 49 


. 0228 


. C16 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 ~ 








End 


361 




GI 


none 








Score 


479 




F.xnns 


1 . . 357, 1 . . 


282, 


3 . .359, 


3. .356, 152.. 


361 




Seq. No. 


13589 








Seq. ID 


OJ991211_49.0228 


.C16 


Gene No. 


28899 








Strand 






Start 


1 








End 


449 




Name 


OJ991211 49 


.0228 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3 








End 


361 




GI 


none 








Score 


185 




Exons 


3. .116, 3.. 


107, 


109.. 282, 110 


..175, 111. .359, 111. .356, 


152. . 



361 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ991211_49.0228.C17 
Strand 

End 1478 

Method AAT/GAP 

End 1478 

Score 2791 



13590 
28900 
6 

OJ991211_4 9.0228.C17.ol.gp 
6 

3073_1.R1084 
6. .1478 

* 133936/sp|P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



13590 
28901 
1493 

OJ991211_4 9.0228.C17.ol .tm 
1 



Seq. ID OJ991211_49.0228.C17 
Strand 

End 1766 

Method TBLASTX: Maize 

End 1751 



14220 




GI none Score 145 

Exons 1..93, 3. .119, 80. .154, 80. .148, 84. .383, 85.-399, 121. .390, 

200. .418, 383. .487, 432. .506, 433. .489, 437. .550, 498. .704, 
498. .704, 520. .705, 520. .705, 706. .726, 707. .730, 731. .856, 
731. .856, 795. .893, 847. .945, 866. .925, 866. .952, 920. .958, 
936. .1175, 939. .1217, 1170. .1742, 1170. .1277, 1172. .1720, 
1329. .1727, 1522. .1740, 1719. .1751 



Seq. No. 13590 

Gene No. 28901 

Start 1493 

Name OJ991211_4 9 . 0228 . C17 . ol . ts 

Start 87 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C17 
Strand 

End 1766 

Method TBLASTX : Soybean 

End 1665 

Score 41 



87. .113, 89. .112, 117. .341, 117. .341, 118. .351, 203. .355, 
936. .965, 955. .1050, 960. .1109, 960. .1109, 976. .1110, 
1173. .1280, 1284. .1664, 1295. .1663, 1525. .1665 



Seq. No. 13590 Seq. ID 

Gene No. 28901 Strand 

Start 1493 End 

Name OJ991211_4 9 . 0228 . C17 . o2 . tc Method 

Start 136 End 

GI none Score 
Exons 



OJ991211_49.0228.C17 
1766 

TBLASTX: Cress 

1024 

265 



136. .351, 139. .324, 198.". 332, 357. .383, 606. .701, 709. .732, 
923. .1024 



Seq. No. 13590 Seq. ID 

Gene No. 28901 Strand 

Start 1493 End 

Name OJ991211_4 9 . 0228 . C17 . ol . tw . Method 

Start 504 End 

GI none Score 
Exons 



OJ991211_49.0228.C17 
1766 

TBLASTX: Wheat 

1269 

298 



504. .704, 507. .704, 520. .705, 520. .705, 707. .724, 731. .856, 
731. .856, 795. .893, 846. .905, 851. .898, 920. .958, 936. .1268, 
939. .1268, 1174. .1269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13590 
28901 
1493 

OJ991211_4 9.0228.C17 .ol .tc 

1305 

none 



Seq. ID OJ991211_49.0228.C17 
Strand 
End 

Method 
End 
Score 



1766 

TBLASTX: Cress 

1728 

455 



1305. .1679, 1322. .1678, 1350. .1721, 1486. .1728 



Seq. No. 13590 Seq. ID OJ991211_4 9 . 0228 . C17 

Gene No. 28901 Strand 

Start 1493 ' End 1766 

Name OJ991211_4 9 . 0228 . C17 . o2 . gp Method AAT/GAP 

Start 1493 End 1766 

GI 22 91JL.R1084 Score 517 

Exons 1493. .1766 

GI Descrip. ' 133936/sp | P1214 6 | RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



14221 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991211_49.0228.C18 
+ 

1902 
AAT/GAP 
1902 
1023 



13591 Seq. ID 

28902 Strand 
1317 End 
OJ99121 1_4 9 . 0228 . C18 . o2 . gp Method 
1317 End 
481_1.R1084 - Score 
1317. .1902 

, 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 

13591 Seq. ID OJ991211_4 9 . 0228 . C18 

28903 Strand 

1 End 669 

OJ991211_4 9. 0228 .C18.ol.gp Method AAT/GAP 
1 End 669 

2291_1.R1084 Score 1305 

1. .669 

, 133936/sp|P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi__70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 -v. ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13591 Seq. ID 

28903 Strand 

1 End 

OJ991211_4 9. 0228.C18.o2.tw Method 

1 End 

none Score 



OJ991211_49.0228.C18 
669 

TBLASTX: Wheat 

527 

38 



1..18, 1..18, 19. .207, 20. .199, 88. .201, 213. .314, 214. .321, 
217. .330, 315. .401, 316. .402, 317. .379, 318. .392, 349. .525, 
354. .404, 369. .527, 377. .526, 465. .527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13591 
28903 
1 

OJ991211_4 9.0228.C18.o4 . tm 
1 

none 



Seq. ID OJ991211_49."0228.C18 
Strand 

End 669 

Method TBLASTX : Mai ze 

End 286 

Score 38 



1..18, 1..18, 19. .255, 20. .127, 85. .255, 213. .260, 218. .256, 
219. .260, 253. .285, 257. .286 



Seq. No. 13591 

Gene No. 28903 

Start 1 

Name OJ991211_4 9 . 0228 . C18 . o3 . tm" 

Start 327 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C18 
Strand 

End .669 

Method TBLASTX: Maize 

End 64 9 

Score 44 



327. .395, 346. .639, 351. .383, 401. .649, 401. .646 



Seq. No. 
Gene No. 
Start 



13591 
28904 
614 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 1016 



14222 



Name 

Start 

GI 

Exons 



OJ991211 49.0228.C18.o5.tw 



Method TBLASTX : Wheat 



614 End 1016 

none Score 4 9 

614. .646, 617. .649, 719. .760, 720. .773, 720. 

761. .826, 802. .825, 804. .827, 811. .936, 841. 

846. .941, 941. .1015, 941. .1015, 942. .1016 



761, 756.. 803, 
945, 846. .971, 



Seq. No. 13591 Seq. ID 

Gene No. 28905 Strand 

Start 957 End 

. Name OJ991211_4 9 . 0228 . C18 . ol . ts Method 

Start 957 End 

GI none Score 
Exons 



OJ991211_4 9.0228.C18 
2283 

TBLASTX : Soybean 

2283 

363 

1362, 1000.. 1362, 



957. .1343, 959. .1348, 962. .1096, 967. 

1145. .1378/ 1439. .1558, 1464. .1565, 1541. .1735, 1553. .1855, 

1554. .1844, 1841. .1906, 1862. .2170, 1923. .1949, 1947. .2168, 

1983. .2174, 1984. .2190, 2163. .2276, 2181. .2279, 2185. .2283 



! U 

n 

i . : 
:. Z \ 

rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13591 
28905 
957 

OJ9912 1 1_4 9 . 0228 . CI 8 . ol . tm 

957 

none 



Seq. ID OJ991211_49.0228.C18 
Strand 
End 

Method 
End 
Score 



2283 

TBLASTX: Maize 

1703 

945 



957. .1658, 962. .1657, 1311. .1658, 1658. .1702, 1658. .1702, 
1659... 1703 " - 



13591 
28905 
957 

OJ991211_4 9.0228.C18.ol.tc 
957 
none 

957. .1268, 959. .1279, 965. .1264, 1003. 
1398. .1430 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX : Cress 

End 1430 

Score 297 

1278, 1259. .1324, 



Seq. ..No. 13591 

Gene No. 28905 

Start 957 

Name OJ991211_4 9 . 0228 . C18 . ol . tw 

Start 1048 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX : Wheat 

End 1439 

Score 535 



1048. .1431, 1049. .1432, 1382. .1435, 1385. .1438, 1386. .1439, 
1387. . 1437 



Seq. No. 13591 
Gene No. ' 28905 

Start 957 

Name OJ991211_4 9 . 0228 . C18 . o2 . tc 

Start 1464 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX: Cress 

End ' 1882 

Score 135 



1464. .1565, 1466. .1558, 1553. .1645, 1554. .1646, 1646. .1882, 
1647. .1850 



Seq. No. 
Gene No. 
Start 



13591 
28905 
957 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 



14223 



Name 

Start 

GI 

Exons 



OJ991211_4 9% 0228 .C18.o3. tw Method TBLASTX: Wheat 
1592 End 1956 

none Score 402 

1592. .1870, 1593. .1853, 1595. .1870, 1879. .1935, 1879. .1947, 
1881. .1937, 1917. .1955, 1921. .1956, 1921. .1956 



Seq. No. 13591 

Gene No. 28905 

Start 957 

Name OJ991211_4 9 . 0228 . C18 . o2 . tm 

Start 1744 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX : Maize 

End 2283 

Score 78 



1744. .1806, 1745. .2179, 1746. .2282, 1762. .2280, 1878. .2282, 
1879. .2283 



Seq. No. 13591 

Gene No. 28905 

Start 957 

Name OJ991211_4 9 . 0228 . C18 . o3 . tc 

Start 1918 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX : Cress 

End 2283 

Score 40 



1918. .1959, 1926. .1958, 1974. .2168, 1975. .2163, 1981. .2190, 
1983. .2177, 2185. .2283, 2193. .2279 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13591 
28905 
957 

OJ991211_4 9.0228.C18.o4.tw 

2028 

none 



Seq. ID OJ991211_49.0228.C18 
Strand 

End 2283 

Method TBLASTX : Wheat 

End 2283 

Score 352 



2028.. 2282, 2035.. 2283, 2037.. 2282 

13592 Seq. ID OJ991211_4 9 . 0228 . C19 

28906 Strand + 

1 End 202 

OJ991211_4 9.0228 .C19.ol.gp Method AAT/GAP 

1 End " 202 

5003883 Score 386 

1..202 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



13592 
28907 
985 

OJ991211_4 9.0228 .C19.o2.tm 
1 

none 



Seq. ID OJ991211_49.0228.C19 

Strand + 

End 3333 

Method TBLASTX: Maize 

End . 600 

Score 54 
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.2322, 2156.. 2365, 2372.. 2455, 




2397. .2465 










Seq. No. 


13595 






Seq. ID 


OJ991211_49.0228.C22 



14230 



Gene No . 


28916 


Strand 




Start 


2413 


End 


3038 


Name 


OJ991211 49.0228.C22.o2.gp 


Method 


AAT/GAP 


Start ' 


2413 


End 


2935 


GI 


uC-osflm202104g03bl 


Score 


1026 




2413.. 2935 . 






GI Descrip. 


, 131211/sp|P19443|PSAJ MAIZE 


6.0e-10 PHOTOSYSTEM I REACTION 




CENTRE SUBONIT IX (PSI-J) >gi 


1363533 pir S58571 photosystem I 




protein psaJ - maize chloroplast >gi 552734 (J04502) ORF42 [Zea 




mavsl >ai 902241 emb CAA60305 


(X86563) 


psaJ [Zea mays] ' 


Seq. No. 


13595 


Seq. ID 


OJ991211_49.0228.C22 


Gene No. 


28916 


Strand 




Start 


2413 


End 


3038 


Name 


OJ991211 49 0228 C22 o2 tm 


Method 


TBLASTX: Maize 


Start 


2638 ~ 


End 


2954 


GI 


none 


Score 


455 


Exons 


2638 2952 2638 2952 2645 


.2953, 2772.. 2954 


Sea No 


13595 


Seq. ID 


OJ991211_49.0228.C22 


Gene No. 


28916 


Strand 




Start 


2413 


End 


3038 


Name 


O.T991211 49 0228 P22 n3 fw 


Method 


TBLASTX: Wheat 


Start 


2650 ~~ 


End 


3038 


GI 


none 


Score 


359 


1-J Awl J- O 


2650 2925 2665 2931 2687 


.2935, 295 


>8..2996, 2960. .3037, 




2978 3037 2979 3038 






Seq. No. 


13595 


Seq. ID 


OJ991211_49.0228.C22 


Gene No. 


28916 


Strand 




Start 


2413 


End 


3038 


Name 


OJ991211 49.0228.C22.o5.tc 


Method 


TBLASTX: Cress 


Start 


2716 


End 


2876 


GI 


none 


Score 


219 


Exons 


2716 2874 2729 2875 2772 


.2876 




Seq . No . 


13595 


Seq. ID 


OJ991211_49.0228.C22 


Gene No . 


28917 ' 


Strand 




Start 


3500 


End 


4405 


Name 


OJ991211 49.0228.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


3500 


End 


4243 


GI 


none 


Score 


351 


Rxon ^ 


3500.. 3715, 3506.. 3712, 3507. 


.3713, 3673. .3780, 3711. .3779, 




3767. .3796, 3777. .3830, 3778. 


.3804, 3799. .3831, 3846. .4016, 




3848. .4018, 4012. .4098, 4014. 


.4097, 4067. .4216, 4071. .4211, 




4085. .4243, 4093. .4218 






Seq. No. 


13595 


Seq. ID 


OJ991211_49.0228.C22 


Gene No. 


28917 


Strand 




Start 


3500 


End 


4405 


IN CHUC 


OJ991211 49.0228.C22.o3.ts 


Method 


TBLASTX : Soybean 


Start 


3559 


End 


3774 


GI 


none 


Score 


219 . 


Exons 


3559. .3714, 3560. .3715, 3709. 


.3774 




Seq. No. 


13595 


Seq. ID 


OJ991211_4 9.0228 .C22 


Gene No. 


28917 


Strand 





14231 



Start 
Name 
Start 
GI 

Exons 



3500 End 

OJ991211_4 9.0228. C22 . o3 . tc Method 

3574 End 

none Score 



4405 

TBLASTX: Cress 

3916 

172 



357.4-.3699, 3578. .3688, 3709. .3774, 3709. .3771, 3830. .3916, 
3849. .3914 



Seq. No. 13595 
Gene No. 28917 
Start 3500 

Name OJ991211_4 9 . 0228 . C22 . ol . tw 

Start 3809 
GI none 

Exons 3809.. 3985, 3810.. 3980, 3973. 

3975. .4094, 4082. .4132, 4084. 
4135. .4218, 4136. .4213, 4172. 
4276. .4398, 4277. .4405, 4305. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991211 49.0228.C22 



4405 

TBLASTX: Wheat 
4405 
168 

4086, 3973.. 4098, 3974. 
4161, 4084. .4131, 4086. 
4237, 4211. .4252, 4276. 
4400 



,4099, 
,4133, 
,4401, 



Seq. No. 13595 
Gene No. 28918 
Start 4585 

Name OJ991211_4 9 . 0228 . C22 . o5 . tm 

Start 4585 
GI none 

Exons 4585.. 4662, 4598.. 4660, 4692. 

4776. .4838, 4778.-4843, 4815, 
4854. .4910, 4915. .4971, 4917, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4769, 4697 
.4856, 4850 



OJ991211 49.0228.C22 



5298 

TBLASTX: Maize 
4993 
80 

4768, 4773. .4835, 
4942, 4850. .4909, 



.4970, 4922. .4975, 4922. .4993 



Seq. No. 13595 

Gene No. 28918 

Start 4585 

Name OJ991211_4 9 . 0228 . C22 . o2 . tw 

Start 4767 

GI none 

Exons 4767.. 4892, 4770.. 4913, 4792. 

5094. .5168, 5117. .5167, 5118. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4938, 4932 
.5168 



OJ991211 49.0228.C22 



5298 

TBLASTX: Wheat 
5168 
148 

5147, 4932. .5135, 



Seq. No. 13595 

Gene No. 28918 

Start 4585 

Name OJ991211_4 9 . 0228 . C22 . ol . tc 

Start 5023 

GI none 

Exons 5023.. 5094, 5028.. 5090, 
5134. .5292, 5142. .5297 



Seq. ID OJ991211_49.0228.C22 
Strand 

End 5298 

Method TBLASTX : Cress 

End 5298 

Score 59 
5097. .5126, 5098. .5130, 5125. .5298, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



13595 
28918 
4585 

OJ991211_4 9.0228.C22.o6.tm 

5029 

none 

5029. .5070, 5029. .5073, 5073, 
5074. .5133, 5112. .5180, 5120. 

13596 
28919 



Seq. ID OJ991211_49.0228.C22 
Strand 

End 5298 

Method TBLASTX : Mai ze 

End 5181 

Score 7 9 

.5126, 5073. .5126, 5074. .5127, 
.5179, 5128. .5181, 5134. .5181 

Seq. ID OJ991211_49.0228.C23 
Strand 



14232 




OLal L 


X 








End 


150 


Name 




4Q 099ft T97 


o9 


. tw 


Method 


TBLASTX: Wheat 


C f -a v-+- 


1 ~ 
i 








End 


150 




iiLfllG 








Score 


47 


Exons 


i *^o i 

X . . ~> U , X . 


■^0 9 4 


-1 


.35, 30. .149, 31. .150, 31. .150 


Seq. No. 


13596 








Seq. ID 


OJ991211_49.0228.C23 


Gene No. 


28920 








Strand 




Cf a r f 


in? 

i VJ £ 








End 


439 




WVJ .7 _7 X ^ X X 


4Q 099ft P9^ 


nl 

. VJ X , 


.tc 


Method 


TBLASTX: Cress 


Cf a r f 


1 o? ~ 










4 

4 J J 


ox 


none 








Score 


68 






104 1 S4 


1 Q4 


. .436, 


194. .439 




Con Mo 










Seq. ID 


OJ991211_49.0228.C23 


Gene No. 


28920 








Strand 




Start 


102 








End 


439 


LNaiUe 


O.TQQ1 91 1 

WU _7 _7 X ^ X X 


4Q 099ft T9^ 


o1 
. U X , 


.tm 


Method 


TBLASTX: Maize 


Cf 3 y-f 


109 _ 

X VJ £. 










J O J 


PT 


none 








Score 


110 


DAUJ lO 


i 09 1 70 

IUl . ■ X / VJ , 


1 0^ 1 fift 


1 04 


. .169, 


115. . 171, 


131. .385, 142. .384, 




170 S 

i / v . • O »J 












Seq. No. 


13596 








Seq. ID 


OJ991211_49.0228.C23 


Gene No. 


28921 








Strand 




ij Lai L 


1260 








End 


1442 


Name 


OJ991211 


49.0228.C23 


.Ol. 


.tw 


Method 


TBLASTX: Wheat 


Cf 3 y-f 


1260 








End 


1442 


r; t 
\j x 


none 








Score 


227 




1260. .1430, 1260. .1442, 


1412. 


.1441 




Seq. No. 


13597 








Seq. ID 


OJ991211_49.0228.C24 


Gene No. 


28922 








Strand 




Cf arf 
O Lai L 


328 








End 


1265 


Name 


OJ991211 


49.0228.C24 


.ol, 


. tc 


Method 


TBLASTX: Cress 


Cfarf 
j Lai L 


1 








End 


1035 


yj x 


none 








Score 


665 


£jAU11o 


1..636, 2 


..712, 120. 


.713, 510 


..719, 955. .1035, 963. .1034 


Seq. No. 


13597 








Seq. ID 


OJ991211_49.0228.C24 


Gene No. 


28922 








Strand 




Cf =s-rf 

o lai l 


328 








End 


1265 


Name 


OJ991211 


49.0228.C24 


.ol. 


, ts 


Method 


TBLASTX : Soybean 


Of -i r f 
O Lai L 


1 








End 


1265 


o i 


none 








Score 


545 


T7" v n q 


1..636, 1 


..708, 2. .712, 


6. .713, 510. .719, 940. .1245, 948. .1265 


Seq. No. 


13597 








Seq. ID 


OJ991211_49.0228.C24 


Gene No. 


28 922 








Strand 




Cf orf 
o Lai L 


328 








End 


1265 


Name 


OJ991211 


49.0228.C24 


.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


70 








End 


186 


GI 


none 








Score 


179 


Exons 


70. .186, 


71. .184 










Seq. No. 


13597 








Seq. ID 


OJ991211_49.0228.C24 


Gene No. 


28922 








Strand 





14233 




Start 


328 


End 


1265 


Name 


OJ991211 49 0228 C24 o2 tm 


Method 


TBLASTX * Maize 


Start 


243 ~~ 


End 


411 


GI 


none 


Score 


278 


F.xon s 


243 410- 244 411. 245 409 






Seq. No. 


13597 


Seq. ID 


OJ991211 49 0228 C24 


Gene No. 


28922 


Strand 




Start 


328 


End 


1265 


Name 


OJ991211 49.0228.C24.ol.gp 


Method 


AAT/GAP 


Start 


328 


End 


769 


GI 


uC-osflM202092b08bl 


Score 


831 


Exons 


328. .769 






GI Descrip. 


f 118048/sp|P07888|CYF ORYSA 5 


. 0e-65 APOCYTOCHROME F PRECURSOR 



>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ■ 





Seq. No. 


13597 




Seq. ID 


OJ991211_49.0228 


.C24 




Gene No. 


28922 




Strand 








Start 


328 




End 


1265 






Name 


OJ991211 49.0228.C24.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


412 




End 


892 






GI 


none 




Score 


640 






Exons 


412. .852, 413. .856, 510 


. .857, 


846. .890, 


854 . .892 




i it 


Seq. No. 


13597 




Seq. ID 


OJ991211_49.0228 


,C24 


Q 


Gene No. 


28922 




Strand 






Q 


Start 


328 




End 


1265 






Name 


OJ991211 49.0228.C24 .ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


518 




End 


944 






GI 


none 




Score 


195 






Exons 


518. .643, 519. .638, 521 


. .640, 


645. .746, 


646. .858, 647.. 


838, 


Q 




676. .840, 773. .898, 794 


. .913, 


843. . 914, 


904. .942, 908.. 


943, 


il 




918. .944 










Si 


Seq. No. 


13597 




Seq. ID 


OJ991211_49.0228 


.C24 


" : 


Gene No. 


28922 




Strand 








Start 


328 




End 


1265 






Name 


OJ991211 49.0228.C24.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


■ 1036 




End 


1253 






GI 


none 




Score 


155 






Exons 


1036. .1251, 1038. .1253 











Seq. No. 13598 

Gene No. 28923 

Start 1 

Name OJ991211_4 9 . 0228 . C25 . ol . gp 

Start 1 

GI 2653_1.R1084 

Exons 1 . . 251 

GI Descrip. ' 11 998/emb | CAA33959 | 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_226619_prf 1603356AR ORF 85A [Oryza sativa] 1 



Seq. ID OJ991211_49.0228.C25 

Strand + 

End 251 

Method AAT/GAP 

End 251 

Score 478 



Seq. No. 
Gene No. 



13598 
28924 



Seq. ID 
Strand 



OJ991211 49.0228.C25 



14234 



C 4- -j r-j- 


9S S 
i jj 








i ft ^s 


Name 


O TQQ1 9 1 1 


/q H99fi P9S nl 


cm 


i v ie l noQ 


1 0 I1H.0 1 A . lYJcl 1 z e 


Qf —\ y~ fr- 

OLaiC 


111 _ 
111 






_na 


s^n 




none 






Score 


1 


Exons 


111 SIS 

iii* ..ji.j/ 


111 SI 9 1 1 ^ 
iii. . Jit/ iij. 


S90 


4Qft s^n 




C ^ it M /-\ 

oeq . wo . 


1 J J70 






oeq . ±u 


OTQQ1911 AQ 099ft P9S 

uj jyizii y y . u^zo . o 


f~l o r~» o KI/"\ 
belle tMO . 


9ft Q94 






o Liana 




O Cd l L 


9S S 






End 


1835 


Name 


OJ991211 


49.0228.C25.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


- Ill 






End 


1835 


\3 i. 


none 






Score 


56 


U 1 v o 


111. .188, 


129. .188, 210. 


. c. D D , 


215. .277, 


215. .274, 297. .512, 




300. .512, 


343. .546, 534. 


. D7J, 


550. .690, 


1017. .1154, 1055. .1141, 




1056. .114 


2, 1063. .1152, 


1 1 ftft 


.1208, 1191. .1220, 1614. .1835, 




1657. .1776 










13598 






Seq. ID 


OJ991211_49.0228.C25 


Gene No. 


28924 






Strand 




Start 


255 






End 


1835 


Name 


OJ991211 


49.0228.C25.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


128 






End 


689 


GI 


none 






Score 


109 


Exons 


128. .217, 


129. .212, 196. 


.264, 


198. .686, 


204. .689 



Seq. No% 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13598 
28924 
255 

OJ99121 
255 

7528_2. 
255. .87 
■140291 
PROTEIN 
- rice 
[Oryza 



l_49.0228.C25.o2.gp 
R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991211_49.0228.C25 

1835 
AAT/GAP 
878 
1143 



/sp| P12206I YCF4_0RYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

(ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] * 



13598 
28924 
255 

OJ991211_4 9.0228.C25.o2.tm 
770 
none 



Seq. ID OJ991211_49.0228.C25' 
Strand 

1835 

TBLASTX: Maize 
1200 
95 



End 

Method 
End 
Score 

770. .859, 784. .855, 785. .862, 786. .884, 832. .918, 852. .923, 

852. .920, 854. .931, 904. .1017, 919. .1017, 920. .1018, 1021. .1194, 

1021. . 1200 



Seq. No. 13598 

Gene No. 28925 

Start 1839 

Name OJ991211_4 9 . 0228 . C25 . o3 . tm 

Start 1839 

GI none 

Exons 1839.. 1901, 2433.. 2525, 2435 
2525.. 2557, 2532.. 2582, 2552 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2539, 
.2584 



OJ991211_49.0228.C25 
2584 

TBLASTX: Maize 
2584 
153 

2453. .2539, 2525. .2557, 



Seq. No. 



13599 



Seq. ID OJ991211_49.0228.C26 



14235 




Gene No. 


28926 




Strand 


+ 


Start 


1868 




End 


2384 


Name 


OJ991211 49 0228 C26 o3 




Method 


AAT/GAP 


Start 


1868 _ 




End 


2384 


O X 


uC-osf lM202083hl2bl 




Score 


968 


P von ^ 


1868 2384 








VJJ J- Ls 1- X • 


'552857 3 Oe-25 (M31464) 


atpB 


gene product [Oryza sativa] ' 


Qpn Mo 


13599 




Seq. ID 


OJ991211_49.0228.C26 


Gene No . 


28927 




Strand 




Start 


1 




End 


578 


Name 


OJ991211 49.0228.C26.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


578 




14384 1.R1084 




Score 


1116 


P von ^ 


1. .578 








OX U C O O J_ X k_/ • 


»5881726/dbj | BAA84 417.il 


3.0e- 


■24 (AP000423) RNA polymerase , 




subunit [Arabidopsis thaliana] 


T 




Seq. No. 


13599 




Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 




Strand 




Start 


675 




PnH 


i 7?n 


Name 


OJ991211 49.0228.C26.ol. 


tw 


\A £-\ 4- Vi /~\ /-A 


TRT aQTY • Mhoaf 


o u ct x u 


1 




PnH 


OOJ 


O X 


none 




Score 


y o j 


P von q 


1..660, 3. .665, 3. .665 








Seq. No. 


13599 




Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 




Strand 




O Lai I, 


675 




PnH 


1 790 


Name 


OJ991211 49.0228.C26.o2. 


tm 




I Oxj/io 1 A . l v Ja lZc 


o l. a. x u 


1 




PnH 




GI 


none 




Score 


AAA 

H H H 


P, von o 


1..294, 1..297, 104. .310 






Seq. No. 


13599 




Seq. ID 


OJ991211 49 0228 C26 


Gene No. 


28928 




Strand 




Start 


675 




End 


1720 


Name 


OJ991211 49.0228.C26.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


199 


GI 


none 




Score 


274 


P von q 


1..198, 3. .197, 68. .199 








Seq. No. 


13599 




Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 




Strand 




Start 


675 




End 


1720 


Name 


OJ991211 49.0228.C26.o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


282 




End 


429 


(IT 

\J X 


none 




Score 


198 


P von q 


282. .428.. 293. .427, 307. 


.429 






Seq. No. 


13599 




Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 




Strand 




Start 


675 




End 


1720 


Name 


OJ991211 49.0228.C26.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


372 




End 


661 


GI 


none 




Score 


223 


Exons 


372. .641, 373. .660, 377. 


.661, 


378. .656 





14236 




Seq. No. 


13599 


Seq. ID 


OJ991211_4 9.0228.C26 




KJ Z> 


jiiai iu 






67 S 




17 90 


Name 


O.TQQ1911 4Q 099ft P9fi ol 








fifi4 ~ 

U U *i 




1410 
J. *j J. \J 


PT 


riorie 


Score 


R4 




fifi4 714 670 1 ^QP. 719 


1410 




Sea. No. 


13599 


Seq. ID 


OJ991211 4 9 . 0228 .C26 


Gene No. 


28928 


Strand 




Start 


675 


End 


1720 


Name 


OJ991211 49.0228.C26.o2. 


gp Method 


AAT/GAP 


Start 


675 


End 


1404 


GI 


24824 1.R1084 


Score 


1379 


Exons 


675. .1404 






GI Descrip. 


M76752 5.0e-87 (L24073) 


rubisco large 


subunit [Oryza sativa] 



>gi_1583954_prf 21214 89A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] 1 



oeq . ino . 


1 QRQQ 
1 JJ J? 






oeq . i u 


r>TQQ1911 4Q 099ft P9fi 


f~>* r~k XT/"\ 

bene lno . 


Z 0 ¥ & O 






C -f- r 2nr J 






67 ^ 






ii<na 


17 9 0 


Name 


H TQQl 9T 1 4Q 


099ft P96 


Ol . US 


L v je inoa 


TRT & QnwKoan 
1 OLiiHo 1 A . juyDcdn 


-=* o Tzaru , 


7^4 






r nr ) 

ona 


J. ft O / 




none 






Score 


567 


Hf Exons 


734. .1249, 


734. .1414, 


736. . 


1437, 751.. 


1437 


i : oeq . lno . 


1 ^^QQ 
1 j j 






Seq. ID 


OJ991211_49.0228.C26 


bene ino . 


OOQOO 






Strand 




==f btart 


b / o 






End 


1720 


fl! Name 


OJ991211 49 


.0228.C26. 


o4 . tw 


Method 


TBLASTX: Wheat 


, 3 " Start 


809 






End 


991 


U GI 


none 






Score 


266 


,J | Exons 


809. .991, 8 


11. .990 








H; Seq. No. 


13599 






Seq. ID 


OJ991211_49.0228.C26 


^11 Gene No. 


28928 






Strand 




rj Start 


675 






End ' 


1720 


;==i Name 


OJ991211 49 


.0228.C26. 


ol. tc 


Method 


TBLASTX: Cress 


:==? Start 


952 






End 


1428 


GI 


none 






Score 


549 


Exons 


952. .1389, 


952. .1392, 


971. . 


1393, 1044. 


.1394, 1396. .1428 


Seq. No. 


13599 






Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 






Strand 




Start 


675 






End 


1720 


Name 


OJ991211 49 


.0228.C26. 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


992 






End ■ 


1677 


GI 


none 






Score 


265 


Exons 


992. .1417, 


993. .1175, 


994. . 


1446, 994.. 


1446, 1038. .1466, 




1430. .1504, 


1460. .1558, 1467. .1529, 1516. .1677, 1532. .1675, 




1549. .1677 










Seq. No. 


13599 






Seq. ID 


OJ991211_49.0228.C26 


Gene No. 


28928 






Strand 




Start 


675 






End 


1720 



14237 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991211_4 9.0228 .C26.o4 . tm 

1411 

none 

1411. .1536, 1413. .1538, 1503. 
1533.. 1610, 1556.. 1612, 1597. 

13599 
28929 
1660 

OJ991211_4 9.0228.C26.o2. ts 

1660 

none 

1660.. 1716, 2150.. 2392, 2151. 

13599 
28929 
1660 

OJ991211_4 9.0228 .C26.o3.tw 

1845 

none 

1845. .2054, 1845. .2057, 1846. 
2056.. 2130, 2066.. 2176, 2128. 



Method TBLASTX : Mai ze 
End 1720 
Score 130 

.1607, 1511. .1621, 1513. .1608, 
.1716, 1598.. 1720 



Seq. ID OJ991211_49.0228.C26 
Strand 

2393 

TBLASTX : Soybean 
2393 
328 



End 

Method 
End 
Score 
.2393 



Seq. ID OJ991211_49.0228.C26 
Strand 

End 2393 

Method TBLASTX : Wheat 

End 2277 

Score 308 

.2067, 1879. .2058, 2045. .2131, 
.2277, 2138. .2275, 2182. .2277 



Seq. No. 13599 

Gene No. 28929 

Start 1660 

Name . OJ991211_49 . 0228 . C26 . 06 . tm 

Start 1862 

GI none 

Exons 1862.. 1918, 1863.. 1916, 1866. 

1913.. 2050, 1915.. 2052, 1915. 



Seq. ID OJ991211_49.0228.C26 
Strand 

End 2393 

Method TBLASTX : Maize 

End 2052 

Score 68 

.1922, 1879. .1917, 1890. .2051, 
.2052 



Seq. No. 13599 

Gene No. 28929 

Start 1660 

Name 0 J9912 1 1_4 9 . 0228 . C2 6 . o3 . tm 

Start 2053 

GI none 

Exons 2053.. 2070, 2075.. 2104, 2075. 
2127. .2393 



Seq. ID OJ991211_49.0228.C26 
Strand 

End 2393 

Method TBLASTX : Mai ze 

End 2393 

Score 35 

.2104, 2095.. 2391, 2102.. 2392, 



Seq. No. 13599 

Gene No. 28929 

Start 1660 

Name OJ991211_4 9 . 0228 . C2 6 . o2 . tc 

Start 2147 

GI none 

Exons 2147.. 2392, 2148.. 2393 



Seq. ID OJ991211_49.0228.C26 
Strand 

End 2393 

Method TBLASTX : Cress 

End 2393 

Score 332 



Seq. No. 13600 

Gene No. 28930 

Start 1 

Name OJ991211_4 9 . 0228 . C27 . ol . tm 

Start 1 

GI none 

Exons 1..30, 3. .47, 66. .302, 66 . .26 
462. .758, 719. .847, 720. .842 



Seq. ID OJ991211_49.0228.C27 
Strand 

End 1368 

Method TBLASTX : Maize 

End 847 

Score 63 
7, 77. .301, 414. .662, 416. .661, 



14238 



Seq. No. 


13600 


Seq. ID 


OJ99121 1 49 0228 C27 


Gene No. 


28930 


Strand 




Start 


1 


End 


1368 


Name 


OJ991211 49.0228.C27.ol.tc 


Method 


TBLASTX • Cress 


Start 


2 


End 


1368 


GI 


none 


Score 


4 91 


Rxons 

i_J <i I 1 


2. .301, 3. .305, 3. .302, 412.. 


636, 413. 


661. 414 662 456 




502. .663, 719. .1063, 719. .1042, 1030.. 


1113. 1034 1273. 




1040. .1201, 1044. .1208, 1198. 


.1368 




Seq. No. 


13600 


Seq. ID 


OJ991211_49.0228.C27 


Gene No. 


28930 


Strand 




Start 


1 


End 


1368 


Name 


OJ991211 49.0228.C27.ol.ts 


Method 


TBLASTX * Sovbean 


Start 


2 


End 


1273 


GI 


none 


Score 


4 92 


Exons 


2. .304, 3. .305, 6. .305, 413.. 


661, 414. 


. 662, 456 . . 662, 502 . . 




719. .1273, 719. .1183, 723. .1190, 1198. 


. 1272 


Seq. No. 


13600 


Seq. ID 


OJ991211_49.0228.C27 


Rpnp No 


28930 


Strand 




Start 


1 


End 


1368 


Name 


OJ991211 49.0228.C27.ol.tw 


Method 


TRT.A^TX • Whp^t" 


Start 


3 


End 


299 


GI 


none 


Score 


63 


von S 


3. .47, 66. .299, 72. .239, 77. . 


295 




Seq. No. 


13600 


Seq. ID 


OJ991211_49.0228.C27 


Hpnp No 


28930 


Strand 




Start 


1 


End 


1368 


Name 


OJ991211 49.0228.C27.o2.tw 


Method 


TBLASTX • Whpat- 


Start 


435 


End 


815 


GI 


none 


Score 


269 


Exons 


435. .662, 458. .661, 719. .814, 


720. .815 




Seq. No. 


13600 


Seq. ID 


OJ991211_49.0228.C27 


Gene No. 


28930 


Strand 




Start 


' 1 . 


End 


1368 


Name 


OJ991211 49.0228.C27.o2.tm 


Method 


TBLASTX : Maize 


Start 


951 


End 


1335 


GI 


none 


Score 


72 


Exons 


951. .998, 952. .1020, 988. .1113, 1004.. 


1222, 1005. .1334, 



1005. .1295, 1198. .1335 



Seq. No. 13600 

Gene No. 28931 

Start 1503 

Name • OJ991211_4 9 . 0228 . C27 . o3 

Start 1503 

GI none 

Exons 1503. .1568, 1558. .1779, 

Seq. No. 13601 

Gene No. 28932 

Start 168 

Name OJ991211 4 9 . 0228 . C28 . ol 



Seq. ID OJ991211_49.0228.C27 
Strand 

End 1779 

. tm Method TBLASTX : Mai ze 

End 1779 

Score 51 
1600. .1779 

Seq. ID OJ991211_4 9. 0228 .C28 

Strand + 

End 1171 

. tm Method TBLASTX: Maize 



14239 



Start 
GI 

Exons 



1 End 1171 

none Score 83 

1..54, 1..45, 2. .52, 3. .53, 47. .109, 49. .108, 94. .216, 108. .209, 
143. .265, 183. .230, 188. .232, 226. .270, 237. .299, 237. .284, 
239. .301, 331. .354, 332. .358, 351. .404, 352. .399, 375. .404, 
434. .616, 435. .617, 461. .622, 619. .825, 619. .1095, 620. .1096, 
836. .1096, 1085. .1144, 1092. .1115, 1127. .1171, 1148. .1171 



OJ991211_49.0228.C28 
+ 

1171 
AAT/GAP 
1138 
1900 



Seq. No. 13601 " Seq. ID 

Gene No. 28 932 Strand 

Start 168 End* 

Name . OJ991211_4 9 . 0228 . C28 . ol . gp Method 

Start 168 End 

GI 2409_1.R1084 Score 

Exons 168.. 1138 

GI Descrip. * 128690/sp | P12126 | NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_661 61_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] 1 



Seq. No. 13601 

Gene No. 28932 

Start 168 

Name OJ991211_4 9 . 0228 . C28 . ol . tc 

Start 718 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C28 



Strand 
End . 
Method 
End 
Score 



1171 

TBLASTX: Cress 

1119 

101 



718. .1068, 720. .785, 722. .1036, 724. .1068, 845. .1069, 948. .1112, 
985. '.1119 



Seq. No. 13601 

Gene No. 28932 

Start 168 

Name OJ991211_4 9 . 0228 . C28 . ol . ts 

Start 778 

GI none 

Exons 778.. 1089, 779.. 1096 



Seq. ID OJ991211_49.0228.C28 

Strand + 

End 1171 

Method TBLASTX : Soybean 

End 1096 

Score 414 



Seq. No. 13602 Seq. ID 

Gene No. 28 933 Strand 

Start 187 End 

Name OJ991211_4 9 . 0228 . C29 . ol . gp Method 

Start 187 End 

GI 24824_1.R1084 Score 

Exons 187.. 552 

GI Descrip. '476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 21214 8 9A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] f 



OJ991211_49.0228.C29 
+ 

563 

AAT/GAP 

552 

621 



Seq. No. 13602 

Gene No. 28933 

Start 187 

Name OJ991211_4 9 . 0228 .C29.ol.ts' 

Start 193 

GI none 
Exons 



Seq. ID OJ991211_49.0228.C29 

Strand + 

End 563 

Method TBLASTX : Soybean 

End 4 93 

Score 458 



193. .375, 194. .493, 201. .476, 253. .486 



14240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13602 
28933 
187 



Seq. ID OJ991211_49.0228.C29 
Strand + 
End 563 



OJ991211 49.0228.C29.ol.tm Method TBLASTX : Maize 



200 
none 



End 
Score 



563 
532 



200. .508, 201. .557, 201. .515, 513. .563, 516. .563 



13602 
28933 
187 



Seq. ID OJ991211_49.0228.C29 
Strand + 
End 563 



OJ991211 49.0228.C29.ol.tw Method TBLASTX : Wheat 



201 
none 

201. .416, 203. .41* 

13602 
28934 
561 



End 418 
Score 377 



Seq. ID OJ991211_49.0228.C29 

Strand 

End 688 



OJ991211 49.0228.C29.o2.tw Method TBLASTX: Wheat 



561 
none 



End 688 
Score 152 



561. .683, 562. .684, 563. .688, 567. .686 



13603 
28935 
91 



Seq. ID OJ991211_49.0228.C30 

Strand 

End 614 



OJ991211_4 9 . 0228 . C30 . ol . ts Method TBLASTX : Soybean 

91 End 414 

none Score 79 

91. .174, 93. .173, 177. .263, 178. .264, 178. .267, 362. .412, 
364. .414 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13603 Seq. ID OJ99121 1_4 9 . 0228 . C30 

28935 Strand 

91 End 614 

OJ991211_4 9 . 0228 . C30 . ol . tm Method TBLASTX : Maize 

105 End 595 

none Score 104 

105. .179, 106. .177, 106. .180, 107. .202, 147. .383, 158. .385, 

159. .383, 176. .385, 524. .595 

13603 Seq. ID OJ991211_4 9 . 0228 . C30 

28935 Strand 

91 End 614 

OJ991211_4 9 . 0228 . C30 . ol . tc Method TBLASTX : Cress 

346 End * 614 

none Score 76 

346. .402, 349. .423, 411. .461, 412. .462, 469. .612, 495. .614, 

496. .612, 497. .613, 498. .614 



Seq. No. 13604 Seq. ID OJ991211_4 9 . 0228 . C31 

Gene No. 28936 Strand + 

Start 204 End 534 

-Name OJ991211_4 9 . 0228 . C31 . ol . tw Method TBLASTX : Wheat 

Start 7 End 356 



14241 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

7. .144, 240. .356 

13604 
28936 
204 

OJ991211_4 9.0228.C31.ol. tc 

162 

none 

162.. 530, 162.. 512 



Score 110 



Seq. ID OJ991211_49.0228.C31 

Strand + 

End 534 

Method TBLASTX : Cress 

End - 530 

Score 579 



OJ991211_49.0228.C31 
+ 

534 

AAT/GAP 

534 

658 



13604 Seq. ID 

28936 Strand 
204 End 
OJ991211_4 9 . 0228 . C31 . ol . gp Method 
204 End 
5455469 Score 
204.. 534 

131251/sp| P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B). PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2264 06_prf 15 



Seq. No. 


13605 






Seq. ID 


OJ991211_47.0228 


.C3 


Gene No. 


28937 






Strand 






Start 


4 






End 


303 




Name 


OJ991211 47. 0228. C3 


o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4 






End 


303 




GI 


none 






Score 


106 




Exons 


4. .216, 217. .303, 232.. 


303 








Seq. No. 


13605 






Seq. ID 


OJ991211_47.0228 


.C3 


Gene No. 


28938 






Strand 






Start 


307 






End - ; 


894 




Name 


OJ991211 47. 0228. C3 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


307 






End 


789 




GI 


none 






Score 


51 




Exons 


307. .357, 411. .746, 


412 


. .789, 


421. .786 






Seq. No. 


13605 






Seq. ID 


OJ991211__47.0228 


.C3 


Gene No. 


28938 






Strand 






Start 


307 






End 


894 




Name 


OJ991211 47. 0228. C3 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


412 






End 


843 




GI 


none 






Score 


366 




Exons 


412. .843, 642. .836 












Seq. No. 


13605 






Seq. ID 


OJ991211_47.0228 


.C3 


Gene No. 


28938 






Strand 






Start 


307 






End 


894 




Name 


OJ991211 47. 0228. C3 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


436 






End 


753 




GI 


none 






Score 


180 




Exons 


436. .753 













14242 



Seq. No. 13605 Seq. ID 

Gene No. 28938 Strand 

Start 307 End 

Name OJ991211_4 7 . 0228 . C3 . ol . ts Method 

Start 730 End 

GI none Score 

Exons 730.. 762, 732.. 761, 766.. 894, 768.. 806 



OJ991211_47.0228.C3 
894 

TBLASTX : Soybean 

894 

57 



Seq. No. 13606 Seq. ID 

Gene No. 28939 Strand 

Start 2345 End 

Name OJ991211_47 . 0228 . C7 . 06 . tw Method 

Start 2345 End 

GI none Score 

Exons 2345.. 2461, 2358.. 2462, 2362.. 2721, 24 



OJ991211_47.0228.C7 
2898 

TBLASTX: Wheat 

2721 

52 

H. .2720 



Seq. No. 13606 Seq. ID 

Gene No. 28939 Strand 

Start 2345 End 

Name OJ991211_47 . 0228 . C7 . 06 . tm Method 

Start 2602 End 

GI none Score 

Exons 2602.. 2898, 2602.. 2856, 2619.. 2789 



OJ991211_47.0228.C7 
2898 

TBLASTX: Maize 

2898 

210 



'Seq. No. 13606 Seq. ID 

Gene No. 28940 Strand 

Start 3292 End 

Name OJ991211_47 . 0228 . C7 . o7 . tw Method 

Start 3292 End 

GI none Score 

Exons 3292.. 3330, 3315.. 3644 



OJ991211_47.0228.C7 
3644 

TBLASTX: Wheat 

3644 

44 



Seq. No. 13606 

Gene No. 28941 

Start 3819 

Name OJ991211_47 . 0228 . C7 . o3 . tw 

Start 3819 

GI none 

Exons 3819.. 4301, 3923.. 4258, 3948. 



Seq. ID OJ991211_47.0228.C7 
Strand 

End 4 688 

Method TBLASTX : Wheat 

End 430T 

Score 546 

4292 



Seq. No. 13606 

Gene No. 28941 

Start 3819 

Name OJ991211_4 7 . 0228 . C7 . o4 . tm 

Start 3831 

GI none 

Exons 3831.. 4118, 3929.. 4120 



Seq. ID OJ991211_47.0228.C7 
Strand 

End 4688 

Method TBLASTX : Maize 

End 4120 

Score 318 



Seq. No. 13606 

Gene No. 28941 

Start 3819 

Name OJ991211_4 7 . 0228 . C7 . o3 . tm 

Start 4188 

GI none 

Exons 4188.. 4367, 4353.. 4688, 4439. 



Seq. ID OJ991211_47.0228.C7 
Strand 

End 4 688 

Method TBLASTX : Mai ze 

End 4 688 

Score 161 
.4570, 4595. .4645 



14243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13606 
28941 
3819 

OJ991211_47, 

4242 

none 

4242. .4274,. 

13606 
28941 
3819 

OJ991211_47. 

4350 

none 

4350. .4652, 

13606 
28942 
4653 

OJ991211_47. 

4653 

none 

4653. .5162, 

13606 . 

28942 

4653 

OJ991211_47. 

4659 

none 

4659. .4904 

13606 
28942 
4653 

OJ991211_47. 
4725 
none - 
4725. .5078, 

13606 
28943 
5166 

OJ991211_47. 

5166 

none 

5166. .5645, 

13606 
28943 
5166 

OJ991211_47. 

5295 

none 

5295. .5609, 



0228.C7.ol.ts 
4242. .4286, 4278. 

0228.C7.o5.tw 
4350. .4643, 4382, 

0228.C7.ol.tw 
4685.. 4996, 4731. 

0228.C7.o3.ts 



Seq. ID OJ991211_47.0228.C7 
Strand 

End 4688 

Method TBLASTX : Soybean 

End 4 637 

Score 57 

.4637, 4278. .4421, 4382. .4636 



Seq. ID OJ991211_47.0228.C7 
Strand 

4688 

TBLASTX: Wheat 
4652 
402 



End 

Method 
End 
Score 
.4651 



Seq. ID OJ991211_47.0228.C7 
Strand 

5162 

TBLASTX: Wheat 
5162 
630 



End 

Method 
End 
Score 
,5078 



Seq. ID OJ991211_47.0228.C7 
Strand 

End 5162 

Method TBLASTX : Soybean 

End 4 904 

Score 202 



0228.C7.ol.tm 
4727. .4993, 4779. 

0228.C7.o2.tw 
5199. .5612, 5390. 

0228.C7.o5.tm 
5376..S597, 5405. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5090 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5644 

Seq. .,ID 

Strand 

End 

Method 
End 
Score 
.5608 



OJ991211_47.0228.C7 
5162 

TBLASTX: Maize 

5090 

4 88 



OJ991211_47.0228.C7 
5693 

TBLASTX: Wheat 

5645 

584 



OJ991211_47.0228.C7 
5693 

TBLASTX: Maize 

5609 

267 



Seq. No. 



13606 



Seq. ID OJ991211_47.0228.C7 



14244 



Gene No. 


28943 




Strand 


OUdlL 


JlOD 




Lna 


XT l-rlrt 

Name 


HTQQ1 Ol 1 A~l CiOOQ PI ^1 


4- _ 

tc 


Method 


btart 






tina 




none 




Score 


Exons 


c-JCO ccor ccoc cfrcQ 


CL O Q 


. 0 D DO 


Seq. No. 


13606 




Seq. ID 


Gene No. 


28943 




Strand. 


Q -I- -a -j- 


jIDD 
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Start 


1588 _ 






End 


1880 






GI 


none 






Score 


296 






Exons 


1588. .1878, 


1592. .1879, 


1779. 


.1880 








Seq. No. 


13614 






Seq. ID 


OJ991211 47 0228 


. C22 




fipnp No 


28960 






St rand 








Start 


8256 






End 


9141 

_7 X *■! X 






Name 


OJ991211 47 


0228 C22 ol 


t s 


Mpf hod 


TRLASTX • Sowhpan 






Start 


1678 ~ 






End 


1938 




.est. 


GI 


none 






S core 


1 8 S 

X O -J 




i : J 
i. "i 


Exons 


■ 1678. .1938, 


1679. .1927 












Sea No 


13614 






Seq. ID 


OJ991211 47 0228 

^^X^.XX ^/.W^^VJ 


. C22 


i s i i 


rjesnp No 


28960 






Qf rand 

i_J l_ J- Ul 1*»X 






i - r 
:" "i 


Start 


8256 






End 


9141 




i. -t 


Name 


OJ991211 47 


0228 C22 ol 


tc 


Mpt h\ od 






ui 


Start 


1702 ~~ 






End ' 


2028 






GI 


none 






Score 


87 




I sr 


Exons 


1702. .1845, 


1703. .1843, 


1846. 


.2028 






:= 


Seq. No. 


13614 






Seq. ID 


OJ991211 4 7 0228 

vyi^/ .y^x^xx ^ / 


. C22 


Q 


GPHP No 


28960 






Strand 






SI 


Start 


8256 






End 


9141 




M« 


Name 


OJ991211 47 


. 0228 . C22 . o2 . 


tw 


Mpt h od 


TBLASTX • Wheat 




i = - 


Start 


1725 ~ 






End 


226S 




U 


GI 


none 






Score 


132 






Rvon 5 ; 

J—l A llO 


1725. .1979, 


1726. .2265, 


1730 . 


. 2083 








Seq. No. 


13614 






Seq. ID 


OJ991211_47.0228 


.C22 




Gene No. 


28960 






Strand 








Start 


8256 






End 


9141 






Name 


OJ991211 47 


.0228.C22.ol. 




Method 


AAT/GAP 






Start 


8256 






End 


9141 






GI 


uC-osroM202028gl2bl 




Score 


211 






F von q 


8256. .8317, 


9070. .9141 












GI Descrip. 


'5852182/emb|CAB55420. 1| 


9.0e- 


-13 (AL117265) zhb0012.1 [Oryza 






sativa] ' 














Seq. No. 


13614 






Seq. ID 


OJ991211_47.0228 


.C22 




Gene No. 


28961 






Strand 








Start 


10558 






End 


10903 






Name 


OJ991211 47, 


.0228.C22.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


10558 






End 


10903 





14252 




GI none Score 148 

Exons 10558. .10665, 10558 10656, 10560 10757 , 10563 107 60, 

10769. .10804, 10850. .10903 



C r-\ rr K\r\ 

oeq . iNu . 


1 ^61 ^ 

1 JOl J 


OctJ . XL/ 


O.TQQ1 91 1 47 099ft 


POT 

• o 


UCilc NU . 


9ft Q£9 


Of ran H 








97 ^ 


Fnri 


1917 

X c. X / 




Name 


OTQQ1911 47 099ft P9"3 nl rm 


Nctnou 


TRT BQTY - Mai -70 




OLari. 


97 ^ _ 


Ejiia 


1 1 Qft 
X X .7 0 




GI 


none 


Score 


137 




Exons 


273. .371, 677. .841, 950. .1198 








Cqh M n 
Oc4< LM O . 


1 ^fil R 

iJux J 


Can T n 


O.TQQ1 91 1 47 099ft 




belle NO . 


9ft Qfi? 


otl cillU. 








97 ^ 




1917 

X £. X / 




Name 


O.TQQ1911 47 099ft P9? nl r <? 








-i- a >- 1- 


97 ? ~~ 


uilU 


1917 




GI 


none 


Score 


114 




Exons 


273. .371, 630. .842, 652. .837, 


662. .871 


, 992.. 1216, 1002 


. .1091, 




1 1 1917 








oeq. NO. 


1 ^61 ^ 


Seq. ID 


OJ991211_47.0228 


poo 


t^ene no . 


Z O :? O^. 


Strand 






OlaiL 


97 ^ 


End 


1217 




Name 


HTQQ1911 47 099ft r9? nl rn 
UJ331Z11 ft / .UZZO.L^J.Ol . LC 


Method 


TBLASTX: Cress 




Start 


630 


End 


1129 




GI 


none 


Score 


108,, 




Exons 


fi^O ft49 fifi9 ft74 Qftl 1 0 Q1 


992. .1129 




oeq. no. 


1 K 
1 JUlD 


Seq. ID 


OJ991121_39.0229 


P^ 


uene NO . 


9ft Q^^ 


Strand 






o Lai u 


111 
± J. ± 


End 


283 




Name 


n.TQQ1191 099Q P^ nl rr<? 


Method 


GENSCAN 




Start 


111 


End 


283 




GI 


none 


Score 


.71 




LAUuo 


111 9ft ^ 

J. ± J. . . J 








O fer q . NO. 


i 7 


Seq. ID 


OJ991121__39.0229 




o ti d ni n 




Strand 






ri- 
ot, d IT L. 


1 

x z> O 


End 


324 




Name 


OTQQ1191 099Q Pfi nl rrc; 


Method 


GENSCAN 




O Lai. L 


1 ~~ 
x .? o 


End 


324 




GI 


none 


Score 


.83 




Exons 


193. .324 








peq . NO . 


13618 


Seq. ID 


OJ991121_39.0229 


. / 


Gene No . 


28965 


Strand 


+ 




Start 


1 ' 


End 


1286 




Name 


OJ991121 39.0229.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1286 




GI 


5821153 


Score 


83 




Exons 


1..177, 406. .981, 1018. .1286 








GI Descrip. 


(AB016092) RNA binding protein [Homo sapiens] 




Seq. No. 


13618 


Seq. ID 


OJ991121_39.0229 


.C7 


Gene No. 


28965 


Strand 


+ 




Start 


1 


End 


1286 





14253 





Name 


O.T9Q1191 "39 0??Q P7 nl rfq 

\J\J J .7 X X X «_) J • \J C~ C~ Z) • I , \J J. m \J J 




npN^PAN 

\J £j IN OvnlN 






O Lai L 


119 ~ 


End 


1 919 








none 


Score 


. 74 


















Cpn Mr) 


13619 


Seq. ID 


OJ991121_39.0229. 


C8 




Gene No. 


28966 


Strand 


+ 






Start 


1 


End 


1748 






Name 


OJ991121 39.0229.C8.ol.np 


Method 


AAT/NAP 






O t- ai L. 


1 


End 


1748 






PT 


2911056 


Score 


100 






IT 1 v o n q 


1..46, 332. .544, 1385. .1468, 1573. .1607, 1720. .1748 








(AL021961) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


13619 


Seq. ID 


OJ991121_39.0229. 


C8 




Gene No. 


28966 


Strand 


+ 






Start 


1 


End 


1748 






Name 


PiTQQ119l 1Q 099Q PR nl rre< 


f\A d +- V^i 
L v Jfc2 LI1UU 








u Lai L 


61 


End 


653 






P,T 


none 


Score 


.65 








61. .653 










Seq. No. 


13619 


Seq. ID 


OJ991121_39.0229. 


C8 




Gene No. 


28966 


Strand 


+ 




□ 


u Lai L 


1 


End 


1748 




"ssF 




OJ991121 39.0229.C8.ol.gp 


Method 


AAT/GAP ., 




u\ 

! i s 


o Lai i_ 


97 


End 


1712 




PT 

ox 


4715757 


Score 


1125' 




! cr 


DAU119 


97. .537, 1378. .1468, 1573. 


, .1712 






Ui 


Seq. No. 


13619 


Seq. ID' 


OJ991121_39.0229. 


C8 




Gene No. 


28967 


Strand 






ry 


Start 


1045 


End 


1173 






in aliic 


OJ991121 39.0229.C8.o2.gs 


Method 


GENSCAN 








1045 


End 


1173 






GI 


none 


Score 


.57 




;. s 

Hi 




1045. .1173 








"I! 
! ==? 


O ~ ^ • LN ■ 


13620 


Seq. ID 


OJ991121_39.0229. 


C9 


.s ei 
! i 


Gene No. 


28968 


Strand 


+ 






Start 


1 


End 


2048 






Name 


OJ991121 39.0229.C9.ol.np 


Method 


AAT/NAP 






J Lui. L 


1 


End 


2048 






O X 


6143875 


Score 


193 






Hi J\.\J 1 1 o 


1..161, 1131. .1210, 1533.. 


,1617, 1712.. 


1803, 2034.. 2048 






PT DPQpri n 


(AC010927) hypothetical protein [Arabidopsis thaliana] 






OC^t LN(J • 


13620 


Seq. ID 


OJ991121_39.0229. 


PQ 




Gene No. 


28968 


Strand 


..+ 






Start 


1 


End 


'2048 






Name 


OJ991121 39.0229.C9.ol.tm 


Method 


TBLASTX : Maize 






Start 


69 


End 


1969 






GI 


none 


Score 


63 






Exons 


69. .158, 1125. .1211, 1531. 


.1620, 1539. 


.1619, 1703. .1798, 








1705. . 1806, 1877. . 1969, IE 


596. .1964 








Seq. No. 


13620 


Seq. ID 


OJ991121_39.0229. 


C9 



14254 













Gene No. 


28968 


Strand 


+ 




Start 


1 


End 


2048 




Name 


OJ991 121_39 . 0229 . C9 . ol . gs 


Method 


GENSCAN 




Start 


1131 


End 


1803 




GI 


none 


Score 


.58 




Exons 


1131.. 1210, 1533.. 1617, 1712 


. .1803 






Seq. No. 


13620 


Seq. ID 


OJ991121_39.0229. 


C9 


Gene No. 


28968 


Strand 


+ 




Start 


1 


End 


2048 




Name 


OJ991121_39.0229.C9.ol.gp 


Method 


AAT/GAP 




Start 


1161 


End 


2003 




GI 


none 


Score 


491 




Exons 


1161.. 1210, 1533.. 1617, 1712 


..1803, 1895.. 2003 




Seq. No. 


13621 


Seq. ID 


OJ991121_39.0229. 


C10 


Gene No. 


28969 


Strand 


+ 




Start 


546 


End 


2692 




Name 


OJ991121 39.0229.C10.ol.gs 


Method 


GENSCAN 




Start 


546 


End 


2203 




GI 


none 


Score 


.78 




Exons 


546. .856, 945. .981, 1067. .1156, 1888.. 


2002, 2086.. 2124, 






2178. .2203 








Seq. No. 


13621 


Seq. ID 


OJ991121_39.0229. 


C10 


Gene No . 


28969 


Strand 


+ 




Start 


546 


End 


2692 




Name 


OJ991121 39.0229.C10.ol.np 


Method 


AAT/NAP 




Start 


576 


End 


2692 




GI 


6143875 


Score 


160 




Exons 


576. .856, 945. .981, 1067. .1264, 1704.. 


1769, 1888.. 2007, 






2652. .2692 








GI Descrip. 


(AC010927) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


•13621 


Seq. ID 


OJ991121_39.0229. 


C10 


Gene No. 


28969 


Strand 


+ 




Start 


546 


End 


2692 




Name 


OJ991121 39.0229.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


768 


End 


2007 




GI 


none 


Score 


75 




Exons 


768. .860, 1067. .1114, 1694.. 


1789, 1704 


..1793, 1885. .2007 


Seq. No. 


13622 


Seq. ID 


OJ991121_39.0229. 


Cll 


Gene No. 


28970 


Strand 






Start 


303 


End 


710 




Name 


OJ991121 39.0229.Cll.ol.gs 


Method 


GENSCAN 




Start 


303 


End 


710 




GI 


none 


Score 


.48 




Exons 


303. .710 








Seq. No. 


13623 


Seq. ID 


OJ991121_39.0229. 


C13 


Gene No. 


28971 


Strand 


+ 




Start 


4 63 


End 


569 




Name 


OJ991121 39.0229.C13.ol.gs 


Method 


GENSCAN 




Start 


463 


End 


569 




GI 


none 


Score 


.74 




Exons 


463. .569 









14255 



Seq. No. 13624 Seq. ID 

Gene No. 28972 Strand 

Start . 794 End 

Name OJ991121_39 . 0229 .C14 . ol . gs Method 

Start 794 End 

GI none Score 

Exons 794. .li80 



OJ991121_39.0229.C14 
+ 

1457 
GENSCAN 
1180 
.62 



: i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descri 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
s | Gene No. 
=4 Start 
■ t Name 

Start- 
:: GI 

Exons 

z r 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13624 Seq. ID OJ991121_39 . 0229 . C14 

28972 Strand + 

794 End 1457 

OJ991121_39 . 0229 . C14 . ol . gp Method AAT/GAP 

836 End 1457 

16986_1.R1084 Score 1127 

836. .1457 

•3142296 3.0e-10 (AC002411) Contains similarity to hypothetical 
mitochondrial import receptor subunit gb_Z98597 from S. pombe. 
ESTs gb_T45575 and gb_Z26435 and gb_AA394576 come from this 
gene. [Arabidopsis thaliana] 1 



13624 Seq. ID 

28972 Strand 
7 94 " End 

OJ991121_39 . 0229 . C14 . ol . np Method 
905 , End 
3142296 - Score 

905. .1174 

(AC002411) Contains similarity to hypothetical mitochondrial 
import receptor subunit gb|Z98597 from S. pombe. ESTs gb|T45575 
and gb|Z26435 and gb|AA394576 come from this gene. [Arabidopsis 
thaliana] 



OJ991121_39.0229.C14 
+ 

1457 
AAT/NAP 
1174 
197 



13624 Seq. ID 

28972 Strand 

7 94 End 
OJ991121_39.0229.C14 .ol.tm Method 

94 6 End 

none Score 

946. .1080, 947. .1105 

13624 Seq. ID 

28972 Strand 

7 94 End 
OJ991121_39. 022 9.C14 .ol . ts Method 

947 End 

none Score 

947. .1009, 991. .1080, 992. .1105 



Seq. No. 13624 Seq. ID 

Gene No. 28972 Strand 

Start 794 End 

Name OJ991121_39 ; 0229 . C14 . ol . tw Method 

Start 947 End 

GI none Score 

Exons 947.. 1105, 949.. 1080 



OJ991121_39.0229.C14 
+ 

1457 

TBLASTX: Maize 

1105 

232 



OJ991121_39.0229.C14 
+ 

1457 

TBLASTX: Soybean 

1105 

53 . 



OJ991121_39.0229.C14 

+ 

1457 

TBLASTX: Wheat 

1105 

224 



14256 



Seq. No. 13625 

Gene No. 28973 

Start 42 

Name OJ991121_39 . 0229 . C15 . ol . gs 

Start 42 " 

GI none 

Exons 42... 351, 1544.. 1570 

Seq. No. 13626 

Gene No. 28974 

Start 50 

Name OJ991121_39 . 0229 . C16 . ol . gs 

Start 50 

GI none 

Exons 50.. 218, 376.. 439, 562.. 746 

Seq. No. 13627, 

Gene No. 28975 

Start 1943 

Name OJ991121_39 . 0229 . C17 . ol . tm 

Start 1036 

GI none 

Exons 1036.. 1365, 1256.. 1354, 1351, 



Seq. ID OJ991121_39.0229.C15 
Strand 

End 1570 

Method GEN SCAN 

End 1570 

Score .87 



Seq. ID OJ991121_39.0229.C16 

Strand + 

End 74 6 

Method GENSCAN 

End 746 

Score .75 



Seq. ID OJ991121_39.0229.C17 

Strand + 

End 3440 

Method TBLASTX : Maize 

End 1425 

Score 88 
.1425 



Seq. No.- 13627 Seq. ID OJ991121 39.0229.C17 

Gene No. 28975 

Start 1943 

Name OJ991121_39 . 0229 . C17 . o2 . tm 

Start 1596 

GI none 

Exons 1596.. 1703, 1606.. 1698, 1704.. 1781, 1717.. 1770, 1770.. 1880, 
1789. .1875 



Seq. ID OJ991121_39.0229 ; 

Strand + 

End 3440 

Method TBLASTX : Maize 

End 1880 

Score 69 



Seq. No. 13627 

Gene No. 28975 

Start 1943 

Name OJ991121_39 . 0229 . C17 .ol . tw 

Start 1653 

GI none 

Exons 1653.. 1880, 1683.. 1880, 1723. 



Seq. ID OJ991121_39.0229, 

Strand + 

End 3440 

Method TBLASTX : Wheat 

End 1881 

Score 71 
.1881 



C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13627 
28975 
1943 

OJ991121_39.0229.C17.ol.np 
1943 
3319345 

1943. .2337, 2447. .3290, 3413. .3440 

(AF0.77407.) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 



Seq. ID OJ991121_39. 0229, 
Strand + 

3440 
AAT/NAP 
3440 
305 



C17 



End 

Method 

End 

Score 



13628 
28976 
1 

OJ991121_39.0229.C18.ol.np 
1 

6815053 



Seq. ID OJ991121_39.0229. 

Strand + 

End 834 

Method AAT/NAP 

End 834 

Score 548 



C18 



14257 




Exons 


1..43, 371. .548, 598.-834 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13628 


Seq. ID 


OJ991121_39.0229 


,C18 


Gene No. 


28976 


Strand 


+ 




btart 


1 


End 


0 34 




XI 

Name 


OJ991121 39.0229.C18.ol.gs 


Method 


GEN SCAN 




Start 


216 


End 


^ n o 

793 






none 


Score 


. DO 




Exons 


21o..o^0, 373. .557, 598. .793 








Seq. No. 


13629 


Seq. ID 


OJ991121_39.0229, 


.C19 


Gene No. 


28977 


Strand 






otar t 


1060 


End 


1365 




Name 


OJ991121 39.0229.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


1060 


End 


1365 






none 


Score 


67 




Exons 


1060. .1119, 1080. .1124, 1126. 


.1365, 1137. .1364 




Seq. No. 


13630 


Seq. ID 


OJ991121_39.0229, 


X20 


Gene No. 


28978 


Strand 






otart 


73 


End 


959 




Name 


OJ991121 39.0229.C20.ol.gs 


Method 


GENSCAN 




btart 


73 


End 


959 






none 


Score 


.57 




Exons 


73. .260,. 894 . . 959 








C /-s. « XT ^ 

Seq. No. 


13631 


Seq. ID 


OJ991121_39.0229. 


. C21 


Gene No . 


28979 


Strand 


+ 




Of 3 y-f 


1 


End 


565 




Name 


OJ991121 39.0229.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


565 






6016874 


Score 


163 




Exons 


1..411, 534. .565 








GI Descrip. 


(AP000570) ESTs CI 9143 (E10020 ) , D2507 6 (R3116 ) correspond 


to a 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


13631 


Seq. ID 


OJ991121_39.0229. 


.C21 


Gene No'. 


28979 


Strand 


+ 




otart 


1 


End 


565 




Name 


OJ991121 39.0229.C21.ol.tm 


Method 


TBLASTX: Maize 




bt art 


122 


End 


370 




H T 
bl 


none 


Score 


196 




Exons 


122. .370, 140. .226, 202. .342 








Seq. No. 


13632 


Seq. ID 


OJ991121_39.0229. 


,C24 


Gene No. 


28980 


Strand 


+ 




bt art • 


130 


End 


4448 




Name 


OJ991121 39.0229.C24.ol.gs 


Method 


GENSCAN 




Start 


130 


End 


4448 




GI 


none 


Score 


.66 




Exons 


130. .277, 4247. .4448 








Seq. No. 


13632 


Seq. ID 


OJ991121_39.0229. 


C24 


Gene No. • 


28981 


Strand 


+ 




Start 


10657 


End 


10711 





14258 



Name OJ991121_39 . 0229 . C24 . o3 . gp Method AAT/GAP 

Start 10657 End 10711 

GI 557_1.R1084 Score 64 

Exons 10657. .10711 

GI Descrip. 1 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 ,, -end sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13632 
28982 
5682 

OJ991121_39.0229.C24.ol.np 

5101 

6815052 



Seq. ID OJ991121_39.0229.C24 
Strand 

End 8427 

Method AAT/NAP 

End 8427 

Score 237 



5101.. 5225, 8081.. 8150, 8222.. 8427 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 


13632 


Seq. ID 


OJ991121_39.0229.C24 


Gene No . 


28982 


Strand 




Start 


5682 


End 


8427 


Name 


OJ991121 39.0229.C24.o2.gs 


Method 


GENSCAN 


Start 


5682 


End 


8383 


GI 


none 


Score 


.8 


Exons 


5682.. 5834, 5982.. 6191, 6526.. 


6681, 6977.. 7027, 8138.. 8383 


Seq. No. 


13632 


Seq. ID 


OJ991121_39.0229.C24 


Gene No. 


28982 


Strand 




Start 


5682 


End 


8427 


Name 


OJ991121 39.0229.C24.o2.gp 


Method 


AAT/GAP 


Start 


7206 


End 


7772 


GI 


4879016 


Score 


852 


Exons 


7206. .7772 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


13632 


Seq. ID 


OJ991121_39.0229.C24 


Gene No. 


28983 


Strand 




Start 


9599 


End 


13464 


Name 


OJ991121 39.0229.C24 .o3.gs 


Method 


GENSCAN 


Start 


9599 


End 


13464 


GI 


none 


Score 


. 64 



Exons 9599.. 9626, 11298 .. 114 95, 11854 .. 12267 , 12800 .. 12 98 9, 

13383. . 13464 



Seq. No. 13633 Seq. ID 

Gene No. 28984 Strand 

Start 351 End 

Name OJ991121_39 . 0229 . C25 . ol . gp Method 

•Start 351 * End 

GI none Score 

Exons 351.. 804 



OJ991121_39.0229.C25 
+ 

804 

AAT/GAP 

804 

890 



Seq. No. 13633 Seq. ID OJ991121_39 . 022 9 . C25 

Gene No. 28985 Strand 

Start 644 End 2454 

Name OJ991121_39 . 0229 . C25 . ol . np Method AAT/NAP 

Start 638 End 2454 



14259 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4803931 Score 134 

638.-829, 1839. .1942, 2430. .2454 

(AC006264) unknown protein [Arabidopsis thaliana] 



13633 
28985 . 
644 

OJ991121_39.0229.C25.ol.gs 

64 4 

none 



Seq. ID OJ991121_39.0229. 
Strand 

End 2454 

Method GEN SCAN 

End 2224 

Score .77 



C25 



644. .829, 1493. .1606, 1839. .1931, 2189. .2224 



13634 
28986 
1 

OJ991121_39.0229.C26.ol.np 
1 

4803931 
1..215, 670. .732 

(AC006264) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991121_39.0229. 
Strand 

End 732 

Method AAT/NAP 

End 732 

Score 121 



C2 6 



13635 
28987 
5032 

OJ991121_39.0229.C27.o3.np 
5032 
1644455 

5032. .5190, 5242.. 5390, 6979. .7008 
(U72520) mena protein [Mus musculus] 



Seq. ID OJ991121_39.0229, 

Strand + 

End 7008 

Method AAT/NAP 

End 1008 

Score 103 



C27 



13635 
28988 
1 

OJ991121_39.0229.C27.ol.np 
1 

5916446 

1..101, 833. .889, 1051. .1219 

(AC007633) similarity to several hypothetical proteins- 
Arabidopsis thaliana 



Seq. ID OJ991121_39.0229. 
Strand 

End 1219 

Method AAT/NAP 

End 1219 

Score 164 



C27 



13635 
28989 
1487 

OJ991121_39.0229.C27.ol.gs 

1487 

none 



Seq. ID OJ991121_39.0229. 
Strand 

End 6099 

Method GENSCAN 

End 6099 

Score .44 



C27 



1487. .2290, 2292. .2296, 2362. .3763, 4295. .6099 



13635 
28989 
1487 

OJ991121_39.0229.C27.o5.tw 

1496 

none 

1496. .1699, 1497'. .1703 



Seq. ID OJ991121_39.0229, 
Strand 

End 6099 

Method TBLASTX : Wheat 

End 1703 

Score 132 



C27 



Seq. No. 



13635 



Seq. ID OJ991121_39.0229.C27 



14260 



Gene No. 


28989 








Strand 




Start 


1487 








End 


6099 


Name 


OJ991121 39. 


0229. 


X27.o2 


. np 


Method 


AAT/NAP 


Start 


1505 








End 


6031 


GI 


2865424 








Score 


2031 


Exons 


1505. .4948, 


5083. 


. .5242, 


5384. 


.6031 




GI Descrip. 


(AF039371) polyprotein 


[Arabidopsis thaliana] 


Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 


Gene No. 


2o9o9 








Strand 




Start 


1487 








End 


6099 


Name 


OJ991121 39. 


0229, 


,C27.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


1562 








End 


1860 


GI 


none 








Score 


105 


Exons 


1562. .1858, 


1563, 


. .1799, 


1574. 


.1858, 1663.. 1860 


Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 


Gene No. 










Strand 




Start 


1487 








End 


6099 


Name 


OJ991121 39. 


0229, 


,C27.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1565 








End 


2161 


GI 


none 








Score 


175 


Exons 


1565. .2161, 


1566, 


, . 1970, 


2034. 


.2156 




Seq. No. 


13635 








Seq. ID 


OJ991121_39. 0229 


Gene No. 


28989 








Strand 




Start 


1487 








End 


6099 


Name 


OJ991121 39. 


0229. 


,C27.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1864 








End 


2326 


GI 


none 








Score 


70 


Exons 


1864. .1974, 


1868, 


, .2326, 


1869. 


.2315 




Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 


Gene No. 


o o n o o 

zo9o9 








Strand 






1487 








End 


6099 


Name 


OJ991121 39. 


0229. 


,C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1925 








End 


2356 


GI 


none 








Score 


60 


Exons 


1925. .2194, 


1926. 


. .1979, 


2037. 


.2219, 2192. .2356, 2196. .2: 


Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 


Gene No. 


o o n o o 








Strand 




Start 


1487 








End 


6099 


Name 


OJ991121 39. 


0229. 


C27.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2333 








End 


2738 


GI 


none 








Score 


279 


Exons 


2333. .2737, 


2337, 


.2738, 


2553. 


.2738 




Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 


Gene No. 


28989 








Strand 




O U CI. -L L. 


1487 








End 


6099 


Name 


OJ991121 39. 


0229. 


C27.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2357 








End 


2870 


GI 


none 








Score 


124 


Exons 


2357. .2539, 


2525. 


.2869, 


2526. 


.2870 




Seq. No. 


13635 








Seq. ID 


OJ991121_39.0229 



14261 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

-. s , Exons 

i=l Seq. No. 
Jf! Gene No. 
Start 
Name 
l rl Start 
m GI 
'"==1 Exons 

ri! 



Seq. No. 
Gene No. 
Start 



Name 
H< Start 
U GI 
p Exons 

p 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



28989 
1487 

OJ991121_39.0229.C27.o2.ts 

2540 

5509260 

2540. .3034, 2556. .2711 



13635 
28989 
1487 

OJ991121_39, 

2651 

none 

2651. .2926, 



13635 
28989 
1487 

OJ991121_39. 

2744 

none 

2744. .2989, 

13635 
28989 
1487 

OJ991121_39, 

3503 

none 

3503. .3730, 

13635 
28989 
1487 

OJ991121_39. 

3516 

none 

3516. .3773, 

13635 
28989 
1487 

OJ991121_39. 

3554 

none 

3554. .4012 

13635 
28989 
1487 

OJ991121_39. 

3561 

none 

3561. .3680, . 
13635 



0229.C27.o2.tc 
2739. .2903 

0229.C27.o5.tm 
2751. .2990 

0229.C27.ol.tc 
3554.. 3952, 3705. 

0229.C27.o3.tw 
3554.. 3886, 3622. 

0229.C27.o3.ts 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.3773 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3774 

Seq. ID 

Strand 

End 

Method 

End 

Score 



6099 

TBLASTX : Soybean 

3034 

99 



OJ991121_39.0229.C27 
6099 

TBLASTX: Cress 

2926 

89 



OJ991121_39.0229.C27 
6099 

TBLASTX: Maize 

2990 

166 



OJ991121_39.0229.C27 
6099 

TBLASTX: Cress 

3952 

73 



OJ991121_39.0229.C27 
6099 

TBLASTX: Wheat 

3886 

124 



OJ991121_39.0229.C27 
6099 

TBLASTX: Soybean 

4012 

257 



0229.C27.o2.tm 



3563. .3940, 3564, 



Seq. ID OJ991121_39.0229.C27 
Strand 

End 6099 

Method TBLASTX : Maize 

End 4022 

Score 209 

.3959, 3917. .4018, 3918. .4022 

Seq. ID OJ991121_39.0229.C27 



14262 




Gene No. 


28989 






Strand 






btart 


1 A Q ^ 

1 4 o / 






End 


6099 




Name 


ujyyiizi oy. 


c\ o o a con s\Q 
Uzz y . uz / . Oo . 


tm 


Method 


TBLASTX: Maize 




btart 








End 


4306 




GI 


none 






Score 


50 




Exons 


A f\OQ vl 1 O "3 

4 Uzo . . 4 lz o, 


A f\A Q A 1 A A 

4 U4 y . .4144, 


4 lob . . 


4303, 4136.. 4306 




Seq. No. 


13635 






Seq. ID 


OJ991121_39.0229. 


.C27 


Gene No. 


28989 






Strand 






Start 


I4o / 






End 


6099 




Name 


d TQQ 1 1 01 OQ 

ujyyiizi oy . 


nooQ con aq 
uzz y . tz / . o j . 


zc 


Method 


TBLASTX: Cress 




Start 


4 1 lz 






End 


4393 




GI 


none 






Score 


188 




Exons 


/I 1 1 O A 1 QQ 

4 1 lz . . 4 iyo , 


A OCxO A "3Q-3 

4 zUZ . . 4 oy o 










Seq. No. 


1 oo Jo 






Seq. ID 


OJ991121_39.0229. 


.C27 


Gene No. 


28989 






Strand 






Start 


1487 






End 


6099 




Name 


uj y y nzi jy . 


nOOQ COn r\A 

uzz y . uz / . 04 . 


4-,, 

tw 


Method 


TBLASTX: Wheat 




Start 


/ o n o 
4 zUo 






End 


4657 




C T 

GI 


none 






Score 


73 




Exons 


4zUo . . 4jz / , 


A O 1 Q /( OOO 

4 z lo . . 4 Jzz , 


A "3 R c 
4 030 . . 


4393, 4390. .4434, 4472. .4657, 




A A 1 R /ICQ/ 

44 / 0 . . 4 0 y 4 












Seq. No. 


13635 






Seq. ID 


HTQQ1 1 Ol QQ f| O O Q 

ujyyiizi oy.uzzy. 


con 
. lz / 


Gene No. 


28989 






Strand 






Start 


1 A Q "7 
14 O / 






End 


en qq 

buyy 




Name 


uj y y iizi oy . 


n o o Q COn C 

Uzz y . Lz / . Ob . 


tm 


Method 






Start 


/ O 1 c 

4 ol 0 






End 


4633 




c t 
GI 


none 






Score 


118 




Exons 


/QIC /1QQQ 

401b . . 4 jy O, 


/ly!"3Q / coo 
4 4 jy . .4 DJJ, 


4 4 bl . . 


4631 






Seq. No. 


13635 






Seq. ID 


OJ991121_39.0229. 


.C27 


Gene No. 


28989 






Strand 






otart 


1 4 o / 






End 


6099 




Name 


ATQQ1 1 01 TQ 

uj y y l iz i o y . 


nooQ con s^n 
Uzz y . LZ / . o / . 


tin 


Method 


TBLASTX: Maize 




btart 


04 z U 






End 


5725 




C T 

bl 


none 






Score 


125 




Exons 


04 zU . . 3 /zz , 


04 ZO . . O /ZD 










beq. no. 








Seq. ID 


OJ991121_39.0229. 


X28 


Gene No. 


28990 






Strand 


+ 




Start 


121 






End 


1617 




Name 


OJ991121 39. 


0229.C28.ol. 


np 


Method 


AAT/NAP 




btart 


121 






End 


1617 




GI 


6539570 






Score 


201 




Exons 


121. .326, 47 


6. .530, 1544 


. .1617 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Can M /-\ 

beq . no . 


13636 






Seq. ID 


OJ991121_39.0229. 


,C28 


Gene No. 


28991 






Strand 






Start 


94 






End 


3038 




Name 


OJ991121 39. 


0229.C28.ol. 


gs 


Method 


GENSCAN 




Start 


94 






End 


3038 




GI 


none- 






Score 


.63 




Exons 


94. .411, 1560. .1709, 1739. .1899, 2957.. 


.3038 





14263 






beq. NO. 


1 TCOT 

IjOj / 




beq. id 


/"VTQQTTOI Oft AOOO poo 

ujyyiizi jy .u^^y.L^y 




bene no . 


zo y yz 




Strand 






Start 


1 




End 


3260 




Name 


OJ991121_39.0229.C29.ol 


.np 


Method 


AAT/NAP 




b tar t 






End 


1340 




bl 






Score 


210 




Exons 


i /inn /i qc con TO/i/i 


i "3 a r\ 
. 1 J 4 U 








bl uescrip . 


v/ibuuou/o; bontams rr | 


uuuoy 


Eukaryotic protein kinase domain 






[ Arabidopsis thaliana] 










Seq. No. 


13637 




Seq. ID 


OJ991121__39 . 0229 . C29 




Gene No. 


28992 




Strand 








1 




End 


3260 




Name 


OJ991121 39.0229.C29.ol 


.gs 


Method 


GENSCAN 




o tart: 


310 




End 


3260 






none 




Score 


1 *3 

. 13 




Exons 


310. .521, 871. .909, 1419. .1614, 3077.. 


jz02, ^2u7..j260 




beq. no. 


13638 




Seq. ID 


OJ991121 39.0229.C30 




Gene No. 


28993 




Strand 


+ 




Start 


99 




End 


4677 




Name 


OJ991121 39.0229.C30.ol 


.gs 


Method 


GENSCAN 




Start 


99 




End 


4 605 


si 
"J. 


C* T 

bl 


none 




Score 


. 71 


:. '\ 


Exons 


99. .399, 464. .501, 581. 


. 607, 


724. .867, 


997. .1330, 1416. .1648, 


:. i E 




2481. .2664, 4539. .4605 








i t 

i U 


Seq. No. 


13638 




Seq. ID 


OJ991121_39.0229.C30 


: £ 
*= ar 


Gene No. 


28993 




Strand 


+ 




bt art 


99 




End 


4677 




Name 


OJ991121 39.0229.C30.ol 


• gp 


Method 


AAT/GAP 


Pi : 


btart 


470 




End 


1048 


; fcr 


bl 


none 




Score 


624 


:5 

I! l\ 


Exons 


470. .607, 724. .867, 997 


. .1048 








beq. no. 


13638 




Seq. ID 


OJ991121_39.0229.C30 




Gene No . 


28993 




Strand 


+ 




Start 


99 




End 


4677 




Name 


OJ991121 39. 0229.C30.ol 


.np 


Method 


AAT/NAP 




bt art 


557 




End 


4677 


,s=i 


bl 


6642641 




Score 


223 




Exons 


557. .610, 724. .873, 997 


. .1212 


, 1252. .1288, 2760. .2873, 






2975. .3057, 4518. .4677 










GI Descrip. 


(AC012395) putative RNA-binding protein [Arabidopsis thaliana 




beq. no. 


13638 




Seq. ID 


OJ991121_39.0229.C30 




Gene No . 


28993 




Strand 


+ 




btart 


99 




End 


4677 




Name 


OJ991121' 39.0229.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1015 




End 


4614 




GI . 


none 




Score 


211 




Exons 


1015. .1212, 1015. .1209, 


1119. 


.1217, 1282. .1326, 1523. .1648, 






1524. .1697, 2481. .2501, 


2587. 


.2670, 2622. .2663, 2746. .2871, 






2747. .2872, 2955. .3032, 


■ 2965. 


.3033, 2966.. 3034, 4520.. 4606, 






4531. .4614, 4536. .4607 










Seq. No. 


13638 




Seq. ID 


OJ991121_39. 0229.C30 



14264 






Gene No . 


28993 


Strand 


+ 




Start 


99 


End 


4677 




Name 


OJ991121 39.0229.C30.o2.gp 


Method 


AAT/.GAP 




Start 


2542 


End 


4607 




GI 


16778 1.R1084 


Score 


647 




R von s 


2542.. 2664, 2751.. 2872, 2968. 


.3033, 4539.. 4607 




GI Descrio 


»4263721/gb|AAD15407| 5.0e-17 


(AC006223) putative DNA repair 






protein RAD50 [Arabidopsis thaliana] 1 






Seq. No. 


13639 


Seq. ID 


OJ991121 19 0??9 m 




Gene No. 


28994 


Strand 


+ _ 




Start 


83 


End 


428 




Name 


OJ991121 39.0229.C31.ol.gp 


Method 


AAT/GAP 




Start 


83 


End 


428 




GI 


3769185 


Score 


623 




Exons 


83. .428 








t-J v L^i V— / * 


13639 


Seq. ID 


OJ991121_39.0229.C31 




Gene No . 


28995 


Strand 


+ 




Start 


1222 


End 


14491 




Name 


OJ991121 39.0229.C31.ol.gs 


Method 


GENSCAN 




Start 


1222 


End 


14469 




GI 


none 


Score 


.53 




Exons 


1222.. 1284, 1963.. 2230, 2232. 


.2314, 2619.. 2697, 3090.. 3335, 


Si 

\. m _ I 




3439.-3525, 3793. .4073, 4393. 


.4476, 5224. .5399, 5581. .5695, 






6567. .6765, 6883. .7061, 7180. 


.7350, 7707. .7811, 7908. .8015, 






8278.. 8430, 1004 8 .. 10093, 10132 .. 10870, 


13045. .13174, 


ry 

.3 31 




13274. .13483, 14261. .14469 






i. z \ 

: : t 
•s'ti 


Sea No 


13639 


Seq. ID 


OJ991121_39.0229.C31 




Gene No 


28995 


Strand 


+ 


'j;f 

ry 


Start 


1222 


End 


14491 




Name 


OJ991121 39.0229.C31.ol.np 


Method 


AAT/NAP 




Start 


3213 


End 


14491 


a 


GI 


4263721 


Score 


2095 


;m 


Exons 


3213.. 3335, 3439.. 3525, 3906. 


.4073, 5224. .5399, 5581. .5695, 


: i 

jSSI 




6567.. 6794, 6883.. 7061, 7180. 


.7350, 7707.. 7811, 7908.. 8015, 




>■ 


8278.-8439, 8609.. 8698, 9173. 


.9305, 12844. .12958, 13045 .. 13174 , 






13274. .13487, 142 65. .144 91 






!!!! 


GI Descrip. 


(AC006223) putative RAD50 DNA 


repair protein [Arabidopsis 






thaliana] 








Sea No 


13639 


Seq. ID 


OJ991121_39.0229.C31 




Gene No. 


28995 


Strand 


+ 




Start 


1222 


End 


14491 




Name 


OJ991121 39.0229.C31.o2.gp 


Method 


AAT/GAP 




Start 


6557 


End 


6922 




GI 


2310054 


Score 


473 




RvQnq 

J—J Vri/ no 


6557. .6794, 6883. .6922 








GI Dp^rr "i o 

W J- L-/ O V — ■ J. JL k-/ • 


4263721/gb|AAD15407 | 5.0e-17 


(AC006223) 


putative DNA repair 






protein RAD50 [Arabidopsis thaliana] 






Seq. No. 


13640 


Seq. ID 


OJ991121_39.0229.C32 




Gene No. 


28996 


Strand 


+ 




Start 


1 


End 


2613 




Name 


OJ991121 39.0229.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2613 



14265 



GI 4263721 Score 477 

Exons 1..42, 671. .854, 917. .1240, 1450. .1575, 1655. .1715, 2502. .2613 

GI Descrip. (AC006223) putative RAD50 DNA repair protein [Arabidopsis 
thaliana] 



Seq. No. 13640 

Gene No. 28996 

Start 1 

Name OJ991121_39 . 0229 . C32 . ol . gs 

Start 640 

GI none 
Exons 



Seq. ID OJ991121 39.0229.C32 



Strand 
End 

Method 

End 

Score 



+ 

2613 
GENSCAN 
1662 
.66 



640. .842, 917. .1027, 1102. .1240, 1450. .1662 



Seq. No. 13640 

Gene No. 28996 

Start 1 

Name OJ991121_39 . 0229 . C32 . ol . tm 

Start 702 

GI none 
Exons 



Seq. ID OJ991121_39.0229.C32 
Strand 
End 

Method 
End 
Score 

702. .845, 703. .846, 715. .846, 916. .1050, 918. .992, 926. .1045 



+ 

2613 

TBLASTX: Maize 

1050 

173 



Seq. No. 13640 Seq. ID 

Gene No. 28996 Strand 

Start 1 End 

Name OJ991121_39 . 0229 . C32 . ol . gp Method 

Start 710 End 

GI 48969_1.R1084 . Score 

Exons 710.. 842, 917.. 1240, 1450.. 1553 

GI Descrip. ' 4263721/gb | AAD15407 | 1.0e-43 (AC006223) putative DNA repair 
protein RAD50 [Arabidopsis thaliana] 1 



OJ991121_39.0229.C32 
+ 

2613 
AAT/GAP 
1553 
1019 



Seq. No. 13641 Seq. ID OJ991121 

Gene No. 28997 Strand + 

Start 1068 End 1470 

Name OJ991121_39 . 0229 . C33 . ol . gs Method GENSCAN 

Start 1068 End 1359 

GI none Score .48 

Exons 1068 . . 1218, 1297 . . 1359 



39.0229.C33 



Seq. No. 13641 Seq. ID OJ991121_39 . 0229 . C33 

Gene No. 28997 Strand + 

Start 1068 End 1470 

Name OJ991121_39 . 0229 . C33 . ol . np Method AAT/NAP 

Start 1068 End 1470 

GI 4263721 Score 262 

Exons 1068.. 1218, 1297.. 1470 

GI Descrip. (AC006223) putative RAD50 DNA repair protein [Arabidopsis 
thaliana] 



Seq. No. 13642 Seq. ID 

Gene No. 28998 Strand 

Start 1104 End 

Name OJ991121_39 . 0229 . C36 . ol . gp Method 

Start 1104 End 

GI uC-osflM202097dl0bl Score 

Exons 1104.. 1173 

GI Descrip. ' 4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e-14 Oryza sativa DNA for 



OJ991121_39.0229.C36 
+ 

1173 
AAT/GAP 
1173 
83 



14266 



dihydrof lavonol 4-reductase, complete cds 1 



Seq. No. 13643 Seq. ID 

Gene No. 28999 Strand 

Start 722 End 

Name OJ991121_39 . 0229 . C37 . ol . gs Method 

Start 722 End 

GI none Score 

Exons 722.. 885 



OJ991121_39.0229.C37 
885 

GEN SCAN 

885 

.85 



Seq. No. 


13644 




Seq. ID 


OJ991121_39.0229.C38 




?Qonn 




Strand 


+ 


OLdi L 


JO J 




End 


3692 


Name 


n.TQQI 1 ?1 ?Q n??Q P^ft n1 


gs 


Method 


GENSCAN 




?ft S _ 

JO J 




End 


3692 


O X 


none 




Score 


.78 


O A.tJI 1 0 


JO J . . O V J , X J • • X DO \J , X/ 


ft 4 


1927, 2234. 


.2455, 3183. .3692 


Qprr No 


1364 4 




Seq. ID 


OJ991121_39.0229.C38 


Gene No. 


29001 




Strand 


+ 


Start 


4607 




End 


8395 


NT -a m o 


O.TQQ1 1 ?1 ?Q n??Q P?fi r>9 

vU 7 Jilt 1 J7t \J £~£.Z> . ^JO • w . 




Method 


GENSCAN 


O Lai L 


4 607 _ 




End 


8395 


r; t 


none 




Score 


.75 


TTvon q 


4607 487Q S641 648? 


6ft 4 7 

U04 / 


..6988, 7007. .7128, 7180. .7343, 




7410 74ft4 761S 7ftfi1 

/ 4 1U • • / 1 O 4 , / Ol J i . / O O X , 


ft ?ft 7 

O JO / 


. .8395 




OCU • LNU • 


13644 




Seq. ID 


OJ991121_39.0229.C38 




29001 




Strand 


+ 


Start 


4607 




End 


8395 


Name 


OJ991121 39.0229.C38.o2. 


gp 


Method 


AAT/GAP 


Start 


7095 




End 


7534 


GI 


LIB34 31-011-P1-K1-B2 




Score 


848 


LiAUllO 


7095. .7534 








CI T npQrri r> 


'1621477/dbj IBAA12894 | 2 


.0e- 


36 (D85868) 


reverse transcripta; 




[Oryza sativa] ' 








O tr . viKj ■ 


13644 




Seq. ID 


OJ991121_39.0229.C38 


Gene No . 


29002 




Strand 




Start 


3020 




End 


3110 


Name 


OJ991121 39.0229.C38.ol. 


gp 


Method 


AAT/GAP 


Start 


3020 




End 


3110 


GI 


LIB34 31-011-P1-N1-B2 




Score 


148 


Exons 


3020. .3110 








GI Descrip. 


•3377848 3.0e-15 (AF076274) 


contains similarity to reverse 




transcriptases (Pfam: rvt.hmm, score: 12.22) [Arabidopsis 




thaliana] * 








Seq. No. 


13644 




Seq. ID 


OJ991121_39.0229.C38 


Gene No. 


29003 




Strand 




Start 


7698 




End 


8088 


Name 


OJ991121 39.0229.C38.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


484 




End 


2087 


GI 


none 




Score 


108 


Exons 


484. .585, 1591. . 1674, 17 


87. . 


1927, 1798. 


.1932, -2007. .2087, 



2009. .2068 



14267 





beq. wo. 


13644 








Seq. ID 


ATQQ1 191 *3Q H99Q P^ft 




bene no . 


29003 








Strand 






Start 


7698 








End 


8088 




Name 


OJ991121 39. 


0229 


.C38.o6. 


tm 


Method 


TBLASTX: Maize 






486 








End 


2485 




r 1 t 

bl 


none 








Score 


121 




Exons 


486. .557, -487. .594, 1591. -.1662, 1779.. 


1928, 1782.. 1937, 






1787. .1930, 


1798 


. . 1944, 


1816 


..1938, 2019. .2090, 2021. .2068, 






2213. .2365, 


2231 


. .2368, 


2360 


..2485, 2389. .2484, 2414. .2485 




beq . NO . 


13644 








Seq. ID 


OJ991121_39.0229.C38 




Gene No. 


29003 








Strand 






Start 


7698 








End 


8088 




Name 


OJ991121 39. 


0229 


.C38.o4 . 


tc 


Method 


TBLASTX: Cress 






487 








End 


2485 






none 








Score 


93 




Exons 


487. .579, 1591.. 


1683, 1780.. 


1923, 1787 


..1927, 2019. .2087, 






9 0 91 9 0 6 S 


2231 


. .2332, 


£. JO 4 


. .2485 






Seq. No. 


1 "3 £>A A 
± O Oft fl 








Seq. ID 


OJ991121_39.0229.C38 




Gene No. 


29003 








Strand 








7698 








End 


8088 




Name 


n TQQ1 191 
vJUi?^±X^J. -3:7. 


0229.C38.o5. 


LIU 


Method 


TBLASTX: Maize 






fl 0 jo 








End 


5082 


hi) 


b± 


none 








Score 


57 


i: rl 


Exons 


A Q "5Q ^OOQ 
flOOO . . flOOO, 


4t 0 jj 


A QQQ 


4 O / 0 


..5081, 4882. .5082 


m 


beq . no . 


1 ^ fid 4 








Seq. ID 


OJ991121_39.0229.C38 


a 


Gene No. 


29003 








Strand 




=sU 


Start 


7698 








End 


8088 


: jJ 


Name 


O TQQ1 191 


0229 


.C38.ol. 


LIU 


Method 


TBLASTX: Maize 


rjj 


b Lai t 


conn ~~ 








End 


5638 






none 








Score 


435 




Exons 


conn t; c c o 


5208 


. .5552, 




..5553, 5552.. 5638, 5553.. 5612, 


I s 

■s zr 

"'•A 




5557. .5637 












M- 


beq . no . 


13644 








Seq. ID 


OJ991121_39.0229.C38 


. 


Gene No. 


29003 








Strand 






Start 


7698 








End 


8088 


Q 


Name 


OJ991121 39. 


0229 


-C38.o3. 


ts 


Method 


TBLASTX: Soybean 


Q 


Otal L 


5428 








End 


5880 






none 








Score 


43 




Exons 


5428. .5457, 


5487 


. .5573, 


5488 


..5574, 5584. .5769, 5587. .5703, 






5772. .5879, 


5773 


. .5880 










Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229.C38 




Gene No. 


29003 








Strand 






otart 


7698 








End 


8088 




Name 


OJ991121 39. 


0229 


.C38.o2. 


tw 


Method 


TBLASTX: Wheat 






5497 








End 


6144 






none 








Score 


178 




Exons 


5497. .5778, 


5773 


. .5922, 


5938 


..6027, 6022. .6144 




Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229.C38 




Gene No. 


29003 








Strand 






Start 


7698 








End 


8088 




Name 


OJ991121 39. 


0229 


.C38.o4. 


tm 


Method 


TBLASTX: Maize 



14268 






Of -j r-v 


Sfi4 4 
O Ofi fi 








End 


6210 






P T 


none 








Score 


99 






Exons 


0 Of* fi . . O / / O , 


ODD / 


. . J / J?/ 


R7 7 9 


.5909, 5773.. 6210 






Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229 


.C38 




Gene No. 


29003 








Strand 


- 








7fiQft 








End 


8088 






Name 


Pi TQQ1 191 "3Q 


099 Q 

. UZ Z Z7 


pop 


. LC 


Method 


TBLASTX: Cress 








O / / O 








End 


6159 








none 








Score 


i fift 
loo 






Exons 


^77^ SQfi4 




£1 
. . O J. 0 ¥ 












Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229 


.C38 




Gene No. 


29003 








Strand 


- 








7 fiQfi 








End 


8088 






Name 


Pi TQQ1 191 ^ Q 


09 9 Q 


poo o c 
. COO .00 


f c 
. L S 


Method 


TBLASTX : Soybean 






Cf a y-f 


609 ^ _ 








End 


6180 








none 








Score 


183 






Exons 


co9 c \ fii so 


60 


£1 04 
. . D 1 U f± 












Dcvj. IN V . 


1 ^64 4 

1JU44 








Seq. ID 


OJ991121_39.0229 


pop 




Gene No. 


29003 








Strand 








Start 


7698 








End 


8088 






Name 


Pi TQQ 1 191 ^ Q 


099 Q 


pop n o 
. COO . OZ 


f c 
. L S 


Method 


TBLASTX : Soybean 




'". ~i 




£ft CO 

Oo JO 








End 


7338 




i;fi 




Rg;0Q9£0 








Score 


397 




I'll 


Exons 


DODO . . / J. 0 0 , 


fift R Q 
DO 0 y 


7 "3 "3 ft 


7 1 ft 9 


.7247, 7281. .7334 






















Li! 


Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229 


.C38 


Si 


Gene No. 


29003 








Strand 








Of -a v-+- 


7 fiQft 
/ o .? o 








End 


8088 




i w 


Name 


Pi TQQ1 191 "3Q 


099 Q 


pop n l 
. U00 . O 1 < 




Method 


TBLASTX: Cress 




•i 


Cf -j r f 










End 


7242 




Q 


P,T 


none 








Score 


294 




: h 


Exons 


6Qfifi 7941 


6Q67 

O -/ O / 


7 94 9 










js s: 


■ Seq. No. 


13644 ' 








Seq. ID 


OJ991121_39.0229 


.C38 




Gene No. 


29003 








Strand 








Cfn y-f 


7 fiQft 

/ O -7 O 








End 


8088 






Name 


Pi TQQ1 191 


099Q 


pop n 1 


f T.7 

. LW 


Method 


TBLASTX: Wheat 






Of -a y~f 

o Lai U 


709^ _ 








End 


7509 








none 








Score 


286 






Exons 


709^ 71 1 R 


7094 


7 "3£ft 


7 1 ft 9 


.7322, 7360.. 7509, 7438.. 7476 




Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229, 


.C38 




Gene No. 


29003 








Strand 








Cf 3 y-4- 

O La. IT L 


7 fiQR 








End 


8088 






Name 


O TQQ 1 191 


09 9 Q 

uzz y 


poo ^ o 
. LJO . OO . 


f m 

. tin..' 


Method 


TBLASTX: Maize 






Cf a v-f 


709 ^ _ 
/ U c. O 








End 


7455 






PT 


none 








Score 


343 






Exons 


7023. .7115, 


7024 


. .7455, 


7177. 


.7341, 7182. .7343 






Seq. No. 


13644 








Seq. ID 


OJ991121_39.0229. 


.C38 




Gene No. 


29003 








Strand 








Start 


7698 








End 


8088 






Name 


OJ991121 39. 


0229 


.C38.o3. 


. tc 


Method 


TBLASTX: Cress 





14269 




Start 


7384 


End 


7974 


GI 


none 


Score 


41 


F, von 


7384 7440 7499 7591 7592 


,7717, 7748.. 7969, 7756.. 7974 


Seq. No. 


13644 


Seq. ID 


OJ991121_39.0229.C38 


Gene No. 


29003 


Strand 


— 


Start 


7698 


End 


8088 


Name 


OJ991121 39 0229 C38 ol ts 


Method 


TBLASTX : Soybean 


Start 


7498 ~~ 


End 


8002 


GI 


none 


Score 


499 


Rx on s 


7498 8001, 7499 8002 






Seq. No. 


13644 


Seq. ID 


OJ991121_39.0229.C38 


Gene No. 


29003 


Strand 


- 


Start 


7698 


End 


8088 


Name 


OJ991121 39 0229 C38 o3 tw 


Method 


TBLASTX: Wheat 


Start 


7511 ~~ 


End 


7924 


GI 


none 


Score 


154 


Rv on s 


7511 7735, 7591 7665 7733 


7924 




Seq. No. 


13644 


Seq. ID 


OJ991121_39.0229.C38 


Gene No. 


29003 


Strand 


- 


Start 


7698 


End 


8088 


Name 


OJ991121 39 0229 C38 o2 tm 


Method 


TBLASTX: Maize 


Start 


7662 — 


End 


8068 


GI 


none 


Score 


133 . 


Rvnns 


7662 8012 7664 8020 7682 


8068 




Sea No 


13644 


Seq. ID 


OJ991121_39.0229.C38 




29003 


Strand 




Start 


7698 


End 


8088 


Name 


OJ991121 39.0229.C38.o3.gp 


Method 


AAT/GAP 


Start 


7698 


End 


8088 


GI 


LIB3431-011-P1-N1-B2 


Score 


770 


Exons 


7698. .8088 






GI Dp^rriD 


•3377848 3.0e-15 (AF076274) contains similarity to reverse 




transcriptases (Pfam: rvt.hmm, 


score : 


12.22) [Arabidopsis 


- 


thaliana] 1 






Seq. No. 


13645 


Seq. ID 


OJ991121_39.0229.C39 


Gene No. 


29004 


Strand 


+ 


Start 


111 


End 


1703 


Name 


OJ991121 39.0229.C39.ol.gs 


Method 


GENSCAN 


Start 


111 


End 


1703 


GI 


none 


Score 


.57 


Exons 


111. .240, 402. .539, 1539. .1703 




Seq. No. 


13645 


Seq. ID 


OJ991121_39.0229.C39 


Gene No. 


29005 


Strand 


+ 


Start 


16983 


End 


18456 


Name 


OJ991121 39.0229.C39.ol.gp 


Method 


AAT/GAP 


Start 


16983 


End 


18456 


GI 


none 


Score 


905 


Exons 


16983. .17093, 17 626 .. 17700 , 18149. .18456 


Seq. No. 


13645 


Seq. ID 


OJ991121_39.0229.C39 


Gene No. 


29006 


Strand 


+ 



14270 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



28456 End 38699 

OJ991121_39 . 0229 . C39 . o3 . np Method AAT/NAP 
28456 End 32224 

6587812 Score 704 

28456. .28616, 287 15 28797 , 
29588. .29638, 29730 29806, 
32024.. 32224 

(AC010924) Similar to gb | U4 4028 .transcription factor CKC from 
Arabidopsis thaliana and contains two PF| 00847 AP2 domains. 



29046. .29134, 29309. 
31530. .31626, 31655. 



29382, 
31819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13645 
29006 
28456 

OJ991121_39.0229.C39.o4 . np 

31552 

5420387 



Seq. ID OJ991121_39.0229.C39 

Strand + 

End 38699 

Method AAT/NAP 

End 33454 

Score 14 9 



31552. .32032, 32850 .. 33076, 33395.. 33454 
(AJ243459) proteophosphoglycan [Leishmania major] 





1 JU4 J 


Seq. ID 


OJ991121_39.0229, 




Gene No . 


29006 


Strand 


+ 




Start 


28456 


End 


38699 




Name 


OJ991121 39.0229.C39.o5.np 


Method 


AAT/NAP 




Start 


33062 


End 


38699 




GI 


2980780 . 


Score 


134 




Exons 


33062. .33336, 33638 .. 33739, 


35799..359S9, 36190 .. 36409, 






37468. .37613, 37842 .. 37 920, 


38635. .38699 




GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13645 


Seq. ID 


OJ991121_39.0229. 


X39 


Gene No. 


29006 


Strand 


4- 




Start 


28456 


End 


38699 




Name 


OJ991121 39.0229.C39.o6.np 


Method 


AAT/NAP 




Start 


35903 


End 


38699 




GI 


2980780 


Score 


90 




Exons 


35903. .35996, 37535 37 613, 


37842. .37920, 38635. .38699 




GI Descrip. 


(AL022198) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13645 


Seq,. ID 


OJ991121_39.0229. 


,C39 


Gene No. 


29007 


Strand 






Start 


1 


End 


311 




Name 


OJ991121 39.0229.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


311 




GI 


6069646 


Score 


123 




Exons 


1. .311 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248)* 
[Oryza sativa] 



Seq. No. 13645 Seq. ID 

Gene No. 29008 Strand 

Start 2251 End 

Name OJ991121_39 . 022 9 . C39 . o2 . gs Method 

Start 2251 End 

GI none Score 



OJ991121_39.0229.C39 

13098 
GENSCAN 
13098 
.41 



14271 



Exons 



2251. .2406, 2608. .2697, 2830. .2946, 3350. .3469, 3637. .4746, 
4778. .4917, 6054. .6131, 6939. .7097, 7160.. 7295, 8385.-8428, 
10226. .10612, 13029.. 13098 



Seq. No. 13645 Seq. ID 

Gene No. 29009 Strand 

Start * 13964 End 

Name OJ991121_39. 0229.C39. o5 . tm Method 

Start 63 End 

GI none Score 

Exons 63.. 380, 199.. 381 



OJ991121_39.0229.C39 
16224 

TBLASTX: Maize 

381 

124 



Seq. No. 13645 
Gene No. 29009 
Start 13964 

Name OJ991121_39 . 0229 . C39 . ol . tm 

Start 2605 
GI none 

Exons 2605.. 2700, 2812.. 2964, 2834. 

3351. .3458, 3637. .3942, 3637. 
3940. .4008, 4018. .4164, 4023. 
4123. .4239, 4228. .4293, 4229. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2947, 3343 
.3957, 3638 



OJ991121 39.0229.C39 



16224 

TBLASTX: Maize 
4293 
102 

3450, 3347. 
3958, 3932. 



,4157, 4026, 
,4291 



,4175, 4027, 



,3472, 
,4003, 
,4179, 



Seq. No. 13645 

Gene No. 29009 

Start 13964' 

Name OJ991121_39 . 0229 . C39 . o2 . np 

Start 13964 

GI 6911873 

Exons 13964. .14453, 14568 .. 14 831 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_39.0229.C39 
16224 

AAT/NAP * 

15348 

484 



15044. .15348 

(AL138655) putative protein [Arabidopsis thaliana] 



Seq. No. 13645 

Gene No. 29009 

Start 13964 

Name OJ991121_39 . 0229 . C39 . o3 . gs 

Start 13964 

GI none 
Exons 



Seq. ID OJ991121_39.0229.C39 
Strand 

End 16224 

Method GENSCAN 

End 16224 

-Score .53 



13964. .14453, 14568 14752 , 1504 0 15228 , 15757. .16224 



Seq. No. 13645 

Gene No. 29009 

Start 13964 

Name OJ991121_39 . 0229 . C39 . o3 . ts 

Start 14123 

GI none 

Exons 14123. . 14 374 , . 14208 . . 14 34 8 



Seq. ID OJ991121_39.0229.C39 
Strand 

End 16224 

Method TBLASTX : Soybean 

End 14374 

Score 101 



Seq. No. 13645 

Gene No. 29009 

Start 13964 

Name OJ991121_39 . 0229 . C39 . ol . tc 

Start 14156 

GI none 

Exons 14156. .14428, 14157.. 14423 



Seq. ID OJ991121_39. 0229.C39 
Strand 

End 16224 

Method TBLASTX : Cress 

End 14428 

Score 115 



Seq. No. 



13645 



Seq. ID OJ991121_39.0229.C39 



14272 




Gene No . 


29009 






Strand 






Start 


13964 






End 


16224 




Name 


OJ991121 39.0229.C39. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14165 






End 


15135 




GI 


none 






Score 


117 




Exons 


14165. 


.14425, 14175.. 


14411, 


14567. .14617, 14 615 .. 14779, 






14615. 


.14788, 14646.. 


14834 , 


15085. .15135 




Seq. No. 


13645 






Seq. ID 


OJ991121_39.0229. 


C39 


Gene No. 


29009 






Strand 






Start 


13964 






End 


16224 




Name 


OJ991121 39.0229.C39. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


14561 






End 


14789 




GI 


none 






Score 


102 




Exons 


14561. 


.14788, 14640.. 


14789 








Sea. No. 


13645 






Seq. ID 


OJ991121_39.0229. 


C39 


Gene No. 


29009 






Strand 






Start 


13964 






End 


16224 




Name 


OJ991121 39.0229.C39, 


, o2 . ts 


Method 


TBLASTX: Soybean 




Start 


14567 






End 


15181 




GI 


none 






Score 


95 




Exons 


14567. 


.14788, 14652., 


, 14804, 


15043. .15180, 15062.. 15181 




Seq. No. 


13645 






Seq. ID 


OJ991121_39.0229. 


. C39 


Gene No. 


29010 






Strand 






Start 


16331 






End 


17720 




Name 


OJ991121 39.0229.C39. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16331 






End 


17720 




GI 


none 






Score 


128 




Exons 


16331. 


.16405, 16532., 


. 16651, 


16533. .16655, 16787. .16894, 






16790. 


.16897, 16815., 


. 16907, 


16979. . 17092, 16984 .. 17094 , 






16986. 


.17096, 17614., 


. 17700, 


17622. .17699, 17623 .. 17703, 






17628. 


.17720 










Seq. No. 


13645 






Seq. ID 


OJ991121_39.0229, 


. C39 


Gene No. 


29010 






Strand 






Start 


16331 






End 


17720 




Name 


OJ991121 39.0229.C39 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


16334 






End 


17703 




GI 


none 






Score 


102 




Exons 


16334 . 


.16396, 16535. 


. 16654 , 


16536. . 16655, 16763 .. 16825, 






16790. 


.16885, 16815. 


. 16907, 


16983. . 17093, 16985 .. 17089, 






17623. 


.17703, 17628. 


. 17699 








Seq. No. 


13645 






Seq. ID 


OJ991121_39.0229 


. C39 


Gene No. 


29010 






Strand 






Start 


16331 






End 


17720 




Name 


OJ991121 39.0229.C39 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


16337 






End 


17694 




GI 


none 






Score 


101 




Exons 


16337. 


.16405, 16533. 


. 16655, 


16533. .16655, 16787. .16894, 






16788. 


.16901, 16815. 


.16907, 


16979. . 17089, 1698 6 .. 17093, 






17623. 


.17694 










Seq. No. 


13645 






Seq. ID 


OJ991121_39.0229 


.C39 


Gene No. 


29011 






Strand 







14273 



Start 
Name 
Start 
GI 

Exons 



29042 End 

OJ991121_39.0229.C39.o4 .tm Method 

29042 End 

none Score 



29808 

TBLASTX: Maize 

29808 

97 



29042. .29134, 29042 29134 , 29308 29388, 29312 29383, 
29316. .29387, 29585 .. 29638 , 29586 29639, 29727 .. 29804 , 
29727. .29771, 29728.. 29808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. * 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



13645 
29011 
29042 

OJ991121_39.0229.C39.o3.tc 

29309 

none 

29309. .29386, 29320 .. 29394 , 
29727. .29774, 29728. .29808 

13646 
29012 
1 

OJ991121_39.0229.C40.ol.np 
1 

3212868 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_39.0229.C39 
29808 

TBLASTX: Cress 

29808 

108 



29S83..29645, 29585 .. 2964 1 , 



Seq. ID OJ991121_39.0229.C40 



Strand + 

End 2676 

Method AAT/NAP 

End 2247 

Score 237 
1..52, 535. .711, 860. .941, 2183. .2247 
(AC004005) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991121_39.0229.C40 



13646 

29012 Strand + 

1 End 2676 

OJ991121_39 . 0229 . C4 0 . ol . gs Method GENSCAN 

535 End 2676 

none Score .6 

535. .706, 855. .935, 2174. .2243, 2650. .2676 



13646 
29013 
23803 

OJ991121_39.0229.C4 0.o5.gs 

23803 

none 

23803. .23814, 24080. .24328, 
27160. .27468, 27759.. 28097 



Seq. ID OJ991121_39.0229.C40 

Strand + 

End 28097 

MetKod GENSCAN 

End 28097 

Score .56 
24368..24443, 26831 .. 26922 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13646 
29013 
23803 

OJ991121_39.0229.C4 0.ol.gp 
.27050 

LIB34 31-022-P1-N1-F9 
27050. .27297, 27338.. 27511 

1 5295936/dbj IAB026295.2 IAB026295 1.0e-174 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ991121_ 
+ 

28097 
AAT/GAP 
27511 
727 



39.0229.C40 



13646 Seq. ID 

29014 Strand 

29142 End 

OJ991121 39. 0229.C40.o4 .np Method 



OJ991121_39.0229.C40 
+ 

36289 
AAT/NAP 



14274 



Start 29142 End 36289 

GI 4522005 Score 1505 

Exons 29142. .29195, 311 62 .. 33685 , 33740 34 701 , 34730 .. 35215, 

36226. .36289 

GI Descrip. (AC007069) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 13646 Seq. ID 

Gene No. 29014 Strand 

Start 29142 End' 

Name 0 J9 9 1 1 2 1_3 9.0229.C40.o7.gs Method 

Start 30872 End 

GI none Score 
Exons 



OJ991121_39.0229.C40 

+ - 

36289 
GENSCAN 
32876 
.78 



30872. .31085, 31285 .. 314 97 , 31846.. 32876 



Seq. No. 13646 Seq. ID 

Gene No. 29014 Strand 

Start 29142 End 

Name 0 J9 91 1 2 1_3 9 . 022 9 . C4 0 . o3 . np Method 

Start 31179 End 

GI 2583130 Score 

Exons 31179. .34737, 34781.. 35289 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ991121_39.0229.C40 
+ 

36289 
AAT/NAP 
35289 
1735 



Seq. No. 13646 Seq. ID 

Gene No. 29014 Strand 

Start 29142 End 

Name OJ991121_39 . 0229 . C40 . 08 . gs Method 

Start 34288 End 

GI none - Score 

Exons 34288 . . 35307 



OJ991121_39. 0229.C4 0 
+ 

36289 
GENSCAN 
35307 
. 93 



Seq. No. 13646 
Gene No. 29015 
Start 3874 

Name OJ991121_39 . 022 9 . C4 0 . o2 , 

Start 3874 
GI none 

Exons 3874.. 4254, 4806.^.5197, 

7151. .7287, 7648. .7719, 
8599. .8689 



gs 



5417. 
7841. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5575, 



OJ991121 39.0229.C40 



8701 
GENSCAN 
8689 
.73 

6385. . 6753, 



.7984, 8144. .8215, 



6837. 
8370. 



.7022, 
.8502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



13646 Seq. ID OJ991121_39 . 0229 . C40 

Strand 

End 8701 
Method AAT/NAP 
End 8701 
Score. 1459 
,5197, 6385. .6704, 6836. .7005, 7206. .7287, 
7472. .7531, 7648. .7719, 7841. .7984, 8144. .8266, 8599. .8701 
(AC005170) putative LRR receptor protein kinase [Arabidopsis 
thaliana] 



29015 
3874 

OJ991121_39.022 9.C40.o2.np 

3877 

3738339 

3877. .4254, 4806. 



13646 
29016 
10449 



Seq. ID 

Strand 

End 



OJ991121 39.0229.C40 



17121 



14275 



Name 

Start 

GI 

Exons 



OJ991 12 1_39 . 0229 . C4 0 . o3 . gs Method GEN SCAN 
10449 End 17121 

none Score .46 

104 4 9. .104 80, 114 34. .11576,* 11 689 .. 1 1819, 11854. 
12036. .12180, 13647. .13693, 16395 .. 1 6678 , 16812, 



11997, 
17121 



Seq. No. 13646 Seq. ID 

Gene No. 29017 Strand 

Start 19169 End 

Name O J99 1 1 2 1_3 9.0229.C40.o4.gs Method 

Start 19169 End 

GI none Score 

Exons 19169. . 19402, 19627 19920, 20782 

22942. .23018, 23228 23304 , 23407 



20875, 
23420 



OJ991121_39.0229.C40 

23420 
GENSCAN 
23420 
.5 

22390. .22493, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13646 Seq. ID 

29018 Strand 
27537 End 
OJ991121_39.0229.C4 0.o3.gp Method 
27537 End 
9531_1.R1084 Score 
27537. .28087 

'5295954/dbj IBAA81855.il 7, 
[Oryza sativa] 1 

13646 Seq; ID 

29019 Strand 
29012 End 
OJ991121_39.0229.C4 0.o6.gs Method 
29012 End 
none Score 
29012. .29779 



OJ991121_39.0229.C40 

28087 
AAT/GAP 
28087 
1011 



Oe-37 (AB026295) hypothetical protein 



OJ991121_39.0229.C40 

29779 
GENSCAN 
29779 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13646 
29020 
35440 

''OJ991121_39.0229.C40..o9.gs 
35440 
none 



Seq. ID OJ991121_39.0229.C40 
Strand 

End 38030 

Method GENSCAN 

End 38030 

Score . 67 



35440. .35550, 35635 .. 35754 , 36402 .. 36445, 37358.. 38030 



13646 
29021 
38890 

OJ991121_39. 0229.C40.o5.tm 

517 

none 

517. .681, 519. .707, 534. .707, 

13646 
29021 
38890 

OJ991121_39. 022 9.C4 0.o3.tc 

534 

none 

534. .710, 534. .707, 859.-939 



Seq. ID OJ991121_39.0229.C40 
Strand 

End 41629 

Method TBLASTX : Mai ze 

End 942 

Score 265 

855. . 935, 856. .942 

Seq. ID OJ991121_39.0229.C40 
Strand 

End 41629 

Method TBLASTX : Cress 

End 939 

Score 202 



14276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13646 Seq. ID 

29021 Strand 

38890 End 

OJ991121_39 . 0229 . C40 . o7 . tw Method 

588 End 

none Score 



OJ991121_39.0229.C40 
41629 

TBLASTX: Wheat 

2234 

190 



588. .707, 593. .706, 855. .935, 856. .942, 2184. .2234 



13646 
29021 
38890 

OJ991 121_39 . 0229 . C40 . ol . tm 

3892 

none 



Seq. ID OJ991121_39.0229.C40' 



Strand 
End 

Method 

End 

Score 



41629 

TBLASTX: Maize 

4911 

182 



3892. .4302, 4048. .4194, 4122. .4259, 4801. .4911, 4803. .4910 



Seq. No. 13646 

Gene No. 29021 

Start 38890 

Name OJ991121_39 . 0229 . C40 . ol . ts 

Start 4048 

GI none 

Exons 4048. 

5098. 



.4251, 4803.. 4832, 
.5199, 6360.. 6443, 
6536.. 6703, 6537.. 6686 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4845. .5201, 
6383. .6442, 



OJ991121_39.0229.C40 
41629 

TBLASTX : Soybean 
6703 
184 

4855.-4995, 4893. .5090, 
6458. . 6538, 6459. . 6539, 



Seq. No. 13646 Seq. ID 

Gene No. 29021 Strand 

Start 38890 End 

Name OJ991121_39 . 0229 . C4 0 . o5 . tw Method 

Start 4048 End 

GI none Score 

Exons 4048.. 4254, 4063.. 4200 



OJ991121_39.0229.C40 
41629 

TBLASTX: Wheat 

4254 

120 



Seq. No. 13646 

Gene No. 29021 

Start- 38890 : 

Name OJ991121_39 . 0229 . C40 . ol . tc 

Start 4051 

GI none 

Exons 4051.. 4254, 4063.. 4200, 4803, 
4893. .5078, 5095. .5148 



OJ991121_39.0229.C40 
41629 

TBLASTX: Cress 

5148 

74 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.4829, 4851. .5147, 4852. .4995, 



Seq. No. 13646 Seq. ID 

Gene No. 29021 Strand 

Start 38890 End 

Name OJ991121_39 . 0229 . C40 . o4 . tw Method 

Start 4857 End 

GI none , • Score 

Exons 4857.. 5186 



OJ991121_39.0229.C40 
41629 

TBLASTX: Wheat 

5186 

297 



Seq. No. 13646 Seq. ID 

Gene No. 29021 Strand 

Start 38890 End 

Name OJ991121_39 . 0229 . C4 0 . o2 . tm Method 

Start 4912 End 

GI none Score 



OJ991121_39.0229.C40 
41629 

TBLASTX: Maize 

6703 

130 



14277 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



4912.. 4995, 4914.. 5195, 5095.. 5193, 6386.-6442, 6458.-6556, 
6459.-6554, 6536.. 6703, 6537.. 6695 



13646 
29021 
38890 

OJ991121_39.0229.C4 0.o2.tc 
5151 
none 



OJ991121 39.0229.C40 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5151.. 5201, 6386.. 6442, 6393.. 6434, 6431.. 6538, 6459.-6539, 
6536. .6703, 6537. .6692 



41629 

TBLASTX: Cress 

6703 

49 



.7531, 7474. .7530, 7648. 
,7983, 7831. .7980, 7841. 



13646 
29021 
38890 

OJ991121_39. 0229.C40.o9.tw 
6461 
none 

6461. .6763, 6501. .6674 

13646 
29021 
38890 

OJ991121_39.0229.C40.o3.ts 
7463 
none 
7463. 
7828. 

8369. .8503, 8370. .8486 

13646 
29021 
38890 

OJ991121_39.0229.C4 0.o6.tm 

7472 

none 

7472. .7543, 7474. .7530, 7647. 
7834. .7983, 7841. .7978, 8110. 
8369. .8506, 8372. .8506 

13646 
29021 
38890 

OJ991121_39.0229.C40.o6. tw 

31284 

none 

31284. .31664 

.13646 
29021 
38890 

OJ991121_39. 0229.C40.o3. tm 
32724 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ991121_39.0229.C40 
41629 

TBLASTX: Wheat 

67 63 

102 



OJ991121 39.0229.C40 



41629 

TBLASTX: Soybean 
8503 
52 

7719, 7650. .7718, 7668. .7715, 
7984, 7861. .7980, 8125. .8214, 



Seq. ID OJ991121_39.0229.C40 
Strand 

End 41629 
Method TBLASTX : Maize 
End 8506 
Score 52 

.7715, 7648. .7710, 7685. .7720, 
.8211, 8144. .8212, 8364. .8468, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_39.0229.C40 
41629 

TBLASTX: Wheat 

31664 

222 



Seq. ID OJ991121_39.0229.C40 
Strand 

End 41629 

Method TBLASTX : Maize 

End 33617 

Score 94 

32724. .32867, 3288 6 .. 33194 , 33216. . 33338, 33438. .33617 

13646 Seq. ID OJ991121_39 . 0229 . C40 



14278 




Gene No. 


29021 






Strand 






Start 


38890 






End 


41629 




Name 


OJ991121 39.0229.C40 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


32769 






End 


33149 




GI 


none 






Score 


213 




Exons 


32769. 


.32987, 32975. 


3314 8, 


32982. .33149 




Seq. No. 


13646 






Seq. ID 


OJ991121_39.0229. 


C40 


Gene No. 


29021 






Strand 






Start 


38890 






End 


41629 




Name 


OJ991121 39.0229.C40 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


33320 






End 


33740 




GI 


none 






Score 


404 




Exons 


33320. 


.33676, 33321. 


33722, 


33674. .33733, 33675.. 33740 




Seq. No. 


13646 






Seq. ID 


OJ991121_39.0229. 


C40 


Gene No. 


29021 






Strand 






Start 


38890 






End 


41629 




Name 


OJ991121 39.0229.C40 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


33441 






End 


33860 




GI 


none 






Score 


123 




Exons 


33441. 


.33644, 33527. 


33640 , 


33660. .33860 




Seq. . No . 


13646 






Seq. ID 


OJ991121_39.0229. 


c a n 


Gene No. 


29021 






Strand 






Start 


38890 






End 


41629 




Name 


OJ991121 39.0229.C40 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


33642 






End 


33887 




GI 


none 






Score 


206 




Exons 


33642. 


.33887, 33713. 


.33868 









Seq. No. 


13646 




Seq. ID 


OJ991121_39.0229 


.C40 


Gene No. 


29021 




Strand 






Start 


38890 




End 


41629 




Name 


OJ991121 39.0229.C40 


08. tw 


Method 


TBLASTX: Wheat 




Start 


33741 




End 


33926 




GI 


none 




Score 


189 




Exons 


33741. .33893, 33743. 


33922, 


33744 . .33926 




Seq. No. 


13646 




Seq. ID 


OJ991121_39.0229 


.C40 


Gene No. 


29021 




Strand 






Start 


38890 




End 


41629 




Name 


OJ991121 39.0229.C40 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


34280 




End 


39176 




GI 


none 




Score 


55 




Exons 


34280. .34342, 34351. 


34698, 


38970. .39176 




Seq. No. 


13646 




Seq. ID 


OJ991121_39.0229 


,C40 


Gene No. 


29021 ' 




Strand 






Start 


38890 




End 


41629 




Name 


OJ991121 39.0229.C40 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


38711 




End 


39275 




GI 


none 




Score 


71 




Exons 


38711. .38878, 38946. 


.39275, 


39085.. 39159 




Seq. No. 


13646 




Seq. ID 


OJ991121_39.0229 


.C40 


Gene No. 


29021 




Strand 







14279 



C4- -s -v- 4- 

btart 


38890 


End 


41629 


Name 


OJ991121 39.0229.C40.ol0.gs 


Method 


GENSCAN 


Start 


38890 


End 


41629 


GI 


none 


Score 


.48 


Exons 


38890. .39201, 39324 .. 39548, 40137 40378 , 41471 


Seq. No. 


13647 


Seq. ID 


OJ991121 


bene no. 


29022 


Strand 


+ 


Start 


1 


End 


1925 


Name 


OJ991121 39.0229.C41.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


1925 


GI 


COftCftCC 

529595b 


Score 


377 


Exons 


1..26, 352. .476, 1157. .1222, 


1267.. 1393, 1425.. 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) . 




[Oryza sativa] 






Seq. No. 


13647 


Seq. ID 


OJ991121 


Gene No. 


29022 


Strand 


+ 


Start 


1 


End 


1925 


Name 


OJ991121 39.0229.C41.ol.gs 


Method 


GENSCAN 


Start 


362 


End 


981 


GI 


none 


Score 


.78 


Exons 

:- -s 


362. .485, 900. .981 






! : = F 

i = : Con Ma 


13647 


Seq. ID 


OJ991121 


i;f| Gene No. 


29023 


Strand 




HI Start 


1213 


End 


1833 


! s !j Name 


OJ991121 39.0229.C41.o2.gs 


Method 


GENSCAN 


!"| Start 


1213 


End 


1833 


Uj GI 


none 


Score 


.94 


\l\ Exons 


1213.. 1464, 1545.. 1627, 1720. 


.1833 





is 

a 

*: 
U; 

, s i 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



13648 
29024 
800 

OJ991121_39.0229.C42.ol.gs 

800 

none 



Seq. ID OJ991121_39.0229.C42 
Strand 

End 6797 

Method GENSCAN 

End 67 97 

Score .5 



800. .2194, 2237..4724, 4940. .5143, 5321. .5380, 5455. .5564, 
6192. .6797 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121 39.0229.C42 



13648 
29024 
800 

OJ991121_39.0229.C42.ol.np 
803 

6539553 
803. .4708 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



6797 
AAT/NAP 
4708 
6559 



13648 
29024 
800 

OJ991121 



39.0229.C42.o2.tw 



Seq. ID OJ991121_39.0229.C42 
Strand 

End 6797 

Method TBLASTX : Wheat 



14280 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



939 End 1415 

none Score 340 

939.. 1325, 977.. 1324, 1018. .1326, 1340.. 1414, 1344 



1415 

OJ991121_39.0229.C42 
6797 

TBLASTX: Soybean 
1408 
90 

1408, 1302.. 1382 

OJ991121 39.0229.C42 



Seq. ID 
Strand 
End* 
Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



6797 

TBLASTX: Maize 
1603 
232 



13648 
29024 

800 : 
OJ991121_39.0229.C42.o4.ts 
1067 
none 

1067. .1276, 1088. .1276, 1295. 

13648 
29024 
800 

OJ991121_39.0229.C42.o5.tm 
1271 
none 

1271. .1603, 1272. .1595 

13648 
29024 
800 

OJ991121_39.0229.C42.o2.ts 
1416 
none 

1416. .1766, 1418. .1765, 1547. 

13648 
29024 
800 

OJ991121_39.0229.C42.o3.tw 
1619 
none 

1619. .1825, 1629. .1760, 1820. 

13648 
29024 
800 

OJ991121_39.0229.C42.o3.tm 
1700 
none 

1700. .2164, 1847. .2029 

13648 
29024 
800 

OJ991121_39.0229-C42.ol.ts 

1835 
5509260 

1835. .2299, 1854. .1913, 1986. .2018, 2130. .2198 



OJ991121_39.0229.C42 
6797 

TBLASTX : Soybean 
1768 
142 



OJ991121_39.0229.C42 
6797 

TBLASTX: Wheat 
2164 
50 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1768 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.2164, 1844. .2017 

OJ991121 39.0229.C42 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



6797 

TBLASTX: Maize 
2164 
85 



OJ991121_39.0229.C42 
6797 

TBLASTX: Soybean 
2299 
58 



13648 
29024 
800 

OJ991121 39.0229.C42.ol.tc 



Seq. ID OJ991121_39.0229.C42 
Strand 

End 6797 

Method TBLASTX : Cress 



14281 





1 Q/C 










990 £ 




pt 


none 








Score 


zoo 




Exons 


1 QA C 990£ 














oeq. wo. 










Seq. ID 


OJ991121_39.0229 


.C42 


Gene No. 


29024 








Strand 






Start 


800 








End 


6797 




Name 


O TQQ1 191 *3Q 


099Q 


P4 9 r*1 
* Ufi Z . OX 


. tw 


Method 


TBLASTX: Wheat 




Of -j rf 


991 Q 








End 


2974 




PT 


none 








Score 


214 




Exons 


991 Q 94 Rft 


9990 
£. Z Z U 


94 0ft 


99 "3 


.2466, 2239. .2436, 2472. .2966, 




Z D X 0 . . z y / *i , 


9 R 1 ft 
Z 3 Xo 


9 Q£7 










Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229 


P/l 9 


Gene No. 


29024 








Strand 








Ron 

OUU 








End 


6797 




Name 


Pi TQQ1 191 


O 9 9 G 

. uzz y 


P/i 9 /-\ "5 


. lS 


Method 


TBLASTX : Soybean 




C v~4- 

OlalL 


9 £9 4 








End 


3022 




P T 


none 








Score 


37 




Exons 


9£94 97Q7 


9 7 R 1 


97ft Q 
. . Z / O y , 


9 7 Qft 

z / yo . 


.3022, 2844. .3014 




Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229 


P/l 9 


Gene No. 


29024 








Strand 






Q -f- -) y~+- 

otar x. 










End 


6797 




Name 


Pi TQQ1 191 "3Q 


n 9 9 Q 

. uzz y 


P4 9 
. L-fl Z . Of* 


-f-rn 
. LIU 


Method 


TBLASTX: Maize 






9 £9 /I 
Z OZ 4! 








End 


3118 




PT 


none 








Score 


69 




Exons 


9 £94 97 Q1 


9fti n 




9 Q 9/1 
Z o 3 ft . 


.2989, 2844. .3029 




Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229 


P/l 9 


Gene No. 


29024 








Strand 






C -j- —\ *-•)- 
OLdlL 


ft nn 








End 


6797 




Name 


Pi TQQ 1 1 9 1 "3 Q 


099 Q 

. uzz y 


P4 9 /-\R 


. tw 


Method 


TBLASTX: Wheat 




Cf 2 y-4- 

DLaiL 


9 Q7 R ~~ 








End 


3169 






none 








Score 


187 




Exons 


9 Q7 R "31 fiQ 


9 Q7 R 
Z :? / 3 


^1 66 










Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229, 


.C42 


Gene No. 


29024 








Strand 






O Ueir L. 


ft nn 
ouu 








End 


6797 




Name 


Pi TQQ 1 191 Q 


099 Q 


P/l 9 ^ R 


. T_S 


Method 


TBLASTX : Soybean 














End 


3418 






none 








Score 


84 




JjXUIlb 


"30*39 *39ftO 


jZOj 


"34 1ft 










Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229. 


.C42 


Gene No. 


29024 








Strand 






O LdlL 


ft nn 
ouu 








End 


6797 




Name 


Pi TQ Q1 1 01 OQ 

uj y y x xz x o y . 


noon 

. uzz y 


P /I 9 /-v 1 




Method 


TBLASTX: Maize 




o rare 


1 A A R 








End 


3767 




P T 


none 








Score 


387 




Exons 


3445. .3636, 


3446 


. .3760, 


3447. 


.3740, 3448. .3759, 3513. .3767 


Seq. No. 


13648 








Seq. ID 


OJ991121_39.0229. 


.C42 


Gene No. 


29024 








Strand 






Start 


800 








End 


6797 




Name 


OJ991121 39. 


0229 


.C42.o2 


. tm 


Method 


TBLASTX: Maize 





14282 



Start 
GI 

Exons 



4266 End 4579 

none Score 276 

4266. .4571, 4268. .4579, 4271. .4573 



Seq. No. 13648 

Gene No. 29024 

Start 800 

Name OJ991121_39 . 0229 . C4 2 . o4 . tw 

Start 4328 

GI none 

Exons 4328.. 4714, 4329.. 4703 



Seq. ID OJ991121_39.0229.C42 
Strand 

End 6797 

Method TBLASTX : Wheat 

End 4714 

Score 231 



Seq. No. 13649 

Gene No. 29025 

Start 138 

Name O J 9 9 1 1 2 1_3 9.0229.C43.ol.np 

Start 138 

GI 3551954 

Exons 138.. 956 

GI Descrip. (AF082030) senescence-associated protein 5 [Hemerocallis hybrid 
cultivar] 



Seq. ID OJ991121_39.0229.C43 
Strand + 

2407 
AAT/NAP 
956 
775 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13649 
29025 
138 

OJ991121_39.0229.C4 3.ol.gs 
141 

none , . 



Seq. ID OJ991121_39.0229.C43 

Strand + 

End 2407 

Method GENSCAN 

End • 2407 

Score .56 



141. .949, 1908. .2090, . 2134 . .2407 



Q 

i hi 



t 37 



Seq. No. 13649 

Gene No. 29026 

Start 4128 

Name OJ99112 1_39 . 0229 . C4 3 . o2 . gs 

Start 4128 

GI none 

Exons 4128.. 4265, 4372.. 4917 

Seq. No. 13649 

Gene No. 29027 

Start 5474 

Name OJ991121_39 . 0229 . C4 3 . ol . tc 

Start 89 

GI none 
Exons 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 4 917 

Method GENSCAN 

End 4 917 

Score .73 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 

Method TBLASTX : Cress 

End 593 

Score 88 



89. .229, 132. .308, 153. .584, 155. .583, 501. .593 



Seq. No. 13649 

Gene No. 29027 

Start 5474 

Name OJ991121_39 . 022 9 . C4 3 . ol . tw 

Start 120 

GI none 

Exons 120.. 308, 152.. 454, 153.. 452 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 

Method TBLASTX : Wheat 

End 4 54 

Score 357 



Seq. No. 
Gene No. 
Start 



13649 
29027 
5474 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 



14283 



Name 

Start 

GI 

Exons 



OJ991121_39 . 0229 . C43 . ol . tm Method 
121 End 
none Score 



TBLASTX: Maize 

938 

89 



121.. 162, 122.. 235, 135.. 305, 152.. 700, 153.. 707, 726.-938, 
792. .839 



Seq. No. 13649 Seq. ID 

Gene No. 2'90'27 Strand 

Start 5474 End 

Name OJ991121_39 . 0229 . C43 . ol . ts Method 

Start 135 End 

GI none Score 
Exons 



OJ991121_39.0229.C43 
8188 

TBLASTX : Soybean 

929 

98 



135. .230, 156. .245, 254. .583, 255. .599, 599. .664, 600. .731, 
726. .929, 785. .916 



Seq. No. 13649 Seq. ID 

Gene No. 29027 Strand 

Start 5474 End 

Name OJ991121_39 . 0229 . C4 3 . o3 . tc Method 

Start 602 End 

GI none Score 

Exons 602.. 715, 603.. 923 



OJ991121_39.0229.C43 
8188 

TBLASTX: Cress 

923 

233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13649 
29027 
5474 

OJ991121_39.0229.C43.o2.tw 

773 

none 



Seq. ID OJ991121_39.0229.C43 
Strand ' - 
End 

Method 
End 
Score 



8188 

TBLASTX: Wheat 

965 

170 



773. .835, 774. .926, 792. .839, 893. .925, 929. .964, 933. .965 



Seq. No. 13649 

Gene No. 29027 

Start 5474 

Name OJ991121_39 . 0229 . C4 3 . o2 

Start 5464 

GI none 

Exons 5464.. 5517, 5468.. 5515, 
6971. .7093, 7177. .7263, 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 
.tc Method TBLASTX : Cress 
End 7268 
Score 73 
6967.. 7092, 6970.. 7092, 6971. .7093; 
7177. .7245, 7179. .7268 



Seq. No. 13649 

Gene No. 29027 

Start 5474 

Name OJ991121_39..0229.C4 3 . o2 

Start 5467 

GI none 

Exons 5467.. 5517, 5468.. 5515, 
7179. .7277 

Seq. No. 13649 

Gene No. 29027 

Start 5474 

Name OJ991121_39. 0229 .C4 3 . ol 

Start 5474 

GI uC-osflM202123h09bl 

Exons 5474.. 5511, 6970.. 7093, 



GI Descrip. 1 4 17 64 20/dbj | BAA37 167 | 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 

.ts Method TBLASTX : Soybean 

End 7277 

Score 69 
6970. .7092, 6971. .7093, 7177. .7263, 



Seq. ID OJ991121_39.0229.C43 
Strand 

End 8188 
.gp Method AAT/GAP 

End 8188 

Score 532 
7177. .7262, 8116. .8188 
2.0e-ll (AB008097) cytochrome P450 



14284 




[Arabidopsis thaliana] 1 





beq. NO. 






Seq. ID 


OJ991121_39.0229.C43 




Gene No . 


O QH O *7 

y uz / 




Strand 






Start 


/I T /I 
0 4 / fl 




End 


8188 




Name 


ujyynz± 0 y . uz z y . C4 j . 0 j 


.gs 


Method 


GENSCAN 




btart 


£"7 /t 1 
D / 4 1 




End 


8186 




GjI 


none 




Score 


.8 




Exons 


C7/I1 (TTCQ CQTH TflQ^ 

b/41. . b / Do, t>y/u. . / uy 0 , 


/0U0 . 


.7874, 8116. .8186 




Seq. No. 


13649 




Seq. ID 


OJ991121_39.0229.C4 3 




bene no . 


zyuz / 




Strand 






Start 


D 3 / 4 




End 


8188 




Name 




. tm 


Method 


TBLASTX: Maize 




Start 


byb / 




End 


7280 




GI 


none 




Score 


159 




Exons 


CQ£"7 "7riQO CQTO mQ9 

0 y 0 / • . / u y ^ , by/o. . / u y z , 


d y / 1 . 


.7093, 6971. .7093, 7177. .7263, 






titq noon 

/ 1 / y . . / ZoU 










Seq. No. 


13650 




Seq. ID 


OJ991121_39.0229.C44 




Gene No. 


29028 




Strand 


+ 




Start 


403 




End 


1045 


.: z-. 

" s} 


Name 


OJ991121 39.0229.C44.ol 


.np 


Method 


AAT/NAP 


i "\ 
"t c? 


Start 


403 




End 


1045 




GI 


2498930 




Score 


702 


!; I I 

ru 


Exons 


403. .477', 645. . 1045 










GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RULAT I ON 






PROTEIN) gi 11203794 (Ul 


8774) 


Sog [Drosophila melanogaster ] 




beq. no. 


13650 




Seq. ID 


OJ991121_39.0229.C44 


i' ! 5 


Gene No . 


29028 




Strand 


+ 


i if 


O 4 , v 4- 

btart 


403 




End 


1045 


i: 


Name 


OJ991121 39.0229.C44.ol 


.gs 


Method 


GENSCAN 


r| 


O 4- -1 >~ 4- 

otart 


418 




End 


946 






none 




Score 


.75 




Exons 


418. .477, 645. .946 








"3 cr 


0 e q . . no. 


13651 




Seq. ID 


.OJ991121_39.0229.C45 


!..S 


Gene No . 


29029 




Strand 


+ 


■a 3f 


b tart 


387 




End 


1082 




Name 


OJ991121 39.0229.C45.ol 


.gs 


Method 


GENSCAN 




Start 


387 




End 


1082 






none 




Score 


.88 




Exons 


387. .468, 973. .1082 










0 e q . IN O . 


13651 




Seq. ID 


OJ991121_39.0229.C45 




Gene No. 


29030 




Strand 






Start 


200 




End 


383 




Name 


OJ991121 39. 0229.C45.ol 


.np 


Method 


-AAT/NAP 




Start 


200 




End 


383 




GI 


6063554 




Score 


120 




Exons 


200. .383 










GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 






correspond to a region 


of the 


predicted gene.; hypothetical 






protein [Oryza sativa] 










Seq. No. 


13651 




Seq. ID 


OJ991121_39.0229.C45 



14285 



Gene No. 29031 Strand 

Start 813 End 1048 

Name OJ991121_39 . 0229 . C45 . ol . gp Method AAT/GAP 

Start 813 End 1048 

GI 101153_1.R1084 Score 275 

Exons 813.. 1048 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica {GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


13652 










Seq. ID 


Gene No. 


29032 










C f- -r- n T\sA 

otrana 


Start 


2 










End 


Name 


OJ991121 39. 


0229 


. C4 D 


. ol , 


.gs 


Method 


Start 


2 










End 


GI 


none 










Score 


Exons 


2. .104, 268. 


.554 










Seq. No. 


13652 










Seq. ID 


Gene No. 


29033 










Strand 


Start 


830 










bna 


Name 


OJ991121 39. 


0229 


.C46 


.o2. 


.gs 


Method 


Start 


830 










End 


GI 


none 










Score 


Exons 


830.. 843, 1201.. 


1387 








Seq. No. 


13653 










Seq. i; ID 


Gene No. 


29034 










Strand 


otart 


1 










t.nci 


Name 


OJ991121 39. 


0229 


.C47 


.ol. 


.np 


Method 


Start 


1 










End 


GI 


3882018 










Score 


Exons 


1. .305 












GI Descrip. 


(Y18377) cytokinin oxidase 


[Zea mays] 


Seq. No. 


13653 










Seq. ID 


Gene No. 


29034 










otrana 


Start 


1 










End 


Name 


OJ991121 39. 


0229 


.C47 


.ol. 


.gs 


Method 


Start 


27 










End 


GI 


none 










Score 


Exons 


27. .308 












Seq. No. 


13653 










Seq. ID 


Gene No. 


29035 










Strand- 


Start 


179 










End 


Name 


OJ991121 39. 


0229 


.C47 


.ol.. 


,tc 


Method 


Start 


12 










End 


GI 


none 










Score 


Exons 


12. .47, 51.. 


302> 


125 


. .289 




Seq. No. 


13653 










Seq. ID 


Gene No. 


29035 










Strand 


Start 


179 










End 


Name 


OJ991121 39. 


0229 


.C47 


.ol. 


. ts 


Method 


Start 


51 










End 


GI 


none 










Score 


Exons 


51. .302 













OJ991121_39.0229.C46 
+ 

554 

GENSCAN 

554 

.7 



OJ991121_39.0229.C46 

1387 
GENSCAN 
1387 
.47 



+ 

308 

AAT/NAP 

305 

320 



+ 

308 

GENSCAN 

308 

1 



450 

TBLASTX: Cress 

302 

38 



OJ991121_39.0229.C47 
450 

TBLASTX: Soybean 

302 

232 



14286 






Seq. No. 


T "3 C C O 


Seq. ID 


OJ991121 


_39 


0229. 


C4 




Gene No. 


29035 


Strand 












Start 


179 


End 


450 










Name 


OJ991121 39 . 0229 . C4 7 . ol . gp 


Method 


AAT/GAP 










Start 


17 9 


End 


450 










GI 


uC-osroM202030el lal 


Score 


528 










Exons 


179 . . 450 














GI Descrip. 


4191780 3.0e-12 (AC005917) 


putative cytokinin 


oxidase 








[Arabidopsis thaliana] 1 














Seq. No. 


13654 


Seq. ID 


OJ991121 


_39 


0229. 


C4 




Gene No. 


o r» a o r 

29036 


Strand 


+ 










Start 


318 


End 


729 










Name 


OJ991121 39 . 0229 . C4 8 . ol . gs 


Method 


GENSCAN 










Start 


318 


End 


729 










GI 


none 


Score 


. 55 










Exons 


318 . .447, 572 . . 729 














Seq. No. 


13654 


Seq. ID 


OJ991121 


_39 


0229. 


C4 




Gene No. 


29037 


Strand 


- 










Start 


254 


End 


748 










Name 


OJ991121 39.0229.C48.ol.np 


Method 


AAT/NAP 








; ~\ 


Start 


254 


End 


748 








.331 


GI 


6907103 


Score 


296 








I'll 


Exons 


254. .499, 690. .748 












I s | £ 

□ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








\ l i 


Seq. No. 


13655 


Seq. ID 


OJ991021 


_20 


0223. 


CI 




Gene No. 


29038 


Strand 


+ 










Start 


149 


End 


564 








rii 


Name 


OJ991021 20.0223.Cl.ol.gs 


Method 


GENSCAN 










Start 


149 


End 


564 








Q 


GI 


none 


Score 


. 69 










Exons 


149. .293, 427. .564 












is J: 


Seq. No. 


13656 


Seq. ID 


OJ991021 


_20 


0223. 


C4 




Gene No. 


29039 


Strand 


+ 








:. - 1 


Start 


402 


End 


638 










Name 


OJ991021 20.0223.C4.ol.np 


Method 


AAT/NAP 










Start 


402 


End 


638 










GI 


6907088 


Score 


1 7 £ 










Exons 


402. . 638 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


13657 


Seq. ID 


OJ991021 


_20 


0223. 


C5 




Gene No. 


29040 


Strand 












Start 


1023 


End 


1388 










Name 


OJ991021 20.0223,C5.ol.gs 


Method 


GENSCAN 












1023 


End 


1388 










GI 


none 


Score 


.88 










Exons 


1023. .1388 














Seq. No. 


13658 


Seq. ID 


OJ991021 


_20, 


0223. 


C6 




Gene No. 


29041 


Strand 


+ 










Start 


22 


End 


489 










Name 


OJ991021 20.0223.C6.ol.gs 


Method 


GENSCAN 









14287 



Start 22 End 489 

GI none Score . 62 

Exons 22.. 101, 399.. 489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13658 Seq. ID 

29042 Strand 

3313 End 
OJ991021_20.0223.C6.o2.gs " Method 

3313 End 

none Score 

3313. .3432, 3481. .3621, 3730. .5313 



OJ991021_20.0223.C6 

5313 
GENSCAN 
5313 
.76 



Seq. No. 13659 Seq. ID 

Gene No. 29043 Strand 

Start 45 End 

Name OJ991021_20 . 0223 .C7 . ol . gs' Method 

Start 45 End 

GI none Score 

Exons 45.. 1515, 1524.. 1591 



OJ991021_20.0223.C7 
+ 

1591 
GENSCAN 
1591 
.71 





Seq. No. 


13660 


Seq. ID 


OJ991021_20.0223 


.C8 




Gene No. 


29044 


Strand 


+ 






Start 


1641 


End 


1943 




<!=? 


Name 


OJ991021 20-0223. C8.ol.np 


Method 


AAT/NAP 




!; j 


Start 


1641 


End 


1943 






GI 


6907088 


Score 


189 




i W 


Exons 


1641. .1778, 1919. .1943 








n 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




i . I 


Seq. No. 


13660 


Seq. ID 


OJ991021_20.0223 


,C8 


hi) 


Gene No. 


29045 


Strand 






I'll 

; 37 


Start 


1054 


End 


1583 




it 


Name 


OJ991021 20.0223.C8.ol.tm 


Method 


TBLASTX: Maize 




.: st 

i • 


Start 


310 


End 


604 






GI 


none 


Score 


92 






Exons 


310. .411, 406. .603, 443. .604 










Seq. No. 


13660 


Seq. ID 


OJ991021_20.0223 


.C8 




Gene No. 


'29045 


Strand 








Start 


1054 


End 


1583 






Name 


OJ991021 20.0223.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


589 


End 


805 






GI 


none 


Score 


68 






Exons 


589. .792, 650. .805 









Seq. No. 13660 Seq. ID 

Gene No. 29045 Strand 

Start 1054 End 

Name • " OJ991021_20 . 0223 . C8 . ol . gs Method 

Start 1054 End 

GI none Score 

Exons 1054.. 1127, 1568.. 1583 



OJ991021_20.0223.C8 

1583 
GENSCAN 
1583 
.87 



Seq. No. 13661 Seq. ID OJ991021_20 . 0223 . C9 

Gene No. 2904 6 Strand + 

Start 155 End 530 

Name OJ991021_20 . 0223 . C9 . ol . gs Method GENSCAN 



14288 




Start 


155 




T7> _ _J 

End 


c *3 n 




GI 


none 




Score 


. yy 




Exons 


155 . . 530 










Seq. No. 


13661 




Seq. ID 


OJ991021_20.0223 


.C9 


Gene No. 


29047 




Strand 


+ 




Start 


9343 




bna 


1 fiQ*7 Q 

j. uy / y 




Name 


OJ991021 20. 


0223 . C9 . o3 . gs 


Method 






Start 


9343 




T-> _ _J 

End 


J.UDOO 




GI 


none 




Score 


. b / 




Exons 


9343 . . 9345, 


10172 . . lOobo 








Seq. No. 


13661 




beq. id 


o tqqi noi on noo"3 




Gene No. 


29047 




Strand 


+ ~ 




Start 


9343 




End 


10979 




Name 


OJ991021 20. 


0223.C9.o3.np 


Method 


A 7\ T"> /MAD 




Start 


9879 




End 


i u y / y 




GI 


6907086 




Score 


I 1 1 Q 

I I i y 




Exons 


9879. .10635, 


10693. .10979 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13661 




Seq. ID 


r^TQQinoi on noo"5 
ujyyiuzi zu. uzz j 


. 


Gene No. 


29048 




Strand 






Start 


1828 




End 


6404 




Name 


OJ991021 20. 


0223.C9.ol.np 


Method 


AAT/NAP 




Start 


1828 




End 


6404 




GI 


4680179 




Score 


4541 




Exons 


1828. .5244, 


5347. .6404 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


13661 




Seq. ID 


OJ991021_20.0223 


.C9 


Gene No. 


29049 




Strand 






Start 


6895 




End 


7676 




Name 


OJ991021 20. 


0223.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


1872 




End 


2205 




GI 


none 




Score 


102 




Exons 


1872. .2204, 


1893. .2042, 1924. 


.2205 






Seq. No. 


13661 




Seq. ID 


OJ991021_20.0223 


.C9 


Gene No. 


29049 




Strand 






Start 


6895 




End 


7676 




Name 


OJ991021 20. 


0223.C9.o8.tm 


Method 


TBLASTX: Maize 




Start 


1887 




End 


2050 




GI 


none 




Score 


92 




Exons 


1887. .2045, 


1889. .2050, 1890. 


.2048 






Seq. No. 


13661 




Seq. ID 


OJ991021_20.0223 


.C9 


Gene No. 


29049 




Strand 






Start 


6895 




End 


7676 




Name 


OJ991021 20. 


0223.C9.ol. tm 


Method 


TBLASTX: Maize 




Start 


2055 




End 


2649 




GI 


none 




Score 


69 




Exons 


2055. .2150, 


2055. .2492, 2065. 


.2493, 2225. .2497, 2490. .2648, 




2497. .2643, 


2500. .2649 









Seq. No. 13661 Seq. ID OJ991021_20 . 0223 . C9 

Gene No. 29049 Strand 



14289 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



6895 

OJ991021_20, 

2205 

none 

2205. .2831, 

13661 
29049 
6895 

OJ991021_20. 

2772 

none 

2772. .3029, 

13661 
29049 
6895 

OJ991021_20. 

2790 

none 

2790. .2918, 

13661 
29049 
6895 

OJ991021_20. 

2814 

none 

2814. .2948, 

13661 
29049 
6895 

OJ991021_20. 

2838 

none 

2838. .3362, 

13661 
29049 
6895 

OJ991021_20. 

3405 

none 

3405. .3758, 

13661 
29049 
6895 • 

OJ991021_20. 

3405 

none 

3405. .3830, 

13661 
29049 
6895 



0223.C9.ol.tw 
2206. .2736 

0223.C9.o4 .tm 
2781. .3029, 2800. 

0223.C9.o2. ts 
2790. .3038, 2800. 

0223.C9.ol. tc 



End 

Method 

End 

Score 



7676 

TBLASTX: Wheat 

2831 

325 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 767 6 

Method TBLASTX : Maize 

End 3030 

Score 144 
.3030, 2839.. 3030 

Seq. ID OJ991021_20.0223.C9 
Strand 

7676 

TBLASTX: Soybean 
3045 
68 



End 

Method 
End 
Score 
.3045 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 767 6 

Method TBLASTX : Cress 

End 3131 

Score 92 



2830. .2949, 2964. .3131, 3012. .3110 



0223.C9.o3. tw 
2842. .3210 

0223.C9.o2.tm 
3457. .3756 

0223.C9.o2.tw 
3407. .3769, 3420. 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Wheat 

End 3362 

Score 253 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 767 6 

Method TBLASTX : Mai ze 

End 3758 

Score 219 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Wheat 

End 3831 

Score 111 
.3773, 3442. .3831 

Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 



14290 



Name 

Start 

GI 

Exons 



OJ991021_20 

3579 

none 

3579. .3824 



.0223.C9.o3.ts 



Method TBLASTX : Soybean 
End 3824 
Score 213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13661 
29049 
6895 

OJ991021_20. 

3795 

none 

3795. .4130, 

13661 
29049 
6895 

OJ991021_20. 

3837 

none 

3837. .4133, 

13661 
29049 
6895 

OJ991021_20. 

3846 

none 

3846. .4205, 
4209. .4241 



0223.C9.o3. tm 



4116. .4295 



0223.C9.o6.tw 



3874 . .4116 



0223.C9.ol.ts 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Mai ze 

End 4295 

Score 159 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Wheat 

End 4133 

Score 179 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Soybean 

End 4241 

Score 94 



3874. .3978, 3897. .4205, 4036. .4224, 4209. .4241, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 
Gene No, 
Start 



13661 
29049 
6895 

OJ991021_20. 

4182 

none 

4182. .4664, 

13661 
29049 
6895 

OJ991021_20. 

4365 

none 

4365. .4520, 

13661 
29049 
6895 

OJ991021_20. 

4812 

none 

4812. .4976, 

13661 
29049 
6895 



0223.C9.o4 .tw 



4210. .4665 



0223.C9.o5. tm 



4365. .4652, 4366. 



0223.C9.o7.tw 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 67 6 

Method TBLASTX : Wheat 

End 4 665 

Score 234 



Seq. ID OJ991021_20.0223.C9 
Strand 

7676 

TBLASTX: Maize 
4652 
77 



End 

Method 
End 
Score 
.4551 



Seq. ID OJ991021_20.0223.C9 
Strand 

End 7 676 

Method TBLASTX : Wheat 

End 5211 

Score 78 



4861. .4980, 4989. .5210, 5056. .5211 



Seq. ID OJ991021_20. 0223.C9 
Strand 

End 7 67 6 



14291 




Name 


OJ991021_20. 0223.C9.o7. tm 


Method 


TBLASTX: Maize 




Start 


4893 


End 


5217 




GI 


none 


Score 


63 




Exons 


4893.. 5210, 4893.. 5216, 5104 


. . 5217 






Seq. No. 


13661 


Seq. ID 


OJ991021_20.0223 


.C9 


Gene ,No. 


29049 


Strand 






Start 


6895 


End 


7676 




Name 


OJ991021_20. 0223.C9.o6. tm 


Method 


TBLASTX: Maize 




Start 


5526 


End 


5927 




GI 


none 


Score 


235 




Exons 


5526. .5927 








Seq. No. 


13661 


Seq. ID 


OJ991021 20.0223 


,C9 


Gene No. 


29049 


Strand 






Start 


6895 


End 


7676 




Name 


OJ991021 20.0223.C9.o8,tw 


Method 


TBLASTX: Wheat 




Start 


5808 


End 


6168 




GI 


none 


Score 


60 




Exons 


5808 . . 6167, 6067 . . 6168 








Seq. No. 


13661 


Seq. ID 


OJ991021_20.0223 


.C9 


Gene No. 


29049 


Strand 






Start 


6895 


End 


7676 




Name 


OJ991021 20.0223.C9.o2.np 


Method 


AAT/NAP 




Start 


6895 


End 


7676 




GI 


6002794 


Score 


1242 




Exons 


6895. .7676 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


13662 


Seq. ID 


OJ991021_20.0223 


.C10 


Gene No. 


29050 


Strand 


+ 




Start 


839 


End 


6538 




Name 


OJ991021 20.0223.C10.ol.gs 


Method 


GENSCAN 




Start 


839 


End 


6538 




GI 


none 


Score 


.51 




Exons 


839. .1094, 3675.-3939, 5219. 


.5404, 5461. .5605, 6341. .6538 


Seq. No. 


13662 


Seq. ID 


OJ991021_20.0223 


.C10 


Gene No. 


29051 


Strand 


+ 




Start 


8174 


End 


13593 




Name 


OJ991021 20.0223.C10.ol.np 


Method 


AAT/NAP 




Start 


8174 


End 


13593 




GI 


4972079 


Score 


492 




Exons 


8174. .8240, 9097. .9638, 9916 


..11272, : 


13526. .13593 




GI Descrip. 


(AL078469) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13662 


Seq. ID 


OJ991021_20.0223 


.C10 


Gene No. 


29051 


Strand 


+ 




Start 


8174 


End 


13593 




Name 


OJ991021 20.0223.C10.o3.gs 


Method 


GENSCAN 




Start 


10726 


End 


12292 




GI 


none 


Score 


.5 




Exons 


10726. .10816, 11327. .11515, 


11541. .11670, 12184. .12292 




Seq. No. 


13662 


Seq. ID 


OJ991021_20.0223 


.C10 


Gene No. 


29052 


Strand 







14292 



Start 
Name 
Start 
GI 

Exons 



8280 End 10526 

OJ991021_20 . 0223 . CIO . o2 . gs Method GENSCAN 
8280 End 10445 

none Score . 69 

8280. .8351, 8720. .8944, 8985. .9237, 9426.-9765, 9900. .10010, 
10229. .10445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13662 
29052 
8280 

OJ991021_20. 0223. C10. o2.tm 

10200 

none 



Seq. ID OJ991021_20. 0223. C10 
Strand 

End 10526 

Method TBLASTX: Maize 

End 10526 

Score 152 



10200. . 10367, 10211. .10366, 10431. .10526 



13662 
29053 
10812 

OJ991021_20. 0223. C10. ol.tm 

10812 

none 



Seq. ID OJ991021_20. 0223. C10 
Strand 

End 11219 

Method TBLASTX : Maize 

End 11219 

Score 101 



10812. .10919, 10816. .10917, 10974 .. 11219, 1097 6 .. 11047 , 
11102. .11215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13663 
29054 
1 

OJ991021_20.0223.C12.ol.gp 
1 

LIB34 34-032-P1-K1-F12 
1..39, 181. .270 

'1323742 1.0e-19 (U32427) unknown [Triticum aestivum] 1 



Seq. ID OJ991021_20.0223.C12 

Strand + 

End 270. 

Method AAT/GAP 

End 270 

Score 155 



13663 
29055 
185 

OJ991021_20. 0223.C12.ol.gs 

185 

none 

185. .252 



Seq. ID OJ991021_20.0223.C12 

Strand + 

End 252 

Method' GENSCAN 

End 252 

Score .4 



Seq. No. 13664 

Gene No. 29056 

Start 1 

Name OJ991021_20 . 0223 . C13 . ol . np 

Start 1 

GI 186396 

Exons 1..718, 967.. 1293 

GI Descrip. (M94131) mucin [Homo sapiens] 

Seq. No. 13664 

Gene No. 29056 

Start 1 

Name OJ991021_20 . 0223 . C13 . ol . gs 

Start 189 

GI none 

Exons 189.. 786, 1002.. 1112 



Seq. ID OJ991021_20.0223.C13 
Strand 

End 1293 

Method AAT/NAP 

End 12 93 

Score 204 



Seq. ID OJ991021_20.0223.C13 
Strand 

End 1293 

Method GENSCAN 

End 1112 

Score .49 



14293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991021_20.0223.C14 
Strand 

1520 
AAT/NAP 
1520 
692 



13665 
29057 
1 

OJ991021_20.0223.C14.ol.np 
1 

4581164 

1..110, 296. .471, 700. .1520 

(AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



13665 
29057 
1 

OJ991021_20.0223.C14.ol.tm 
52 

none 



Seq. ID OJ991021_20.0223.C14 
Strand 

End 1520 

Method TBLASTX : Mai ze 

End 915 

Score 89 



52. .612, 53. .259, 277. .378, 329. .601, 593. .820, 601. .915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13665 
29057 
1 

OJ991021_20.0223.C14 .ol.tw 
52 

none 

52. .432, 53. .265 

13665 
29057 
1 

OJ991021_20.0223.C14 .ol.ts 

280 

none 



Seq. ID OJ991021_20.0223.C14 
Strand 

End 1520 

Method TBLASTX : Wheat 

End 4 32 

Score 90 



Seq. iD OJ991021_20.0223.C14 
Strand 

End 1520 

Method TBLASTX : Soybean 

End 8 94 

Score 97 



280. .600, 334. .525, 392. .613, 601. .753, 601. .894, 620. .862 



13665 
29057 
1 

OJ991021_20.0223.C14 . o2 . tw 

516 

none 



Seq. ID OJ991021_20.0223.C14 
Strand 

End 1520 

Method TBLASTX : Wheat 

End 1165 

Score 47 



516. .569, 520. .591, 744. .797, 748. .1134, 1076. .1165 



Seq. No. 13665 

Gene No. 29057 

Start 1 

Name OJ991021_20 . 0223 . C14 . o2 . tm 

Start 922 

GI none 

Exons 922.. 1137, 1177.. 1350 

Seq. No. 13665 

Gene No. 29057 

Start 1 

Name OJ991021_20 . 0223 . C14 . ol . gs 

Start 1072 

GI none 



Seq. ID OJ991021_20.0223.C14 
Strand 

End 1520 

Method TBLASTX : Maize 

End 1350 

Score 114 



Seq. ID OJ991021_20.0223.C14 
Strand 

End 1520 

Method GENSCAN 

End 1362 

Score .82 



14294 



Exons 



1072. .1362 



Seq. No. 
Gene No. 



13666 
29058 



Seq. ID OJ991021_20. 0223. CIS 
Strand + 



Start 


156 




End 


O DO 




Name 


OJ991021 20 . 0223 . C15 . ol , 


,np 


Method 


AA1 / NAP 




Start 


- 156 




End 


ozo 




GI 


6721507 




Score 


85 




Exons 


156. .367, 628. .825 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


13666 




Seq. ID 


OJ99 1U21_ 


ZV . \)ZZ 3 


Gene No. 


29058 




Strand 


+ 




Start 


156 




End 


ooo 




Name 


OJ991021 20 . 0223 . Clo . ol , 


. gs 


Method 






Start 


238 




End 


858 




GI 


none 




Score 


. 63 




Exons 


238 . .379, 628 . . 858 










Seq. No. 


13666 




Seq. ID 


ojy y ivz l 


on n o o *3 
2U . U2^o 


Gene No. 


29059 




Strand 






Start 


2949 




End 


*3 n o o. 




Name 


OJ991021 20 . 0223 . C15 . o2 , 


. gs 


Method 


GENSCAN 




Start 


2949 




End 


3029 




GI 


none 




Score 


.83 




Exons 


294 9. . 3029 










Seq. No. 


13667 




Seq. ID 


ojy y 102 l 


oa n o o o 
zU . vZZ 3 


Gene No. 


29060 




Strand 


+ 




Start 


5122 




End 


core 
boob 




Name 


OJ991021 20 . 0223 . CI 6 . o2 


.gs 


Method 


bhNbLAN 




Start 


5122 




End 


6366 




GI 


none 




Score 


. 93 




Exons 


5122. .5161, 6074. .6366 










Seq. No. 


13667 




Seq. ID 


OJ991021_ 


_20.0223 


Gene No. 


• 29061 




Strand 


+ 




Start 


13346 




End 


15721 




Name 


OJ991021 20.0223.C16.o4 


.gs 


Method 


GENSCAN 




Start 


13346 




End 


15721 




GI 


none 




Score 


.61 




Exons 


13346. . 13460, 13512 .. 13739, 


13785. .13975, 15223 


. . 15354, 




15632. . 15721 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



13667 Seq. ID OJ991021_20 . 0223 . C16 

29062 Strand 

1 End 4257 

OJ991021_20 . 0223 . C16 . ol . np Method AAT/NAP 

1 End 4226 

4680179 Score 2444 

1..2852, 3126. .4226 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



13667 
29062 
1 

OJ991021_20.0223.C16.ol .gs 



Seq. ID OJ991021_20.0223.C16 
Strand 

End 4257 

Method GENSCAN 



14295 




Start 151 End 4257 

GI none Score .54 

Exons 151.. 204, 325.. 722, 942.. 1053, 1298.. 2063, 2193.. 2324, 

2763. .2939, 3132. .3266, 3305. .3437, 3465. .3725, 3840. .4123, 

4248. .4257 



beq. NO. 


1 jDD/ 




Seq. ID 


OJ991021 20 0223 C16 


Gene No . 


z y u d o 




Q+- y*3 nH 






67 S7 




End 


8402 


Name 


OJ991021 


_20.0223.C16.o3.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


7287 


GI 


none 




Score 


108 


Exons 


2. . 130, 


9. .131, 7030. .7287, 


7031. .7261 




Seq. No. 


13667 




Seq. ID 


OJ991021_20.0223.C16 


Gene No. 


29063 




Strand 




Start 


6757 




End 


8402 


Name 


OJ991021 


_20.0223.C16.o6.tw 


Method 


TBLASTX: Wheat 


Start 


32 




End 


414 


GI 


none 




Score 


56 


Exons 


32. .178, 


35. .169, 187. .234, 


197. .235, 


246. .413, 250. .414 



i: i 



0 



I Li 

a 

m 

i; ; : 
: : t 
i sf 

!: 

u 



Seq. No. 13667 Seq. ID 

Gene No. 29063 Strand 

Start 6757 End 

Name OJ991021_20 . 0223 . C16 . o2 . ts Method 

Start 261 End 

GI none Score 

Exons 261.. 443, 456.-635 

Seq. No. 13667 Seq. ID 

Gene No. 29063 Strand 

Start 6757 End 

Name OJ991021_20 . 0223 . C16 . o4 . tm Method 

Start 360 End 

GI none Score 

Exons 360.. 617, 365.. 598, 373.. 618 

Seq. No. 13667 Seq. ID 

Gene No. 29063 Strand 

Start 6757 End 

Name OJ991021_20 . 0223 . C16 . o4 . tw Method 

Start 420 End 

GI none Score 

Exons 420.. 749, 421.. 756 



OJ991021_20.0223.C16 
8402 

TBLASTX: Soybean 

635 

128 



OJ991021_20.0223.C16 
8402 

TBLASTX: Maize 

618 

103 



OJ991021_20.0223.C16 
8402 

TBLASTX: Wheat 

756 

182 



Seq. No. 13667 Seq. ID 

Gene No. 29063 Strand 

Start 6757 End 

Name OJ991021_20 . 0223 . C16 . ol . tm Method 

Start 955 End 

GI none Score 

Exons 955.. 1005, 957. 

1164 . . 1298 



,1166, 960.. 1145, 1057. 



OJ991021_20.0223.C16 
8402 

TBLASTX: Maize 

1298 

55 

. 1161, 1144 . . 1296, 



Seq. No. 13667 Seq. ID OJ99102 1_20 . 0223 . C16 

Gene No. 29063 Strand 



14296 






Start 


6757 








End 


8402 






Name 


ATQQ1 noi oa 

ujyyiuzi zu 




.C16.ol 


. tw 


Method 


1 BLASTX : Wheat 






Start 


yo / 








End 


13U7 






GI 


none 








Score 


00 






Exons 


y 0 1 . . llDO, 


yoo . . 


996, 972.. 1157, 1057.. 


1164, 1155.. 1307, 








i i 1 O QA 

i loo . . iz yu 
















Seq. No. 


- 13667 








beq. iu 


OJ991021_20.0223 


.C16 




Gene No. 


29063 








btrana 








Start 


b / O / 








bna 


Q A A O 

84 Uz 






Name 


ojyyiuzi zu 


A O O O 

. Uzz J 


.C16.o3 


. tw 


Method 


TBLASTX : Wheat 






Start 


1 J IU 








End 


lb// 






GI 


none 








Score 


9 b 






Exons 


u iu . . 1 4 o y , 


T *5 A Q 

1 o4 o 


1 / "7 Q 

. . 14 / y , 


14 OU . 


.lb//, 14 


Q 1 1 CJQ 

o l . . 1 boy 






Seq. No. 


13667 








beq. iu 


OJ991021_20.0223 


C16 




Gene No, 


29063 








b rrana 








btart. 


b / O / 








bna 


Q /I A O 

o4 Uz 






Name 


/^TQQTAOI OA 

ojyyiuzi zu 


A O O O 

. Uz zo 


.C16.o5 


.tm 


Method 


TBLASTX : Maize 






Start 


1 ool 








End 


looo 






GI 


none 








Score 


1 A 1 

141 






Exons 


1 TCI 1 A —1 Q 

i jji . . 14 / y, 


1 A Q "3 
14 OO 


i c a o 

. . loo 3 










.! 5!. 

: e 


Seq.- No. 


13667 








Seq. ID 


OJ991021_20.0223 


C16 




Gene No. 


29063 








Strand 






i;fl 


Start 


b / 0 / 








End 


O VI A O 

o 4 Uz 




ru 


Name 


ojyyiuzi zu 


A O O *D 

.Uzz j 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


loo4 








End 


174 9 




: : 


GI 


none 








Score 


73 




i : : 
: -S 


Exons 


1 no/ 1 /I "7 Q 

loo4 . .14 / y , 




. . loUl , 


1 A Q 1 
14 O 1 . 


. 1 /4 / , 14 


oi. . 1 / 4 y 




ru 


Seq. No. 


13667 








beq. ID 


OJ991021_20.0223 


C16 




Gene No. 


29063 








Strand 






!: 


otart 


b / O / 








End 


Q /I A O 

o 4 Uz 




a 


Name 


PiTOQl ATI OA 

ojyyiuzi zu 


A O O O 

. Uz z J 


.C16.o2 


.tm 


Method 


TBLASTX : Maize 






btart 


1 0 /Z 








End 


once 

zlo5 






GI 


none 








Score 


n t a 
11U 




: ™ : 
'asf 


Exons 


1 £0 O OAQ1 

io/z... zuyi, 


1 / Ub 


. . ZlOO 










.2 5 » 

Ui 

.is; 


Seq. No. 


13667 








Seq. ID 


OJ991021_20.0223 


C16 


: i 


Gene No . 


29063 








Strand 








otart 


D / O / 








End 


8402 






Name 


Qjyyiuzi zu 


A O O O 

. Uzzj 


. CI o . oz 


. tw 


Method 


TBLASTX: Wheat 






buart. 


1 /ZD 








End 


2208 






GX 


none 








Score 


249 






Exons 


TTO/C OAOO 
1 / ZD. . ZUOO , 


"1 "7 O A 

1 / JU 


. .2140, 


1974. 


.2096, 1976. .2197, 2158. .2208 




Seq. No. 


looo/ 








Seq. ID 


OJ991021_20.0223, 


C16 




Gene No. 


29063 








Strand 








Start 


6757 








End 


8402 






Name 


OJ991021 20 


.0223 


.C16.o2 


.np 


Method 


AAT/NAP 






Start 


6757 








End 


7286 






GI 


4539665 








Score 


366 






Exons 


6757. .7286 
















GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 






Seq. No. 


13667 








Seq. ID 


OJ991021_20.0223. 


C16 



14297 




Gene No. 


29063 




Strand 






btart 


D / D / 




End 


8402 




Name 


htqqi noi on n 0 0 "3 pi c ^c. 


. LW 


Method 


TBLASTX: Wheat 




Start 


b / y 1 




End 


8402 




GI 


none 




Score 


78 




Exons 


ctqi cQQyi innn 7010 


709 9 


7192, 8313.. 8402 




Seq. No. 


13668 




Seq. ID 


OJ991021_20.0223 


.C17 


Gene No. 


29064 




Strand 


- 




b tart 


1 Q*7 

1 y / 




End 


549 




Name 


/^TG<nn.oi or* hoot pn 


. gs 


Method 


GENSCAN 




Start 


i y / 




End 


549 




GI 


none 




Score 


. 69 




Exons 


1 en "3m "5 CI cyi Q 

1 y / . . jui/ jdi . . D4 y 










beq. no. 


lobby 




Seq. ID 


OJ991021_20.0223 


pi ft 




29065 




Strand 


+ 




Start 


1 




End 


1751 




Name 


OJ991021 20.0223.C18.ol 


.np 


Method 


AAT/NAP 




otart 


1 




End 


1748 




GI 


6630685 




Score 


1684 




Exons 


1. .1748 










GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


13669 




Seq. ID 


OJ991021 20 . 022 3 


. Clo 


Gene No. 


29065 




Strand 


+ 




otart 


i 




End 


1 TCI 

1 / D 1 




Name 


OJ991021 20.0223.C18.ol 


.gs 


Method 


GENSCAN 




Start 


22 




End 


1751 




GI 


none 




Score 


.53 




Exons 


22. .135, 423. .1216, 138; 


2. .1751 






Seq. No. 


13669 




Seq. ID 


OJ991021_20.0223 


.C18 


Gene No. 


29066 




Strand 


+ 




b tar l 


3024 




End 


3481 




Name 


OJ991021 20.0223.C18.ol 


• gp 


Method 


AAT/GAP 




Start 


3024 




End 


3481 




01 


4968598 




Score 


811 




Exons 


3024 . .3481 










beq. no. 


13669 




Seq. ID 


OJ991021_20.0223 


.C18 


Gene No. 


29067 




Strand 


+ 




Start 


3667 




End 


5428 




Name 


OJ991021 20.0223.C18.o2 


.np 


Method 


AAT/NAP 




Start 


3667 




End 


5428 




GI 


6539588 




Score 


144 




Exons 


3667. .3888, 5403. .5428 










GI Descrip. 


(AP000837), hypothetical 


protein [Oryza 


sativa] 




beq . no . 


13669 




Seq. ID 


OJ991021_20.0223 


.C18 


Gene No. 


29068 




Strand 






Start 


2991 




End 


5483 




Name 


OJ991021 20.0223.C18.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


108 




End 


716 




GI 


5509260 




Score 


640 




Exons 


108. .158, 171. .410, 180 


. .716, 


197. .415, 


464. .691, 517.. 


693, 



s 14298 




534.. 713 

GI Descrip. 



O C • IN L* . 


13669 




Seq. ID 


OJ991021 20 0223 


. C18 


Cland Mo 


29068 

c. Zf \j \j o 




o l. x a i iu 








C Zf Zf X. 




FnH 

Cil 1L1 


S483 

-J 1 O J 






OJ991021 20 0223 CI 8 ol 


• L. VV 




TRT.A^TX • WhMf 
i ounj J. /\ . vvnea L 




>j u a i- l. 


236 _ 




End 


713 




L3X 








68 




Exons 


236.. 325, 237.. 326, 333 


. .359, 


360. .707, 


368. .415, 448.. 


486, 




505. .708, 527. .691, 534 


. .713 








c o rr Mo 

JCvji LNLJ . 


1 3669 

1 JDOj 






O.T991021 20 0223 


n ft 

. LXO 


OCllC INLJ . 


290fift 




q+- rpnH 






OLal L 


2 QQ1 




FnH 

Hi 11 Li. 


S4 ft 3 




LNa.il It; 


O.T991021 20 0223 Tift nl 

UU 351Utl £.\J.LI££..J.L^XO.L'X 


• L L> 


M^*h h oH 


TRT.A9TX • rrp<?«; 

1 OLirlu 1 A • LxX Coo 




jLdl L 


336 — 

J *J D 




Hi 1 ILX 


602 

\j\J £. 




rir 

\J X 


nunc 




q on y o 


2 30 




Exons 


336. .602 










iJC^ . LN L> • 


±. ~j \j \j j 




q prT Tn. 

O C H . 1U 


D.7991 021 20 0223 


n ft 


Cono Mo 
belle LNL> • 






qt r^nrl 
Olial ILL 






JLdl L 


2 QQ1 

£* Zf Zf X 




FnH 

Hill Li. 


R4 ft 3 

u H O O 




Name 


0,7991021 20 0223 PI ft n2 

L7U.7:7XU£.X c.\J m U^Z J • vlO . L> Z. 


-h m 

• LIU 


Mot" l~i oH 


TRT aQTY ■ Ma i 7p 
1 OiinO 1 A . Via X Z. tr 




q+- a r f 


3ft 4 _ 

J O 1 




End 


4 133 

*1 X J J 




CT 
LJ X 


none 




Score 


4 9fi 

*a Zf \J 




Exons 


384. .821, 411. .470, 433 


. .558, 


464 . .757, 


537. .821, 769.. 


822, 




4038. .4133 










Carr Mn 

JCl^i IN L> • 


13669 




Seq. ID 


f),7991 021 20 0223 

L/U_7_7XL'£.X \J , \J J> 


n ft 

• LIU 


r^o n o Mo 

uCllC LN L> • 


29068 




Strand 






q-H ^ r f 


2991 




End 


S4 ft 3 




Name 


OJ991021 20.0223.C18.o3 


. tm 


Method 


TRT.A^TX • Ms i 7P 






890 




End 


107 3 




GI 


none 




Score 


191 




Exons 


890. .1027, 891. .1073, 903. .1073 






Cpn Mn 


13669 




Seq. ID 


O.7991 021 20 0223 


n 8 

. Lx X O 


Cono Mn 

OCllC LN LJ . 


29068 




Strand 






u Lai L 


2991 




End 


•J *i O _) 




Name 


OJ991021 20.0223.C18.o2 


. tw 


Method 


TRT.A9TX * Whpat- 






897 




End 


1 32ft 




GI 


none 




Score 


107 




Exons 


897. .1046, 1071. .1328, 


1079. . 


1210 






Cprr K1/-S 
OcLj , LNL» . 


13669 




Seq. ID 


O.7991 021 20 0223 


n ft 

• L, X O 


ft! 0 T*l o Mo 

ucllc Lnl) . 


29068 




Strand 






Start 


2991 




End 


5483 




Name 


OJ991021 20.0223.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1074 




End 


1730 




GI 


none 




Score 


725 




Exons 


1074. .1730, 1082. .1729 










Seq. No. 


13669 




Seq. ID 


OJ991021_20.0223 


.C18 


Gene No. 


29068 




Strand 






Start 


2991 




End 


5483 




Name 


OJ991021 20.0223.C18.o2 


. ts 


Method 


TBLASTX: Soybean 





14299 



Start 
GI 

Exons 



1092 End 1760 

none Score 292 

1092. .1481, 1143. .1226, 1280. .1438, 1500. .1760, 1538. .1684 



Seq. No. 13669 

Gene No. 29068 

Start 2991 

Name OJ991021_20 . 0223 . C18 . o2 . tc 

Start 1365 

GI none 
Exons 



Seq. ID OJ991021_20.0223.C18 
Strand 

End 5483 

Method TBLASTX : Cress 

End 1730 

Score 90 



1365. .1496, 1485. .1730, 1485. .1673 



Seq. No. 13669 

Gene No. 29068 

Start 2991 

Name OJ991021_20 . 0223 . C18 . o3 . tw 

Start 1365 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991021_20.0223.C18 
Strand 

End 5483 

Method TBLASTX : Wheat 

End 1685 

Score 97 



1365. .1490, 1494. .1685, 1509. .1685 



13669 
29068 
2991 

OJ991021_20.0223.C18.o2.gs 

2991 

none 



Seq. ID OJ991021_20.0223.C18 
Strand 

End 5483 

Method GENS CAN 

End 5483 

Score .45 



2991. .3094, 3748. .3773, 3956. .4312, 4673. .4785, 5196. .5483 



Seq. No. 13670 

Gene No. 29069 

Start 4 9 

Name OJ991021_20 . 0223 . C19 . ol . gs 

Start 49 

GI none 

Exons 49.. 179, 1259.. 1394 



Seq. ID OJ991021_20.0223.C19 

Strand + 

End 1394 

Method GENSCAN 

End 1394 

Score .44 



Seq. No. 13670 

Gene No. 29070 
Start ' v ' 2661 

Name OJ991021_20 . 0223 . C19 . o2 . gs 

Start 2661 

GI none 

Exons 2661.. 2818 



Seq. ID OJ991021_20.0223.C19 
Strand 

End 2818 

Method GENSCAN 

End 2818 

Score .89 



Seq. No. 13671 

Gene No. 29071 

Start 2312 

Name OJ991021_20 . 0223 . C20 . ol . np 

Start 2286 

GI 531389 

Exons 2286.. 4800 

GI Descrip. (U12626) copia-like retrotransposon Hopscotch polyprotein [Zea 
mays] 



Seq. ID OJ991021_20. 0223.C20 
Strand 

End 4800 

Method AAT/NAP 

End 4800 

Score 1651 



Seq. No. 
Gene No. 
Start 



13671 
29071 
2312 



Seq. ID OJ991021_20.0223.C20 
Strand 

End 4800 



14300 




Name 


n tqqi n 9 1 9 n 


099 7 
. U Z Z O . 


ron /-v a 
UZ U .Oft 


. LUl 


Method 


TBLASTX: Maize 




O +- !=k V-*- 

OLaiL 


9 9 Ql 








End 


2662 






none 








Score 


46 






99Q1 97sn 


9 71ft 


97^n 


974 ft 
Z Oft o . 


.2650, 2354.. 2662 




Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 


- 




Of arf 


971 9 








End 


4800 




Name 


O TQQI H9 1 9H 

uj y y iuz ± zu 


no 9 7 
. UZZ O . 


UZ U . Ol 


. gs 


Method 


GEN SCAN 




o cart 


971 9 








End 


4714 






none 








Score 


.43 




Exons 


9 719 9 QQ7 
£ jiz . . z y y / , 


71 HQ 


. ft / X ft 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






OLaiL 


9 719 








End 


4800 




Name 


riTQQiri9i on 
uj yyiu^i zu 


n 9 O 7 
. UZ Z O . 


pofi ^o 
LZU . O Z 


. tc 


Method 


TBLASTX: Cress 














End 


2977 






none 








Score 


101 




Exons 


971ft 9 ^ R4 

dJXO . • Z O O ft , 


9 ^67 
ZOO/. 


9 fift 7 


9 fiQ7 
z o -?o • 


.2773, 2801.. 2977 




Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






OLait 


9 719 








End 


4800 




Name 




fl9 9 7 
. UZ ZO . 


UZ U . Oft 


. tW 


Method 


-TBLASTX: Wheat 




o tart 


9 7 1 ft 
t jlo 








End 


2506 




C T 


none 








Score 


97 




Exons 


971ft 9 ^0 
Z OlO . . ZOUD, 


9 7 1 Q 

z o i y . 


9 4 Q ^ 
. Z 4 y D 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






o tart 


971 9 








End 


4800 




Name 


n TQQI n 9 1 9 n 

uj yyiuzi z u 


H9 9 7 
. UZ Z J . 


pon r\1 

UZ u . Ol 


. US 


Method 


TBLASTX : Soybean 




o tar t 


OOC1 

ZjjI 








End 


2956 




Ul 


none 








Score 


46 




Exons 


97M 9 Q ^ 


94 77 
Z ft O O . 


9^71 


z o o y . 


.2762, 2877.. 2951 




Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 








9 719 








End 


4800 




Name 


A TQQI n 9 1 on 

uj yyiuzi zu 


O 9 9 7 
. UZZ O . 


con a1 
uz u . 0 1 


f-m 
. LIU 


Method 


TBLASTX: Maize 




OLdlL 


9 £ £7 








End 


3121 






none 








Score 


107 






9 C C 7 7191 


9 £ £ 4 
Z 0 D 4 . 


97 ft Q 

. z / o y , 


9 £ £ 
Z D D D . 


.3070, 2877. .3110 




Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






o tar t 


9 719 
Z J 1Z 








End 


4800 




Name 


Pi TQ Q 1 A 9 i on 

uj y y i uz i zu 


n o o 7 
. UZ Z J . 


r 1 9 ft r\ i 
UZ U . Ol 


4- t T 

. tW 


Method 


TBLASTX: Wheat 




btart 


O "7 O ft 

z /zu 








End 


3151 






none 








Score 


46 




Exons 


2720. .2980, 


2721. 


.2789, 


2877 . 


.2972, 2975. .3151, 2991. .3143 


Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






Start 


2312 








End 


4800 




Name 


OJ991021 20 


.0223. 


C20.O2 


.tm 


Method 


TBLASTX: Maize 





14301 




Start 


J 1Z O 








Lna 


1 c; *5 

JO J J 




GI 


none 








Score 


"3 £0 
J OZ 




Exons 


jl^o . . Jo JZ / 


oizy . 


. Jo J J 










beq. NO. 


I OD / 1 








Cart t n 
beq. iu 


n tqqi noi on noo*3 
ujyyiuzi zu.uzzj 


. GZU 


Gene No. 


29071 








Strand 






Start 


2312 








End 


4800 




Name 


uj yyiuzi zu. 


UZ Z J . 


con r»o 

LZU . OZ 


. cs 


Method 


1 D-LAb 1 a : boyoean 




Start 


"3 "3 "3 O 










Jo z y 




GI 


oouyz bu 








Score 


Q 1 

y 1 




Exons 




"3 *5 C 1 


. Jou b 










GI Descrip. 
















Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






pj.-v.4- 

b car c 


Z J 1Z 








Lna 


a q n n 
4 0 UU 




Name 


O TOO! 091 on 


n 0 0 0 

UZZj . 


GZ U . O J 


. cw 


Method 


1 oijAb 1 a : wneac 




btart 


000 b 








Lna 


J Do O 




GI 


none 








Score 


IOO 
1Z J 




Exons 




J JO / . 


. jjUD 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






b car u 










Lna 


a q n n 
4 0 U U 




Name 


ATQQ1 A01 OH 

ujyyiuzi zu. 


n 0 0 0 
UZZJ. 


GZU . OJ 


4- 

. tc 


Met noa 


1 BLAb 1 a : tress 




Start 


O A A C 

j4 4 0 








Lna 


Joyy 




GI 


none 








Score 


Q Q 

0 0 




Exons 


J4 4 b . . Jby / , 


jj J / . 


. j by 0 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






bcarc 


ZjIZ 








bna 


/ 0 n n 
4 0 UU 




Name 


r\TCiQi noi on 

uj y y 1 uz 1 zu . 


HOOT 
UZZ J . 


GZ U . Oj 


. cm 


Method 


1 oLiAb 1 a : Maize 




btart 


"5 1^ "3 "3 

JJJJ 








bna 


J / O 0 




GI 


none 








Score 


1 n *5 
I U J 




Exons 


0 c 0 0 010/1 


O C /I Q 

jj 4 0 . 


. J / O 1 , 


JO O / . 


. J / O 0 






Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






Q 4- y~ 4- 

bcarc 


Z jIZ 








TTr>H 

Lna 


a r n n 
4 0 u u 




Name 


otqqi noi on 

uj y y iuz 1 zu . 


n 0 0 0 
UZZJ . 


GZU . Ol 


. cc 


Method 


TOT 7\ C T 1 V . O %- /-x <-. 

1 bLAo 1 a : tress 




pj . „ i_ 

bcarc 


4 Jb / 








Lna 


A *7 Q Q 

4 / y 0 




C T 

GI 


none 








Score 


b / 




Exons 


/OCT ylOQD 

4 J b / . .4 / yes, 


4 Jo b . 


a t; q n 
. 4 0 0 U 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






O 4 1 v+- 

bcarc 


O T 1 O 

Z J IZ 








Lna 


a q n n 
4 0 UU 




Name^ • 


ujyyiuzi zu. 


n 0 0 0 
UZZJ . 


GZU . OZ 


. tw 


Method 


TOT 7\ C T V . TVTVi ni4- 

1 tsLAoiA : wneac 




Start 


a 0 "7 n 
4 J / U 








T7 _^ -J 

Lna 


A 1 A ~\ 
4/41 




GI 


none 








Score 


72 




Exons 


4370. .4741, 


4467. 


.4595 










Seq. No. 


13671 








Seq. ID 


OJ991021_20.0223 


.C20 


Gene No. 


29071 








Strand 






Start 


2312 








End 


4800 




Name 


OJ991021 20. 


0223. 


C20.O3 


. ts 


Method 


TBLASTX: Soybean 





14302 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4403 
none 

4403,. 4792, 4554, 



.4706 



13671 
29071 
2312 

OJ991021_20.0223.C20.o3.tm 

4412 

none 

4412. .4789, 4413. .4721, 4672, 

13672 
29072 
484 

OJ991021_20.0223.C22.ol.gs 

484 

none 

484. .625, 1015. .1086 



End 
Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4764 



4792 
60 



OJ991021_20.0223.C20 
4800 

TBLASTX: Maize 

4789 

218 



Seq. ID OJ991021_20.0223.C22 

Strand + 

End 1086 

Method GENSCAN 

End 1086 

Score .47 



Seq. No. 


13673 


Seq. ID 


OJ991021_20.0223.C23 


Gene No. 


29073 


Strand 




r| Start 


600 


End 


1833 


Name 


OJ991021 20.0223.C23.ol.gs 


Method 


GENSCAN 


Start 


600 


End 


1833 


!: r ; GI 


none 


Score 


.88 


!"Li Exons 


600. .788, 1144. .1622, 1668. 


.1833 




i 5 _j 

!,! Seq. No. 


13673 


Seq. ID 


OJ991021_20.0223.C23 


%\ Gene No . 


29074 


Strand 




I:;; Start 


4434 


End 


5843 


i ^ Name 


OJ991021 20.0223.C23.o2.gs 


Method 


GENSCAN 


is Start 


4434 


End 


5843 


Q GI 


none 


Score 


. 93 


'h i Exons 

■si 


4434. .5843 






Seq. No. 


13673 


Seq. ID 


OJ991021_20. 0223.C23 


! *sf Gene No . 


29074 


Strand 




□ Start 


4434 


End 


5843 


Q Name 


OJ991021 20.0223.C23.ol.np 


Method 


AAT/NAP 


Start 


4494 


End 


5606 


GI 


3548810 


Score 


399 


Exons 


4494. .5313, 5341. .5606 






GI Descrip. 


(AC005313) putative chloroplast nucleoid DNA binding protein 



[Arabidopsis thaliana] 



Seq. No. 13673 Seq. ID 

Gene No. . 29075 Strand 

Start''" 12826 End 

Name OJ991021_20 . 0223 . C23 . ol . gp Method 

Start 12826 End 

GI none Score 

Exons 12826. .13190 



OJ991021_20.0223.C23 

13190 
AAT/GAP 
13190 
572 



Seq. No. 13673 Seq. ID OJ991021_20 . 0223 . C23 

Gene No. 29076 Strand 

Start 15478 End 16344 



14303 



Name 

Start 

GI 

Exons 



OJ991021_20.0223.C23.ol.ts Method TBLASTX : Soybean 
4518 End 5444 

none Score 56 

4518. .4682, 4785. .4922, 4926. .5033, 5073. .5186, 5241. .5294, 
5364. .5444 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



13673 Seq. ID 

29076 Strand 

15478 End 
OJ991021_20.0223.C23.ol .tc Method 

4599 End 

none Score 

4599. .4751, 4806. .4937, 4944. .5009, 
5364. .5444 



OJ991021_20.0223.G23 
16344 

TBLASTX: Cress 
5444 
51 

5061. .5231, 5241. .5294, 



Qon KJr\ 
JC^ • . 


13673 


Seq. ID 


OJ991021_20.0223.C23 


Pane M /-\ 


29076 


Strand 




Start 


15478 


End 


16344 


Name 


OJ991021 20.0223.C23.o2.gp 


Method 


AAT/GAP 


OLdlt 


15478 


End 


16344 




none 


Score 


741 


Exons 


15478. .15850, 16317. .16344 






Corf KJ /-\ 
OcCj. LN O . 


13674 


Seq. ID 


OJ991021 20.0223.C24 


bene lnu . 


29077 


Strand 




C+- 2 ■y-f- 


513 


End 


682 


Name 


OJ991021 20.0223.C24 .ol.np 


Method 


AAT/NAP 


Start 


513 


End 


682 


GI 


6539588 


Score 


122 


Exons 


513. .682 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13675 


Seq. ID 


OJ991111_14 .0204 .CI 


Gene No. 


29078 


Strand 




Start 


25 


End 


322 


Name 


OJ991111 14.0204.Cl.ol.gs 


Method 


GENSCAN 


Start 


25 


End 


322 


GI 


none . 


Score 


.71 


Exons 


25. .322 






Seq. No. 


13676 


Seq. ID 


OJ991111_14.0204.C2 


Gene No. 


29079 


Strand 


+ 


Start 


1 


End 


258 • 


Name 


OJ991111 14. 0204. C2. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


258 


GI 


4581164 


Score 


302 


Exons 


1. .258 






GI Descrip. 


(AC006220) putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. No. 13676 

Gene No. 29079 Strand 

Start 1 End 

Name OJ991111_JL4 . 0204 . C2 . ol . tm Method 

Start 3 End 

GI none Score 

Exons 3. .245, 3. .185, 203. .235 



Seq. ID OJ991111_14.0204.C2 



+ 

258 

TBLASTX : Mai ze 

245 

271 



14304 



Seq. No. 13676 

Gene No. 29079 

Start 1 

Name OJ991111_14 . 0204 . C2 . ol . ts 

Start 9 

GI none 

Exons 9. .212, 18. .215, 82. .216 

Seq. No. 13676 

Gene No. 29079 

Start 1 

Name OJ991111_14 . 0204 . C2 . ol . tw 

Start 9 

GI none 

Exons 9. .245, 14. .169, 27. .245 

Seq. No. 13676 

Gene No. 29079 

Start 1 

Name OJ991 111_14 . 0204 . C2 . ol . gs 

Start 12 

GI none 

Exons 12 . .163 



Seq. ID OJ991111_14.0204.C2 

Strand + 

End 258 

Method TBLASTX : Soybean 

End 216 

Score 191 



Seq. ID OJ991111_14.0204.C2 

Strand + 

End 258 

Method TBLASTX : Wheat 

End 245 

Score 283 



Seq. ID OJ991111_14.0204.C2 

Strand + 

End 258 

Method GENSCAN 

End 163 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991111_14 .0204 .C3 
Strand + 

799 

AAT/NAP 
799 
728 



13677 
29080 
229 

OJ991111_14 .0204 .C3.ol.np 
229 

5091512 
229. .799 

(AB023482) Similar to Plasmodium vivax circumsporozoite protein 
gene, complete cds.(M11926) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13677 
29081 
26 

OJ991111_14 .0204.C3.ol.gs 

26 

none 

26. .155, 172. .750 

13678 
29082 
3503 

OJ991111_14 .0204 .C4 . o2 . tw 

524 

none 



Seq. ID OJ991111_14 .0204 .C3 
Strand 

End 750 

Method GENSCAN 

End 750 

Score .83 



Seq. ID OJ991111__14.0204.C4 

Strand + 

End 5621 

Method TBLASTX : Wheat 

End 94 3 

Score 84 



524. .559, 683. .868, 684. .899, 890. .943 



Seq. No. 13678 

Gene No. 29082 

Start 3503 

Name OJ991111_14 . 0204 . C4 . ol . tm 

Start 600 

GI none 



Seq. ID OJ991111JL4.0204.C4 

Strand + 

End 5621 

• Method TBLASTX: Maize 

End 880 

Score 132 



14305 




Exons 600.. 875, 602.. 880 



Seq. No. 


Loo to 








Seq. ID 


OJ991111_14.0204.C4 


Gene No. 










Strand 


+ 


Start 


35U 3 








End 


5621 


Name 


OJ991111 14 


A O A A 

. U2U4 . 


C4 . 02 . 


tm 


Method 


TBLASTX: Maize 


Start 


1 O O 1 

132 1 








End 


1685 


GI 


none 








Score 


87 


Exons 


1321. . 1491, 


1325. 


.1483, 


1512. 


.1685, 1516.. 1683 


Seq. No. 


lob /o 








Seq. ID 


OJ991111_14.0204.C4 


Gene No. 


1 Ci A o o 

290o2 








Strand 


+ 


Start 


o c a o 

3503 








End 


5621 


Name 


a Tnm 111 i/i 

OJ991111 14 


A O A /I 

. U204 


. Ol . 


+- T 1 

tw 


Method 


TBLASTX: Wheat 


Start 


1369 








End 


1808 


GI 


none 








Score 


52 


Exons 


1369. .1563, 


1370 


.1462, 


1512. 


.1808, 1516. .1638, 1672. .1806 


Seq. No. 


1 TO 








beq. iu 


PiTQQI 111 1 A C\OC\A OA 


Gene No. 


29082 








Strand 


+ ~~ 


Start 


n c a o 

3503 








End 


5621 


Name 


ATftftl 1 1 1 1/1 

OJ991111_14 


AAA/ 

. U2U4 


o /i —.i 
C4 . Ol . 


gp 


Method 


AAT/GAP 


Start 


34 60 








End 


4457 


GI 


none 








Score 


867 


Exons 


3460. .3668, 


4196 


.4457 








Seq. No. 


1 "3 d "7 o 

13b / o 








Seq. ID 


OJ991111_14.0204.C4 


Gene No. 


290o2 








Strand 


+ 


Start 


3503 








End 


5621 


Name 


a Tftni 1 i i i/t 

OJ991111 14 


A O A /I 

. U204 


. Cfl . 02 . 


gs 


Method 


GENSCAN 


Start 


3503 








End 


5614 


GI 


none 








Score 


.44 


Exons 


vJoUj . . JbU4 , 




. . 4 4 y z , 


CI 

01//. 


.5614 




Seq. No. 


13678 








Seq. ID 


OJ991111_14.0204.C4 


Gene No. 


2 9Uo2 








Strand 


+ 


Start 


35U3 








End 


5621 


Name 


/"\ TO 0. 1 1 1 1 Id 

ojyymi 14 


.0204 


.C4 .o3. 


np 


.Method 


AAT/NAP 


Start 


"3 A O /I 

3924 








End 


5621 


GI 


Dfl JJO / O 








Score 


143 


Exons 


3924 . . 394 0, 


5219 


. .5621 








GI Descrip. 


(AC011717) 


putative aspartyl 


protease 


[Arabidopsis thaliana 


Seq. No. 


13b /o 








Seq. ID 


OJ991111_14.0204.C4 


Gene No. 


2 9Uo2 








Strand 


+ 


Start 


0 C A O 

3503 








End 


5621 


Name 


A Trtfll 111 1/1 

OJ991111 14 


.0204 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


C O /I 

5234 








End 


5620 


GI 


none 








Score 


. 88- 


Exons 


5234. .5284, 


5285 


. .5386, 


5423. 


.5539, 5582.. 5620 


Seq. No. 


13679 








Seq. ID 


OJ991111_14.0204.C5 


Gene No. 


29083 








Strand 


+ 


Start 


1 








End 


570 


Name 


OJ991111 14 


.0204 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


488 


GI 


2541876 








Score 


277 



14 306 



Exons 1..488 

GI Descrip. (D26015) CND41, chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 



Seq. No. 13679 Seq. ID 

Gene No. 29083 Strand 

Start 1 End 

Name OJ991111_14 . 0204 . C5 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19. .570 



OJ991111_14.0204.C5 
+ 

570 

GENSCAN 

570 

.48 



Seq. No. 13679 Seq. ID 

Gene No. 29084 Strand 

Start 1683 End 

Name OJ991111_14 . 0204 . C5 . o2 . gs Method 

Start 1683 End 

GI none Score 

Exons 1683.. 1797, 1817.. 2016 



OJ991111_14 .0204 .C5 
+ 

2016 
GENSCAN 
2016 
.54 



Seq. No. 13679 Seq. ID 

Gene No. 29085 Strand 

Start 1281 End 

Name OJ99111 1_14 . 0204 . C5 . ol . tm Method 

Start 85 End 

GI none. Score 
Exons 



OJ991111_14 .0204 .C5 
2024 

TBLASTX: Maize 

488 

147 



85. .234, 102. .236, 168. .245, 244. .390, 246. .371, 402. 
402. .470 



Seq. No. 13679 Seq. ID 

Gene No. 29085 Strand 

Start 1281 End 

Name OJ991111_14 . 0204 .C5.ol.ts Method 

Start 108 End 

GI none Score 

Exons 108.. 353, 109.. 354, 402.. 485 



OJ991111_14 .0204 .C5 
2024 

TBLASTX: Soybean 

485 

200 



Seq. No. 13679 Seq. ID 

Gene No. 29085 Strand 

Start 1281 End 

Name OJ991111_14 . 0204 . C5 . ol . tc Method 

Start 112 End 

GI none Score 

Exons 112.. 354, 402.. 485 



OJ991111_14.0204.C5 
2024 

TBLASTX: Cress 

485 

173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13679 Seq. ID OJ991111_14 . 0204 . C5 

29085 Strand 

1281 End 2024 

OJ991111_14.0204.C5.o2.np .. Method AAT/NAP 

1281 End 2024 

6907106 Score 370 

1281. .1449, 1487. .2024 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



13679 
29085 



Seq. ID OJ991111_14 .0204 . C5 
Strand 



14307 




Start 


1281 






End 


2024 






Name 


y\ t a a i i i n i a 

OJ991111 14 


a a r\ a 


C5 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


1380 






End 


1697 






GI 


none 






Score 


57 






Exons 


1380 . . 1424 , 


1380 . 


. 14 36, 1478 . . 


1510, 1490.. 1672, 


1490. . 1687 




1554 . . 1697, 


1572 . 


. 1 697 










Seq. No. 


13679 






Seq. ID 


OJ9911 11 


1 a A O A A 

14 . 0204 


. C5 


Gene No. 


29085 






Strand 








Start 


1281 






End 


2024 






Name 


OJ991111_14 


. 0204 . 


C5 . ol . gp 


Method 


AAT/GAP 






Start 


1540 






End 


1794 






GI 


none 






Score 


A O O 

423 






Exons 


1540 . . 1794 














Seq. No. 


13680 






Seq. ID 


OJ991111 


T a A O A A 

14 . 0204 


. Co 


Gene No. 


29086 






Strand 








Start 


3084 






End 


3265 






Name 


OJ991111 14 


. 0204 . 


C6 . o2 . gs 


Method 


GENSCAN 






Start 


3084 






End 


3265 






GI 


none 






Score 


.99 






Exons 


3084 . .3265 














Seq. No. 


13681 






Seq. ID 


OJ991111 


"1 A A A A A 

14 . 0204 


. C7 


Gene No. 


29087 






Strand 


+ 






Start 


235 






End 


jy ib 






Name 


OJ991111 14 


.0204. 


C7 .ol.gs 


Method 


GENSCAN 






Start 


235 






End 


3976 






GI 


none 






Score 


.65 






Exons 


235. .284, 549. .861, 1594. .1945, 2298.. 


2 4 70, 2548 


. . 2884 , 






3558. .3976 














Seq. No. 


13681 






Seq. ID 


OJ991111 


T A A A A A 

14 . 0204 


. C / 


Gene No. 


29088 






Strand 


+ 






Start 


9527 






End 


1 1 "5 O A 

11380 






Name 


OJ991111 14 


.0204. 


C7.o3.gs 


Method 


GENSCAN 






Start 


9527 






End 


11380 






GI 


none 






Score 


.75 






Exons 


9527. . 9697, 


1000^ 


..10111, 10934.. 11380 








Seq. No. 


13681 






Seq. ID 


OJ991111 


1 A A O A A 

14 . 0204 


. C / 


Gene No. 


29088 






Strand 


+ 






Start 


9527 






End 


11380 






Name 


OJ991111 14 


.0204 . 


C7 .o2 .np 


Method^ 


AAT/NAP 






Start 


9560 






End 


10988 






GI 


6907088 






Score 


1107 






Exons 


9560. . 9697, 


9873. 


.10111, 10605. .10988 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


13681 






Seq. ID 


OJ991111_ 


14.0204 


.C7 


Gene No. 


29089 






Strand 








Start 


4046 






End 


10053 






Name 


OJ991111 14 


.0204. 


C7.o2.gs 


Method 


GENSCAN 






Start 


4046 






End 


8343 






GI 


none 






Score 


.89 






Exons 


4046. .4763, 


6145. 


.6255, 6408.. 


7309, 7717.. 8343 







14308 



Seq. No. 13681 Seq. ID 

Gene No. 29089 Strand 

Start 4046 End 

Name OJ991111_14 . 0204 .C7 . o3 . tw Method 

Start 4172 End 

GI none Score 

Exons 4172.. 4375, 4206.. 4379 - 



OJ991111_14.0204 .C7 
10053 

TBLASTX: Wheat 

4379 

97 



Seq. No. 


13681 








Seq. ID 


OJ991111_14.0204 .C7 


Gene No. 


29089 








Strand 




Start 


404 6 








End 


10053 


Name 


OJ991111 14 . 


. 0204 


. C / . 04 . 


tm 


Method 


TBLASTX: Maize 


Start 


4218 








End 


4586 


GI 


none 








Score 


69 


Exons 


4218 . . 4352, 


A 1 O O 

4 22 3 


. . 4 oiy , 


A O *D O 

4 Zoo . 


.4582, 44 


194. .4586 


Seq. No. 


13681 








Seq. ID 


OJ991111_14.0204.C7 


Gene No. 


29089 








Strand 




Start 


4046 








End 


10053 


Name 


OJ991111_14, 


.0204 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4241 








End 


6946 


GI 


none 








Score 


55 


Exons 


A A 1 A ""J A *7 

4241. . 4747 , 


4284 


. .4 415, 


4 4 94 . 


.4646, 6217. .6318, 6695. .6946 


Seq. No. 


1368 1 








Seq. ID 


OJ991111_14.0204.C7 


Gene No. 


2908 9 








Strand 




Start 


a n A c 








End 


10053 


Name 


OJ991111 14, 


.0204 


.C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4637 








End 


7142 


GI 


none 








Score 


157 


Exons 


4637. .4735, 


6262 


. .6405, 


6746. 


.7015, 6747. .7016, 6784. .7017, 




6973. .7029, 


7015 


. .7077, 


7020. 


.7052, 7064. .7138, 7073. .7141, 




7074 . .7142 












Seq. No. 


13681 








Seq. ID 


OJ991111_14 .0204 .C7 


Gene No. 


29089 








Strand 




Start 


4046 








End 


10053 


Name 


OJ991111 14, 


.0204 


.C7.ol. 


np . 


Method 


AAT/NAP 


Start 


6661 








End 


10053 


GI 


6630685 








Score 


1791 


Exons 


6661. .8428, 


9823 


. . 10053 







GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 13681 Seq. ID 

Gene No. 29089 Strand 

Start 4046 End 

Name OJ991111_14 . 0204 . C7 . ol . tm Method 

Start 7184 End 

GI none Score 
Exons 



OJ991111_14 .0204 .C7 
10053 

TBLASTX: Maize 

7638 

76 



7184. .7306, 7191. .7307, 7192. .7299, 7199. .7348, 7333. .7638, 
7334. .7636, 7522. .7638 



Seq. No. 13681 Seq. ID OJ991111_14 . 0204 . C7 

Gene No. 29089 Strand 

Start 4046 End 10053 

Name OJ991111 14 . 0204 . C7 . ol . tw Method TBLASTX : Wheat 



14309 




Start 


7312 








End 


7767 




GI 


none 








Score 


86 




Exons 


7312 . . 7482, 


7333 , 


. .7659, 


7334 . 


.7651, 7516. .7653, 


7696. . 7767 


Seq. No. 


13681 








Seq. ID 


OJ991111 


_14 . 0204 .C7 


Gene No. 


29089 








Strand 


- 




Start 


4046 








End 


•10053 




Name 


OJ991111 14 


. 0204 , 


.C7 .ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7333 








End 


7911 




GI 


5509260 








Score 


382 




Exons 


7333 . .7911, 


7334 . 


. .7819 










GI Descrip. 
















Seq. No. 


13681 








Seq. ID 


OJ991111 


_14 .0204 .C7 


Gene No. 


29089 








Strand 






Start 


404 6 








End 


10053 




Name 


OJ991111_14 


. 0204 . 


. C7 . o5 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


7639 








End 


7917 




GI 


none 








Score 


53 




Exons 


7639 . . 7695, 


7640 . 


. .7696, 


7643 . 


.7900, 7684. .7902, 


7696 . . 7917 


Seq. No. 


13681 








Seq. ID 


OJ991111 


_14 .0204 .C7 


Gene No. 


29089 








Strand 






Start 


4046 








End 


10053 




Name 


OJ991111_14 


. 0204 , 


. C7 .o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7918 








End 


8428 




GI 


none 








Score 


141 




Exons 


7918 . .8103, 


8086, 


. .8406, 


8098 . 


.8427, 8186. .8428 




Seq. No. 


13681 








Seq. ID 


OJ991111 


_14 .0204 .C7 


Gene No. 


29089 








Strand 






Start 


4046 








End 


10053 




Name 


✓"V TA A 1 "I "1 "1 -t A 

OJ991111_14 


. 0204 . 


. C7 . o2 . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


8023 








End 


8364 




GI 


none 








Score 


61 




Exons 


8023. . 8112, 


8127 . 


. . 8270, 


8134 . 


.8280, 8137. .8271, 


8287 . . 8364, 




8297 . . 8362 














Seq. No. 


13682 








Seq. ID 


OJ991111 


_14 . 0204 .C8 


Gene No. 


r\ r\ r\ r\ r\ 

29090 








Strand 


+ 




Start 


1758 








End 


5544 




Name 


OJ991111_14 


.0204. 


,C8.o3. 


np 


Method 


AAT/NAP 




Start 


1758 








End 


5544 




GI 


6721516 








Score 


258 




Exons 


1758 . .1788, 


3590. 


, .3681, 


3708. 


.3847, 4257. .4462, 


4501 . .4548, 




5295 . . 5544 














GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. .No. 


13682 








Seq. ID 


OJ991111 


14 . 0204 . C8 


Gene' No. 


29091 








Strand 






Start 


1 








End 


1356 




Name 


OJ991111 14 


.0204. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1356 




GI 


3645899 








Score 


959 




Exons 


1..40, 297. 


.1356 













GI Descrip. (U68408) 5' end not determined experimentally [Zea mays] 



14310 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111JL4 . 0204 . C8 . ol . tm 

Start 299 

GI none 

Exons 299.. 802, 321.. 554, 615.. 803 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method TBLASTX: Maize 

End 803 

Score 163 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 . ol . tw 

Start 371 

GI none 

Exons 371.. 547, 380.. 658, 381.. 551, 
714. .860, 850. .942 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method TBLASTX : Wheat 

End 942 

Score 100 

658. .696, 662. .685, 698. .859, 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 . o3 . tm 

Start 806 

GI none 

Exons 806.. 859, 833.. 985, 839.. 979, 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method TBLASTX : Mai ze 

End 1044 

Score 85 

853. .981, 976. .1044 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 . o2 . tw 

Start 1027 

GI none 

Exons 1027.. 1332, 1097.. 1234, 1281. 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method TBLASTX : Wheat 

End 1332 

Score 61 

1319 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 . o2 . tm 

Start 1057 

GI none 

Exons 1057.. 1347, 1115.. 1243, 1271. 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method TBLASTX : Mai ze 

End 1468 

Score 93 

1339, 1376. .1438, 1376. .1468 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 .o4 . gs 

Start 4898 

GI none 

Exons 4898.. 5140., 6916.. 6972 



Seq. ID OJ991111_14.0204.C8 
Strand 

End 6972 

Method GEN SCAN 

End 6972 

Score .51 



Seq. No. 13682 

Gene No. 29092 

Start 4898 

Name OJ991111_14 . 0204 . C8 . o3 . tw 

Start 4964 

GI none 

Exons 4964. .5116, 4999. .5115 



Seq. ID OJ991111_14 .0204 .C8 
Strand 

End 6972 

Method TBLASTX : Wheat 

End 5116 

Score 173 



14311 




beq. no. 


1 OCQO 
1 jDO<i 


beq. iu 


uj y y i 1 1 ± 


14 . U^U4 . 


to 


Gene No. 


29092 


Strand 








Start 


4898 


End 


6972 






Name 


OJ991111 14.0204.C8.o4.np 


Method 








Of -, vf 

btar t 


5038 


End 


jib / 






C T 


6165778 


Score 








Exons 


5038.. 5167 * 










GI Descrip. 


(AF099420) R2R3MYB-domain protein [Zea 


mays J 






beq. no . 


13683 


Seq. ID 


A 7QQ1 1 1 T 

ujy y ii ii 


1 A A o n A 

14 . U2U4 . 


cy 


Gene No. 


29093 


Strand 


+ 






Start 


1 


End 


5517 






Name 


OJ991111 14.0204. C9.ol.np 


Method 


AAT/NAP 








1 


End 


542 






L*l 


6063557 


Score 


254 






Exons 


1..107, 356. .542 










kjI uescrip. 


(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa ] 




oeq . INO . 


13683 


Seq. ID 


OJ991111_ 


13 . \j£.\J t ± . 


uy 


Gene No. 


29093 


Strand 


+ 






Start 


1 


End 


5517 






Name 


OJ991111 14.0204.C9.o2.np 


Method 


AAT/NAP 






otart 


1 


End 


5517 






til 


4584539 


Score 


100 






Exons 


1..50, 1745. .1913, 2530. .2914 


, 4315. .4^ 


171, 5485. 


.5517 




GI Descrip. 


(AL04 9608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


13683 


Seq. ID 


OJ991111_ 


14 .0204 . 


C9 


Gene No. 


29093 


Strand 


+ 






Of a 
oLail 


1 


End 


5517 






Name 


OJ991111 14.0204.C9.ol.gs 


Method 


GENSCAN 






Cf -irf 


356 


End 


3046 






H T 


none 


Score 


. 67 






EjXOiIo 


356. .488, 2358. .2563, 2590. .3046 








Seq. No. 


13683 


Seq. ID 


OJ991111_ 


14.0204. 


C9 


Gene No. 


29094 


Strand 








Cf — i 

jldl t 


3695 


End 


4517 






Name 


OJ991111 14.0204.C9.o2.gs 


Method- 


GENSCAN 






b tar t 


3695 


End 


4517 








none 


Score 


.4 






Exons 


3695. .3788, 4468. .4517 










beq. no. 


13683 


Seq. ID 


OJ991111_ 


14 .0204 . 


cy 




29094 


Strand 








Start 


3695 


End 


4517 






Name 


OJ991111 14.0204.C9.ol.gp 


Method 


AAT/GAP 






Of 3 y~4- 

b tart 


4200 


End 


4287 






O T 

iji 


3760640 


Score 


86 






Exons 


4200. .4287 










GI Descrip. 


4176420/dbj IBAA37167 | 2.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 










Seq. No. 


13684 


Seq. ID 


OJ991111_ 


14.0204. 


Cl< 


Gene No. 


29095 


Strand 


+ . 






Start 


99 


End 


1482 






Name 


OJ991111 14 .0204 .C10.ol.gs 


Method 


GENSCAN 







14312 



Start 


99 


End 


1482 


GI 


none 


Score 


. 4 9 


Exons 


99. .218, 431. .559, 575. .775, 


781 . .1482 




Seq. No. 


13684 


Seq. ID 


OJ991111 


Gene No. 


z yuyo 


Strand 


+ 


Start 


99 


End 


1482 


Name 


. OJ991111_14. 0204. CIO. ol.np 


Method 


AAT/NAP 


Start 


439 


End 


1482 


GI 


2541876 


Score 


535 


Exons 


439 .. 1482 






GI Descrip. 


(D26015) CND41, chloroplast 


nucleoid DNA binding 




[Nicotiana tabacum] 






Seq. No. 


13684 


Seq. ID 


OJ991111_ 


Gene No. 


29096 


Strand 


+ 


Start 


"5 ft O O 

^98b 


End 


9354 


Name 


OJ991111_14 . 0204 . CIO . o2 . gs 


Method 


GENSCAN 


Start 


3988 


End 


5443 


GI 


none 


Score 


.68 


Exons 


3988..4223, 4369.. 4643, 4854 


. . 5443 




;:B , Seq. No. 


13684 


Seq. ID 


OJ991111_ 


Gene No. 


29096 


Strand 


-f 


y Start 


3.988 


End 


9354 


Ul Name 


OJ991111 14 .0204 .C10.o2.np 


Method 


AAT/NAP 


i=ii Start 

: Li 


4487 


End 


9354 


'.-.I'-. GI 


2213632 


Score 


730 


. : Exons 


4487.. 5263, 9246.. 9354 






'^l GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 


n| Seq . No . 


13684 


Seq. ID 


OJ991111_ 


Gene No. 


29097 


Strand 


+ 


Start 


10945 


End 


13922 


Name 


OJ991111 14.0204.C10.o3.np 


Method 


AAT/NAP 


^ Start 


10945 


End 


13922 


r SE GI 


5042463 


Score 


15.8 


Exons 


10945. . 11123, 11784. .11939, 


11991. .12077, 13898. 


l 53 | GI Descrip. 


(AC007789) unknown protein s ~'[Oryza sativa] 


Seq. No. 


13684 


Seq. ID 


OJ991111_ 


Gene No. 


29097 


Strand 


+ 


Start 


10945 


End 


13922 


Name 


OJ991111 14.0204.C10.o4.gs 


Method 


GENSCAN 


Start 


11097 


End 


13498 


GI 


none 


Score 


.73 


Exons 


11097. .11123, 12121. .12243, 


12692. .13498 


Seq. No. 


13684 


Seq. ID 


OJ991111_: 


Gene No . 


29098 


Strand 


+ 


Start 


14621 


End 


16074 


Name 


OJ991111 14.0204.C10.o4.np 


Method 


AAT/NAP 


Start 


14621 


End 


16074 


GI 


6721512 


Score 


100 


Exons 


14 621. .14 789, 15923. .16074 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 



13922 



14313 



Seq. No. 


13684 


Seq. ID 


OJ991111_14.0204 


.C10 


Gene No. 


29099 


Strand 


+ 




Start 


l /y27 


End 


inn a 

20214 




Name 


OJ991111 14 . 0204 . CIO . o 7 . gs 


Method 


GEN SCAN 




Start 


17927 


End 


20214 




GI 


none 


Score 


. 91 




Exons 


17927 .. 19164 , 19182. .20214 








Seq. No. 


13684 


Seq. ID 


OJ991111 14.0204 


.C10 


Gene No . 


29100 


Strand 


+ 




Start 


21313 


End 


21559 




Name 


OJ991111 14.0204.C10.ol.gp 


Method 


AAT/GAP 




Start 


21313 


End 


21559 




GI 


3761181 


Score 


436 




Exons 


21313. .21559 








GI Descrip. 


4521193/dbj IAB013450. 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


13684 


Seq. ID 


OJ991111 14.0204 


.C10 


Gene No. 


29101 


Strand 


+ 




Start 


24220 


End 


24574 




Name 


OJ991111 14 .0204 .C10.o9.gs 


Method 


GENSCAN 




Start 


24220 


End 


24574 




GI 


none 


Score 


.73 




Exons 


24220. .24400, 24465. .24574 








Seq. No. 


13684 


Seq. ID 


OJ991111_14.0204 


.C10 


Gene No. 


29102 


Strand 






Start 


5816 


End 


10366 




Name 


OJ991111 14.0204.C10.o3.gs 


Method 


GENSCAN 




Start 


5816 


End 


10366 




GI 


none 


Score 


.61 




Exons 


5816. .6467, 6647. .6749, 6816 


..6924, 8182. .8553, 9503. .9653, 




9658. .9798, 9826. .9995, 10084 .. 10280, 


10282. . 10366 




Seq. No. 


13684 


Seq. ID 


OJ991111_14.0204 


.C10 


Gene No. 


29103 


Strand . 






Start 


18197 


End 


23464 




Name 


OJ991111 14 .0204 .C10.o5.np 


Method 


AAT/NAP 




Start 


18197 


End 


23464 




GI 


5091512 


Score 


470 




Exons 


18197. .18286, 19285 .. 19400, 


22241. .22316, 23104. .23464 




GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 




gene, complete cds . (M11926) 


[Oryza sativa] 




Seq. No. 


13684 


Seq. ID 


OJ991111_14.0204 


.C10 


Gene No. 


29104 


Strand 






Start 


26335 


End 


26814 




Name 


OJ991111 14.0204.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


476 


End 


1479 




GI 


none 


Score 


76 




Exons 


476. .550, 563. .652, 689. .817 


, 839. .916, 996. .1070, 1042 


. .1128, 




1042. .1128, 1102. .1344, 1125 


..1340, 1348. .1479, 1353. .1463 


Seq. No. 


13684 


Seq. ID 


OJ991111_14.0204 


.C10 


Gene No. 


29104 


Strand 






Start 


26335 


End 


26814 





14314 



Name 

Start 

GI 

Exons 



0 J9 9 1 1 1 1_1 4 . 0204. CIO. o2 . tm Me t hod TBLASTX : Ma i z e 
1078 End 1482 

none Score 155 

1078. .1227, 1095. .1226, 1227. .1442, 1228. .1482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13684 
29104 
26335 

OJ991111_14. 0204. C10. ol.tc 

1105 

none 



Seq. ID OJ991111_14.0204. 
Strand 

End 26814 

Method TBLASTX : Cress 

End 1479 

Score 210 



C10 



1105. .1341, 1125. .1340, 1348. .1479, 1353. .1448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13684 
29104 
26335 

OJ991111_14 . 0204 . C10 . o3 . tm 

4093 

none 



Seq. ID OJ991111_14.0204, 
Strand 

End 26814 

Method TBLASTX : Mai ze 

End 4711 

Score 99 



C10 



4093. .4224, 4342. .4707, 4367. .4711 



Seq. No. 13684 

Gene No. 29104 

Start 26335 

Name OJ991111_14 . 0204 . C10 . ol . tw 

Start 4597 

GI none 

Exons 4597.. 4935, 4601.. 5005 



Seq. ID OJ991111_14.0204. 
Strand 

End • 26814 

Method TBLASTX : Wheat 
End 5005 - 

Score 409 



C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



13684 Seq. ID 

29104 Strand 

26335 End 
OJ991111_14 .0204. C10. ol .tm Method 

4729 End 

none Score 

4729. .5100, 4730. .5101, 5141. .5206 



OJ991111_14. 0204. C10 
26814 

TBLASTX: Maize 

5206 

410 



13684 
29104 
26335 

OJ991111_14. 0204. C10. o2.tw 
5008 
none 

5008. .5184, 5009.. 5221 

13684 
29104 
26335 

OJ991111JL4. 0204. C10. o4.tm 
18860 
none 

18860. .19117, 18875. .18976, 18967. .19089 



Seq. ID OJ991111_14.0204. 
Strand 

End 26814 

Method TBLASTX : Wheat 

End 5221 

Score 199 



Seq. ID OJ991111_14.0204, 
Strand 

End 26814 

Method TBLASTX : Mai ze 

End 19117 

Score 238 



C10 



C10 



13684 
29104 
26335 

OJ991111 14.0204.C10.o2.gp 



Seq. ID OJ991111_14.0204, 
Strand 

End 26814 

Method AAT/GAP 



C10 



14315 






Start 


26048 


End 


26294 






GI 


3761181 


Score 


426 






Exons 


26048. .26294 










GI Descrip. 


4 521193/dbj | AB0134 50 . 1 | AB0134 50 l.Oe-! 


99 Oryza sativa DNA, 






similar sequence to Pib gene 










Seq. No. 


13684 


Seq. ID 


OJ991111_14 . 0204 


.C10 




Gene No. 


29104 


Strand 








Start 


26335 . 


End 


26814 






Name 


OJ991111 14 . 0204 . CIO . olO . gs 


Method 


GENSCAN 






Start 


26335 


End 


26814 






GI 


none 


Score 


.73 






Exons 


26335. .26814 










Seq. No. 


13685 


Seq. ID 


OJ991111_14 .0204 


.Cll 




Gene No. 


29105 


Strand 


+ 






Start 


52 


End 


4930 






Name 


OJ991111 14.0204.Cll.ol.gs 


Method 


GENSCAN 






Start 


52 


End 


4930 






GI 


none 


Score 


. 63 






Exons 


52. .116, 155. .240, 714. .1010, 


2543.. 2639, 2792.. 2930, 








3069. .3153, 3598. .4146, 4291. 


.4400, 4622.. 4930 




i 'i 


Seq. No. 


13685 


Seq. ID 


OJ991111_14 .0204 


.Cll 


in 


Gene No. 


29106 


Strand 


+ 






Start 


11568 


End 


11809 




: sr 


Name 


OJ991111 14 . 0204 .Cll .o3.gs 


Method 


GENSCAN 




Q 


Start 


11568 


End 


11809 




\ \\ 


GI 


none 


Score 


.97 




■s st 


Exons 


115 68.. 11 641, 116 92.. 11809 








\'\\ 

; -I 


Seq. No. 


13685 


Seq. ID 


OJ991111_14.0204 


. Cll 




Gene No. 


29107 


Strand 








Start 


5597 


End 


10229 




Si 


Name 


OJ991111 14.0204.Cll.o2.gs 


Method 


GENSCAN 




M? 


Start 


5597 


End 


10229 






GI 


none 


Score 


.55 




a 


Exons 


5597 .. 6130, , 9819 .. 9947, 9978. 


.10229 






: e= E 


Seq. No. 


13685 


Seq. ID 


OJ991111_14.0204 


. Cll 




Gene No. 


29108 


Strand 








Start 


12244 


End 


13539 






Name 


OJ991111 14.0204.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


1882 


End 


2121 






GI 


none 


Score 


88 






Exons 


1882. .1995, 2020. .2121, 2021. 


.2119 








Seq . No . 


13685 


Seq. ID 


OJ991111_14.0204 


.Cll 




Gene No. 


29108 


Strand 








Start 


12244 


End 


13539 






Name 


OJ991111 14 .0204 .Cll.o4 . gs 


Method 


GENSCAN 






Start 


12244 


End 


13539 






GI 


none 


Score 


.74 






Exons 


1224 4. .12354, 12825. .13539 










Seq. No. 


13686 


Seq. ID 


OJ991111_14.0204 


.C12 




Gene No. 


29109 


Strand 


+ 





14316 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1692 End 2590 

OJ991111_14 .0204 .C12.ol.np Method AAT/NAP 
1692 End 2590 

6498458 Score 108 

1692. .1938, 2222. .2325, 2535. .2590 
(AP000816) hypothetical protein [Oryza sativa] 



13686 
29110 
54 

OJ991111_14 -.0204.C12.ol.gp 
54 

94945_1.R1084 
54 . .479 

M521194/dbj IAB013613.1 IAB013613 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111 14.0204.C12 



479 

AAT/GAP 

479 

589 



13686 Seq. ID 

29111 Strand 

2047 End 
OJ991111_14 .0204 .C12.ol.gs Method 

2047 End 

none Score 
2047. .2343 



OJ991111_14.0204.C12 

2343 
GENSCAN 
2343 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13687 
29112 
1179 

OJ991111_14 .0204.C13.ol.gs 

1179 
none 

1179. .1904 

13687 
29113 
2714 

OJ991111_14.0204 .C13.o2.gs 

2714 

none 

2714. .2828, 2938. .3078, 3129. 
4279. .4404, 5127. .5171 

13687' 

29113 

2714 

OJ991111JL4 .0204 .C13.ol. tm 
3121 
none 
3121. 
3718. 
4275. 
4351. 
4942. 



,3216, 3128.. 3223, 3693. 
.3786, 3868.. 3915, 3873. 



,4328, 4277. 
,4404, 4806. 
,5034, 5128. 



,4318, 4291. 
,4880, 4816. 
,5190, 5129. 



Seq. No. 
Gene No. 



5294. .5377 

13687 
29113 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_r4.0204.C13 
+ 

1904 
GENSCAN 
1904 
.98 



OJ991111_14.0204.C13 
+ 

5407 
GENSCAN 
5171 
.89 



,3220, 3703. .3786, 3876. .3914, 



Seq. ID OJ991111_14.0204.C13 

Strand + 

End 5407 

Method TBLASTX : Maize 

End 5377 

Score 124 

.3785, 37*01.. 3784, 3702.. 3785, 
.3932, 3875. .3916, 4262. .4318, 
.4398, 4343. .4405, 4344. .4370, 
.4899, 4938. .5030, 4941. .5033, 
.5179, 5146. .5190, 5269. .5373, 



Seq. ID OJ991111_14.0204.C13 
Strand + 



14317 



Start 


2714 






End 


5407 




Name 


OJ991111 14.0204. 


C13.ol 


.np 


Method 


AAT/NAP 






J14U 






End 


5407 




C T 


11D3J / J. 






Score 


253 




U 1 /"\ Y"l C» 

Lxons 


*}i/in Toon iin^i 


. o / o o , 


JO / D 


.3914, 


4279. .4404, 


4yifi . . ouji, 




^1 97 ^1 Q1 

JlZ / . . 3 X Z7 X , J£7*l . 












Lj± uescnp. 


U1NH.U irKvJ I Li X IN 












oeq . wo . 


1 jDo / 






Seq. ID OJ991111 




(^ene ino . 








Strand 


+ 




Start 


2714 






End 


5407 




Name 


OJ991111 14.0204. 


C13.ol 


.gp 


Method 


AAT/GAP 




Start 


3708 






End 


5407 




GI 


73225 1.R1084 






Score 


910 




Exons 


3708. .3786, 3876. 


.3914, 


4279 


.4404, 


4816. .4866, 


4944. .5031, 




5127. .5191, 5294. 


.5407 










GI Descrip. 


, 118719/sp|P08622 


| DNAJ 


ECOLI 


2.0e-37 


DNAJ PROTEIN 



>gi_72228_pir HHECDJ heat shock protein dnaJ - Escherichia coli 

>gi_145769 (M12565) heat shock protein dnaJ [Escherichia coli] 
>gi_2164 41_dbj_BAA01292_ (D10483) DnaJ [Escherichia coli] 
>gi_1786197 (AE000112) chaperone with DnaK; heat shock protein 
[Escherichia coli] 1 



Seq. No. 


13688 


Seq. ID 


OJ991111_14 


.0204 


.C14 


Gene No. 


29114 


Strand 


+ 






Start 


236 


End 


2148 






Name 


OJ991111 14.0204.C14 


.ol.np Method 


AAT/NAP 






Start 


236 


End 


1865 






GI 


4165510 


Score 


122 






Exons 


236. .337, 585. .656, 


1169. .1231, 1318. . 


1360, 1595.. 


1661, 






1745. .1865 










GI Descrip. 


(AL034356) possible 


DNAJ protein. [Leishmania major] 




Seq. No. 


13688 


Seq. ID 


OJ991111_14 


.0204 


-C14 


Gene No. 


29114 


Strand 


+ 






Start 


236 


End 


2148 






Name 


OJ991111 14.0204.C14 


.ol.gs Method 


GENSCAN 






Start 


246 


End 


1844 






GI 


none 


Score 


.7 






Exons 


246. .337, 585. .656, 


1169.. 1225, 1312.. 


1360, 1461.. 


1661, 






1708. .1844 










Seq. No. 


13688 


Seq. ID 


OJ991111_14 


.0204 


.C14 


Gene No. 


29114 


Strand 


+ 






Start 


236 


End 


2148 






Name 


OJ991111 14.0204.C14 


. ol.gp Method 


AAT/GAP 






Start 


281 


End 


2148 






GI 


23464 1.R1084 


Score 


1210 






Exons 


281. .337, 585.-656, 


1169. .1225, 1312.. 


1360, 1595.. 


1661, 





• 1745. .2148 

GI Descrip. ■ 4 1 65510/emb | CAA2224 9 . 1 | 7.0e-24 (AL034356) predicted using 

hexExon; L7610.8, DNAJ-like protein, len:232 aa; Similarity to 
prokaryotic DNAJ proteins and eukarytoic DNAJ-like chaperones. 
E.coli DNAJ (SW:DNAJ_ECOLI) BLAST score: 4 05 P: 5.3e-38, 37% 
identity in 1 



Seq. No. 



13689 



Seq. ID OJ991111 14.0204.C15 



14318 



Gene No. 29115 Strand + 

Start 72 End 1469 

Name OJ991111_14 . 0204 . CIS . ol . gs Method GENSCAN 

Start 72 End 1469 

GI none Score .48 

Exons 72.. 142, 686.. 891, 952.. 1469 



Seq. No. 13689 Seq. ID 

Gene No. 29115 Strand 

Start 72 End 

Name OJ991111_14 . 0204 . CIS . ol . np Method 

Start 748 End 

GI 5734618 Score 

Exons 748.. 1466 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



OJ991111_14 .0204 .C15 
+ 

1469 

AAT/NAP • 

1466 

940 



: 3 ! 



Seq. No. 


13689 


Seq. ID 


OJ991111_ 


14 .0204 . 


.CIS 


Gene No. 


29116 


Strand 


+ 






Start 


5175 


End 


5385 






Name 


OJ991111 14.0204.C15.o2.gp 


Method 


AAT/GAP 






Start 


5175 


End 


5385 






GI 


none 


Score 


403 






Exons 


5175.. 5385 










Seq. No. 


13689 


Seq. ID 


OJ991111_ 


14.0204, 


.C15 


Gene No. 


29117 


Strand 








Start 


1676 


End 


4640 






Name 


OJ991111 14.0204.C15.ol.gp " 


Method 


AAT/GAP 






Start 


1676 


End 


4403 






GI 


39388 1.R1084 


Score 


1264 






Exons 


1676. .2087, 3870. .3935, 4044.. 


4142, 4264. .4403 






GI Descrip. 


I 2440029/emb|CAA75116| 7.0e-4^ 


> (Y14851) 


DAL1 protein 






[Arabidopsis thaliana] >gi 24 40031_emb_ 


_CAA75115_ 


(Y14850) Di 




protein [Arabidopsis thaliana] 


i 








Seq. No. 


13689 


Seq. ID 


OJ991111_ 


14.0204 


.CIS 


Gene No . 


29117 


Strand 








Start 


1676 


End 


4640 






Name 


OJ991111 14.0204.C15.o2.gs 


Method 


GENSCAN 






Start 


1945 


End 


4640 






GI 


none 


Score 


. 66 






Exons 


1945.. 2087, 3870.. 3935, 4045.. 


4189, 4275. .4640 






Seq. No. 


13689 


Seq. ID 


OJ991111_ 


14 .0204 


.CIS 


Gene No. 


29117 


Strand 








Start 


1676 


End 


4640 






Name 


OJ991111 14.0204.C15.o2.np 


Method 


AAT/NAP 






Start 


1948 


End 


4569 






GI 


2246378 


Score 


670 






Exons 


1948. .2087, 3870. .3935, 4045.. 


4142, 4264.. 4569 






GI Descrip. 


(Z86094) plastid protein [Arabidopsis thaliana] 






Seq. No. 


13689 


Seq. ID 


OJ991111_ 


14 .0204 


. CIS 


Gene No. 


29118 


Strand 








Start 


5619 


End 


13334 







14319 



Name 

Start 

GI 

Exons 



OJ991111_14 .0204 .C15.o2.tm Method TBLASTX : Maize 

950 End 1451 

none Score 155 

950. .1108, 951. .1106, 1125. .1310, 1148. .1249, 1307. .1450, 

1308. .1451 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13689 

29118 Strand 

5619 End 
OJ991111_14 .0204 .C15.ol.tw Method 

951 End 

none Score 

951. .1049, 951. .1073, 1061. .1201, 1062. .1202 



Seq. ID OJ991111_14.0204.C15 



13334 

TBLASTX: Wheat 
1202 
137 



13689 
29118 
5619 

OJ991111_14 .0204 .C15.o4 .ts 

959 

none 

959. .1249, 960. .1277 

13689 
29118 
5619 

OJ991111_14 .0204 .C15.ol.tc 

1942 

none 

1942. .2094, 194 6. .2089, 1983. 
4040. .4144, 4041. .4154, 4264. 

13689 
29118 
5619 

OJ991111_14 .0204 .C15.ol.tm 

1942 

none 

1942. .2094, 1946. .2089, 3870. 
4040. .4120, 4040. .4144, 4044. 
4266. .4412, 4440. .4517, 4456. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111_14.0204.C15 
13334 

TBLASTX: Soybean 

1277 

304 



OJ991111 14.0204.C15 



13334 

TBLASTX: Cress 
4413 
167 

2096, 3871. .3942, 3872. .3937, 
4413, 4266. .4412 



Seq. ID OJ991111_14.0204.C15 
Strand 

End 13334 
Method TBLASTX : Maize 
End 4518 
Score 207 

.3935, 3871.. 3942, 3872.-3937, 
.4154, 4264. .4413, 4264. .4404, 
.4518 



Seq. No. 13689 
Gene No. 29118 
Start 5619 

Name OJ991111_14 . 0204 .C15 . o2 . tw 

Start 1943 
GI none 

Exons 1943.. 2092, 1951.. 2094, 1952. 

3858.. 3938, 3858.. 3938, 3871. 
4046. .4120 



Seq. ID OJ991111_14 .0204 .C15 
Strand 

End 13334 
Method TBLASTX : Wheat 
End 4126 
Score 187 

.2089, 3826. .3930, 3857. .3937, 
.3942, 4032. .4088, 4040. .4126, 



Seq. No. 13689 Seq. ID 

Gene No. 29118 Strand 

Start 5619 End 

Name OJ991111_14 . 0204 . CI 5 . ol . ts Method 

Start 3857 End 

GI none Score 



OJ991111JL4 .0204 .CIS 
13334 

TBLASTX: Soybean 

4526 

94 



14320 



Exons 



3857. .3937, 3868. .3942, 3869. .3937, 4040. .4144, 4041. .4154, 
4264. .4413, 4266. .4412, 4437. .4526, 4447. .4503 



Seq. No. 13689 
Gene No. 29118 
Start 5619 

Name OJ991111_14 . 0204 . C15 . o3 . gs 

Start ' 5619 

GI none 

Exons 5619.. 5717, 6069.. 6170, 6537 

8166.. 8299, 8391.. 8430, 8534 
10332. .10448, 10661 .. 107 65, 10989 11054 , 12074 121 64 , 
12864. .13334 



Seq. ID OJ991111_14.0204.C15 
Strand 

End . 13334 
Method GENSCAN 
End 13334 
Score .76 

6677, 7132. .7176, 7971. .8072, 
8763, 8919.. 9079, 9975.. 10075, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13689 
29118 
5619 

OJ991111JL4 .0204 .C15.o3.np 

5619 

2832632 



Seq. ID OJ991111_14 .0204 .C15 
Strand 

End • 13334 

Method AAT/NAP 

End 13080 

Score 1477 



5619. .5717, 6069. .6170, 6537. .6677, 7132. .7176, 7971. .8096, 
8148. .8312, 8453. .8763, 8919. .9074, 9319. .9383, 9795. .9890, 
9975. .10075, 101 61 .. 10240, 10528 .. 107 68 , 1098 9 .. 11054 , 
11790. .11843, 12074. .12148, 12943. .13080 
(AL021711) hypothetical protein [Arabidopsis thaliana] 



13689 
29118 
5619 

OJ991111_14 .0204 .C15.o3.ts 

5625 

none 

5625. .5741, 6061. .6168, 6061, 
6361. .6456, 6362. .6457, 6520, 
7965. .8060 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 14.0204.C15 



13334 

TBLASTX : Soybean 
8060 
121 

6165, 6069. .6176, 6357. .6458, 
6675, 6529.. 6669, 6537.. 6695, 



Seq. No. 13689 

Gene No. 29118 

Start 5619 

Name OJ991111_14 . 0204 . C15 . o2 . tc 

Start 5640 

GI none 

Exons 5640.. 5741, 5668.. 5721, 6058. 

6357.. 6458, 6376.. 6456, 6537. 

Seq. No. 13689 
Gene No. 29118 
Start 5619 

Name OJ9911 11_14 . 0204 . C15 . o3 . tm 

Start 6069 
GI none 

Exons 6069. .6176, 6076. .6171, 6357. 

6376. .64 56, 6520. .6681, 6529. 
7136. .7177, 7 965. .8075, 7969. 
8127. .8306, 8373. .8441, 8398. 
8607. .8675, 8609. .8692, 8639. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 14.0204.C15 



13334 

TBLASTX: Cress 
6689 
60 

6171, 6069.. 6176, 6330.. 6365, 
664 4, 6550. .6609, 6627. .668 9 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 14.0204.C15 



13334 

TBLASTX: Maize 
8779 
98 

64 58, 6359. .64 63, 6373. .64 68, 
6678, 6537.. 6689, 7105.. 7176, 
8073, 7971.. 8105, 8120.. 8302, 
8436, 8533. .8 619, 8534 . .8656, 
8779, 8694 . .8765 



14321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13689 
29118 
5619 

OJ991111_14 .0204 .C15.o2.ts 

8669 

none 



Seq. ID OJ991111_14 .0204 .CIS 



Strand 
End 

Method 

End 

Score 



13334 

TBLASTX : Soybean 

9360 

138 



8669.-8779, 8911.. 9072, 8915.. 9076, 8918.. 9073, 9165.. 9239, 
9166. .9240, 9302. .9358, 9319. .9360 



Seq. No. 13689 

Gene No. 29118 

Start 5619 

Name OJ991111_14 . 0204 . C15 . o5 . tm 

Start 9025 

GI none 

Exons 9025.. 9072, 9026.. 9073, 9165. 

9323.-9382, 9794.. 9889, 9794. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9254, 9166.. 9228, 
9889 



OJ991111_14 .0204 .C15 
13334 

TBLASTX: Maize 
9889 
72 

9321. .9410, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13689 
29118 
5619 

OJ991111_14 .0204 .C15.o4 . tm 
10161 



none 
10161. 
10331. 
10666. 

13689 
29118 
5619 

OJ991111 

12934 

none 



Seq. ID OJ991111_14 .0204 .CIS 
Strand 

13334 

TBLASTX: Maize 
10729 
55 



End 

Method 
End 
Score 

10202, 10162. . 10224, 10322 .. 104 38 , 10330 .. 1044 9, 
10450, 10515. . 10571, 10525 .. 10572 , 1052 6 .. 10573, 
10716, 10667.. 10729 



Seq. ID OJ991111_14 .0204 .CIS 



14 .0204 .C15.o6.tm 



Strand 
End 

Method 

End 

Score 



13334 

TBLASTX: Maize 

13159 

161 



12934 .. 13092, 12935 .. 13093, 13070.. 13159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991021 19. 0202. CI 



13690 .r'* Seq. ID 

29119 Strand 

1 End 820 

OJ991021_19 . 0202 . CI . ol . np Method AAT/NAP 

1 End 820 

4582488 Score 365 
1..196, 292. .467, 547. .,820 

(AL021768) putative protein [Arabidopsis thaliana] 



13690 
29119 
1 

OJ99102 1_1 9 . 02 02 . CI . ol . tm 

112 

none 



Seq. ID OJ991021_19.0202.C1 
Strand 

End ■ 820 

Method TBLASTX : Mai ze 

End 641 

Score 115 



112. .195, 119. .211, 120. .236, 120. .203, 284. .478, 291. 
291. .479, 292. .483, 529. .639, 546. .641, 547... 639 



,479, 



Seq. No. 
Gene No. 
Start 



13690 
29119 
1 



Seq. ID 

Strand 

End 



OJ991021__19.0202.C1 
820 



14322 




Name 


ATQQ1 HOI 1 Q ciono PI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 






End 


h t y 






GI 


none 




Score 


CO 






Exons 


LHD* . J. y O , JL4D. .130/ 


294. .479, 295. .468 








Seq. No. 


13690 




Seq. ID 


OJ991021_ 


19.0202. 


CI 


Gene No. 


29119 




Strand 








start 


1 




End 








Name 


ATQQ1 H91 1 q nono PI 


. ol .gs 


Method 








Start 


Z y £. 




End 


DO 1 






GI 


none 




Score 


7 1 






Exons 


9Q9 4 67 Rd7 fiRI 












Seq. No. 


13691 




Seq. ID 


OJ991021_ 


19.0202 


C2 


Gene No. 


29120 




Strand 


+ 






Start 


4268 




End 


6368 






Name 


OJ991021 19. 0202. C2 


.ol.gs 


Method 


GENSCAN 






Start 


4268 




End 


6368 






GI 


none 




Score 


.4 






Exons 


4268.. 4329, 5017.. 5324, 591* 


3. .6023, 6065. .6368 






Seq. No. 


13691 




Seq. ID 


OJ991021_ 


i q n o n 9 
i y . uz uz 


CO 


Gene No. 


29121 




Strand 


+ 






Start 


10470 




End 


19700 






Name 


OJ991021 19. 0202. C2 


. o3 . gs 


Method 


GENSCAN 






Start 


^10470 




End 


- 19358 






bi 


none 




Score 


.57 






Exons 


10470. .10482, 10930 


. .11019, 


11092. .11322, 11579. 


. JL JL D yD , 




- 


11980. . 12096, 12899 


. .13054, 


13362. . 13450, 13794 . 








14073. .14347, 14644 


. . 14863, 


15294 . .15390, 16031. 








16449. .16527, 16588 


. .16870, 


18115. .18323, 19265. 






Seq. No. 


13691 




Seq. ID 


OJ991021_ 


_19.0202 


. C2 


Gene No. 


29121 




Strand 


+ 






Start 


10470 




End 


19700 






Name 


OJ991021 19. 0202. C2 


. o3 . np 


Method 


AAT/NAP 






Start 


13959 




End 


19700 






bl 


6705984 




Score 


1848 






Exons 


13959. .16291, 16431 


. .16964, 


19650. .19700 






GI Descrip. 


(AB033235) gag-pol 


polyprotein [Oryza 


sativa] 






Seq. No. 


13691 




Seq. ID 


OJ991021_ 


_19.0202 




Gene No. 


29122 




Strand 


+ 






Start 


19959 




End 


24199 






Name 


OJ991021 19. 0202. C2 


.o4 .gs 


Method 


GENSCAN 






Start 


19959 




End 


24012 






GI 


none 




Score 


.44 






Exons 


19959. .20012, 20745 


. .20877, 


21245. .21466, 22851 


9 9 Q4 9 






23941. .24012 












beq . no . 


13691 




Seq. ID 


OJ991021_ 


_19.0202 


. C2 


Gene No. 


29122 




Strand 


+ 






Start ■ 


19959 




End 


24199 






Name 


OJ991021 19. 0202. C2 


.o5.np 


Method 


AAT/NAP 






Start 


21109 




End 


24116 






GI 


1352440 




Score 


139 






Exons 


21109. .21391, 22148 


. .22278, 


22362. .22471, 23934 


.24008, 





14323 



24063. .24116 

GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) 
{MRNA CAP-BINDING PROTEIN) (EIF-4F 25" KD SUBUNIT) (EIF-4F P26 
SUBUNIT) gi | 1002915 (U34597) p26 [Oryza sativa] 



Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202.C2 


Gene No. 


29122 


Strand 


•F 


Start 


19959 


End 


24199 


Name 


OJ991021 19 . 0202 . C2 . oZ . gp 


Method 


AAT/GAP 


Start 


2384 6 


End 


24199 


GI 


LIB34 31-015-P1-K1-G6 


Score 


668 


Exons 


23846. .24199 






GI Descrip. 


■ 1002914/$b|U34 597 IOSU34 597 


4.0e-13 Oryza sativa cap-binding 




protein p26 mRNA, complete 


cds ' 




Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202.C2 


Gene No. 


29123 


Strand 


+ 


Start 


27376 


. End 


34298 


Name 


OJ991021_19 . 0202 .C2 . o5 . gs 


Method 


GENSCAN 


Start 


27376 


End 


31476 


GI 


none 


Score 


. 54 


Exons 


27376. .27505, 28354. .28550, 


28639. .28840, 30082. .30161, 




30264 .. 304 91 , 3134Z . . 314 / 1> 






Seq. No. 


13691 


Seq. ID 


OJ991021 19. 0202. C2 


Gene No. 


29123 


Strand 




Start 


27376 


End 


34298 


Name 


OJ991021_19 . 0202 . C2 . o3 . gp 


Method 


AAT/GAP 


Start 


28293 


End 


30312 


GI 


42666 1.R1084 


Score 


1114 


Exons 


28293. .28550, 28639 .. 28840, 


30082. .30161, 30264. .30312 


GI Descrip. 


•3540194 2.0e-47 (AC004260) 


AtVPS4 5p 


[Arabidopsis thaliana] 1 


Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202.C2 


Gene No. 


29123 


Strand 


+ 


Start 


27376 


End 


34298 


Name 


OJ991021 19.0202.C2.o6.np 


Method 


AAT/NAP 


Start 


28461 


End 


34298 


GI 


3540194 


Score 


1036 


Exons 


28461. .28550, 28639 .. 28840, 


30082. .30161, 30264. .30491, 




31342. .31467, 31550 .. 31633, 


31718. .31859, 34270. .34298 


GI Descrip. 


(AC004260) AtVPS45p [Arabidopsis thaliana] 


Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202.C2 


Gene No. 


29124 


Strand 




Start 


1 


End 


2168 


Name 


OJ991021 19.0202.C2.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


2168 


GI 


5668773 


Score 


143 


Exons 


1..44, 605. .686, 856. .989, 


2139. .2168 




GI Descrip. 


(AC005916) Contains similarity to gb|AF113001 silencing medi 


of retinoic acid and thyroid hormone 


receptor alpha and 




gb|AF109179 cyclin Tl from 


Mus musculus. ESTs gb|N95317, 




gb|Z29139 and gb|Z30853 come from th. 




Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202.C2 


Gene No. 


29125 


Strand 





14324 




Start 


6305 


End 


6609 




Name 


OJ991021_19.0202 .C2.ol.gp 


Method 


AAT/GAP 




Start 


6305 


End 


6609 




GI 


61605 3.R1084 


Score 


435 




Exons 


6305. . 6609 








GI Descrip. 


1 1402920/emb 1 CAA66965 | 2 . Oe- 


20 (X98321) peroxidase [Arabid< 




thaliana] ' 








Seq. " No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


Gene No. 


29126 


Strand 






Start 


6971 


End 


9895 




Name 


OJ991021 19.0202.C2.o2.np 


Method 


AAT/NAP 




Start 


6971 


End 


8724 




GI 


6063554 


Score 


725 




Exons 


6971.. 7156, 8087.. 8326, 8445 


. .8724 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C718! 


50(E0464) ,098611 (E046- 




correspond to a region of the predict! 


ed gene.; hypotheti 


.ca! 




protein [Oryza sativa] 








Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


Gene No. 


29126 


Strand 






Start 


6971 


End 


9895 




Name 


OJ991021 19.0202.C2.o2.gs 


Method 


GENSCAN 




Start 


7675 


End 


9895 




GI 


none 


Score 


.62 




Exons 


7675.. 7791, 8124. .8334, 8432 


...8683, 9462.. 9500, 9852.. 9895 


Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


Gene No. 


29127 


Strand 






Start 


17264 


End 


21039 




Name 


OJ991021 19.0202.C2.o4.np 


Method 


AAT/NAP 




Start 


17264 


End 


21039 




GI 


6705984 


Score 


2823 




Exons 


17264. .17312, 18843. .21039 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


"Gene No. 


29128 


Strand 






Start 


31733 


End 


34194 




Name 


OJ991021 19.0202.C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


14330 


End 


14590 




GI 


none 


Score 


182 




Exons 


14330. .14521, 14 365. . 14 484, 


14372. .14518, 14507. .14590 




Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


Gene No. 


29128 


Strand 






Start 


31733 


End 


34194 




Name 


OJ991021 19.0202.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start . 


14359 


End 


14865 




GI 


none 


Score 


132 




Exons 


14359. . 14484, 14360 .. 14524 , 


14615. .14863, 14 627 .. 14863, 






14629. .14865 








Seq. No. 


13691 


Seq. ID 


OJ991021_19.0202. 


C2 


Gene No. 


29128 


Strand 






Start 


31733 


End 


34194 




Name 


OJ991021 19.0202.C2.o7.tw 


Method 


TBLASTX: Wheat 





14325 






Start 


15282 






End 


15609 






GI 


none 






Score 


58 






Exons 


15282. 


.15338, 15330. 


. 15404, 


15341. . 15394, 15403. . 15534, 








15405. 


.15533, 15547. 


. 15609, 


15552. . 15584 






Seq. No. 


13691 






Seq. ID 


OJ991021_19.0202 


.C2 




Gene No. 


29128 






Strand 








Start 


31733 






' v End 


34194 






Name 


OJ991021 19. 0202. C2 . 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


16420 






End 


20730 






GI 


none 






Score 


195 






Exons 


16420. 


.16662, 16439. 


. 16693, 


20261. .20320, 20317 20730, 








20345. 


.20656 












Seq. No. 


13691 






Seq. ID 


OJ991021_19.0202 


.C2 




Gene No. 


29128 






Strand 








Start 


31733 






End 


34194 






Name 


OJ991021 19. 0202. C2. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start 


16430 






End 


20799 






GI 


none 






Score 


165 






Exons 


16430. 


.16639, 16486. 


. 16635, 


20317. .20799, 20351.. 20671 






Seq. No. 


13691 






Seq. ID 


OJ991021_19.0202 


.C2 


u 


Gene No. 


29128 






Strand 






'*. - 1 


Start . 


31733 






End 


34194 






Name 


OJ991021 19. 0202. C2. 


o2 . ts 


Method 


TBLASTX : Soybean 




ry 


Start 


16616 






End 


20320 






GI 


none 






Score 


210 




i •! 


Exons 


16616. 


.16882, 16881. 


. 16964, 


20006. .20146, 20007 .. 2014 4 , 




1. 1: 
: 3 f 




20138. 


.20320 










'e =? 

ry 


Seq. No. 


13691 






Seq. ID 


OJ991021_19.0202 


.C2 




Gene No. 


29128 






Strand 








Start 


31733 






End 


34194 




". . : 


Name 


OJ991021 19. 0202. C2 . 


06. tw 


Method 


TBLASTX: Wheat 






Start 


16688 






End 


20266 




GI 


none 






Score 


105 




U 


Exons 


16688. 


.16885, 19898. 


. 20146, 


19914 . .20126, 20138.. 20266 




Q 


Seq. No. 


13691 






Seq. ID 


OJ991021_19.0202 


. C2 




Gene No. 


29128 






Strand 








Start 


31733 






End 


34194 






Name 


OJ991021 19. 0202. C2. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


16736 






End 


20218 






GI 


none 






Score 


95 






Exons 


16736. 


.16882, 16881. 


. 16964, 


19686. .19847, 19887. .20126, 








19898. 


.20146, 20138. 


. 20218 










Seq.' No. 


13691 






Seq. ID 


OJ991021_19.0202 


,C2 




Gene No. 


29128 






Strand 








Start 


31733 






End 


34194 






Name 


OJ991021 19. 0202. C2. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


18878 






End 


19238 






GI 


none 






Score 


276 






Exons 


18878. 


.19213, 18888. 


. 19211, 


1914 4. .19212, 19203. .19238, 








19206. 


. 19238 











14326 



Seq. No. 13691 

Gene No. 29128 

Start 31733 

Name OJ991021_19 . 0202 . C2 . o2 . tm 

Start 18986 

GI none 
Exons 



Seq. ID OJ991021_19.0202.C2 
Strand 
End 

Method 
End 
Score 



34194 

TBLASTX: Maize 

19332 

219 



18986. .19213, 18987. .19211, 19192. .19332, 19206. .19331 



Seq. No. 13691 

Gene No. 29128 

Start 31733 

Name OJ991021_19 . 0202 . C2 . o2 . tc 

Start 19049 

GI none 
Exons 



Seq. ID OJ991021_19.0202.C2 
Strand 
End 

Method 
End 
Score 



34194 

TBLASTX: Cress 

19419 

153 



19049. .19213, 19050. .19235, 19206 .. 194 15, 19219. .19419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 

n 

: s3 ; Seq. No. 
Gene No. 



j !3 i 



Start 
Name 
Start 
GI 

Exons 



13691 Seq. ID 

29128 Strand 
31733 End 
OJ991021_19 . 0202 . C2 . ol . tw Method 
19365 End 
none Score 

19365. .19430, 19366 .. 19428 , 

19367. .19447, 1938 6 19535 , 

19433. .19558, 1944 7 V . 19536, 

19541. .19597, 19582 .. 19617 , 

19591. .19791, 19615.. 19791 

13691 Seq. ID 

29128 Strand 
31733 End 
OJ991021_19. 0202 ,C2 .o3.ts Method 
19711 End 
none Score 



OJ991021_19.0202.C2 
34194 

TBLASTX: Wheat 
19791 
78 

19366. . 19446, 19367 .. 19429, 
19425. . 19535, .194 29 .. 19536, 
19516. . 19584, 19540 .. 19596, 
19586. . 19621, 19590 .. 19790, 



OJ991021_19.0202.C2 
34194 

TBLASTX: Soybean 

19969 

163 



19711. .19869, 19713. . 19847, 19861 .. 19902 , 19861 .. 19899, 
19898. .19969 



Seq. No. 13691 

Gene No. 29128 

Start 31733 

Name OJ991021_19 . 0202 . C2 , 

Start 20755 

GI none 

Exons 20755. .20907, 20756, 



- Seq. ID OJ991021_19.0202.C2 
Strand 

End 34194 

o7.tm Method TBLASTX : Maize 

End 20954 

Score 140 
.20896, 20898.. 20954 



Seq. No. 13691 

Gene No. 29128 

Start 31733 

Name OJ991021_19 . 0202 . C2 , 

Start 28455 

GI none 

Exons 28455.-28553, 28461. 



Seq. ID OJ991021_19. 0202 . C2 
Strand 

End 34194 

o4.tm Method TBLASTX :Maize 

End 287 51 

Score 148 
.28550, 28638. .28751, 28639.. 28746 



Seq. No. 13691 

Gene No. 29128 

Start 31733 

Name OJ991021 19. 0202. C2, 



ol . tc 



Seq. ID OJ991021_19.0202.C2 
Strand 

End 34194 

Method TBLASTX: Cress ' 



14327 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



28458 

none 

28458. 

30064. 

30261. 

31342. 



End 31860 
Score 111 
,28544, 28461. .28553, 28629 28838 , 28639. 



,30174, 30084. .30134, 30085. 
30491, 30261. .30485, 30263. 
31467, 31345. .31467, 31547. 



30162, 30248, 
30490, 31341. 
31633, 31547. 



31549. .31623, 317 17 .. 31848, 31718 31858, 31759. 



.28839, 
.30487, 
.31466, 
.31594, 
.31860 



13691 
29128 
31733 

OJ991021_19.0202.C2.ol.ts 
28461 
none 
28461. 
30079. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 19. 0202. C2 



.28553, 28461. .28559, 28638. 
.30174, 30084 . .30134, 30085. 



30261. . 30467, 30261. .30467 



13691 
29128 
31733 

OJ991021_19.0202.C2.o2.tw 
28716 



34194 

TBLASTX: Soybean 
30467 
88 

28838, 28639. .28839, 
30183, 30247. .30381, 



OJ991021 19. 0202. C2 



none 
28716. 
30082. 
30445. 



■Seq. ID 
Strand 
End 

_ Method 

End 
Score 

28841, .28717. .28839, 3008 1 30122 , 30082 .. 301 62 , 
30171, 30261. .30452, 30263 304 42 , 304 4 4 .. 30488 , 
30486 



34194 

TBLASTX: Wheat 

30488 

178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13691 
29128 
31733 
OJ991021 
31341 
none 
31341. 
31549. 
31759. 



19.0202.C2.ol.tm 



31463, 
31626, 
31863 



31342. 
31705, 



.31467, 
.31839, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31342 

31715 



OJ991021 19. 0202. C2 



34194 

TBLASTX: Maize 
31894 
220 

31467, 31547. .31630, 
31858, 31715. .31894, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



13691 Seq. ID 

29128 Strand 

31733 End 

OJ991021_19 . 0202 . C2 . o4 . ts Method 

31341 End 

none Score 



OJ991021_19.0202.C2 
34194 

TBLASTX : Soybean 

31573 

191 



31341. .31460, 31342. .31467, 31345 .. 314 67 , 31547. .31573 

13691 Seq. ID OJ991021_19 . 0202 . C2 

29128 Strand 

31733 - End 34194 

OJ991021_19 . 0202 . C2 . 06 . gs Method GENSCAN 

31733 End 34194 

none Score . 7 

31733. .31886, 32 120 .. 32309, 33858 34 013 , 34032. .34194 



13692 
29129 
1 



Seq. ID OJ991021_19.0202.C3 
Strand + 
End 3824 



14328 






Name 


OJ991021_19 


.0202 


.C3.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


3010 




GI 


3540194 






Score 


839 




Exons 


1 . .31, 259. 


.445, 


1182. .1337, 


2178. .2285, 2362. .2483, 2696. 






2953 . . 3010 












GI Descrip. 


(AC004260 ) 


AtVPS45p [Arabidopsis thaliana] 




Seq. No. 


13692 






Seq. ID 


OJ991021__19.0202.C3 




Gene No. 


29129 






Strand 


+ 




Start 


1 






End 


3824 




Name 


OJ991021 19 


.0202 


.C3 . ol . gs 


Method 


GEN SCAN 




Start 


267 






End 


3824 




GI 


none 






Score 


.8 




Exons 


267. .445, 1182. . 


1337, 2178.. 


2285, 2407 


..2483, 2696. .2827, 






3441. .3576, 


3597 


. . 3824 








Seq. No. 


13692 






Seq. ID 


OJ991021_19.0202.C3 




Gene No. 


29129 






Strand 


+ 




Start 


1 






End 


3824 




Name 


OJ991021 19 


.0202 


.C3 . ol . gp 


Method 


AAT/GAP 




Start 


387 






End 


2445 




GI 


62696 1.R1084 




Score 


724 


•e =r 


Exons 


387. .445, 1182.. 


1337, 2178.. 


2285, 2362 


. .2445 


!. "i 
\] ft 


GI Descrip. 


'3540194 1. 


0e-46 


(AC004260) 


AtVPS45p [Arabidopsis thaliana 


i a i ! 

i r x 
: cr 


Seq. No. 


13692 






Seq. ID 


OJ991021_19.*0202rc3 


C3 


Gene No. 


29130 






Strand 






Start 


4382 






End 


6099 


U! 

St 


Name 


OJ991021 19 


.0202 


.C3.ol.fc 


Method 


TBLASTX: Cress 


"s Sf 


Start 


254 






End 


3001 


ry 


GI 


none 






Score 


213 


is 


Exons 


254. .451, 268. .444, 1179. .1349, 1181.. 


1360, 1181. . 1339, 






2177. .2296, 


2178 


..2285, 2182 


..2289, 2347. .2484, 2348. .2443 


- _ : 

t. | 




2356. .2484, 


2670 


..2834, 2696 


..2827, 2950.. 3000, 2951.. 3001 


.J. 
" **" 


Seq. No. 


13692 






Seq. ID 


OJ991021_19.0202.C3 


£\ 


Gene No. 


29130 






Strand 






Start 


4382 






End 


6099 


"1 


Name 


OJ991021 19 


.0202 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2181 






End 


3049 




GI 


none 






Score 


175 




Exons 


2181. .2285, 


2183 


..2287, 2183 


..2296, 2333. .2443, 2356. .2484 






2361. .2489, 


2361 


..2477, 2687 


..2830, 2693. .2827, 2694. .2834 






2942. .3049, 


2950 


. .3012 








Seq. No. 


13692 






Seq. ID 


OJ991021_19.0202.C3 




Gene No. 


29130 






Strand 






Start 


4382 






End 


6099 




Name 


OJ991021 19 


.0202 


.C3.o2.gs 


Method 


GENSCAN 




Start 


4382 






End 


6099 




PT 


none 






Score 


.61 




Exons 


4382. .4393, 


4540 


. .4830, 6013 


. . 6099 






Seq. No. 


13693 






Seq. ID 


OJ991021_19.0202.C4 




Gene No. 


29131 






Strand 


+ 




Start 


1 






End 


2312 




Name 


OJ991021 19 


.0202 


.C4 . ol .np 


Method 


AAT/NAP 



14329 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1605 
162 



4680341 

1..31, 837. .1433, 1535. .1605 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



13693 
29131 
1 

OJ991021_19.0202.C4.ol.gs 
47 

none 



Seq. ID OJ991021_19.0202.C4 
Strand + 

2312 
GEN SCAN 
2312 
.6 



End 

Method 
End 
Score 

47. .270, 293. .389, 639. .655, 917. .1056, 1061. .1212, 1283. .1424, 
1762. .1869, 2272. .2312 



13694 Seq. ID 

29132 Strand 
1 End 
OJ991021_19. 0202.C5.ol.np Method 
1 End 
81286 Score 

1..226, 483. .617, 1010. .1194, 4952 



OJ991021__19.0202.C5 
+ 

10547 
AAT/NAP 
5374 
219 
5374 



extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13694 Seq. ID OJ991021_1 9 . 0202 . C5 

29132 Strand + 

1 End 10547 

OJ991021_19 . 0202 . C5 . o2 . np Method AAT/NAP 

1 End 10547 

4680183 Score 207 

1..22, 9780. .9850, 10458. .10547 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



13694 Seq. ID 

29132 Strand 

1 End 

OJ991021_1 9 . 0202 . C5 . ol . gs Method 

91 End 

none Score 
91. .711 



OJ991021_19.0202.C5 
+ 

10547 
GENSCAN 
711 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



13694 Seq. ID OJ991021_1 9 . 0202 . C5 

'29133 Strand + 

11237 End 11717 

OJ991021_1 9 . 0202 . C5 . o3 . np Method AAT/NAP 

11237 End 11717 

6721560 Score 203 
11237. .11349, 11391. .11717 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815085 | dbj IBAA90371.il (AP001081) hypothetical protein 

[Oryza sativa] 



13694 Seq. ID 

29134 Strand 

920 End 

OJ991021_1 9 . 0202 . C5 . o2 . gs Method 

920 End 



OJ991021_19.0202.C5 

2413 

GENSCAN 

2413 



14330 



GI 


none 




Score 


.75 




Exons 


920. .1519, 24 08.. 2413 










Seq. No. 


13694 




Seq. ID 


OJ991021_19. 


0202. C5 


Gene No. 


29135 




Strand 






Start 


4763 




End 


5371 




Name 


OJ991021_19. 0202 .C5 .o3. 


gs 


Method 


GENSCAN 




Start 


4763 




End 


5371 




GI 


none 




Score 


. 67 




Exons 


4763. .5371 










Seq. No. 


13695 




Seq. ID 


OJ991021_19. 


0202 .C6 


Gene No. 


29136 




Strand 


+ 




Start 


1 




End 


392 




Name 


OJ991021 .19.0202.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


392 




GI 


6721559 




Score 


220 




Exons 


1. .232, 264. .392 










GI Descrip. 


(AP00107 3) hypothetical 


protein [Oryza 


sativa] 






gi| 6815084 |dbj IBAA90370 


.11 ( 


AP001081) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


13.695 




Seq. ID 


OJ991021_19. 


0202. C6 


Gene No. 


29137 




Strand 


+ 




Start 


677 




End 


809 




Name 


OJ991021__19 . 0202 . C6 . ol . 


gs 


Method 


GENSCAN 




Start 


677 




End 


809 




GI 


none 




Score 


.46 




Exons 


677. .809 










Seq. No. 


13696 




Seq. ID 


OJ991021_19. 


0202. C7 


Gene No. 


29138 




Strand 


+ 




Start 


1 




End 


671 




Name 


OJ991021 19.0202.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


671 




GI 


6560764 




Score 


319 




Exons 


1..287, 321. .671 










GI Descrip. 


(AC010155) F3M18.12 [Arabidopsis thaliana] 




Seq. No. 


13696 




Seq. ID 


OJ991021_19. 


0202. C7 


Gene No. 


29138 




Strand 


+ 




Start 


1 




End 


671 




Name 


OJ991021 19.0202.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


13 




End 


671 




GI 


none 




Score 


65 




Exons 


13. .111, 340. .477, 345. 


.476, 


553. .666, 


579. . 671 




Seq. No. 


13696 




Seq. ID 


OJ991021JL9. 


0202. C7 


Gene No. 


29138 




Strand 


+ 




Start 


1 




End 


671 




Name 


OJ991021 19.0202.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


21 




End 


671 




GI 


none 




Score 


110 




Exons 


21. .110, 22. .111, 304.. 


480, 


330. .479, 


343. .480, 532 


:. . 669, 




553. .600, 570. .671 










Seq. No. 


13696 




Seq. ID 


OJ991021_19. 


0202. C7 



.14331 




Gene No. 


29138 


Strand 


+ 


Start 


1 




an 1 
0 / 1 


Name 


OJ991021 19 . 0202 . C / . ol . gs 


Method 




Start 


58 


bna 


DjD 


GI 


none 


Score 




Exons 


58 . . 636 






Seq. No. 


13696 


Seq. ID 


OJ991021_19.0202.C7 \ 


Gene No. 


29138 


Strand 


+ 


Start 


1 


bna 


ai 1 


Name 


OJ991021 19 . 0202 . C7 . ol . tm 


Method 


l bLiAb ix : Maize 


Start 


328 


End 


cn 1 
0 / 1 


GI 


none 


Score 




Exons 


328. .477, 333. .476, 535.-666, 


57 U . . b / 1 




Seq. No. 


13697 


Seq. ID 


OJ991021_19.0202.C8 


Gene No. 


29139 


Strand 


+ 


Start 


307 


End 


"3 "7 *3 


Name 


OJ991021 19 . 0202 . C8 . ol . gs 


Method 




Start 


307 


End 




GI 


none 


Score 


. DO 


Exons 


307 . . 373 






Seq. No. 


13698 


Seq. ID 


OJ991021_19.0202.C9 


Gene No. 


29140 


Strand 


+ 


Start 


290 


End 


0 0 0 


Name 


OJ991021 19 . 0202 . C9 . ol . gs 


Method 


bhiNbCAN 


Start 


290 


End 


0 0 n 

8z y 


GI 


none 


Score 


. y 9 


Exons 


290 . .829 






Seq. No. 


13699 


Seq. ID 


ujyyjLU^i iy . uzu^ . lii 


Gene No. 


29141 


Strand 




Start 


1 


End 


61 


Name 


OJ991021 19.0202.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


61 


GI 


5667165 


Score 


114 


Exons 


1..-61 






GI Descrip. 


5670155/gblAFl 612 69.1 | AF161269 4.0e-86 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202.C12 


Gene No. 


29142 


Strand 


+ 


Start 


1 


End 


381 


Name 


OJ991021 19.0202.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


381 


GI 


6539570 


Score 


147 


Exons 


1..139, 322. .381 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202.C12 


Gene No. 


29143 


Strand 


+ 


Start 


3501 


End 


6472 


Name 


OJ991021 19.0202.C12.o3.np 


Method 


AAT/NAP 


Start 


3501 


End 


6472 


GI 


5042463 


Score 


182 


Exons 


3501. .3557, 4742. .4925, 5586. 


.5751, 5800. .5875, 6412. .6472 



14332 




GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29144 


Strand 


+ 




Start 


8773 


End 


13112 




Name 


OJ991021 19.0202.C12.ol.gp 


Method 


AAT/GAP 




Start 


8773 


End 


13034 




GI 


31887 1.R1084 


Score 


1481 




Exons 


8773. .9029, 10564. .10801, 11340 .. 11473, 


11556. .11630, 






12927. .13034 








GI Descrip. 


'3212861 3.0e-75 (AC004005) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29144 


Strand 


+ 




Start 


8773 


End 


13112 




Name 


OJ991021 19.0202.C12.o4.np 


Method 


AAT/NAP 




Start 


8814 


End 


13112 




GI 


3212861 


Score 


532 




Exons 


8814. .9029, 10564 . .10801, 11340 .. 11473, 


11556. .11630, 






12927. .13112 








GI Descrip. 


(AC004005) unknown protein [Arabidopsis 


i thaliana] 




Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29144 


Strand 


+ 




Start • 


8773 


End 


13112 




Name 


OJ991021 19.0202.C12.o4.gs 


Method 


GENSCAN 




Start 


10585 


End 


12376 




GI 


none 


Score 


. 92 




Exons 


10585. .P0801, 11340. .11473, 


11556. . 11630, 12326'. . 1237 6 




Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29145 


Strand 






Start 


2615 


End 


5313 




Name 


OJ991021 19.0202.C12.o2.gs 


Method 


GENSCAN 




Start 


2615 


End 


5313 




GI 


none 


Score 


.7 




Exons 


2615.. 2782, 3567.. 3677, 3794 


..3843, 3991. .4319, 4369.-4579, 




5301. .5313 








Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29146 


Strand 






Start 


6838 


End 


11406 




Name 


OJ991021 19.0202.C12.o3.gs 


Method 


GENSCAN 




Start 


6838 


End 


9302 




GI 


none 


Score 


.58 




Exons 


6838.. 7031, 8743.. 9055, 9294 


. .9302 






Seq. No. 


13700 


Seq. ID 


OJ991021_19.0202. 


C12 


Gene No. 


29146 


Strand 






Start 


6838 


End 


11406 




Name 


OJ991021 19.0202.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


8801 


End 


11406 




GI 


none 


Score 


161 




Exons 


8801.. 9031, 8802.. 9026, 8962 


..9033, 10554. .10748, 10555. 


. 10) 




10555. .10812, 10907. .10963, 


11338. .114 06, 11339. .114 04, 





1134 3. .11405, 1134 4. .114 06 

14333 




Seq. No. 


13701 






Seq. ID 


OJ991021_19, 


.0202 


.C14 


(aene wo. 


0 Q1 A *7 
^ y ± fi 1 






OLiaiia 


4- 






btart 


1 OC/i 

l^Dfl 






t^na 


1 DO D 






Name 


A7QQ1 HOI 1 Q 

ujyyiuzi iy 


no no 


. ti^ . oi . gs 


Me luOu 








otart 


IOC/I 






tiiia 


1 jjD 






C T 


none 






Score 


. y J. 






Exons 


IOC/I 1 CCfT 
. . 1DDD 














Seq. No. 


13701 






Seq. ID 


OJ991021_19. 


.0202 


.C14 


Gene No . 


OQ1 y|Q 

£. y 1 4 O 






DLiana 








Start 


o^-5 / 






bna 


4 Do J 






Name 


ATQQ1 rtOI 1Q 

OJyylUzl ly 




, ci4 . o^ . gs 


Method 








btart 


"3 O "3 "7 








ft DO J 






bl 


none 






Score 


A 1 
. 4 1 






Exons 


000*7 *3j1QQ 


*5 c; o a 


, . j / Uj, 4 4/1. 


. fl DO J 








Qprr KJn 
O C . IN <w> . 


13701 






Seq. ID 


OJ991021JL9. 


.0202 


.C14 


Gene No. 


29149 






Strand 








Start 


5372 






End 


7120 






Name 


OJ991021 19 


.0202, 


.C14 .ol.np 


Method 


AAT/NAP 






Start 


5372 






End 


7120 






GI 


4325357 






Score 


422 






Exons 


5372. .5988, 


6429, 


. .7120 










GI Descrip. 


(AF128395) 


contains similarity to Arabidopsis thaliana 





retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


13701 








Seq. ID 


OJ991021_19.0202 


.C14 


Gene No. 


29150 








Strand 






Start 


8132 








End 


10003 




Name 


OJ991021 19. 


.0202 


.C14 .o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


5693 








End 


6064 




GI 


none 








Score 


78 




Exons 


5693. .5878, 


5694 


. .5876, 


5921. 


.6064, 5924. .6064 




Seq. - No'. 


13701 








Seq. ID 


OJ991021_19.0202 


.C14 


Gene No. 


29150 








Strand 






Start 


8132 








End 


10003 




Name 


OJ991021 19, 


.0202 


.C14 .ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


6453 








End 


6761 




GI 


none 








Score 


201 




Exons 


6453. .6761 














Seq. No. 


13701 








Seq. ID 


OJ991021_19.0202 


.C14 


Gene No. 


29150 








Strand 






Start 


8132 








End 


10003 




Name 


OJ991021 19, 


.0202 


.C14 .ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


6498 








End 


6907 




GI 


none 








Score 


67 




Exons 


6498. .6776, 


6818 


. .6907 










Seq. No. 


13701 








Seq. ID 


OJ991021_19.0202 


.C14 


Gene No. 


29150 








Strand 






Start 


8132 








End 


10003 




Name 


OJ991021 19, 


.0202 


.C14 .ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


6498 








End 


6907 





14334 



GI 


none 




Score 


ft £ 


Exons 


t>4 y o . . DOo / / 


DDDl . .0 / / 0 , 


£*7 qi com 




Seq. No. 


1 J / U 1 




oeq . 1U 


H TQQI 091 


Gene No. 


29150 




Strand 




Start 


8132 




End 


10003 


Name 




0909 PI 4 r>9 


. I1£J ncLHUU 


AAT /NAP 


Start 


Q1 -JO 




ijilQ 


IUUUj 


GI 


£•■701 ci 0 




Score 


ft Q 


Exons 


0100 01 

oli^ . . oloo, 


y 020 . . ybuu , 


yo^ / . . iuuuj 




GI Descrip. 


(ArUUlU 1 Z ) 


hypot he t ical 


protein [uryza 


sat i va J 


beq. no. 


1 T7A9 




Cpn TD 

Odtj . J- u 


\SKJ Z/ -/ 1. \J t~ 1. 


Gene No. 


29151 




Strand 


+ 


Start 


1 




End 


1611 


Name 


OJ991021 19 


.0202.C15.ol, 


. np Method 


AAT /NAP 


Start 


1 




End 


1542 


GI 


6721562 




Score 


397 


Exons 


1..52, 854. 


. 1542 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



19.0202.C15 



(AP001073) Similar to 
hypothetical protein 



Zea mays 22-kDa alpha zein gene cluster; 
(AF031569) [Oryza sativa] 



gil 6815087 
alpha zein 
sativa] 



dbj I BAA90373 . 1 | (AP001081) Similar to Zea mays 22-kDa 
gene cluster; hypothetical protein. (AF031569) [Oryza 



13702 Seq. ID 

29151 Strand 
1 End 

OJ991021_19.0202.C15.ol.gs . Method 
328 End 
none Score 



OJ991021__19.0202.C15 
+ 

1611 
GENSCAN 
1611 
.9 



328. .426, 554. .974, 1061. .1351, 1463. .1611 



13702 Seq. ID 

29152 Strand 

1702 End 
OJ991021_19.0202.C15.o3.tw Method 

979 End 

none Score 
979. .1374 



13702 Seq. ID 

29152 Strand 
1702 End 10693 

OJ991021_19. 0202 .C15.o2 .gs Method GENSCAN 
1702 End 10525 

none Score . 65 

1702. .1904, 2545. .2606, 2961. .3037, 3072. .3264, 

6194. .6321, 6458. .6551, 6798. .7270, 7607. .7664, 

9651. .9781, 10207. .10525 



OJ991021_19.0202.C15 
10693 

TBLASTX: Wheat 

1374 

244 



OJ991021 19.0202.C15 



6022. 
8671. 



, 6119, 
,8964, 



13702 Seq. ID 

29152 Strand 

1702 End 

OJ991021_19. 0202.C15.o2.np Method 

5061 End 

6815099 Score 



OJ991021_19.0202.C15 

10693 
AAT /NAP 
5354 
93 



14335 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5061. .5354 

(AP001081) hypothetical protein [Oryza sativa] 



13702 Seq. ID 

29152 Strand 

1702 End 

OJ991021_19 . 0202 . C15 . ol . gp Method 

5325 End 

11000 1.R1084 Score 



OJ991021_19.0202.C15 

10693 
AAT/GAP 
6285 
888 



5325. .5651, 6022. .6119, 6194. .6285 

, 5731763/emb|CAB52582.1| 3.0e-21 (X92419) SNAP25A protein 
[Arabidopsis thaliana] >gi_57317 64_emb_CAB52583 . 1_ (X92420) 
SNAP25AB protein [Arabidopsis thaliana] 1 



Seq. No. 13702 

Gene No. 29152 

Start 1702 

Name OJ991021_19 . 0202 . C15 . ol . ts 

Start 5552 

GI none 
Exons 



Seq. ID OJ991021_19.0202.C15 
Strand 

End 10693 

Method TBLASTX : Soybean 

End 7178 

Score 94 



5552. .5653, 6021. .6122, 6022. .6117, 6191. .6250, 6192. .6248, 
6254. .6331, 6267. .6323, 6465. .6554, 6472. .6549, 6685. .6708, 
6798. .7025, 6805. .7032, 7140. .7178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13702 
29152 
1702 

OJ991021_19.0202.C15.o2. tw 
5552 



none 
5552. 
6055. 
6454 . 
6799. 



,5650, 5553. 

,6117, 6056. 

6531, 6459. 

6858 



End 

Method 
End 
Score 

5651, 6021.. 6077, 6024 
6118, 6194.. 6331, 6195 
6554, 6460.. 6549, 6798 



Seq. ID OJ991021_19.0202.C15 
Strand 

10693 

TBLASTX: Wheat 
6858 
84 



,6116, 6025. 
,6323, 6453. 
,6857, 6798. 



6117, 
6533, 
6857, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13702 Seq. ID OJ991021_1 9 . 0202 . C15 

29152 Strand 

1702 End 10693 

OJ991021_19 . 0202 . C15 . o3 . np Method AAT/NAP 

5555 End 7483 

5731763 Score 563 

5555. .5651, 6022. .6119, 6194. .6321, 6458. .6551, 6798. .7193, 
7427. .7483 

(X92419) SNAP25A protein [Arabidopsis thaliana] 
gi|5731764 | emb | CAB52583 . 1 | (X92420) SNAP25AB protein 
[Arabidopsis thaliana] 



Seq. No. 13702 

Gene No. 29152 

Start 1702 

Name OJ991021_19 . 0202 . C15 . o3 . tm 

Start 6200 

GI none 

Exons 6200.. 6331, 6219.. 6320, 6223. 



OJ991021_19. 0202.C15 
10693 

TBLASTX: Maize 

7226 

116 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6324, 6460. .6510, 6462. .6524, 



6463. .6525, 6493. .6561, 6511. .6552, 6798. .6935, 6798. .7025, 
6799. .7059, 7137. .7187, 7155. .7226 



14336 



Seq. No. 13702 Seq. ID OJ991021_19 . 0202 .C15 

Gene No. 29152 Strand 

Start 1702 End 10693 

Name OJ991021_19 . 0202 . CIS . o2 . gp Method AAT/GAP 

Start 6440 End 7191 

GI uC-osroM202033e07bl Score 891 

Exons 6440.. 6551, 6798.. 7191 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991021 19.0202.C15 



13702 
29152 
1702 

OJ991021_19.0202.C15.o4 . np 
8275 
4585985 
8275. .9587, 9887. .10693 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



10693 
AAT/NAP 
10693 
1062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13702 
29152 
1702 

OJ991021 

8483 

none 



19.0202.C15.ol.tm 



Seq. ID OJ991021_19. 0202. CIS 



Strand 
End 

Method 

End 

Score 



10693 

TBLASTX: Maize 

8841 

197 



8483. .8554, 8485. .8754, 8485. .8841, 8486. .8794 



Seq. No. 13702 Seq. ID 

Gene No. 29152 Strand 

Start 1702 End 

Name OJ991021_19 . 0202 . CIS . ol . tc Method 

Start 8569 End 

GI none Score 

Exons 8569.. 8799, 8666.. 8794 



OJ991021_19. 0202. CIS 
10693 

TBLASTX: Cress 

8799 

68 



Seq. No. 13702 

Gene No. 29152 

Start 1702 

Name OJ991021_19 . 0202 . CIS . ol . tw 

Start 8680 

GI none 

Exons 8680.. 8904, 8681.. 8779, 8908, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_19. 0202. CIS 
10693 

TBLASTX: Wheat 

9063 

101 



,8970, 8953.. 9063 



Seq. No. 13702 Seq. ID 

Gene No. 29152 Strand 

Start 1702 End 

Name OJ991021_19 . 0202 . CIS . o4 . tm Method 

Start 9010 End 

GI none Score 

Exons 9010.. 9201, 9014.. 9202 



OJ991021JL9. 0202. CIS 
10693 

TBLASTX: Maize 

9202 

202 



Seq. No. 13702 Seq. ID 

Gene No. 29152 Strand 

Start 1702 End 

Name OJ991021_19 . 0202 . CIS . o2 . tm Method 

Start 9867 End 

GI none Score 



OJ991021_19. 0202. CIS 
10693 

TBLASTX: Maize 

10259 

124 



14337 




Exons 9867.. 10052, 9869.. 10042, 9920.. 10069, 10052 10258, 

10056. .10259, 10056. .10259 



Seq. No. 


13703 








Seq. ID 


OJ991011_14.0207.C2 


Gene No. 










Strand 




btart 










End 


4737 


Name 




n om 
. uzu / , 


. bZ . ox . 


tin 


Method 


TBLASTX: Maize 


Oi.-v.i- 

btart 


zuy / 








End 


3350 


C T 

bX 


none 








Score 


43 


Exons 


0 n Q*7 oi cn 

zuy / . . ziou, 


z u y o , 


. . z x , 


Ol QO 

Z Xo Z 


..2295, 2189.. 2305, 2195.. 2299, 




z x y o . . z ju y , 


o Q n Q 
Z o Uo , 


OQQO 

. . z o y / , 


OQ1 O 

Zo X j 


..2893, 2982.. 3038, 2983.. 3039, 




2984. .3034, 


3262, 


. .3348, 


3282 


..3350, 3282.. 3350 


OcCj. IN O . 


1 Tim 








Seq. ID 


OJ991011_14.0207.C2 


Gene No . 


OQ1 CO 








Strand 




ot art 


Ol QO 

z x y z 








End 


4737 


Name 




. uzu / , 


po ~ 1 

■ bZ . ox . 


t c 


Method 


TBLASTX: Cress 


Of a v-4- 
ota.it 










End 


3352 


bX 


none 








Score 


65 


Exons 


2192. .2302, 


2192, 


. .2305, 


2199 


..2324, 2795. .2902, 2808. .2897, 




2984. .3034, 


3242, 


. .3352 








oeq. No. 


1 OOftO 

1j / UJ 








Seq. ID 


OJ991011_14.0207.C2 


bene no. 


OQ1 CO 

z y idj 








§trand 




otart 


Ol QO 

z xyz 








End 


4737 


Name 


Pi TQQ1 mi 1/1 

ujyyxuxx X4 


no m 


PO /-vl 

, bZ . ox . 


t s 


Method 


TBLASTX : Soybean 


otart 


Ol QO 

Z XyZ 








End 


2879 


bX 


none 








Score 


160 


Exons 


2192. .2305, 


2196, 


. .2324, 


2808 


. .2879 




oeq . lno . 


1 j / Uj 








Seq. ID 


OJ991011_14.0207.C2 


Gene No . 


OQ1 CO 

z y l jj 








Strand 




otart 


0 1 QO 
Z XyZ 








End 


4737 


Name 


r\ TQQI Oil 1/1 

ujyyxuxx lh 


n o n "7 
. UZU / , 


PO />0 

. bZ . oz . 


gs 


Method 


GENSCAN 


ot art 


0 1 QO 

z 








End 


4737 


CT 
bl 


none 








Score 


.85 


Exons 


o i qo o on a 
z x yz . . z ju d , 


9 fin Q 
z o u y , 


OQOO 

. . z y jz , 


OZ 4 4 


..3350, 3590. .3657, 4057. .4124, 




4374. .4737 












oeq . wo . 


1j/Uj 








Seq. ID 


OJ991011_14.0207.C2 


Gene No. 


OQ1 CO 

z y x do 








Strand 




otart 


0 1 QO 

z xyz 








End 


4737 


Name 


n tq q i n 1 1 1/1 

ujyyxuxx X4 


.0207, 


,C2.ol. 


np 


Method 


AAT/NAP 


otart 


01 QC 

z xyo 








End 


4715 


C T 

bX 


o qi i n^c 

z y x xu b d 








Score 


434 


Exons 


2195. .2306, 


2809, 


. .2891, 


2984 


..3033, 3244. .3350, 4612. .4715 


GI Descrip. 


(AL021960) 


adrenodoxin- 


like protein [Arabidopsis thaliana] 


Seq. No. 


13703 








Seq. ID 


OJ991011_.14.0207.C2 


Gene No. 


29153 








Strand 




Start 


2192 








End . 


4737 


Name 


OJ991011 14 


.0207, 


,C2 .ol. 


gp 


Method 


AAT/GAP 


Start 


4037 








End 


4473 


GI 


2310285 








Score 


794 


Exons 


4037. .4473 












Seq. No. 


13704 








Seq. ID 


OJ991011_14.0207.C3 



14338 




Gene No. 


29154 


Strand 


+ 




Start 


265 


End 


2816 




Name 


OJ991011 14,0207. C3.ol.np 


Method ' 


AAT/NAP 




Start 


265 


End 


2377 




GI 


4914332 


Score 


2051 




Exons 


265.. 1202, 1416.. 1528, 1565.. 


2377 






GI Descrip. 


(AC005489) F14N23.18 [Arabidopsis thaliana] 




Seq. No. 


13704 


Seq. ID 


OJ991011_14 .0207 


.C3 


Gene No. 


29154 


Strand 


+ 




Start 


265 


End 


2816 




Name 


OJ991011 14.0207.C3.ol.gs 


Method 


GEN SCAN 




Start 


352 


End 


2380 




GI 


none 


Score 


.72 




Exons 


352. .562, 589. .1418, 1526. .2380 






Seq. No. 


13704 


Seq. ID 


OJ991011_14 .0207 


. C3 


Gene No. 


29154 


Strand 


+ 




Start 


265 


End . 


2816 




Name 


OJ991011 14.0207.C3.ol.gp 


Method 


AAT/GAP 




Start 


1124 


End 


2816 




GI 


16535 1.R1084 


Score 


2632 




Exons 


1124. .2417, 2517. .2816 








GI Descrip. 


'4914332/gb|AAD32880.1|AC005489 18 4,0e-67 (AC005489) F14N23 




[Arabidopsis thaliana] 1 








Seq. No. 


13704 


Seq. ID 


OJ991011_14 . 0207 


.C3 


Gene No. 


29155 


Strand 


+ 




Start 


3860 


End 


5935 




Name 


OJ991011 14.0207.C3.o2.gs 


Method 


GENSCAN 




Start 


3860 


End 


5935 




GI 


none 


Score 


.63 




Exons 


3860. .3994, 5604. .5683, 5779. 


.5935 






Seq. No. 


13704 


Seq. ID 


OJ991011JL4 .0207 


.C3 


Gene No. 


29156 


Strand 






Start 


8282 


End 


14716 




Name 


OJ991011 14.0207.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


351 


End 


824 




GI 


none 


Score 


96 




Exons 


351. .458, 351. .458, 352. .459, 


456. .797, 


458. .796, 786.. 


824, 




800. .823 








Seq. No. 


13704 


Seq. ID 


OJ991011_14 .0207 


.C3 


Gene No. 


29156 


Strand 






Start 


8282 


End 


14716 




Name 


OJ991011 14.0207.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


378 


End 


603 




GI 


none 


Score 


139 




Exons 


378. .458, 379. .459, 422. .586, 


456. . 602, 


457. .603, 458.. 


598 


Seq. No. 


13704 


Seq. ID 


OJ991011_14 .0207 


.C3 


Gene No. 


29156 


Strand 






Start 


8282 


End 


14716 




Name 


OJ991011 14.0207.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


878 


End 


2382 




GI 


none 


Score 


929 





14339 




Exons 


OTO 1 A 1 *7 

o /o . . 14 / / , 


o / y . . 


1478, 1467.. 1568, 1479 


. . lDJjf lOOl..^OOl, 




lbuo . . 21 fl, 


1 bl b 


. . z iy / , 


21o 5 . . 


, Zo fy, zz 


an 0*5QH oono OTOO 
O / . .^JOU, ZZ 1 Z . . ZOoZ 


Seq. No. 


i o i a a 

13704 








Seq. ID 


ujyyiuii i4.u^u/.co 


Gene No. 


29156 








Strand 




Start 


8282 








End 


14716 


Name 


r\ Too i m i i a 

ujyyiun i4 


. UZ\J 1 


.C3.ol. 


ts 


Method 


1 tSJjMo 1 A . poyDcan 


Start 


ait 

y ii 








End 


IjjU 


GI 


none 








Score 


£ a r\ 

04 u 


Exons 


911 . . 1300, 


912 . . 


1304, 1213.. 1335, 1311 


1 / TQ 1 "J O O 1 A 1 O 

..14/o, 1ozo..141z, 




1*3*5/1 "\ A Q d 

loo4 . . 14ob, 


1 *3 *3 A 


. .14 77, 


1 A 1 Q 

1478 . , 


.1525, 14 


o U . . IjjU 


Seq. No. 


1 0 1 A A 

13704 








Seq. ID 


OJ991011_14 .0207.C3 


Gene No. 


29156 








Strand 




Start 


8282 








End 


14716 


Name 


f\TQQ1 fi1 1 1 A 

ujyyiun 14 


. UZU / 


. Co . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1554 








End 


1792 


GI 


none 








Score 


36 


Exons 


1 rr < 1 C A C 

1554 . . 15y5, 


1 c r\i 

lbO / 


. .174 7, 


1 C A A 

1609 . , 


.1749, 1615. .1752, 1649. .1792, 




1 boo . . 1 / / o 












Seq. No. 


13704 








Seq. ID 


OJ991011_14.0207.C3 


Gene No. 


o a i c c 

29156 








Strand 




Start 


8282 








End 


14716 


Name 


OJ991011_14 


.0207 


. Co . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


1 C CI 

lob/ 








End 


2215 


GI 


none 








Score 


116 


Exons 


1 C CI "IT/IT 

166 / . . 1 /4 / , 


1 bo 1 


1 "7 C O 

. . 1752 , 


1 C O O 

1682 . , 


.1771, 1683. .1778, 1820. .2020, 




1 O *D >l O A 1 

loo4 . . 20 ol , 


i o a a 
18 4 5 


. . 205 / , 


1 OCT 

18 6/. , 


.2064, 2094. .2174, 2182. .2214, 
















Seq. No. 


i o *7 a /i 
13 /04 








Seq. ID 


OJ991011_14.0207.C3 


Gene No. 


29156 








Strand 




Start 


8282 








End 


14716 


Name 


ujyyiuii 14 


n o n *7 
. UZU / 


. Co . oo . 


t s 


Method 


TBLASTX : Soybean 


Start 


T O A a 

184 9 








End 


2380 


GI 


none 








Score 


212 


Exons 


1 n zl O O A *31 

lo49. . 2Uol , 


1 o 5 9 


O A O A 

. . 2020 , 


1 O f o 

18 62. , 


.2140, 1863.. 2075, 2097.. 2144, 




o i o o one 
2182 . . 2o /b, 


O 1 O *3 

Z lo o 


O O O A 

. .2380 








Seq. No. 


13704 








Seq. ID 


OJ991011_14 .0207.C3 


Gene No. 


29156 








Strand 




Start 


000 

OZOZ 








End 


14716 


Name 


ojyyiuii 14 


. U2U / 


.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


o 120 








End 


10594 


GI 


O T A O O 1 o 

2798213 








Score 


928 


Exons 


O 1 O A O /I CO 

8120 . . 84 b2 , 


O C 1 1 

ob / / 


. .8656, 


10509, 


. .10594 




Seq. No. 


13704 








Seq. ID 


OJ991011JL4 .0207.C3 


Gene No . 


29156 








Strand 




Start 


8282 








End 


14716 


Name 


OJ991011 14 


.0207 


.C3.o3. 


gs 


Method 


GENSCAN 


Start 


8282 








End 


14716 


GI 


none 








Score 


.67 


Exons 


8282. .8462, 


8577 


. .8656, 


10509, 


. .10620, 


11000. , 11134, 




13353. .13476, 14541. .14716 







14340 




Seq. No. 


13704 


Seq. ID 


OJ991011_ 


14.0207. 


.C3 


Gene No. 


29156 


Strand 








Start 


o2o2 


bna 


14 / lb 






Name 


OJ99luli_i4 . U2U i . Co . o J . gp 


Metnoa 


AA1 / CjAr 






Start 


13174 


End 


13/13 






GI 


A O C *5 C\ 1 

426391 


Score 


oUl 






Exons 


1 oi Tyi 1 TOT*; l^^c:^ 1 QTi "3 
1 jl / ^ . . IJZOO, IJJJJ. . 1j /lj 










Seq. No. 


13705 


Seq. ID 


OJ991011_ 


14.0207. 


.C4 


Gene No. 


29157 


Strand 








Start 


120 y 




Ol QQ 

<i / yo 






Name 


OJ991U11 14 . U2U i . C4 . oi . gs 


Metnoa 


r* r* m c r* t\ m 






Start 


1289 


End 


2 / yy 






GI 


none 


Score 


. 0 






Exons 


lOQG 1 TCI 1 Qftl 1 QC1 0*7/11 

12oy..l3b3, loUl . . Xybl, 2/41*. 


2 / yo 








Seq. No. 


13706 


Seq. ID 


OJ991011_ 


14.0207. 


.C5 


Gene No. 


29158 


Strand 


+ 






Start 


4 4 


bna 


O T £ 






Name 


a Torn m i nom o c _ i _ 

ujyyiun 14 . U2U / . . oi . gs 


Method 


bhNoL/\N 






Start 


4 4 


End 


3 / b 






GI 


none 


Score 


. 0 y 






Exons 


4 4. . 3 / o 










Seq. No. 


13706 


Seq. ID 


OJ991011_ 


14.0207, 


.C5 


Gene No. 


29159 


Strand 








Start 


1 O O T 

13o / 


bnd 


1 / b / 






Name 


OJyylUll 1 4 . U2U / . Co . o2 . gs 


Metnoa 








Start 


1387 


tr> « ^-3 

End 


1 / 0 / 






GI 


none 


Score 


. y3 






Exons 


TOOT 1 c /| n 1 r y| /- 1 

13o/..lo4y, 1d4d..1/d/ 










Seq. No. 


13 / (J / 


Seq. ID 


OJ991011_ 


1 h . U2 U / 


. Ld 


Gene No. 


291 bU 


Strand 


+ 






Start 


1 


End 


11720 






Name 


OJ991011 14 .0207.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


11720 






GI 


1658503 


Score 


135 






Exons 


1..63, 3658. .3808, 3970. .4375, 


6919.. 7093, 7465. 


. / oy b, 






7710. .7836, 11698. .11720 










GI Descrip. 


(U75467) Atu [Drosophila melanogaster ] 








Seq. No. 


13707 


Seq. ID 


OJ991011_ 


14.0207, 


.C6 


Gene No. 


29160 


Strand 


+ 






Start 


1 


End 


11720 






Name 


OJ991011 14 .0207.C6.ol.gp 


Method 


AAT/GAP 






Start 


161 


End 


1157 






GI 


none 


Score 


1422 






Exons 


161.. 325, 425.. 570, 700.. 1157 










beq. No. 


13707 


Seq. ID 


OJ991011_ 


1 4 H9D7 
If! . UZU / , 




Gene No. 


29160 


Strand 


+ 






Start 


1 


End 


11720 






Name 


OJ991011 14 .0207.C6.ol.gs 


Method 


GENSCAN 






Start 


257 


End 


11621 






GI 


none 


Score 


.7 






Exons 


257. .325, 425. .570, 700. .723, 


3561. .4272, 4844.. 


5202, 





14341 



5666. .5780, 6254. .6436, 6917. .7093, 7465.-7596, 7707. .7886, 
9225.. 9356, 10514 .. 10627 , 10716 1094 3, 11478.. 11621 



Seq. No. 13707 
Gene No. 29160 
Start 1 

Name OJ991011_14 . 0207 . C6 . ol . tm 

Start 4903 
GI none 

Exons 4903.. 5055, 4916.. 5194, 4949. 

5664.. 5780, 6254.. 6373, 6256. 
6373.-6465, 6410.. 6487, 6916. 
7464. .7547, 7465.-7596, 7466. 
7704.. 7904, 9230.. 9358, 9231. 
10746. .10784, 10752. .10805 



Seq. ID OJ991011_14 .0207.C6 

Strand + 

End 11720 

Method TBLASTX: Maize 

End 10805 

Score 108 

.5194, 5131. .5226, 5650. .5784, 
.6387, 6264.-6467, 6264.. 6443, 
.7092, 6917.. 7093, 6917.. 7093, 
.7597, 7467.-7595, 7688.. 7885, 
.9356, 10514. .10639, 10514 .. 10627 , 



Seq. No. 13707 

Gene No. 29160 

Start 1 

Name OJ991011_14 . 0207 . C6 . ol . ts 

Start 6931 

GI none 
Exons 



Seq. ID OJ991011_14 .0207.C6 

Strand + 

End 11720 

Method TBLASTX : Soybean 

End 7904 

Score 253 



6931.. 7092, 6932.. 7093, 6938.. 7093, 7465.. 7596, 7467.. 7595, 
7704. .7904, 7704. .7766, 7706. .7882 



Seq. No. 13707 Seq. ID 

Gene No. 29160 Strand 

Start 1 End 

Name OJ991011_14 . 0207 . C6 . o3 . gp Method 

Start 7465 End 

GI uC-osflcyp092ellbl Score 

Exons 7465.. 7597, 7707.. 7848 

GI Descrip. '1658503 3.0e-10 (U75467) Atu [Drosophila melanogaster] 1 



OJ991011_14.0207.C6 
+ 

11720 
AAT/GAP 
7848 
382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13707 Seq. ID 

29160 Strand 

1 End 

OJ991011_14 .0207.C6.o4 . gp Method 

7707, End 

59922 1.R1084 Score 



OJ991011_14.0207.C6 
+ 

11720 
AAT/GAP 
10877 
1052 
10716. .10877 



7707.. 7886, 9225.-9356, 10514 .. 10627 , 
'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 13708 Seq. ID 

Gene No. 29161 Strand 

Start 298 End 

Name OJ991011_14 . 0207 . C7 . ol . gp Method 

Start . 298 End 

GI 1969_2.R1084 Score 2432 

Exons 298.. 776, 853.. 940, 2002.. 2702 

GI Descrip. 1 4 7 53651/emb | CAB4 1927 . 1 1 1.0e-88 (AL049751) 
L13a like protein [Arabidopsis thaliana] ' 



OJ991011_14 .02.07. C7 
+ 

2702 
AAT/GAP 
2702 



ribosomal protein 



Seq. No. 
Gene No. 
Start 



13708 
29161 
298 



Seq. ID OJ991011_14 .0207 .C7 
Strand + 
End 2702 



14342 






Name 


OJ991011_ 


14 . 0207 ,C7 


.ol .gs 


Method 


GENSCAN 




Start 


317 






End 


2145 




GI 


none 






Score 


. 65 




Exons 


317 . .776, 


853 . . 940, 


2002. .2145 






Seq. No. 


13708 






Seq. ID 


OJ991011_14 . 0207 . C7 




Gene No. 


29161 






Strand 


+ 




Start 


298 






End 


2702 




Name 


OJ991011 


14 .0207. C7. 


. ol . np 


Method 


AAT/NAP 




Start 


388 






End 


2142 




GI 


6642654 






Score 


853 




Exons 


388. .776, 


853. .940, 


2002. .2142 






GI Descrip. 


(AC012395) putative 


60S ribosomal protein L13A [Arabidopsis 






thaliana] 












Seq. No. 


13708 






Seq. ID 


OJ991011_14 . 0207 .C7 




Gene No. 


29162 






Strand 






Start 


3388 






End 


3561 




Name 


OJ991011 


14 .0207. C7, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


382 






End 


2160 




GI 


none 






Score 


642 




Exons 


382 . . 792, 


384 . . 776, 


844 . . 942, 


851 . . 940, 


1996. .2160, 2001. .2153 


i. ~! 


Seq. No. 


13708 






Seq. ID 


OJ991011_14 . 0207 .C7 


rfi 


Gene No. 


29162 






Strand 




: : i ; 


Start 


3388 






End 


3561 


r-i 


Name 


OJ991011 


14 . 0207 .C7 . 


.ol.tc 


Method 


TBLASTX: Cress 


I .i 


Start 


384 






End 


937 




GI 


none 






Score 


620 


, 


Exons 


384 . .776, 


385 . . 792, 


844 . . 936, 


851. .937 




I Ll 


Seq. No. 


13708 






Seq. ID 


OJ991011_14 .0207.C7 




Gene No. 


29162 






Strand 




Q 


Start 


3388 






End 


3561 


Vi 


Name 


OJ991011 


14 . 0207 ,C7 , 


. ol . tw 


Method 


TBLASTX: Wheat 


h 33 


Start 


385 






End 


776 




GI 


none 






Score 


646 




Exons 


"3 ft c 11 A 
JO J . . / / f± , 


o ft 7 11 £ 
JO/.. / / O 










Seq. No. 


13708 






Seq. ID 


OJ991011_14.0207.C7 




Gene No. 


29162 






Strand 






Start 


3388 






End 


3561 




Name 


OJ991011 


14. 0207. C7. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


387 






End 


2172 




GI 


none 






Score 


41 




Exons 


387. .410, 


388. .417, 


403. .792, 


423. .776, 


844. .942, 851. .940, 






906. .944, 


907. .945, 


1996. .2172 


!, 2001.. 2150 




Seq. No. 


13708 






Seq. ID 


OJ991011_14.0207.C7 




Gene No. 


29162. 






Strand 








3388 






End 


3561 




Name 


OJ991011 


14 .0207. C7. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


853 






End 


2172 




GI 


none 






Score 


160 




Exons 


853. .942, 


854 . . 940, 


906. . 944, 


907. .945, 


1996. .2172, 2001. .2150 




Seq. No. 


13708 






Seq. ID 


OJ991011_14.0207.C7 



14343 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
i.=i GI Descrip. 

m 

Q Seq. No. 

Lj Gene No. 

Q Start 

];;; Name 

! lJ Start 

U? Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29162 
3388 

OJ991011_14.0207.C7.o2.tc 

1996 

none 

1996.. 2148, 2001.. 2144 

13708 
29162 
3388 

OJ991011_14.0207.C7.o2.gs 

3388 

none 

3388. .3561 

13709 
29163 
1 

OJ991011_14 .0207.C8.ol.np 
1 

6041800 



Strand 
End 

Method 

End 

Score 



3561 

TBLASTX: Cress 

2148 

190 



Seq. ID OJ991011_14.0207.C7 
Strand 

End 3561 

Method GENSCAN 

End 3561 

Score .79 



Seq. ID OJ991011_14.0207.C8 
Strand 

6427 
AAT/NAP 
3590 
357 



End 

Method 
End 
Score 

1..434, 1470. .1739, 2048. .2521, 2593. .2852, 2955. .3097, 

3149. .3310, 3347. .3395, 3459. .3590 

(AC009755) unknown protein [Arabidopsis thaliana] 

gi|6513917|gb|AAF14821.1|AC011664_3 (AC011664) unknown protein 

[Arabidopsis thaliana] 



Seq. ID OJ991011_14 .0207.C8 
Strand 

End 6427 

Method AAT/NAP 

End 5266 

Score 363 
,2521, 2593. .2852, 2955. 



13709 
29163 
1 

OJ991011JL4 . 0207 . C8 . o2 . np 
57 

6041800 

57. .434, 1470. . 1739, 2048. 
3149. .3310, 3347. .3395, 3459. .4096, 5099. .5266 

(AC009755) unknown protein [Arabidopsis thaliana] 
gi|6513917|gb|AAF14821.1|AC011664_3 (AC011664) unknown protein 

[Arabidopsis thaliana] 



,3097, 



13709 
29163 
1 

OJ991011_14 .0207.C8.ol.gs 
95 

none 



Seq. ID OJ991011_14.0207.C8 
Strand 

End 6427 

Method GENSCAN 

End 6427 

Score .82 



95. .630, 1613. .1763, 2057. .4153, 4248. .4315, 5116. .5284, 
5417. .5474, 5476. .5579, 6272. .6427 



13709 
29164 
10715 

OJ991011_14 .0207.C8-.ol.ts 

164 

none 

164. .457, 297. .455 



Seq. ID OJ991011_14.0207.C8 
Strand 

End 14675 

Method TBLASTX : Soybean 

End 457 

Score 115 



Seq. No, 



13709 



Seq. ID OJ991011_14.0207.C8 



14344 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



29164 Strand 
10715 End 

OJ991011_14.0207.C8.o4.tm ... Method 
207 End 
none Score 



14675 

TBLASTX: Maize 

609 

115 



207. .350, 209. .358, 210. .350, 345. .485, 345. .476, 347. .529, 
470. .571, 471. .578, 477. .608, 478. .609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13709 
29164 
10715 

OJ991011_14 . 0207 . C8 . o2 . tm 

1614 

none 



Seq. ID OJ991011_14.0207.C8 
Strand 

End 14675 

Method TBLASTX : Mai ze 

End 2728 

Score 63 



1614. .1700, 1615. .1686, 1623. .1703, 1704. .1763, 1707. .1772, 
2036. .2173, 2054. .2134, 2147. .2233, 2150. .2269, 2175. .2267, 
2258.-2677, 2259. .2642, 2651. .2719, 2651. .2728, 2703. .2726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13709 
29164 
10715 

OJ991011_14 .0207.C8 .ol.tm 

2945 

none 



Seq. ID OJ991011_14.0207.C8 
Strand 

End 14675 

Method TBLASTX : Mai ze 

End 3718 

Score - 65 



2945. .3061, 2994. .3044, 3085 .. 3195,- 3085 .. 3288 , 3089. 



3090.. 3266, 3332.. 3655, 3333. 
3650.. 3700, 3650.. 3718 

13709 
29164 
10715 

OJ991011_14 . 0207 . C8 . o5 . tm 

3735 

none 



3440, 3347. .3661, 3352. 



,3346, 
,3660, 



Seq. ID OJ991011_14 .0207 .C8 



Strand 
End 

Method 

End 

Score 



14675 

TBLASTX: Maize 

4162 

129 



3735.. 3875, 3737.. 3889, 3738.. 3878, 3823.. 3900, 3923.. 4000, 
3924. .4049, 3931. .4113, 4103. .4162, 4103. .4162 



Seq. No. 13709 
Gene No. ' 29164 
Start 10715 

Name OJ991011_14 . 0207 . C8 . o3 . tm 

Start 10697 
GI none 
Exons 10697. 

10974 . 

11133. 



,10873, 10707. .10886, 
,11033, 10975. .11037, 
,11225, 11134. .11322 



-Seq. ID ; OJ99101 1_14 . 0207 . C8 
Strand 

End 14675 

Method TBLASTX : Mai ze 

End 11322 

Score 112 
10724. .10882, 1094 7 .. 11036, 
11002. .1104 0, 11130. .11321, 



Seq. No. 13709 

Gene No. 29164 

Start 10715 

Name OJ991011JL4 . 0207 . C8 . o2 . gs 

Start 10715 

GI none 

Exons 10715. 

13562. 



10881, 11542, 
13602, 13838. 



,11653, 
,14195, 



Seq. ID 

Strand 
End 

Method 

End 

Score 
11919. .12778, 
14517. .14615 



OJ991011 14. 0207. C8 



14675 
GENSCAN 
14615 
.67 

13141 , 



13488, 



Seq. No. 



13709 



Seq. ID OJ991011_14 .0207 .C8 



14345 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29164 Strand 

10715 End 14675 

OJ991011_14 .0207.C8.ol.gp Method AAT/GAP 

10724 End 11272 

uC-osflM202066g04bl Score 616 

10724. .10881, 10976. .11036, 11142. .11272 

'4538948/emb|CAB39684.1| 5.0e-37 (AL049483) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


13709 




Seq. ID 


OJ991011_14 .0207, 


. Co 


Gene No. 


29164 




Strand 






Start 


10715 




End 


14675 




Name 


OJ991011 14. 0^0/. Co. 


o 3 . np 


Method 


AAT/NAP 




Start 


10730 




End 


14675 




GI 


4538948 




Score 


307 




Exons 


10730 .. 10881, 10976. 


. 11036, 


11142. . 11327, 11542. .11675, 






11863 .. 12012, 12460. 


. 12755, 


13301. .13507, 14593. .14675 




GI Descrip. 


(AL049483) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


lo /uy 




Seq. ID 


OJ991011_14 .0207, 


r*o 
. lo 


Gene No. 


29164 




Strand 






Start 


10715 




End 


14675 




Name 


OJ991011 14. 0207. C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10733 




End 


11192 




GI 


none 




Score 


62 




Exons 


10733. .10882, 10974. 


.11036, 


11130... 11192 




Seq. No. 


13709 




Seq. ID 


OJ991011_14 .0207 


.C8 


Gene No. 


29164 




Strand 






Start 


10715 




End 


14675 




Name 


OJ991011 14. 0207. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10759 




End 


11180 




GI 


none 




Score 


158 




Exons 


10759. .10881, 10760. 


.10882, 


10947. . 11033, 10975. .11034, 






10975. .11034, 10976. 


.11038, 


11145. .11174, 11145. .11180, 





11150. .11176 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



13709 
29164 
10715 

OJ991011_14 .0207 .C8.o2.gp 
10976 

uC-osflM202066g04bl 
10976. .11036, 11142 
' 4 538948/emb | CAB39684 . 1 | 
[Arabidopsis thaliana] 1 

13710 
29165 
395 

OJ991011_14 .0207. C10. ol.gs 
395 
none 

395. .608, 625. .799, 2023. .2179, 2776. 
6538. .7452 



OJ991011 14. 0207. C8 



14675 
AAT/GAP 
11471 
434 

11382, 11447.. 11471 

5.0e-37 (AL049483) putative protein 



Seq. ID OJ991011_14 .0207. C10 



Strand 
End 

Method 

End 

Score 



+ 

7581 
GENSCAN 
7452 
.5 

.2964, 5080. .6432, 



Seq. No. 



13710 



Seq. ID OJ991011_14. 0207. C10 



14346 




Gene No. 


29165 




Strand 


+ 




Start 


395 




End 


7581 




Name 


OJ991011_14 . 0207 .CIO .ol 


.np 


Method 


AAT/NAP 




Start 


5329 




End 


7389 




GI 


2832637 




Score 


428 




Exons 


5329. .5756, 5847 6147, 


6184. .7389 






GI Descrip. 


(AL021711) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


13710 




Seq. ID 


OJ991011_14 


.0207. C10 


Gene No. 


29165 




Strand 


+ 




Start 


395 




End 


7581 




Name 


OJ991011_14 . 0207 ,C10 .o2 


. gp 


Method 


AAT/GAP 




Start 


6803 




End 


7054 




GI 


2442703 




Score 


450 




Exons 


6803. .7054 










Seq. No. 


13710 




Seq. ID 


OJ991011_14 


.0207. C10 


Gene No. 


29165 




Strand 


+ 




Start 


395 




End 


7581 




Name 


OJ991011 14 .0207. C10. o3 


• gp 


Method 


AAT/GAP 




Start 


7309 




End 


7581 




GI 


3762973 




Score 


477 




Exons 


7309. .7581 










Seq. No. 


13710 




Seq; ID 


OJ991011 14 


.0207 .C10 


Gene No. 


29166 




Strand 


+ 




Start 


9099 




End 


9176 




Name 


OJ991011 14. 0207. C10. o2 


. np, 


Method 


AAT/NAP 




Start 


9099 


End 


9176 




GI 


6630699 




Score 


86 




Exons 


9099. . 9176 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 |dbj IBAA8 9566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


13710 




Seq. ID 


OJ991011_14 


.0207. C10 


Gene No. 


29167 




Strand 


+ 




Start 


11201 




End 


12545 




Name 


OJ991011 14 .0207. C10. o4 


.np 


Method 


AAT/NAP 




Start* 


11201 




End 


12545 




GI 


6630699 




Score 


88 




Exons 


11201. .11255, 124 62. .1254 5 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 | dbj IBAA89566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


13710 




Seq. ID 


OJ991011_14 


.0207. C10 


Gene No. 


29168 




Strand 


+ 




Start 


12682 




End 


13138 




Name 


OJ991011 14. 0207. C10. o5 


. np 


Method 


AAT/NAP 




Start 


12682 




End 


13138 




GI 


6539570 




Score 


166 




Exons 


12682. .12876, 13070. .13138 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 





Seq. No. 13710 Seq. ID OJ991011_14 . 0207 . C10 

Gene No. 29169 Strand + 



14347 



Q 4- a y-4- 


1 1 Q4 n 

1 / j 4 U 


End 


20331 




Name 


H1 1 14 0907 PI 0 


Method 


GENSCAN 






l / yiu 


End 


20331 




P T 
Lil 


none 


Score 


.71 




Exons 


17Q40 17QQ1 1Q717 1QR49 

1 / ;? 4 U . • ± I y y ± f 15(1/ • . 1304^/ 


20225. .20331 




Seq. No. 


13710 


Seq. ID 


OJ991011_14.0207, 


.C10 


Gene No. 


29*170 


Strand 


- 




Cf ~> 

OLdi u 


ft 97 1 

O Z / 1 


End 


9283 




Name 


UJyyiUll 14 . UtU / .LIU . .gs 


Method 


GENSCAN 






Q 97 1 


End 


9283 




P T 


none 


Score 


.48 




HiXons 


P971 0^44 qnnfi Ql^^ Q"l ^ 
o <d / 1 . . O .3 4 4 , jUUD. . jIjj/ 31 jj 


. .9283 






Oon KT ^\ 


13710 


Seq. ID 


OJ991011_14.0207. 


pi n 
,L1U 




29171 


Strand 






Start 


9316 


End 


14070 




Name 


OJ991011 14 .0207. CIO. o3.np 


Method 


AAT/NAP 




Start 


9316 


End 


12407 




GI 


5922620 


Score 


352 




Exons 


9316. .9446, 10824 10907 , 10946 11302, 


12197. .12407 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 





gi| 6016853 |dbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a" region of 


the predicted gene.; 


hypothetical 




protein [Oryza sativa] 










Seq. No. 


13710 


Seq. ID 


OJ991011 


_14.0207 


.C10 


Gene No. 


29171 


Strand 








Start 


9316 


End 


14070 






Name 


OJ991011 14.0207.C10.o3.gs 


Method 


GENSCAN 






Start 


10674 


End 


11641 






GI 


none 


Score 


.64 






Exons 


10674. .10833, 10939 .. 11323, 


11344. .11641 






Seq. No. 


13710 


Seq. ID 


OJ991011 


_14 .0207 


.C10 


Gene No. 


29171 


Strand 








Start 


9316 


End 


14070 






Name 


OJ991011 14.0207.C10.o4.gs 


Method 


GENSCAN 






Start 


12019 


End 


14070 






GI 


none 


Score 


.48 






Exons 


12019. .12083, 12168. .12192, 


12238. .12432, 12456 


. .12539, 






12 691. .12796, 13503. .13609, 


14038. .14070 






Seq. No. 


13710 


Seq. ID 


OJ9910U 


_14.0207 


.C10 


Gene No. 


29171 


Strand 








Start 


9316 


End 


14070 






Name 


OJ991011 14.0207.C10.o4.gp 


Method 


AAT/GAP 






Start 


12453 


End 


12897 






GI 


LIB34 7 9-006-Q6-K1-B11 


Score 


627 






Exons 


12453. . 12897 










GI Descrip. 


'5734616/dbj | AP000391 . 1 | AP000391 1 . Oe- 


110 Oryza 


sativa 


genomic 




DNA, chromosome 6, clone : P0538C01 ' 








Seq. No. 


13710 


Seq. ID 


OJ991011_ 


_14 .0207 


.C10 


Gene No. 


29172 


Strand 








Start 


22114 


End 


22535 







14348 




Name 


OJ991011 14 . 0207 . CIO . ol . tm 


Method 


TBLASTX: Maize 


Start 


5802 


End 


6138 




GI 


none 


Score 


66 




Exons 


5802.. 5864, 5803.. 5880, 5815 


..5865, 5893.. 6048, 


otjyj . . oU4 / , 




6055.. 6138, 6068.. 6115 








Seq. No. 


13710 


Seq. ID 


OJ991U11 


_14. 0207. C10 


Gene No. 


29172 


Strand 






Start 


22114 


End 






Name 


OJ991011_14 .0207 .C10. o6.gs 


Method 


GENSCAN 




Start 


22114 


End 


22535 




GI 


none 


Score 


.84 




Exons 


22114 .. 22160, 22413. .22535 








Seq. No. 


13711 


Seq. ID 


OJ991011 


14 . UzU / . CI 1 


Gene No. 


29173 


Strand 


+ 




Start 


2140 


End 


8511 




Name 


OJ991011 14.0207.Cll.ol.gp 


Method 


AAT/GAP 




Start 


2140 


End 


8511 




GI 


14 1.R1084 


Score 


2432 




Exons 


2140. .2448, 4865. .4943, 6278 


..6342, 6492. .6591, 


6967. .7008, 




7145. .7186, 7698. .7861, 8017 


. .8511 






GI Descrip. 


, 5295984/dbj IBAA81883.1 | 1.0e-105 (AB003325) MADS box-like 




protein [Oryza sativa] 1 








Seq. No. 


13711 


Seq. ID 


OJ991011 


14 . 0207 . Cll 


Gene No. 


29173 


Strand 


+ 




Start 


2140 


End 


8511 




Name 


OJ991011 14.0207.Cll.ol.gs 


Method 


GENSCAN 




Start 


2264 


End 


8216 




GI 


none 


Score 


.54 




Exons 


2264. .2600, 3965. .4124, 4865 


..4943, 5637.. 5723, 


6492. . 6591, 




7121. .7186, 7663. .7861, 8017 


..8086, 8145.. 8216 




Seq. No. 


13711 


Seq. ID 


OJ991011 


_14 .0207. Cll 


Gene No. 


29173 


Strand 


+ 




Start 


2140 


End 


8511 




Name 


OJ991011 14.0207.Cll.ol.np 


Method 


AAT/NAP 




Start 


2264 


End 


8140 




GI 


5295984 


Score 


1140 




Exons 


2264. .2448, 4865. .4943, 6278 


..6342, 6492. .6591, 


6967. .7008, 




7145. .7186, 7698. .7861, 8017 


. .8140 






GI Descrip. 


(AB003325) MADS box-like protein [Oryza sativa] 




Seq. No. 


13711 


Seq. ID 


OJ991011 


_14. 0207. Cll 


Gene No. 


29174 


Strand 


+ 




Start 


16466 


End 


21505 




Name 


OJ991011 14.0207.Cll.o4.gs 


Method 


GENSCAN 




Start 


16466 


End 


21505 




GI 


none 


Score 


.44 






16466. .16566,' 16658 .. 16856, 


16993. .17108, 18858 


. .18960, 




19551. . 19694, 20540 .. 20635, 


20773. .21046, 21396 


. .21505 


Seq. No. 


13711 


Seq. ID 


OJ991011 


_14. 0207. Cll 


Gene No. 


29174 


Strand 






Start 


16466 


End 


21505 




Name 


OJ991011 14.0207.Cll.o2.gp 


Method 


AAT/GAP 





14349 



Start 18973 End 19065 

GI LIB3477-003-P1-K1-E9 Score 117 

Exons 18973. .19065 

GI Descrip. 1 24 98586/sp | Q40638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 13711 Seq. ID 

Gene No. 29174 Strand 

Start 16466 End 

Name OJ991011_14 . 0207 . Cll . o3 . gp Method 

Start 19107 End 

GI 4879971 Score 

Exons 19107. .19211 



OJ991011_14 .0207. Cll 
+ 

21505 
AAT/GAP 
19211 
134 





Seq. No. 


13711 


Seq. ID 


OJ991011_14 .0207. Cll 




Gene No. 


29174 


Strand 


+ 




Start 


16466 


End 


21505 




Name 


OJ991011 14.0207.Cll.o4.np 


Method 


AAT/NAP 




Start 


19584 


End 


21060 




GI 


2829898 


Score 


384 




Exons 


19584. .19694, 20540 20635, 


20773. .21060 


L If 


GI Descrip. 


(AC002311) Hypothetical protein [Arabidopsis thaliana] 


. c i 


Seq. No. 


13711 


Seq. ID 


OJ991011JL4. 0207. Cll 


rri 
, ( . i 


Gene No. 


29175 


Strand 


+ 


! : ! E 


Start 


22157 


End 


22560 


t 


Name 


OJ991011 14.0207.Cll.o5.gs 


Method 


GENSCAN 


Q 


Start 


22157 


End 


22560 


! i! 

?t 


GI 


none 


Score 


.55 




Exons 


22157. .22382, 22493. .22560 






fi! 


Seq. No. 


13711 


Seq. ID 


OJ991011_14 .0207. Cll 




Gene No. 


29176 


Strand 






Start 


11273 


End 


12352 




Name 


OJ991011 14.0207.Cll.o2.gs 


Method 


GENSCAN 


!.-='.- 


Start 


11273 


End ' 


12322 


"t St 


GI 


none 


Score 


.78 


□ 


Exons 


11273.. 12322 






r'i 


Seq. No. 


13711 


Seq. ID 


OJ991011_14. 0207. Cll 




Gene No. 


29176 


Strand 






Start 


11273 


End 


12352 




Name 


OJ991011 14.0207.Cll.o2.np 


Method 


AAT/NAP 




Start 


11285 


End 


12352 




GI 


2181186 


Score 


824 




Exons 


11285. .12352 








GI Descrip. 


(X97323) outward rectifying potassium 


channel KCOl [Arabidopsis 






thaliana] gi | 2230761 | emb | CAA69158 | (Y07825) kcol [Arabidopsis 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13711 

29177 

13260 

OJ991011 

2254 

none 



14.0207.Cll.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_14 .0207. Cll 
15460 

TBLASTX: Maize 

2479 

281 



14350 




Exons 


2254 . .2454, 2279 


. .2479 










Seq. No. 


13711 






Seq. ID 


OJ991011_14.0207. 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.o3. 


. ts 


Method 


TBLASTX : Soybean 




Start 


2260 . 






End 


6343 




GI 


none 






Score 


255 




Exons 


2260. .2445, 2276 


. .2446, 


4866 


..4943, 6262. .6330, 6275. .6343 


Seq. No. 


13711 






Seq. ID 


OJ991011_14.0207, 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.o4 . 


, tc 


Method 


TBLASTX: Cress 




Start 


2263 






End 


4931 




GI 


none 






Score 


256 




Exons 


2263. .2445, 2276 


. .2446, 


4866 


. .4931 






Seq. No. 


13711 






Seq. ID 


OJ991011_14.0207 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2276 






End 


6590 




GI 


none 






Score 


257 




Exons 


2276. .2446, 2278 


. . 2448, 


4866 


..4943, 4866. .4943, 4867. .4944, 




4898. .4948, 6275 


. . 6343, 


6276 


. .6353, 6277. .63.36, - 64 8 9. .6590, 




6495 . . 6590 












Seq. No. 


13711 






Seq. ID 


OJ991011_14.0207 


.Cll 


Gene No . 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


11300 






End 


12136 




GI 


none 






Score 


146 




Exons 


11300. .11722, 11490. .11723, 


11519. .11704, 11834. .12136, 






11856. .12086 












Seq. No. 


13711 






Seq. ID 


OJ991011_14 .0207 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


11306 






End 


12028 




GI 


none 






Score 


193 




Exons 


11306. .11824, 11490. .11828, 


11834. .11992, 11835. .11990, 






11978. .12028 












Seq. No. 


13711 






Seq. ID 


OJ991011_14 .0207 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 




Name 


OJ991011 14.0207 


.Cll.o2, 


.ts 


Method 


TBLASTX : Soybean 




Start 


11384 






End 


11626 




GI 


none 






Score 


68 




Exons 


11384. .11626, 11511. .11621 








Seq. No. 


13711 






Seq. ID 


OJ991011_14 .0207 


.Cll 


Gene No. 


29177 






Strand 






Start 


13260 






End 


15460 





14351 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



OJ991011_14 .0207.Cll.o3.gs 

13260 

none 

13260. .13425, 14 4 43 .. 14 954 , 



Method GEN SCAN 
End 15424 
Score .4 
15059. .15424 



13711 
29177 
13260 

OJ991011_14 .0207.Cll.o2.tc 
14406 
none 

14406. .14450, 144 57 .. 14 525 , 14458 .. 14526, 14607 
14608. .14754, 14823 .. 14 8 91 , 14895 15002, 14944 
15002. .15067, 15002. .15067, 15137 15211, 15221 
15237. .15335 



Seq. ID OJ991011JL4 .0207. Cll 
Strand 

15460 

TBLASTX: Cress 
15343 
79 



End 

Method 

End 

Score 



14774, 
15012, 
15343, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13711 
29177 
13260 

OJ991011_14 .0207.Cll.ol.ts 

14409 

none 

14409. .14450, 14457 14525, 
14904. .14999, 15014 .. 15067 , 

13711 
29177 
13260 

OJ991011_14.0207.Cll.o2.tm 

14409 

none 

14409. .14453, 14 4 13 .. 14 4 4 8 , 
14568. .14606, 14 613 .. 14747 , 
14904 . .14999, 14 944 .. 15000, 
15140. .15247, 15212. .15325, 
15370. .15435 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 14.0207.C11 



15460 

TBLASTX : Soybean 
15358 
91 

14568. .14750, 14823 .. 14900, 
15149. .15358, 15237. .15356 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14457 

14641 

14999 

15249 



OJ991011 14.0207.C11 



15460 

TBLASTX: Maize 
15435 
38 

14525, 14467. .14529, 
14694, 14823. .14909, 
15088, 15005. .15082, 
15323, 15258. .15362, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



13711 Seq. ID 

29177 Strand 

13260 End 

OJ991011_14 . 0207 . Cll . o3 . np Method 

14409 End 

2224810 Score 
14409. .15460 

(Z97022) cysteine proteinase [Hordeum vulgare] 



OJ991011_14. 0207. Cll 

15460 
AAT/NAP 
15460 
784 



13711 Seq. ID 

29177 Strand 

13260 End 

OJ991011_14 .0207. Cll. ol.tw Method 

14475 End 

none Score 



OJ991011_14. 0207. Cll 
15460 

TBLASTX: Wheat 

15343 

73 



14475. .14525, 14568 .. 14 603, 14 82 6 14897 , 14 88 9 14 999, 
14913. .15002, 15014. .15067, 15146. .15343 



13711 
29178 



Seq. ID OJ991011_14. 0207. Cll 
Strand 



14352 



Start 
Name 
Start 
GI 

Exons 



19554 End 

OJ991011_14. 0207. Cll. o3.tc Method 

19554 End 

none Score 



21048 

TBLASTX : Cress 

21048 

97 



19554. .19694, 20534 20638 , 20776 2104 8, 20782 .. 20871 , 
20811. .21047, 20953.. 21048 



Seq. No. 13711 
Gene No. 29178 
Start 19554 

Name OJ991011_14 . 0207 . Cll . o4 . tm 

Start 19560 
GI none 

Exons 19560. .19685, 19583 .. 19675, 

20771. .20821, 20773 .. 208 68 , 
20901. .21044 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 14. 0207. Cll 



21048 

TBLASTX: Maize 
21045 
120 

20528. .20635, 20764 20865, 
20854. .21039, 20869 .. 2104 5, 



i kt 



hit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13712 
29179 
1392 

OJ991011_14 .0207.C12.o2.tm 
1334 



none 
1334. 
1697. 
1917. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1384, 1345.. 1401, 1429.. 1578, 1430.. 1582, 14'31 
1801, 1733. .1801, 1914. .2012, 1916. .2014, 1916 
2015, 1993.. 2184, 2000.. 2191, 2001.. 2192, 2002 



OJ991011_14.0207.C12 
+ 

7397 

TBLASTX: Maize 
2192 
38 



.1583, 
.2014, 
.2190 



13712 
29179 
1392 

OJ991011_14 .0207.C12.ol.gp 
1392 

uC-osflcypl20e06bl 
1392.. 1582, 1700.. 1795, 1919 
'2829898 3.0e-35 (AC002311 
thaliana] ' 



OJ991011_14 .0207.C12 
+ 

7397 
AAT/GAP 
2173 
1019 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2173 

Hypothetical protein [Arabidopsis 



Seq. No. 13712 
Gene No. 29179 
Start 1392 

Name OJ991011_14 . 0207 . C12 . ol . gs 

Start 1446 
GI none 

Exons 1446.. 1582, 1664.. 1795, 1919. 

3422.. 3539, 3723.. 3804, 3912. 
5458.. 5589, 6179.. 6244, 6716. 



.Seq. ID OJ991011_14.0207.C12 
Strand + 
End 7397 
Method GENSCAN 
End 7022 
Score .76 

.2153, -2770. .2870, 3134. .3337, 
.3999, 4113. .4271, 4998. .5171, 
.6780, 6931.. 7022 



Seq. No. 13712 

Gene No. 29179 

Start 1392 

Name OJ991011_14 . 0207 . C12 . o2 . ts 

Start 1462 

GI none 

Exons 1462.. 1563, 1469.. 1582, 1697. 

1908. .1988, 1913. .2080, 1913, 



Seq. ID OJ991011_14.0207.C12 

Strand + 

End 7397 

Method TBLASTX : Soybean 

End 2083 

Score 123 

.1777, 1698. .1751, 1733. .1795, 
.2083 



Seq. No. 



13712 



Seq. ID OJ991011_14.0207.C12 



14353 



Gene No. 29179 
Start 1392 

Name OJ991011_14 . 0207 . C12 . o2 . tc 

Start 1471 
GI none 

Exons . 1471.. 1581, 1472.. 1582, 1733. 
2029.. 2193 



Strand 
End 

Method 

End 

Score 



+ 

7397 

TBLASTX: Cress 

2194 

124 



1798, 1922. .2194, 1922. .2146, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13712 Seq. ID 

29179 Strand 

1392 End 

OJ991011_14 .0207.C12.ol.np Method 

1472 End 

5902395 Score 



OJ991011_14.0207.C12 
+ 

7397 

. AAT/NAP 
2206 
400 



1472. .1582, 1700. .1795, 1919. .2206 

(AC008148) Hypothetical protein [Arabidopsis thaliana] 



OJ991011_14 .0207.C12 
+ 



13712 Seq. ID 

29179 Strand 
1392 End 
OJ991011_14.0207.C12.o2.np Method 
3155 End 
6175148 Score 

3155. .3337, 3422. .3539, 3723. .3804, 3912. .3999, 4113. .4271, 
4998. .5171, 5458. .5589, 6179. .6244, 6716. .6780, 6931. .7022, 
7114. .7397 

(AC010796) putative alanine aminotransferase [Arabidopsis 
thaliana] gi | 6453899 | gb | AAF09082 . 1 | AC011663_18 (AC011663) 
putative alanine aminotransferase [Arabidopsis thaliana] 



7397 
AAT/NAP 
7397 
1575 

3912. .3999, 4113. 
6716. .6780, 6931. 



Seq. No. 13712 
Gene No. 29179 
Start 1392 

Name OJ991011_14 . 0207 . C12 . ol . tm 

Start 3161 
GI none 

Exons 3161.. 3340, 3205.. 3339, 3419. 

3721. .3819, 3722. .3802, 3898. 
3911.. 3961 



Seq. ID OJ991011_14.0207.C12 

Strand + 

End 7397 

Method TBLASTX : Maize 

End 3961 

Score 307 

.3541, 3443. .3541, 3720. .3794, 
.3960, 3900.. 3959, 3904.. 3960, 



Seq. No. 13712 
Gene No. 29179 
Start 1392 

Name OJ991011_14 . 0207 . C12 . ol . ts 

Start 3164 
GI none 

Exons 3164.. 3340, 3211.. 3339, 3421. 

3722. .3802, 3726. .3803, 3885. 
3909. .3998, 4112. .4276, 4113. 
5455. .5595, 5457. .5585, 6174. 
6716. .6778, 6928. .7029, 6929. 
7113. .7208 



Seq. ID OJ991011__14.0207.C12 

Strand + 

End 7397 

Method TBLASTX : Soybean 

End 7208 

Score 281 

.3540, 3443. .3541, 3721. .3819, 
.3998, 3904.. 4002, 3905.. 4003, 
.4283, 4997. .5197, 4998. .5192, 
.6230, 6176. .6247, 6178. .6240, 
.7024, 6950. .7033, 7109. .7207, 



Seq. No. 13712 

Gene No. 29179 

Start 1392 

Name OJ991011 14 . 0207 . C12 . ol . tc 



Seq. ID OJ991011_14.0207.C12 

Strand + 

End 7397 

Method TBLASTX : Cress 



14354 



Start 
GI 

Exons 



3263 End 6255 

none Score 113 

3263. .3340, 3265. .3351, 3421. .3540, 3443. .3541, 3719. .3802, 

3721. .3819, 3722. .3802, 3885. .3998, 3898. .3999, 3904. .4002, 

4112. .4276, 4113. .4283, 4997. .5173, 4998. .5183, 5404. .5493, 

5485.-5595, 5487.. 5591, 6176. .6253, 6181.. 6255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13712 Seq. ID 

29179 Strand 

1392 End 

OJ991011__14 . 0207 . C12 . o2 . gp Method 

3959 End 

1453 1.R1084 Score 



OJ991011_14 .0207.C12 
+ 

7397 
AAT/GAP 
7207 
1453 



3959. .3999, 4113. .4271, 4998. .5171, 5458. .5589, 6179. .6244, 
6716. .6780, 6931. .7022, 7114. .7207 

1 1353352 1.0e-lll (U31975) alanine aminotransferase 
[Chlamydomonas reinhardtii] ' 



Seq. ID OJ991011_14.0207.C12 
Strand + 
End 7397 
Method TBLASTX : Mai ze 
End 7208 
Score 106 
4186, 4112. .4273, 4113. .4274, 4860. .4916,, 
5192, 5455. .5595, 5457. .5585, 6165. .6245, 
6255, 6178. .6243, 6715. .6780, 6716. .6778, 
6780, 6928. .7023, 6928. .7029, 6929. .7024, 



13712 
29179 
1392 

OJ991011 JL4 . 0207 . C12 . o3 . tm 
4111 
none 

4111. .4272, 4112 
4997. .5197, 4998 
6176. . 6247, 6178 
6716. . 6784, 6718 
6929. .7042, 6960. .7043, 7109. .7207, 7112. .7207, 7113. .7208 



Seq. No. 13712 

Gene No. 29179 

Start 1392 

Name OJ991011_14 . 0207 . C12 . o3 . tc 

Start 6715 

GI none 

Exons 6715.. 6780, 6716.. 6778, 6923. 

7113. .7208, 7119. .7202 



Seq. ID OJ991011JL4 .0207.C12 

Strand + 

End 7397 

Method TBLASTX : Cress 

End 7208 

Score 91 

.7033, 6928. .7077, 6929. .7024, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13713 Seq. ID 

29180 Strand 

1 End 
OJ991011_14 . 0207 . C13 . ol . np Method 

1 End 

1199778 Score 
1. .228 

(D83225) peroxidase [Populus nigra] 

13713 Seq. ID 

29180 Strand 

1 End 
OJ991011_14 . 0207 . C13 . ol . gs Method 

17 End 

none Score 
17. .261 



OJ991011JL4 .0207.C13 
261 

AAT/NAP 

228 

103 



OJ991011_14 .0207.C13 
261 

GENSCAN 

261 

1 



Seq. No. 



13714 



Seq. ID OJ991011_14 .0207.C15 



14355 



Gene No. 29181 Strand 

Start 48 End 579 

Name OJ991011_14 . 0207 . C15 . ol . gs Method GEN SCAN 

Start 48 End 548 

GI none Score .49 

Exons 48..S48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13714 
29181 
48 

OJ991011_14.0207.C15.ol.tc 
81 

none 

81. .170, 228. .347, 387. .503 

13714 
29181 
48 

OJ991011_14 .0207. CIS. ol.ts 
81 

none 

81. .161, 219. .377, 298. .342, 387.. 503, 391. .504 



Seq. ID OJ991011JL4 .0207.C15 
Strand 

End 57 9 

Method TBLASTX: Cress 

End 503 

Score 100 



Seq. ID OJ991011_14 .0207.C15 

Strand - * 

End 579 

Method TBLASTX : Soybean 

End 504 

Score 4 9 



Seq. No. 13714 

Gene No. 29181 

Start 48 

Name OJ991011_14 . 0207 . C15 . ol . np 

Start 150 

GI 4884524 

Exons 150.. 579 

GI Descrip. (AB027427) class III chitinase homologue (OsChib3H-h) [Oryza 
sativa] 



Seq. ID OJ991011_14.0207.C15 
Strand 

End 579 

Method AAT/NAP 

End 579 

Score 640 



Seq. No. 13714 

Gene No. 29181 

Start 48 

Name OJ991011_14 . 0207 . C15 . ol . tm 

Start 228 

GI ^ none 
Exons 



Seq. ID OJ991011_14.0207.C15 
Strand 

End 579 

Method TBLASTX : Mai ze 

End 500 

Score 132 



228. .290, 291. .398, 295. .387, 390. .500, 391. .498 



Seq. No. 13714 

Gene No. 29181 

Start 48 

Name OJ991011_14 . 0207 . C15 . ol . tw 

Start 291 

GI none 
Exons 



Seq. ID OJ991011_14.0207.C15 
Strand 

End 579 

Method TBLASTX : Wheat 

End 500 

Score 110 



291. .392, 295. .378, 396. .500, 397. .495 



Seq. No. 13715 

Gene No. 29182 

Start 84 

Name OJ991011_14 . 0207 . C16 . ol . gs 

Start 84 

GI none 

Exons 84.. 292 



Seq. ID OJ991011_14.0207.C16 

Strand + 

End 2 92 

Method GENSCAN 

End 292 

Score .77 



14356 



Seq. No. 13716 Seq. ID 

Gene No. 29183 Strand 

Start 94 End 

Name OJ991021_18 . 0211 . C2 . ol . gs Method 

Start 94 End 

GI none Score 

Exons 94 . .221 



OJ991021_18.0211.C2 
221 

GENSCAN 

221 

.84 



Seq. No. 13717 Seq. ID 

Gene No. 29184 Strand 

Start 167 End 

Name OJ991021_18 . 0211 . C3 . ol . gs Method 

Start 167 End 

GI none Score 

Exons 167.. 293 



OJ991021_18.0211.C3 
+ 

293 

GENSCAN 

293 

.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13718 Seq. ID OJ991021_18 . 0211 . C4 

29185 Strand + 

1 End 3812 

OJ991021_18 . 0211 . C4 . ol . np Method AAT/NAP 

1 End 2311 

6721542 Score 917 

1..33, 530. .568, 976. .1132, 1236. .1311, 1474. .1672, 1782. .1862, 
2222. .2311 

(AP001073) ESTs AU05691 6 (S20978 ) , AU056915 (S20978 ) correspond to 
a region of the predicted gene.; Similar to Homo "sapiens 
choroidermia, Rab geranylgeranyltransf erase component A (X78121) 
[Oryza sativa] 



«i3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13718 
29185 . 
1 

OJ991021_18 . 0211 . C4 . ol . gs 

530 

none 



Seq. ID OJ991021_18.0211.C4 

Strand + 

End 3812 

Method GENSCAN 

End 2314 

Score .85 



530. .568, 976. .1132, 1236. .1311, 1474. .1672, 1782. .1862, 
2222. .2314 



OJ991021_ 
+ 

3812 
AAT/GAP 
3812 
2174 

1862, 2222 



18. 0211. C4 



13718 
29185 
1 

OJ991021_18. 0211.C4 .ol.gp 
903 

24990_1.R1084 

903. .1132, 1236. .1311, 14' 
3341. .3812 

1 3059061 /emb | CAA1854 8 | 6.0e-09 (AL022401) dJ93L7 . 1 (RAB Escort 
protein 1 (REP-1, RAB proteins geranylgeranyltransf erase 
component A 1, Choroideraemia protein, Tapetochoroidal Dystrophy 
(TCD) protein) [Homo sapiens] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1672, 1782 



.2330, 



Seq. No. 13718 Seq. ID OJ991021 

Gene No. 29186 Strand + 

Start 4928 End 8999 

Name OJ991021_18 . 021 1 . C4 . o2 . gp Method AAT/GAP 

Start 4790 End 5834 

GI none Score 956 



18. 0211. C4 



14357 



Exons 



4790.. 5196, 5723.-5834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



W Seq. No. 

i!H Gene No. 

ni Start 

i=»$ Name 

!"! Start 

l i S f Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13718 
29186 
4928 

OJ991.021_18.0211.C4 .o2.gs 

4928 

none 

4928. .5196, 5401. .5578, 5723. 
7558.. 7694, 8175. .8290, 8540. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5902, 6713 
.8794 



OJ991021_18.0211.C4 
+ 



8999 
GENSCAN 
8794 
.91 

6793, 6877. 



.7040, 



Seq. ID OJ991021_18.0211.C4 
Strand + 
End 8999 
Method AAT/NAP 
End 8791 
Score 1844 

5902, 6713.. 6793, 6877.. 7040, 
8791 

(AP001073) ESTs C97 134 (C52296 ) , C97 133 (C52296 ) correspond to a 
region of the predicted gene.; Similar to Putative 
hydroxymethylglutaryl-CoA lyase precursor. (AC005168) [Oryza 
sativa] 



13718 
29186 
4928 

OJ991021_18.0211.C4 .o2.np 

4928 

6721541 

4928. .5197, 5558.-5578, 5723 
7558.-7694, 8175. .8290, 8540 



13718 Seq. ID 

29186 Strand 

4 928 End 

OJ991021_18.0211.C4 .o3.gp Method 

8593 End 

47684_1.R1084 Score 
8593. .8999 

1 3426048 1.0e-15 (AC005168) putative hydroxymethylglutaryl-CoA 
lyase precursor [Arabidopsis thaliana] 1 



OJ991021_18.0211.C4 
+ 

8999 
AAT/GAP 
8999 
749 



13718 Seq. ID 

29187 Strand 

9531 End 

OJ991021_18.0211 .C4 .o3.gs Method 

9531 End 

none Score 



OJ991021_18.0211.C4 

12695 
GENSCAN 
12695 
.86 



9531. .9610, 10363. .104 35, 11808. .118 60, 12082. .12187, 
12276. .12695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13718 Seq. ID 

29187 Strand 

9531 End 

OJ991021_18. 0211.C4 .o3.np Method 

9534 End 

6630703 Score 



OJ991021_18.0211.C4 

12695 
AAT/NAP 
12695 
1101 



9534. .9610, 10363. .10435, 11808. .11860, 12082. .12187, 
12276. . 12695 

(AP000969) Similar to Arabidopsis thaliana chromosome II BAC 
F12C20 genomic sequence, unknown protein. (AC005168) [Oryza 
sativa] gi | 672154 0 | dbj I BAA8 9570 . 1 | (AP001073) Similar to 
Arabidopsis thaliana chromosome II BAC F12C20 genomic 
sequence, unknown protein. (AC005168) [Oryza sativa] 



14358 



Seq. No. 13718 Seq. ID 

Gene No. 29188 Strand 

Start 13830 End 

Name OJ991021_18 . 0211 . C4 . ol . tw Method 

Start 5475 End 

GI none Score 
Exons 



OJ991021_18.0211.C4 
18474 

TBLASTX: Wheat 

6903 

74 



5475.. 5576, 5476.. 5568, 5481.. 5594, 5675.. 5740, 5720.. 5905, 
5722.. 5907, 5722.. 5904, 5727.. 5909, 6712.. 6792, 6713.. 6793, 
6874. .6903 



Seq. No. 13718 
Gene No. 29188 
Start 13830 

Name OJ991021_18 . 0211 . C4 . o2 . ts 

Start 5717 
GI none 

Exons 5717.. 5905, 5720.. 5893, 5737. 

6856.. 7041, 6955.. 7041, 7556, 
8170. .8286, 8171. .8308, 8183, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 18. 0211. C4 



18474 

TBLASTX : Soybean 
8731 
253 

5898, 6712. .6789, 6713. .6793, 
7687, 7558.. 7695, 7559.. 7705, 
8299, 8536.. 8730, 8537.. 8731 



: or 
i'i i 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



13718 
29188 
13830 

OJ991021_18 . 0211 . C4 . o4 . tm 
5747 
none 

5747. .5905, 5749. .5898, 5751. 
6715.. 6795, 6874.. 7047, 6955, 
7559. .7657 

13718 
29188 
13830 

OJ991021_18.0211.C4.ol.tc 
8525 
none 

8525. .8719, 8537. .8767, 8539.-8754 



OJ991021 18. 0211. C4 



18474 

TBLASTX: Maize 
7657 
237 

5909, 6712. .6792, 6713.. 6793, 
7041, 7556. .7657, 7558.. 7623, 



Seq. ID OJ991021_18.0211.C4 



Strand 
End 

Method 
End 
Score 



13718 Seq. ID 

29188 Strand 

13830 End 

OJ991021_18.0211.C4 .o2.tm Method 

8552 End 

none Score 

8552. .8779, 8554. .8775 



13718 
29188 
13830 

OJ991021_18.0211.C4 .o3.tm 
9534 



18474 

TBLASTX: Cress 

8767 

327 



OJ991021_18.0211.C4 
18474 

TBLASTX: Maize 

8779 

329 



OJ991021 18. 0211. C4 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9534.. 9617, 9538.. 9612, 10361 .. 104 38 , 
10363. .10449, 11303 .. 114 37 , 11305 .. 114 36, 11320 .. 114 39, 
11803. .11859, 11804. .11860, 11811 .. 11882 , 11811 .. 118 61 , 
12062. .12190, 12078. .12188, 12079 .. 12189, 12081 .. 12194 , 
12268. .12351, 12270 .. 12353, 12273 .. 12425 , 12384 .. 124 4 6, 



18474 . 

TBLASTX: Maize 

12446 

68 

10362. .10430, 



14359 



12384. . 12425 



Seq. No. 13718 

Gene No. 29188 

Start 13830 

Name OJ991021_18 . 0211 . C4 . o4 . gp 

Start 13352 

GI none 
Exons 



Seq. ID OJ991021_18.0211.C4 
Strand 

End 18474 

Method AAT/GAP 

End 15628 

Score 1869 



13352. .13997, 1454 4 .. 14 663, 15299 15400, 15492. .15628 



Seq. No. 13718 
Gene No. 29188 
Start 13830 

Name OJ991021_18 . 0211 . C4 . ol . tm 

Start 13518 
GI none 
kxons 13518. 

14545. 

15299. 

15474. 

16917. 



13565, 13812. 

14661, 14549. 

15403, 15442. 

,15647, 15475. 

17015, 16918. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 18. 0211. C4 



13997, 13840. 

14659, 15296. 

15546, 15446. 

15666, 15601. 

17016, 16919. 



18474 

TBLASTX : Maize 
17020 
71 

13983, 14540. . 14659, 
15406, 15297. .15401, 
15637, 15474. .15641, 
15666, 16352. .16423, 
17020 



Seq. No. 13718 

Gene No. 29188 

Start 13830 

Name OJ991021_18 . 02 11 . C4 . o4 . gs 

Start . 13830 

GI none 

Exons 13830. .13997, 1454 4 14 663, 
16356. .16422, 16920 .. 17060, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15299 

18004 



OJ991021 18. 0211. C4 



18474 
GENSCAN 
18258 
.98 

15400, 15492, 
18104, 18234. 



15646, 
18258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13718 

29188 

13830 

OJ99102 

13833 

6630702 

13833. . 

16356. . 

(AP0009 

gil 6721 

[Oryza 



l_18.0211.C4.o4.np 



Seq. ID OJ991021_18.0211.C4 
Strand 

End 18474 
Method AAT/NAP 
End 18258 
Score 1236 
15299. .15400, 15492, 
18004 . .18104, 18234, 
69) hypothetical protein [Oryza sativa] 
539 | dbj |BAA89569.1| (AP001073) hypothetical protein 
sativa] 



13997, 14544. 
16422, 16920. 



.14663, 
.17060, 



, 15646, 
,18258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13718 
29188 
13830 
OJ991021 
15272 
none 
15272 
15492 
16918 



18.0211.C4.ol.ts 



15403, 
15617, 
17049, 



15300. 
15496. 
16923. 



,15401, 
,15618, 
,17057 



Seq. ID OJ991021_18.0211.C4 
Strand 

End 18474 

Method TBLASTX : Soybean 

End 17072 

Score 81 
15469. .15519, 15474 15617, 
15500. .15619, 16917. .17072, 



Seq. No. 13718 Seq. ID 

Gene No. 29188 Strand 

Start 13830 End 

Name OJ991021 18 . 0211 . C4 . o2 . tc Method 



OJ991021_18.0211.C4 
18474 

TBLASTX: Cress 



14360 



Start 15299 End 15626 

GI none Score 76 

Exons 15299. .15403, 15300 .. 15401, 15474 .. 15626, 154 99 15618 , 

15507. .15626 



Seq. No. 13718 

Gene No. 29188 

Start 13830 

Name OJ991021_18 . 0211 . C4 . o5 . gp 

Start 16892 

GI none 

Exons 16892. .17060, 18004 .. 18104 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C4 

18474 
AAT/GAP- 
18474 
905 



18234 . . 18474 



Seq. No. 13718 Seq. ID 

Gene No. 29188 Strand 

Start 13830 End 

Name OJ991021_18 . 0211 . C4 . o3 . tc Method 

Start 16917 End 

GI none Score 

Exons 16917. .17072, 16918.. 17058 



OJ991021_18.0211.C4 
18474 

TBLASTX: Cress 

17072 

106 



Seq. No. 


13719 




Seq. ID 


OJ991021_18.0211.C5 


Gene No. 


29189 




Strand 


+ 


Start 


554 




End 


4123 


Name 


OJ991021 1 


8.0211.C5.ol.gs 


.Method 


GENSCAN 


Start 


554 




End 


4123 


GI 


none 




Score 


.57 


Exons 


554. .667, 


1352. .1568, 1670. 


.1813, 2928, 


. .4123 


Seq. No. 


13719 




Seq. ID 


OJ991021_18.0211.C5 


Gene No. 


29189 




Strand 


+ 


Start 


554 




End 


4123 


Name 


OJ991021 1 


8.0211.C5.ol.np 


Method 


AAT/NAP 


Start 


554 




End 


4120 


GI 


6630701 




Score 


2990 


Exons 


554. .667, 


1352. .1568, 1670. 


. 1813, 1929, 


..1951, 1983. .2055, 




2928. .4120 








GI Descrip. 


(AP000969) 


Similar to Arabidopsis thaliana chromosome II BAC 



F7D8 genomic sequence, hypothetical protein. (AC007019) [Oryza 
sativa] gi | 6721538 | dbj | BAA89568 . 1 | (AP001073) Similar to 
Arabidopsis thaliana chromosome II BAC F7D8 genomic 
sequence, hypothetical protein. (AC007019) [Oryza sativa] 



Seq. No. 


13719 








Seq. ID 


OJ991021_18.0211, 


.C5 


Gene No. 


29190 








Strand 






Start 


4964 








End 


6636 




Name 


OJ991021 18 


.0211 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3833 








End 


4126 




GI 


-none 








Score 


114 




Exons 


3833. .3952, 


3992 


. .4126, 


3997. 


.4119 






Seq. No. 


13719 








Seq. ID 


OJ991021_18.0211, 


,C5 


Gene No. 


29190 








Strand 






Start 


4964 








End 


6636 




Name 


OJ991021 18 


.0211 


.C5.o2 . 


gs 


Method 


GENSCAN 




Start 


4964 








End 


6555 




GI 


none 








Score 


.86 





14361 



Exons 


4 964 . . 5335, 


Seq. No. 


13719 


Gene No. 


29190 


Start 


4964 


Name 


OJ991021_18 


Start 


•4964 


GI 


none 


Exons 


4964 . . 5077, 


Seq. No. 


13719 


Gene No. 


29190 


Start 


4964 


Name 


OJ991021 18 


Start 


4967 


GI 


6630700 


Exons 


4 967 . . 5335, 


GI Descrip. 


(AP000969) : 




coli . (A651 




(AP001073) : 




coli . (A651 


Seq. No. 


13719 


Gene No. 


29190 


Start 


4964 


Name 


OJ991021_18 


Start 


6298 


GI 


none 


Exons 


6298 . . 6456, 


Seq. No. 


13720 


Gene No. 


29191 


Start 


8 


Name 


OJ991021 18 


Start 


8 


GI 


none 


Exons 


8 . . 53, 55 . . 


Seq. No. 


13720 


Gene No. 


29192 


Start 


1 


Name 


OJ991021 18 


Start 


1 


GI 


6630700 


Exons 


1..188, 154 


GI Descrip. 


(AP000969) 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991021_18.0211.C5 
6636 

TBLASTX : Soybean 

5282 

101 



4964. .5077, 4983. .5081, 5123. .5281, 5124. .5282 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C5 

6636 
AAT/NAP 
6636 
1373 



.6039, 6178. .64 56, 6566. .6636 



[Oryza sativa] 



Escherichia 



Escherichia 



Seq. ID OJ991021_18.0211.C5 
Strand 
End 

Method 
End 
Score 



6636 

TBLASTX: Soybean 

6592 

166 



64 56, 6314. .6454, 6370. .64 56, 64 93. .6591, 6518. .6592 



Seq. ID 

Strand 

End 

Method 

End 

Score 



149 



OJ991021_18.0211.C6 
+ 

149 

GENSCAN 

149 

.68 



OJ991021 18. 0211. C6 



Seq. ID 
Strand 

End 4 990 

. 02 11 . C6 . ol . np Method AAT/NAP 

End 4990 
Score 2097 
2. .1757, 2162. .2294, 4242. .4990 

Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi I 6721537 | dbj | BAA8 9567 . 1 1 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13720 Seq. ID 

29192 Strand 

1 End 

OJ991021_18 .0211.C6.ol. tm Method 

112 End 

none Score 



OJ991021_18.0211.C6 
4990 

TBLASTX: Maize 

2287 

108 



112. .189, 114. .194, 115. .192, 1540. .1752, 1542. .1760, 



14362 



2159.. 2287, 2163.. 2285, 2164.. 2286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13720 
29192 
1 

OJ991021 

1453 

none 



Seq. ID OJ991021_18.0211.C6 



18 .0211.C6.o2.gs 



Strand 
End 

Method 

End 

Score 



4990 
GENSCAN 
4876 
.48 



1453. .1619, 1756. .1888, 2162. .2294, 4242. .4876 



18. 0211. C7 



13721 Seq. ID OJ991021_ 

29193 Strand + 
2217 End 2558 
OJ991021_18 .0211.C7 ,o2.np Method AAT/NAP 
2217 End 2558 

6630699 Score 616 
2217.. 2558 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj | BAA8 9566.11 (AP001073) hypothetical protein 

[Oryza sativa] 

13721 Seq. ID OJ991021_18 . 0211 . C7 

29194 Strand 

1 End 1202 - 

OJ991021_18 . 0211 . C7 . ol . np Method AAT/NAP 

1 End 1202 

6630700 Score 1564 
1..455, 700. .1202 

(AP000969) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi I 6721537 | dbj I BAA8 9567 . 1 1 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C7 

1202 
GENSCAN 
88 6*- 
.66 



13721 
29194 
1 

OJ991021_18 .0211.C7.ol.gs 
17 

none 

17. .455, 700. .886 

13721 
29195 
2169 

OJ99102 1_18 . 0211 . C7 . o2 . gs 
2169 
none 

2169.. 2453 

13721 
29196 
2696 

OJ991021_18 .0211.C7 .o3.np 
2696 
5922620 
2696. .2819 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C7 

2453 
GENSCAN 
2453 
.97 



OJ991021_18.0211.C7 

2819 
AAT/NAP 
2819 
110 



14363 




predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


T O "7 O 1 

13722 


Seq. ID 


OJ991021_18.0211.C8 




Gene No. 


2919 / 


Strand 


+ 




Start 


3195 


End 


5538 




Name 


OJ991021 18.0211.C8.ol.gs 


Method 


GENSCAN 




Start 


3195 


End 


5538 




GI 


none 


Score 


.43 




Exons 


3195.. 3252, 3303.. J4ol, 


..4288, 5351.. 5538 




Seq. No. 


13722 


Seq. ID 


OJ991021_18.0211.C8 




Gene No. 


29198 


Strand 


+ 




Start 


5608 


End 


5942 




Name 


OJ991021 18 . 0211 . Co . o2 . gp 


Method 


AAT/GAP 




Start 


56.08 


End 


5942 




GI 


2800010 


Score 


570 




Exons 


5608. .5942 








Seq. No. 


13722 


Seq. ID 


OJ991021_18.0211.C8 




Gene No. 


29199 


Strand 




: : 
nr 


Start 


1475 


End 


1558 




Name 


OJ991021 18.0211.C8.ol.gp 


Method 


AAT/GAP 


rfi 


Start 


1475 


End 


1558 




GI 


LIB34 77-003-P1-K1-E9 


Score 


119 


m! 


Exons 


1475. .1558 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


; s xr 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 






rii 


Seq. No. 


13722 


Seq. ID 


OJ991021_18.0211.C8 




Gene No. 


29200 


Strand 




r s E 


Start 


5978 


End 


15731 


: : E 


Name 


OJ991021 18.0211.C8.o2.gs 


Method 


GENSCAN 




Start 


5978 


End 


15682' 


Q 


GI 


none 


Score 


.88 




Exons 


5978.. 6046, 6133.. 6263, 7209 


..7314, 7832. .7948, 8012. .8148, 


Q 




9976.. 10090, 10295. .10423, 10534 .. 10632 , 1084 8 .. 10989, 


! :sr 




11781. .11851, 12707. .12814, 


13608. .13684, 137 68. .13918, 






14225. .14 326, ' 14709. .14843, 


15391. .15504, 15602. .15682 




Seq. No. 


13722 


Seq. ID 


OJ991021_18.0211.C8 




Gene No. 


29200 


Strand 






Start 


5978 


End 


15731 




Name 


OJ991021 18.0211.C8.ol.np 


Method 


AAT/NAP 




Start 


5981 


End 


15731 




GI 


6630698 


Score 


2687 




Exons 


5981.. 6046, 6133.. 6263, 7209 


..7314, 7403. .7456, 7832. .7948, 






8012.. 8148, 9714.. 9749, 9976 


. .10090, 


10295. .10423, 10534. .1 






10848. .10989, 1178 1 .. 11851 , 


12707. .12814, 13608. .13684, 






13768. .13918, 14225 .. 14 326, 


14709. .14 7 65, 15391. .15504, 



15602. .15731 

GI Descrip. (AP000969) Similar to DNA gyrase subunit B. (P05652) [Oryza 
sativa] gi | 6721535 | dbj | BAA89565 . 1 1 (AP001073) Similar to DNA 
gyrase subunit B. (P05652) [Oryza sativa] 



14364 



Seq. No. 


13722 




Seq. ID 


OJ991021 


_18.0211.C8 


Gene No. 


o n o n a 




Strand 






Start 


5978 




End 


Id 1 Jl 




Name 


oj y y loz l io . 


noil o — . a +- 
11 . Co . 04 . t S 


MetnOQ 


TOT 7\ C TV . 


Soybean 


Start 


6130 




T-l _J 

hind 


/ o 




GI 


none 




Score 


1 "3*7 




Exons 


6130 . . 6264 , 


6131 . .6268, 7207 


i o n o 

. . /z9J 






Seq. No. 


13722 




Seq. ID 


OJ991021 


18 . Ozll . Co 


Gene No. 


29200 




Strand 






Start 


5978 




End 


15731 




Name 


OJ991021 18. 


0211.C8.ol. tm 


Method 


TBLASTX : 


Maize 


Start 


6137 




End 


10415 




GI 


none 




Score 


148 




Exons 


6137. .6268, 


6139.. 6264, 7207 


..7326, 7207. .7314, 


/^Uy. . 1551, 




7399. .7455, 


7400.. 7459, 7832 


..7951, 7832. .7951, 


o U 1 U . . o 1 Z D , 




8012. .8128, 


8013.. 8126, 9682 


..9753, 9686. .9754, 


QQ A A 1 AAC/ 




9977. .10051, 


9978.. 10064, 10295.. 10414 


, 10295.. 


1 n a i a 
1U4 14 , 




10296. .10415 








Seq. No. 


13722 




Seq. ID 


OJ991021 


_18.0211.C8 


Gene No. 


29200 




Strand 






Start • 


5978 




End 


15731 




Name 


OJ991021 18. 


0211.C8.o5.ts 


Method 


TBLASTX: 


Soybean 


Start 


7901 




End 


9751 




GI 


none 




Score 


36 




Exons 


7901. .7951, 


7910.. 7951, 8010 


..8126, 8012. .8128, 


oUIj. . ol^o, 




8026. .8133, 


9681.. 9749, 9682 


..9750, 9692.. 9751 




Seq. No. 


13722 




Seq. ID 


OJ991021 


_18.0211.C8 


Gene No. 


29200 




Strand 






Start 


5978 




End 


15731 




Name 


OJ991021 18. 


0211.C8 .ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


10290 




End 


10629 




GI 


none 




Score 


140 




Exons 


10290. .10424 


, 10295. .10429, 


10296. .10424, 10529 


. . 1 U / , 




10533. .10628, 10534.. 10629 








Seq. No. 


13722 




Seq. ID 


OJ991021 


_18.0211.C8 


Gene No. 


29200 




Strand 






Start 


5978 




End 


15731 




Name 


OJ991021 18. 


0211.C8.o3.gp 


Method 


AAT/GAP 




Start 


10298 




End 


11847 




GI 


LIB3432-002- 


P1-K1-D9 


Score 


715 




Exons 


10298. .10423 


10534. .10632, 


10848. .10989, 11781 


. . 11847 



GI Descrip. T 6056198/ gb | AAF028 15 . 1 1 AC0094 00_1 1 4.0e-61 (AC009400) putative 
DNA gyrase subunit B [Arabidopsis thaliana] 1 



Seq. No. 13722 Seq. ID 

Gene No. 29200 Strand 

Start 5978 End 

Name OJ991021_18 . 0211 . C8 . o2 . tm Method 

Start 10529 End 

GI none Score 
Exons 



OJ991021_18.0211.C8 
15731 

TBLASTX: Maize 

13940 

139 



10529. .10633, 10534 .. 10635, 10534 .. 10632 , 1084 3 .. 1098 6, 
10848. .10985, 11780 .. 11851 , 1178 1 .. 11852 , 12707 .. 12775, 



14365 





12707 . 


. 12793, 12708 . 


. 12791, 


12709. .12828, 12788 


. . 12835, 






13444 . 


.13527, 13593. 


. 13685, 


13604. .13681, 13767 


. . 13940, 






13772. 


.13921 












Seq. No. 


13722 






Seq. ID 


OJ991021 


18 . 0211 , 


,C8 


Gene No. 


29200 






Strand 








Start 


5978 






End 


15731 






Name 


OJ991021 18. 0211. C8. 


o2 . ts 


Method 


TBLASTX : , 


Soybean 




Start 


12698 






End . 


14291 






GI 


none 






Score 


76 






Exons 


12698. 


.12775, 12707. 


. 12796, 


12708. .12812, 13593 


. . 13685, 






13594 . 


.13647, 13772. 


. 13921, 


13773. .13940, 14226 


. .14291 




Seq. No. 


13722 






Seq. ID 


OJ991021 


18 . 0211 , 


. C8 


Gene No. 


29200 






Strand 








Start 


5978 






End 


15731 






Name 


OJ991021 18,0211X8. 


o3 - ts 


Method 


TBLASTX : 


Soybean 




Start 


15381 






End 


15683 






GI 


none 






Score 


71 






Exons 


15381. 


.15500, 15388. 


. 15504, 


15391. . 15504, 15441 


. . 15506, 






15573. 


.15683, 15596. 


. 15667, 


15601. . 15675 






Seq. No. 


13722 






Seq. ID 


OJ991021 


_18 . 0211 , 


,C8 


Gene No. 


2 9200 






Strand 








Start 


5978 






End 


15731 






Name 


OJ991021 18. 0211. C8. 


o4 .gp 


Method 


AAT/GAP 






Start 


15580 






End 


15682 






GI 


uC-osflM202014c08bl 




Score 


148 






Exons 


15580. 


. .15682 












GI Descrip. 


, .6056198/gb| AAF02815 


.1IAC009400 11 1.0e-14 (AC009400) putative 




DNA gyrase subunit B 


i [Arabidopsis thaliana] 1 






Seq. No. 


13723 






Seq. ID 


OJ991021 


_18.0211, 


.C9 


Gene No. 


29201 






Strand 


+ 






Start 


2764 






End 


4565 






Name 


OJ991021 18. 0211. C9. 


ol . np 


Method 


AAT/NAP 






Start 


2764 






End 


4565 






GI 


6630697 




Score 


991 






Exons 


2764.. . 


,2906, 3025.. 3142, 3482 


I..3700, 4452. .4565 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13723 






Seq. ID 


OJ991021 


_18.0211, 


.C9 


Gene No. 


29202 






Strand 


+ 






Start 


14235 






End 


19642 






Name 


OJ991021 18. 0211. C9. 


o3 . gs 


Method 


GENSCAN 






Start 


14235 






End 


19497 






GI 


none 






Score 


.79 






Exons 


14235. 


,.14437, 14571. 


.14650, 


15494. .15593, 15837 


. . 15877, 






15906. 


,.16003, 16513. 


.16573, 


17127. .1718 


JO, 17307 


. . 17347, 






18152. 


.18337, 18483. 


.18570, 


18974. .19059, 19453 


. .19497 




Seq. No. 


13723 






Seq. ID 


OJ991021 


JL8.0211, 


,C9 


Gene No. 


29202 






Strand 


+ 






Start 


14235 






End 


19642 






Name 


OJ991021 18. 0211. C9. 


o5 . gp 


Method 


AAT/GAP 






Start 


14463 






End 


17886 






GI 


57439 


1.R1084 




Score 


1190 







14366 



Exons 14463. .14650, 15837 .. 15877 , 16513.. 

16932. .17034, 17 127 .. 17 180, 17285.. 
17806. .17886 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2. 

DNA, chromosome 8, clone : P0026F07 ' 



16573, 
17347, 



16714. 
17681. 



16816, 
,17731, 



Oe-16 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13723 
29202 
14235' 

OJ991021_18.0211.C9.o3.np 
16725 
6630695 
16725. . 
17681. . 
18974. . 
(AP0009 
region 
sativa] 



16816, 16932 
17730, 17806 
19059, 19150 
69) ESTs C97915 (C0113) 
of the predicted gene. 



17034, 
17881, 
19257, 



Seq, ID OJ991021_18.0211.C9 
Strand + 
End 19642 
Method AAT/NAP 
End 19642 
Score 1291 
17127. . 17180, 17285. .17347, 
18152. .18337, 18483 18570, 
19453. .19642 

C26087 (C11614) correspond to 
hypothetical protein [Oryza 



Seq. No. 13723 Seq. ID OJ991021_18 . 0211 . C9 

Gene No. 29202 Strand + 

Start 14235 End 19642 

Name OJ991021_18 . 0211 . C9 . 06 . gp Method AAT/GAP 

Start 19190 End 19497 

GI 3760661 Score 212 

Exons 19190. .19257, 19453.. 19497 . 

GI Descrip. 5257255/dbj | AP000364 . 1 | AP000364 2. Oe-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



I LP 



Seq. No. 13723 

Gene No. 29203 

Start 335 

Name OJ991021_18 . 0211 . C9 . ol . gp 

Start 335 

GI uC-osflM202014c08bl 

Exons 335.. 476, 589.. 838 

GI Descrip. / 6056198/gb | AAF02815 
DNA gyrase subunit B 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C9 
838 

AAT/GAP 

838 

735 



1|AC009400_11 1.0e-14 
[Arabidopsis thaliana] 



(AC009400) putative 



Seq. No. 


13723 










Seq. ID 


OJ991021 


Gene No. 


29204 










Strand 




Start 


5538 










End 


5826 


Name 


OJ991021 18 


.0211 


.C9 


.o2. 


.gp 


Method 


AAT/GAP 


Start 


5538 










End 


5826 


GI 


426253 










Score 


514 


Exons 


5538. .5826 














Seq. No. 


13723 










Seq. ID 


OJ991021 


Gene No-. 


29205 










Strand 




Start 


6581 * 










End 


10387 


Name 


OJ991021 18 


.0211 


.C9 


.o2. 


,gs 


Method 


GENSCAN 


Start 


6581 










End 


10387 


GI 


none 










Score 


.83 


Exons 


6581. . 10387 














Seq. No. 


13723 










Seq. ID 


OJ991021 


Gene No. 


29205 










Strand 





18. 0211. C9 



14367 



Start 6581 End 10387 

Name OJ991021_18 . 0211 . C9 . o2 . np Method AAT/NAP 

Start 6584 End 10387 

GI 6630696 Score 6690 

Exons 6584.. 10387 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13723 Seq. ID OJ991021_18 . 0211 . C9 

29205 Strand 

6581 End 10387 

OJ991021_18 . 0211 . C9 . o3 . gp Method AAT/GAP 

9455 End 10345 

101595JL.R1084 Score 1463 

9455. .9529, 9645. .10345 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211.C9 


Gene No. 


29206 








Strand 




Start 


10964 








End 


11252 


Name 


OJ991021_18 


. 0211 . 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6720 








End ■ 


7195 


GI 


none 








Score 


410 


'Exons 


6720. .7106, 


6722. 


.7105, 


7095. 


.7190, 7121. .7195, 7122. .7190 




7135. .7194 












Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211.C9 


Gene No. 


29206 








Strand 




Start 


10964 








End 


11252 


Name 


OJ991021 18 


. 0211 . 


C9.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


6848 








End 


7189 


GI 


none 








Score 


96 


Exons 


6848. .7057, 


6927. 


.7052, 


7076. 


.7189, 7086. .7154 


Seq. No. 


13723 








Seq. ID 


OJ991021_18.02I1.C9 


Gene No. 


29206 








Strand 




Start 


10964 








End 


11252 


Name 


OJ991021 18 


.0211. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7052 








End 


7423 


GI 


none 








Score 


318 


Exons 


7052. .7423, 


7053. 


.7400 








Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211.C9 


Gene No. 


29206 








Strand 




Start 


10964 








End 


11252 


Name 


OJ991021 18 


.0211. 


C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7199 








End 


.7550 


GI 


none 








Score 


75 


Exons 


7199. .7381, 


7202. 


.7390, 


7203. 


.7391, 7386. .7550, 7391. .7549 


Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211.C9 


Gene No. 


29206 








Strand 




Start 


10964 








End 


11252 


Name 


OJ991021 18 


.0211. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7403 








End 


7948 



14368 




GI 


none 








Score 


72 




Exons 


7403 . . 7609, 


7604 , 


. .7948, 


7767 . 


. 7931 






Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021_18 


. 0211 . 


,C9. o4 . 


tm. 


Method 


TBLASTX: Maize 




Start 


7484 








End 


7949 




GI 


none 








Score 


56 




Exons 


7484..7948, 


7644 . 


. . 7697 , 


7733 . 


.7813, 7818. .7949 




Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


. cy 


Gene No. 


29206 








Strand 


_ 




Start 


10964 








End 


11252 




Name 


OJ991021 18 


. 0211 , 


. C9 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


7619 








End 


8083 




GI 


5509260 








Score 


103 




Exons 


7619. . 8083, 


7827 . 


. . 7988 










GI Descrip. 
















Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


,C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021_18 


. 0211 , 


.C9 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


7730 








■End 


7990 




GI 


none 








Score 


110 




Exons 


7730 . . 7990, 


7818 . 


. . 7988 










Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021_18 


. 0211 , 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8003 








End 


8750 




GI 


none 








Score 


120 




Exons 


8003 . .8185, 


8003 . 


. .8743, 


O A f\ *"J 

8007 . 


.8192, 8253. .8750, 8343. .8750 


Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


,C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021_18 


. 0211 , 


.C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8408 








End 


8806 




GI 


none 








Score 


111 




Exons 


8408 . .8581, 


8585 . 


. . 8806, 


858 9 . 


.8804 






Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021_18 


. 021.1 , 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


8594 








End 


9058 




GI 


none 








Score 


82 




Exons 


8594 . . 9058, 


8601 . 


. . 8819 










Seq. No. 


13723 








Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 








Strand 






Start 


10964 








End 


11252 




Name 


OJ991021 18 


.0211. 


.C9.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8751 








End 


8951 





14369 




GI 


none 


Score 


227 




Exons 


8751.. 8951, 8751.. 8948, 8753 


. . 8950 






Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 


Strand 






Start 


10964 


End 


1 IZdZ 




Name 


OJ991021 18 . 0211 . C9 . 06 . ts 


Method 


TBLASTX : Soybean 




Start 


8816 


End 


9196 




GI 


none 


Score 


88 




Exons 


8816.. 90 64, 9047.. 9196 








Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 


Strand 






Start 


10964 


End 


11252 




Name 


OJ991021_18 . 0211 . C9. ol . tm 


Method 


TBLASTX: Maize 




Start 


9170 


End 


9514 




GI 


none 


Score 


357 




Exons 


9170.. 9211, 9240.. 9512, 9240 


..9512, 9241. .9513, 9242. .9514 


Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 


Strand 






Start 


10964 


End 


11252 




Name 


OJ991021 18.0211.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


10037 


End 


10345 




GI 


none 


Score 


110 




Exons 


10037. .10345, .10040. .10216, 


10102. .10245, 10116. .10298 




Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29206 


Strand 






Start 


10964 


End 


11252 




Name 


OJ991021 18 . 0211 . C9 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10096 


End 


10493 




GI 


none 


Score 


157 




Exons 


10096 .. 10278 , 10097 .. 10381, 


10116. .10307, 10355. .10486, 






10358 .. 10492, 10395. .10493 








Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


,C9 


Gene No. 


29206 


Strand 






Start 


10964 


End 


11252 




Name 


OJ991021_18 . 0211 . C9 . o4 . gp 


Method 


AAT/GAP 




Start 


10964 


End 


11252 




GI 


426253 


Score 


514 




Exons 


10964 . . 11252 








Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 


Gene No. 


29207 


Strand 






Start 


14544 


End 


19496 




Name 


OJ991021 18.0211.C9.o3.ts 


Method 


TBLASTX : Soybean 




Start 


14544 


End 


19266 . 




GI 


none 


Score 


76 




Exons 


14044 . . ±4 OUU , ±4 04 O . . 14 OU J. , 


14590. .14631, 15842. .15889, 






16513. .16575, 16713. .16817, 


16933. .17034, 16935 .. 17027 , 






17109. .17183, 17123. .17185, 


17285. .17353, 17296 .. 1734 3 , 






18188. .1834 0, 184 80. .18 617, 


18482. .18586, 19149 19265, 






19150. .19266 








Seq. No. 


13723 


Seq. ID 


OJ991021_18.0211 


.C9 



14370 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



29207 
14544 
OJ99102 
16705 
none 
16705. . 
16933. . 
17126. . 
17285. . 
17803. . 
18227. . 
18437. . 
18485. . 
19150. . 



1 18.0211.C9.o3.tm 



16815, 
17034, 
17203, 
17347, 
17886, 
18337, 
18571, 
18571, 
19263, 



16706. 
16933. 
17281. 
17672. 
17806. 
18243. 
18457. 
18969. 
19152. 



.16816, 
.17034, 
.17343, 
. 17731, 
.17883, 
.18332, 
.18561, 
.19058, 
.19304, 



Strand 
End 

Method 
End 
Score 
16713. .16817, 



17124. .17189, 
17284. .17346, 
17678. .17746, 
18140. .18250, 
18247. .18336, 
18480. .18572, 18481. . 
18988. .19062, 19148. . 
19419. .19496, 19420. . 



19496 

TBLASTX : Ma 
19496 
75 

16929. . 
17124. . 
17285. . 
17680. . 
18145. . 
18263. . 



lze 



17033, 
17171, 
17347, 
17736, 
18249, 
18337, 
18573, 
19204, 
19494 



L 1 1 

Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13724 Seq. ID OJ991021_18 . 0211 . C10 

29208 Strand + 

1 End 1827 

OJ991021_18 . 0211 . C10 . ol . np Method AAT/NAP 

1 End 1714 

6630695 Score 205 

1..32, 397. .440, 1605. .1714 

(AP000969) ESTs C97915 (C0113) , C26087 (Cll 614 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



13724 Seq. ID 

29208 Strand 
1 End 
OJ991021_18. 0211. C10. ol.gp Method 
397 End 
3760661 Score 
397. .440, 1605. .1827 

5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



OJ991021_18.0211.C10 
+ 

1827 
AAT/GAP 
1827 
446 



Seq. No. 13724 Seq. ID 

Gene No. 29209 . Strand 

Start 7171 * End 

Name ■ OJ991021_18 . 0211 . C10 . o4 . gp Method 

Start 7171 End 

GI 234_4.R1084 Score 

Exons 7171.. 7196, 7275.. 7382 

GI Descrip. ' 100665/pir| IS22860 9.0e-80 calmodulin 2 (clone lambda DASH) - 
rice >gi_20190_emb_CAA7 8288_ (Z12828) calmodulin [Oryza sativa] 
>gi_310313 (L18914) calmodulin [Oryza sativa] 1 



OJ991021_18. 0211. C10 
+ 

7382 
AAT/GAP 
7382 
141 



Seq. No. 13724 Seq. ID 

Gene No. 29209 Strand 

Start 7171 End 

Name OJ991021JL8 . 0211 . C10 . o3 . gp Method 

Start 7175 End 

GI LIB3434-008-P1-K1-G7 Score 

Exons 7175.. 7382 

GI Descrip. ' 100665/pir || S228 60 4.0e-62 calmodulin 2 (clone lambda DASH) - 
rice >gi_20190_emb_CAA7 8288_ (Z12828) calmodulin [Oryza sativa] 
>gi_310313 (L18914) calmodulin [Oryza sativa] 1 



OJ991021_18. 0211. C10 
+ 

7382 
AAT/GAP 
7382 
310 



14371 



Seq. No. 13724 Seq. ID 

Gene No. 29210 Strand 

Start 7307 End 

Name OJ991021_18 . 0211 .CIO . o2 . np Method 

Start 7307 End 

GI 100665 Score 

Exons 7307.. 7382 

GI Descrip. calmodulin 2 (clone lambda DASH) - rice gi | 20190 | emb | CAA78288 | 

(Z12828) calmodulin [Oryza sativa] gi 1310313 (L18914) calmodulin 
[Oryza sativa] 



OJ991021_18. 0211. C10 
+ 

7382 
AAT/NAP 
7 382 
99 



Seq. No. 13724 Seq. ID 

Gene No. 29211 Strand 

Start 4063 End 

Name OJ991021_18 . 0211 . C10 . o2 . gp Method 

Start 4063 End 

GI 2799888 Score 

Exons 4063.. 4571 



OJ991021_18. 0211. C10 

4571 
AAT/GAP 
4571 
907 



Seq. No. 13725 Seq. ID 

Gene No. 29212 Strand 

Start 23 End 

Name OJ991021_18 . 0211 . Cll . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 133, 291.. 415, 977.. 1079 



OJ991021_18. 0211. Cll 
+ 

1079 
GENSCAN 
1079 
.73 



Seq. No. 13726 Seq. ID 

Gene No. 29213 Strand 

Start 1022 End 

Name OJ991021_18 . 0211 . C12 . ol . gs Method 

Start 1022 End 

GI none Score 

Exons 1022.. 1079 



OJ991021_18.0211.C12 
+ 

1079 
GENSCAN 
1079 
.6 



OJ991021_18.0211.C12 
+ 

2186 
AAT/GAP 
2186 
572 



Seq. No. 13726 Seq. ID 

Gene No. 29214 Strand 

Start 1893 ' End 

Name OJ991021_18 . 0211 . C12 . ol . gp Method 

Start 1893 End 

GI LIB3434-014-P1-K1-E2 Score 

Exons 1893.. 2186 

GI Descrip. ' 4 176420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 

Seq. No. 13726 Seq. ID OJ991021_18 . 0211 . C12 

Gene No. 29215 Strand 

Start .. 2041 End 2206 

Name OJ991021_18 . 0211 . C12 . ol . np Method AAT/NAP 

Start 2041 End 2206 

GI 6630693 Score 248 

Exons 2041.. 2206 

GI Descrip. (AP000969) Similar to CRINKLY4 precursor. (U67422) [Oryza 
sativa] 



Seq. No. 



13727 



Seq. ID OJ991021_18.0211.C13 



14372 



Gene No. 29216 Strand + 

Start 49 End 1794 

Name OJ991021_18 . 0211 . C13 . ol . gs Method GENSCAN 

Start 49 End 1794 

GI none Score .6 

Exons 49. .403, 755. .1024, 1601. .1794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"j Exons 

5 i GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U 

J 

i I 



13727 
29217 
5992 

OJ991021_18 .0211.C13.o2.np 

5992 

6630692 



Seq. ID OJ991021_18.0211.C13 

Strand + 

End 13759 

Method AAT/NAP 

End 9855 

Score 1592 



5992. .6085, 6718. .6848, 7691. .7795, 7939. .8067, 8538. .8702, 
8899.. 9154, 9755.. 9855 

(AP000969) hypothetical protein [Oryza sativa] 



13727 
29217 
5992 

OJ991021_18.0211.C13.o3.np 

8481 

6630557 



Seq. ID OJ991021_18.0211.C13 

Strand + 

End 13759 

Method AAT/NAP 

End 12916 

Score 549 



8481. .8738, 10704 .. 11533, 12614;. 12916 

(AC011708) hypothetical protein [Arabidopsis thaliana] 



13727 
29217 
5992 

OJ991021_18.0211.C13.o4.gs 

10478 

none 



Seq. ID OJ991021_18.0211.C13 

Strand + 

End "* 13759 

Method GENSCAN 

End 13759 

Score .79 



10478. .11533, 12614. .12892, 13628. .13759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13727 
29218 
16034 

OJ991021_18.0211.C13.o5.np 
16034 
5091602 
16034. .16387 

(AC007858) 10A19I.6 [Oryza sativa] 



Seq. ID OJ991021_18.0211.C13 
Strand + 

16387 
AAT/NAP 
16387 
369 



End 

Method 
End 
Score 



13727 
29219 
1 

OJ991021_18.0211.C13.ol.np 
1 

6630693 
1. .129 

(AP000969) Similar to CRINKLY4 precursor. (U67422) [Oryza 
sativa] 



Seq. ID OJ991021_18.0211.C13 
Strand 

129 

AAT/NAP 
129 
226 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
Name 



13727 
29220 
2910 

OJ991021 18.0211.C13.o2.gs 



Seq. ID OJ991021_18.0211.C13 
Strand 

End 4785 

Method GENSCAN 



14373 




Start 


2910 






End 


a ^ o c 




GI 


none 






Score 


. o / 




Exons 


2910. . 


2999, 4439. .4529, 4778.-4785 






Seq. No. 


13727 






Seq. ID 


OJ991021_18.0211 




Gene No. 


29221 






Strand 






Start 


13634 






End 


16298 




Name 


OJ991021 18.0211.C13 


, ol . tm 


Method 


TBLASTX: Maize 




Start 


11131 






End 


12691 




GI 


none 






Score 


141 




Exons 


11131. 


.11346, 11183. 


. 11350, 


11395. .11526, 11402. .11533, 






12595. 


.12687, 12596. 


.12691 








Seq. No. 


13727 






Seq. ID 


OJ991021_18.0211 


.C13 


Gene No. 


29221 






Strand 






Start 


13634 






End 


16298 




Name 


OJ991021 18.0211.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


. 11192 






End 


11533 




GI 


none 






Score 


175 




Exons 


11192. 


.11377, 11224. 


.11346, 


11405. .11533, 11416. .11526 




Seq. No. 


13727 






Seq. ID 


OJ991021_18.0211 




Gene No. 


29221 






Strand 






Start 


13634 


> 




End 


16298 




Name 


OJ991021 18.0211.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11244 






End 


12898 




GI 


none 






Score 


151 




Exons 


11244 . 


.11276, 11245. 


.11403, 


11246. .11383, 11305. .11-532, 






11351. 


.11533, 12595. 


.12663, 


12596. .12676, 12716. .12781, 






12716. 


.12781, 12796. 


. 12897 , 


12797. .12898 




Seq. No. 


13727 






Seq. ID 


OJ991021_18.0211 


pi o 


Gene No. 


29221 






Strand 






Start 


13634 






End 


16298 




Name 


OJ991021 18.0211.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12622 






End 


12900 




GI 


none 






Score 


78 




Exons 


12622. 


.12687, 12623. 


.12667, 


12719. .127* 


n, 12719. .12784, 






12796. 


.12897, 12797. 


. lzoo y , 


12805.. 12900 




Seq. No. 


13727 






Seq. ID 


OJ991021__18.0211 


pi o 


Gene No. 


29221 






Strand 






Start 


13634 






End 


16298 




Name 


OJ991021 18.0211.C13 


. o4 . np 


Method 


AAT/NAP 




Start 


13634 






End 


16298 




GI 


5091602 




Score 


70 




Exons 


13634. 


.13672, 15500. 


.15676, 


16221. .16298 




GI Descrip. 


(AC007858) 10A19I.6 


[Oryza 


sativa] 






Seq. No. 


13727 






Seq. ID 


OJ991021_18.0211 


PI ^ 


Gene No. 


29221 






Strand 






Start 


13634 






End 


16298 




Name 


OJ991021 18.0211.C13 


. o5 . gs 


Method 


GENSCAN 




Start 


15545 






End 


15968 




GI 


none 






Score 


.84 




Exons 


15545. 


.15891, 15920. 


.15968 









14374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



13728 Seq. ID OJ991021 

29222 Strand + 

651 End 847 

OJ991021_18 . 0211 . C14 . ol . gs Method GENSCAN 

651 End 847 

none Score .53 
651. .847 



18.0211.C14 



13728 Seq. ID 

29223 Strand 
810 End 2431 

OJ991021_18 .0211 . C14 . ol . np Method AAT/NAP 
810 End 2431 

6630691 Score 748 

810. .876, 1321. .1547, 2285. .2431 

(AP000969) ESTs AU082078 (C534 35 ) , C28061 (C53848 ) 
region of the predicted gene.; Similar to PGP224 
[Oryza sativa] 



OJ991-021_18.0211.C14 
+ 



correspond to a 
, (AF049928) 



13728 
29224 
2389 

OJ991021_18.0211.C14 .ol.gp 

2389 

none 

2389. .2785 

13728 
29225 
3067 

OJ991021_18 . 0211 . C14 . o2 . tm 

655 

none 

655. .693, 656. .751, 714. .815, 
1321. .1458, 1322. .1474, 1325. 

13728 
29225 
3067 

OJ991021_18.0211.C14.ol.ts 

3065 

none 

3065.. 3163, 3070.. 3165, 3076. 
3643. .3993, 3644. .3985 

13728 
29225 
3067 . 

OJ991021_18 . 0211 . C14 . o2 . np 

3067 

6630690 

3067. .4260 

(AP000969) Similar to serpin 

13728 
29225 
3067 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_18.0211.C14 

2785 
AAT/GAP 
2785 
717 



Seq. ID OJ991021_18.0211.C14 
Strand 

End 4260 

Method TBLASTX : Mai ze 

End 1476 

Score 119 

728. .823, 769. .873, 987. .1016, 
.1459, 1326. .1475, 1345. .1476 

Seq. ID OJ991021_18.0211.C14 
Strand 

End 4260 - 

Method TBLASTX : Soybean 

End 3993 

Score 94 

.3165, 3169.. 3288, 3281.. 3412, 



Seq. ID OJ991021_18.0211.C14 
Strand 

End 4260 

Method AAT/NAP 

End 4260 

Score' 2039 

- wheat. (S65782) [Oryza sativa] 

Seq. ID OJ991021_18.0211.C14 
Strand 

End 4 2 60 



14375 



Name 



OJ991021 18.0211.C14.ol.tm 



Method TBLASTX : Maize 



Start 


3073 


End 


3462 


GI 


none 


Score 


48 


Exons 


3073.. 3126/ 3076.. 3126, 3121. 


.3171, 3122. .3172, 3166. .3462, 




3260. .3454 






Seq. No. 


13728 


Seq. ID 


OJ991021_18 . 0211 .CI 4 


Gene No. 


29225 


Strand 




Start 


3067 


End 


4260 


Name 


OJ991021_18 .0211.C14.o3.tm 


Method 


TBLASTX: Maize 


Start 


3577 


End 


3885 


GI 


none 


Score 


132 


Exons 


3577.. 3630, 3643.-3885, 3650. 


. 3850 




Seq. No. 


13728 


Seq. ID 


OJ991021_18 . 0211 .CI 4 


Gene No. 


29225 


Strand 




Start 


3067 


End 


4260 


Name 


OJ991021_18 . 0211 .CI 4 .o4 . tm 


Method 


TBLASTX: Maize 


Start 


3974 


End 


4158 


GI 


none 


Score 


118 


Exons 


3974. .4156, 3976. .4158, 4096. 


.4158 




Seq. No. 


13729 


Seq. ID 


OJ991021_18 . 0211 .CI 6 


Gene No. 


29226 


Strand 


+ 


Start 


446 


End 


1697 


Name 


OJ991021 18.0211.C16.ol.gp - 


Method 


AAT/GAP 


Start 


446 


End 


912 


GI 


uC-osflM202035d03bl 


Score 


805 


Exons 


446. .912 






GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


13729 


Seq. ID 


OJ991021 18.0211.C16 


Gene No. 


29226 


Strand 


+ 


Start 


446 


End 


1697 


Name 


OJ991021 18.0211.C16.ol.gs 


Method 


GENSCAN 


Start 


519 


End 


1385 


GI 


none 


Score 


.79 


Exons 


519. .622, 818. .1243, 1330. .1385 




Seq. No. 


13729 


Seq. ID 


OJ991021_18 .0211. C16 


Gene No. 


29226 


Strand 


+ 


Start 


446 


End 


1697 


Name 


OJ991021 18.0211.C16.ol.np 


Method 


AAT/NAP 


Start 


519 


End 


1697 


GI 


6721542 


Score 


1467 


Exons 


519. .1243, 1330. .1452, 1632.. 


1697 




GI Descrip. 


(AP001073) ESTs AU056916 ( S20978 ) , AU056915 ( S20978 ) correspond 



a region of the predicted gene.; Similar to Homo sapiens 
choroidermia, Rab geranylgeranyltransf erase component A (X78121) 
[Oryza sativa] 



Seq. No. 13730 Seq. ID 

Gene No. 2 9227 Strand 

Start 58 End 

Name OJ991101_12 . 0218 . CI . ol . gp Method 

Start 58 End 



OJ991101_12.0218.C1 
541 

AAT/GAP 
490 



14376 




GI 


5003747 


Score 


583 




Exons 


58 . .490 








Seq. No. 


13730 


Seq. ID 


OJ991101_12 .0218 


.CI 


Gene No. 


29227 


Strand 






Start 


58 


End 


541 




Name 


OJ991101_12 . 0218 .CI .ol .np 


< Method 


AAT/NAP 




Start 


65 


End 


541 




GI 


3650031 


Score 


104 




Exons 


65. .541 








GI Descrip. 


(AC005396) putative proline- 


rich protein [Arabidopsis thaliana] 


Seq. No. 


13730 


Seq. ID 


OJ991101 12.0218 


.CI 


Gene No. 


29227 


Strand 






Start 


58 


End 


541 




Name 


OJ991101 12.0218.Cl.ol.gs 


Method 


GENSCAN 




Start 


189 


End 


466 




GI 


none 


Score 


. 9 




Exons 


189. . 250, 267 . .466 








Seq. No. 


13731 


Seq. ID 


OJ991101 12.0218 


.C2 


Gene No. 


29228 


Strand 






Start 


377 


End 


494 




Name 


OJ991101 12.0218.C2.ol.gs 


Method 


GENSCAN 




Start 


377 


End 


494 




GI 


none 


Score 


.92 




Exons 


377 . . 494 








Seq. No. 


13732 


Seq. ID 


OJ991101_12.0218 


,C5 


Gene No. * 


29229 


Strand 


+ 




Start 


399 


End 


530 




Name 


OJ991101 12.0218.C5.ol.gs 


Method 


GENSCAN 




Start 


399 


End 


530 




GI 


none 


Score 


.91 




Exons 


399. .530 








Seq. No. 


13733 


Seq. ID 


OJ991101_12.0218 


.C6 


Gene No. 


29230 


Strand 


+ 




Start 


1 


End 


2274 




Name 


OJ991101 12.0218.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2265 




GI 


1170504 


Score 


1339 




Exons 


1..313, 543. .785, 1252. .2265 








GI Descrip. 


EUKARYOTIC INITIATION FACTOR 


(ISO)4F SUBUNIT P82 (IEIF- 


(ISO) 4F 




P82) gi 1452440 (M95747) initiation factor (iso)4f p82 subunit 




[Triticum aestivum] 








Seq. No. 


13733 


Seq. ID 


OJ991101_12.0218 


.C6 


Gene No. 


29230 


Strand 


+ 




Start 


1 


End 


2274 




Name 


OJ991101 12.0218.C6.ol.gp 


Method 


AAT/GAP 




Start 


226 


End 


1283 




GI 


LIB3479-007-Q6-K1-D7 


Score 


648 




Exons 


226. .313, 543. .785, 1252. .12 


83 






GI Descrip. 


■951453 8.0e-46 (M95746) initiation factor (iso)4f p82 


subunit 



[Triticum aestivum] ' 



14377 



Seq. No. 13733 Seq. ID 

Gene No. 29230 Strand 

Start 1 End 

Name OJ991101_12 . 0218 . C6 . ol . gs Method 

Start 278 End 

GI none Score 

Exons 278.. 313, 543.. 785, 1252.. 2274 



OJ991101_12.0218.C6 
+ 

2274 
GENSCAN 
2274 
.59 



Seq. No. 13733 Seq. ID 

Gene No. 29230 Strand 

Start 1 End 

Name OJ991101_12 . 0218 . C6 . o2 . gp Method 

Start 1839 End 

GI ' LIB3432-040-P1-K1-F8 Score 

Exons 1839.. 2255 

GI Descrip. '951453 5.0e-45 (M95746) initiation factor (iso)4f p82 subunit 
[Triticum aestivum] ' 



OJ991101_12.0218.C6 
+ 

2274 
AAT/GAP 
2255 
794 



Seq. No. 13733 

Gene No. 29231 

Start 2379 

Name OJ991101_12 . 0218 . C6 . ol . ts 

Start 229 

GI . none 
Exons 



Seq. ID OJ991101_12.0218.C6 
Strand 

End 2718 

Method TBLASTX : Soybean 

End 2190 

Score- 139 



229. .315, 230. .313, 237. .317, 238. .318, 557. .787, 563. .685, 
570. .791, 576. .788, 577. .807, 1249. .1515, 1249. .1332, 
1265. .1510, 1398. .1514, 1531. .2190, 1764. .2168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13733 Seq. ID 

29231 Strand 

2379 End 

OJ991101_12.0218 .C6.ol. tc Method 

230 End 

none Score 



OJ991101_12.0218.C6 
2718 

TBLASTX: Cress 

1575 

136 



230. .313, 232. .318, 232. .315, 540. .791, 542. .784, 579. .788, 
1249. .1332, 1249. .1332, 1396. .1575, 1398. .1514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13733 Seq. ID 

29231 Strand 

2379 End 

OJ991101_12 . 0218 . C6 . ol . tm Method 

230 End 

none Score 



OJ991101_12.0218.C6 
2718 

TBLASTX: Maize 

2211 

134 



230. .310, 232. .351, 232. .339, 234. .368, 509. .784, 552. .806, 
570. .791, 571. .807, 1249. .1332, 1249. .1305, 1263. .1343, 
1369. .1542, 1380. .1541, 1534. .1623, 1534. .1644, 1614. .1646, 
1669. .2202, 1671. .1871, 1672. .2211, 1887. .2207 



Seq. No. 13733 

Gene No. 29231 

Start 2379 

Name OJ991101_12 . 0218 . C6 . ol . tw 

Start 716 

GI none 
Exons 



716. .784, 717. .806, 1246. .1332, 1263 

1366. .1527, 1371. .1529, 1383. .1523, 1403. .1528, 1537 
1537. .1596, 1550. .1597 



Seq. ID OJ99.1101_12.0218.C6 
Strand 

End 2718 

Method TBLASTX : Wheat 

End 1599 

Score 97 

1343, 1299. .1334, 

1599, 



14378 




Seq. No. 


13733 


Seq. ID 


OJ991101_12. 


0218. 


C6 


Gene No. 


29231 


Strand 








Start 


2379 . . 


End 


2718 






Name 


OJ991101_12 .0218.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


1741 


End 


2079 






GI 


none 


Score 


255 






Exons 


1741.. 2031, 1746.. 2027, 1825. 


.2079, 2029.. 2079 






Seq. No. 


13733 


Seq. ID 


OJ991101_12. 


0218 . 


C6 


Gene No. 


29231 


Strand 








Start 


2379 


End 


2718 






Name 


OJ991101_12 . 0218 .C6 .o3 .gp 


Method 


AAT/GAP 






Start 


2379 


End 


2718 






GI 


5771067 


Score 


655 






Exons 


2379. .2718 










Seq. No. 


13734 


Seq. ID 


OJ991101_12. 


0218 . 


C7 


Gene No. 


29232 


Strand 


+ 






Start 


875 


End 


2372 






Name 


OJ991101 12.0218.C7.ol.np 


Method 


AAT/NAP 






Start 


875 


End 


2372 






GI 


3452091 


Score 


332 






Exons 


875. .936, 1449. .1552, 2054. .2174, 2285. 


.2372 






GI Descrip. 


(AJ004899) rudimentary enhancer [Glycine max] 






Seq. No. 


13734 


Seq. ID 


OJ991101_12. 


0218 . 


C7 


Gene No. 


29232 


Strand 


+ 






Start 


875 


End 


2372 






Name 


OJ991101 12.0218.C7.ol.gp 


Method 


AAT/GAP 






Start 


1459 


End 


2077 






GI 


5003747 


Score 


196 






Exons 


1459.. 1552, 2054.. 2077 










Seq. No. 


13734 


Seq. ID 


OJ991101_12. 


0218 . 


C7 


Gene No. 


29233 


Strand 


+ 






Start 


2273 


End 


2612 






Name 


OJ991101 12.0218.C7.o2.gp 


Method 


AAT/GAP 






Start 


2273 


End 


2612 






GI 


none 


Score 


591 






Exons 


2273. .2612 










Seq. No. 


13734 


Seq. ID 


OJ991101_12. 


0218 . 


C7 


Gene No. 


29234 


Strand 


+ 






Start 


3242 


End 


3520 






Name 


OJ991101 12.0218.C7.o3.gp 


Method 


AAT/GAP 






Start 


3242 


End 


3520 






GI 


none 


Score 


524 






Exons 


3242. .3520 










Seq. No. 


13734 


Seq. ID 


OJ991101_12. 


0218. 


C7 


Gene No. 


29235 


Strand 








Start 


203 


End 


4665 






Name 


OJ991101 12.0218.C7.ol.gs 


Method 


GENSCAN 






Start 


203 


End 


4658 






GI 


none 


Score 


.77 






Exons 


203. .267, 363. .468, 698. .823, 


899. .986, 


2407. .2446, 


3617 


. .4658 



14379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

1443 

none 

1443. .1559, 
2294. .2368 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4 665 

Method TBLASTX : Soybean 
End 2369 
Score - 132 
1450.. 1554, 2035. .2175, 2052.. 2180, 2286.. 2369, 



0218.C7.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

1454 

none 

1454 . . 1555, 
2035. .2175, 
2287. .2379 



0218.C7.o2.tm 



1458.. 1553, 1458. 
2053.. 2166, 2285, 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4 665 

Method TBLASTX : Mai ze 

End 2379 

Score 140 

.1562, 1459. .1563, 1459. .1566, 
.2362, 2285.-2377, 2286.. 2378, 



=? 

~ : 

f! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

1459 

none 

1459. .1563, 
2286. .2369 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4665 

Method TBLASTX: Cress 

End 2369 

Score 114 
1464. .1565, 2035. .2175, 2043. .2219, 2270. .2368, 



0218.C7.ol.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

3609 

none 

3609. .3650, 



0218.C7.ol.tm 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4665 

Method TBLASTX : Mai ze 

End 4097 

Score 4 6 



3651. .4076, 3667. .4062, 3948. .4097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

3651 

none 

3651. .3743, 



0218.C7.o2.tc 



3958.. 4206, 3963. 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4665 

Method TBLASTX : Cress 

End 4206 

Score 125 
.4205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13734 
29235 
203 

OJ991101_12. 

4384 

none 

4384. .4665, 



0218.C7.o3.tm 



4386. .4664 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4665 

Method . TBLASTX: Maize 

End 4 665 

Score 252 



Seq. No. 
Gene No. 
Start 
Name 



13734 
29235 
203 

OJ991101 12. 



0218 .C7 .o2. ts 



Seq. ID OJ991101_12.0218.C7 
Strand 

End 4 665 

Method TBLASTX : Soybean 



14380 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4416 
none 

4416. .4661, 4417. 



.4665 



13735 
29236 
1002 

OJ991101_12.0218.C8.ol.gp 

1002 

none 

1002. .1559 



End 4 665 

Score 155 



Seq. ID OJ991101_12.0218.C8 

Strand + 

End 1559 

Method AAT/GAP 

End 1559 

Score 1049 



Seq. No. 13735 Seq. ID 

Gene No. 29236 Strand 

Start 1002 End 

Name OJ991101_12 . 02 18 . C8 . ol . gs Method 

Start 1066 End 

GI none Score 

Exons 1066. . 1545 



OJ991101_12.0218.C8 
+ 

1559 
GEN SCAN 
1545 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13736 
29237 
1 

OJ991101_12.0218.C9.ol.np 
1 

2980780 

1..171, 1333. .1579, 2835. .2906 

(AL022198) putative protein [Arabidopsis -thaliana] 



Seq. ID OJ991101_12.0218.C9 

Strand + 

End 2906 

Method AAT/NAP 

End 2906 . - 

Score 196 



13737 Seq. ID 

29238 Strand 

1 End 

OJ991101_12 . 0218 . C10 . ol . np Method 

1 End 

2980780 Score 



OJ991101_12. 0218. C10 
+ 

3214 
AAT/NAP 
3214 
507 



1..70, 517. .585, 1085. .1163, 1945. .2116, 2214. .2294, 3061. 
(AL022198) putative protein [Arabidopsis thaliana] 



.3214 



13737 
29238 
1 

OJ991101_12. 0218.C10.ol.gs 

492 

none 



Seq. ID OJ991101_12. 0218. C10 



Strand 
End 

Method 

End 

Score 



+ 

3214 
GENSCAN 
2829 
.77 



492. .585, 1085. .1163, 1945. .2116, 2214. .2294, 2823. .2829 



13737 Seq. ID 

29239 Strand 

10216 End 
OJ991101_12. 0218 .C10. o4 .gs Method 

10216 End 

none Score 
10216. 
13115. 



OJ991101_12. 0218. C10 
+ 



,10373, 11285. 
.13241, 13273. 
15894. .16007, 16630. 



11498, 11505. 
13429, 13483. 
17391, 17400. 



18126 
GENSCAN 
18126 
.59 

11648, 11847. 
14008, 14049. 
18126 



,12970, 
,14877, 



Seq. No. 



13737 



Seq. ID OJ991101 12. 0218. C10 



14381 





Gene No. 


1 O O "3 O 


Strand 


+ 




Start 


10216 


End 


18126 




Name 


OJ991101_12. 0218. CIO. o4.np 


Method 


AAT/NAP 




Start 


11757 


End 


15566 




GI 


6630685 


Score 


3398 




Exons 


117 57.. 11783, 13485.. 15566 








GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 






[Oryza sativa] 








Seq. No. 


13737 


Seq. ID 


OJ991101_12. 0218. C10 




Gene No. 


29240 


Strand 






Start 


3384 


End 


7333 




Name 


OJ991101_12 .0218. CIO. o2.gs 


Method 


GENSCAN 




Start 


3384 . 


End 


6881 




GI 


none 


Score 


.9 




Exons 


3384. .3464, 3918. .4060, 4565 


..5804, 6000. .6156, 6853. .6881 




Seq. No. 


13737 


Seq. ID 


OJ991101JL2. 0218. C10 




Gene No. 


29240 


Strand 






Start 


3384 


End 


7333 




Name 


OJ991101_12. 0218. C10. ol.gp 


Method 


AAT/GAP 




Start 


4292 


End 


7333 




GI 


1081_1 . R1084 


Score 


3848 




Exons 


42 92.. 5908, 6000.. 6156, 7118 


. .7333 




: "\ 


GI Descrip. 


1 392954 5 /gb | AAC7 9990 . 1 1 1 . Oe 


-180 (AF067194) S-adenosylmethionine 






decarboxylase [Oryza sativa] 








Seq. No. 


13737 


Seq. ID 


OJ991101_12. 0218. C10 




Gene No. 


29240 


Strand 




hi 


Start 


3384 


End 


7333 




Name 


OJ991101 12.0218.C10.o2.np 


Method 


AAT/NAP 


fi) 


Start 


4545 


End 


5729 




GI 


6646868 


Score 


2063 




Exons 


4545. .5729 






-i 


GI Descrip. 


(AJ251899) S-adenosylmethionine decarboxylase 2 [Oryza sativa] 


L ! . 

|! *! 


Seq. No. 


13737 


Seq. ID 


OJ991101_12. 0218. C10 


• j _ i 


Gene No. 


29240 


Strand 






Start 


3384 


End 


7333 




Name 


OJ991101 12.0218.C10.o3.np 


Method 


AAT/NAP 


•s a? 


Start 


6000 


End 


6137 




GI 


2129921 


Score 


194 




Exons 


6000. .6137 








GI Descrip. 


hypothetical protein 1 - Madagascar periwinkle gi 1758694 






(U12573) putative [Catharanthus roseus] 






Seq. No. 


13737 


Seq. ID 


OJ991101_12. 0218. C10 




Gene No. 


29241 


Strand 






Start * . 


9052 


End 


9366 




Name 


OJ991101 12.0218.C10.o5.tm 


Method 


TBLASTX: Maize 




Start 


489 


End 


2307 




GI 


none 


Score 


107 




Exons 


489. .584, 489. .581, 490. .585 


, 1077.. 1163, 1079.. 1162, 






1079. .1177, 1932. .2075, 1943 


..2116, 1944. .2117, 2068. .2160, 






2213.. 2302, 2214.. 2303, 2215 


. .2307 





Seq. No. 



13737 



Seq. ID OJ991101_12. 0218. C10 



14382 




Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218 


.C10.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1943 










End 


2304 




GI 


none 










Score 


222 




Exons 


1943. . 


.2116, 


1944 


. .2117, 


2218 . 


.2304, 


2220. .2291 




Seq. No. 


1373.7 










Seq. ID OJ991101 


_12 . 0218 .C10 


Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218 


.C10.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1997 










End 


3267 




GI 


none 










Score 


230 




Exons 


1997. . 


.2116, 


1998 


. .2117, 


2002 . 


.2118, 


2059. .2160, 


2214 . .2303, 




2214. . 


.2303, 


3047 


. . 3190, 


3058 . 


.3192, 


3205. .3267, 


3206. . 3265 


Seq. No. 


13737 










Seq. ID OJ991101 


_12. 0218. C10 


Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218 


.ClO.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4354 










End 


6146 




GI 


none . 










Score 


61 




Exons 


4354. . 


.4392, 


4466 


. .4486, 


4551 . 


.4604, 


4596. .5735, 


4630. .5775, 




4631. . 


.5746, 


4657 


. .5754, 


5756. 


.5806, 


5771. .5827, 


5789. .5818, 




5832. . 


.5906, 


5888 


. . 5908, 


5999 . 


. 6145, 


6007. .6144, 


' '6012 . . 614 6 


Seq. No. 


13737 










Seq. ID OJ991101 


_12. 0218. C10 


Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218 


.ClO.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4683 










End 


6145 




GI 


none 










Score 


251 




Exons 


4683. . 


.4913, 


4684 


. . 4911, 


4705 . 


.4917, 


4908. .5699, 


4908 . . 5699, 




4915. . 


. 5700, 


5681 


. . 5818, 


5755 . 


.5811, 


5865. .5906, 


6012 . . 6089, 




6013. . 


.6087, 


6021 


. . 6101, 


6041 . 


.6100, 


6093. .6113, 


6113 . . 6145, 




6115. . 


. 6144 














Seq. No. 


13737 










Seq. ID OJ991101 


_12. 0218. C10 


Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218 


.ClO.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4689 










End 


6146 




GI 


none 










Score 


95 




Exons 


4689. . 


,4784, 


4809 


. . 5048, 


4818 . 


.5081, 


4915. .5103, 


5118 . .5192, 




5125. . 


.5181, 


5232 


. . 5696, 


5257 . 


.5562, 


5599. .5697, 


5888 . .5908, 




5988. . 


, 6116, 


6000, 


. . 6089, 


6080 . 


.6145, 


6096. . 6146 




Seq. No. 


13737 










Seq. ID OJ991101 


_12. 0218. C10 


Gene No. 


29241 










Strand 






Start 


9052 










End 


9366 




Name 


OJ991101 12 


.0218, 


.ClO.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4809 










End 


6139 




GI 


none 










Score 


124 




Exons 


4809. . 


,5081, 


4839, 


. .5081, 


4915. 


.5082, 


5106. .5180, 


5107. .5181, 




5119. . 


,5181, 


5199, 


. .5225, 


5241. 


.5693, 


5241. .5696, 


5296. .5694, 




5992. . 


, 6081, 


6000, 


. .6089, 


6006. 


. 6113, 


6092. .6139, 


6093. . 6137 



14383 



Seq. No. 13737 Seq. ID 

Gene No. 29241 Strand 

Start 9052 End 

Name OJ991101_12 . 02 18 . CIO . o3 . gs Method 

Start 9052 End 

GI none Score 

Exons 9052.. 9366 



OJ991101_12. 0218. CIO 

9366 
GENSCAN 
9366 
.55 



Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


.C10 


Gene No. 


29242 






Strand 






Start 


11226 






End 


11753 




Name 


OJ991101 12. 0218. C10 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


11226 






End 


11594 




GI 


none 






Score 


o o o 

222 




Exons 


11226. 


.11300, 11232. 


11594 








Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


. C10 


Gene No. 


29242 






Strand 






Start 


11226 






End 


11753 




Name 


OJ991101 12. 0218. C10 


08 . tm 


Method 


TBLASTX: Maize 




Start 


11352 






End 


11753 




GI 


none 






Score 


205 




Exons 


11352. 


.11753, 11388. 


11603 








Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


. C10 


Gene No. 


29243 






Strand 






Start 


13178 






End 


13479 




Name 


OJ991101 12. 0218. C10 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


13178 






End 


13479 




GI 


none 






Score 


96 




Exons 


13178. 


.13252, 13179. 


. 13256, 


13264. .13461, 13276. .13479, 






13281. 


.13478 










Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


. C10 


Gene No. 


29244 






Strand 






Start 


13478 






End 


13892 




Name 


OJ991101 12. 0218. C10 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13478 






End 


13802 




GI 


none 






Score 


88 




Exons 


13478. 


.13534, 13479. 


. 13547 , 


13479. .13544, 13536 .. 13700, 






13547. 


.13711, 13657. 


. 13722, 


13722. .13802 




Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


. C1U 


Gene No. 


29244 






Strand 






Start 


13478 






End 


13892 




Name 


OJ991101 12. 0218. C10 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


13479 






End 


13892 




GI 


none 






Score 


362 




Exons 


13479. 


.13892, 13485. 


13775, 


13487. .13780, 13784.. 13825 




Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


.C10 


Gene No. 


29245 






Strand 






Start 


13914 






End 


14778 




Name 


OJ991101 12. 0218. C10 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13914 






End 


14225 




GI 


none 






Score 


121 




Exons 


13914. 


.13994, 13916. 


13996, 


13999. .14223, 14002. .14220, 





14384 




14004. .14225 





Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


.C10 




Gene No. 


29245 






Strand 










1 ^Qi 4 






End 


14778 






Name 


Pi TQQ1 

uj y y i 


i ni 19 n9i r pin 
1U1 ..1 z . u z 1 1> . b 1 u 


. OZ . t S 


Method 


TBLASTX: Soybean 






Qf -y~ 4- 

o tare 


1 "5 CM 1 
1.3:74 1 






End 


14538 






p t 




£n 

DU 




Score 


81 






Exons 


1 J -7 4 1 


1 "3QQ4 1 *3Q4 ^ 

. .i3yyft / ijji j. 


. 1 3 y y 3 , 


13996. .14163, 14002 14148, 








1/11 R7 
1 ft 1 0 / 


1 4 4 c: £ 1 4 1 RQ 
. .1414130/ 1411DO. 


1 A R ^ft 

. 14 J JO, 


14164. .14538 






GI Descrip. 
















Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


.C10 




Gene No . 


Zy Z41 0 






Strand 








bt art 


1 ^ Q 1 A 

i j y i h 






End 


14778 






Name 


Pi TQQ1 


im 19 ri9ip pin 

1U1 IZ.UZlO.blU 


. OZ . LW 


Method 


TBLASTX: Wheat 






otarc 


1 A fi c Q 
1 41 UDO 






End 


14520 






P T 


none 






Score 


89 






Exons 


1 41 UDO 


1 A 1 Al 1 AC\1 A 
..141141/, 141U/41. 


1 A 1 A ft 

. 14 14 0, 


14169. .14324, 14 177 14383, 








14179 


..14520, 14181. 


.14456 










Corf KI o. 

o e q . in o . 


1j / J / 






beq . iu 


OTQQIini 19 091ft 
ujyyixui i^.uzio 


pi n 
. b 1 u 




Gene No. 


Z y Z 41 O 






Cf y-mH 

b cr ana 








btart 


1 "3 Q 1 /I 






£jIHJ. 


1 4 / / O 




5 i 
U-! 


Name 


Pi TQQ 1 

uj y y i 


i m 19 noi q pin 
1U1 IZ.UZlo.blU 


. o4 . tc 


\\J[ /-i f- l-\ /"J 

LYie t noQ 


TRT Zi QTY • fro c c 
1 Dli-rtb 1A . tress 




i* ?' 


btart 


1 41 1 41 u 






JjllU 


14 4 91 
1 4 4 Z 1 




'•t '• * 
;st : 


P T 


none 






Score 


204 




ill 


Exons 


14140 


..14421, 14220. 


.14387 








! :| 
! s 


beq. JNO . 


13 / 3 / 






Seq. ID 


OJ991101_12.0218 


pi n 

. b 1 u 


i. "{ 


Gene No . 


z y z h o 






Strand 






i'lf 


Of -lyf 


1 3 y 1 4i 






End 


14778 




t xr 


Name 


Pi TQQ 1 

uj y y i 


1 m 19 H9iQ pin 
1U1 IZ.UZlo.blU 


. o3 . tm 


Method 


TBLASTX: Maize 




ii 


Of 2 -y-f- 


1 A *3.4 A 
1 4 3 4 4 






End 


14778 




■= = E 
! i sr 


P T 


none 






Score 


612 






Exons 


14344 


..14778, 14344. 


.14709, 


14508. .147 


77 






oeq. in o . 


1-37-37 
13/3/ 






Seq, ID 


OJ991101_12.0218 


pi n 

. b 1 u 


"t 


bene no . 


9Q9K 
Z y Z 41 0 






Strand 






:- $ f 


b t art 


1 4 ft Q 9 

1 4 0 y z 






End 


15599 




,E at 
j ■ c 
'e s? 


Name 


Pi TQQ1 

u j y y 1 


1 ni 19 n9 1 ft pin 

1U1 IZ.UZlo.blU 


. oz . tm 


Method 


TBLASTX : Maize 






Of 2 — 4- 


1 A ft Q9 

1 4 0 y z 






End 


15599 






P T 
bl 


none 






Score 


985 






Exons 


14892 


..15596, 14900. 


.15589, 


15240. .155 


99 






beq . no . 


i 0 7 0 -7 

13/3/ 






Seq. ID 


OJ991101_12.0218 


pi n 
. b 1 u 




Gene No . 


Z y Z 4t D 






Strand 








b tart 


1 4 0 yz 






End 


15599 






Name 


UJ y y 1 


1 n i to noio ^in 
1UI IZ.UZlo.blU 


. 03 . ts 


Method 


TBLASTX : Soybean 






Start 


14910 






End 


15551 






GI 


none 






Score 


310 






Exons 


14910 


..15299, 15134. 


.15298, 


15318. .15551 






Seq. No. 


13737 






Seq. ID 


OJ991101_12.0218 


.C10 




Gene No. 


29246 






Strand 








Start 


14892 






End 


15599 






Name 


OJ991 


101 12. 0218. CIO 


.o6.tw 


Method 


TBLASTX: Wheat 





14385 




Start 


1 C C\ A O 

loU48 




End 


15515 






GI 


none 




Score 


125 






Exons 


loU4 o . . lb iUo 


icom 1 coo 1 ) 


15327. .15515, 15386 






Seq. No. 


13737 




Seq. ID 


OJ991101 


_12.0218 


.C10 


Gene No. 


29246 




Strand 








Start 


14892 




End 


15599 






Name 


OJ991101 12. 


0218. C10. o3.tc 


Method 


TBLASTX : i 


Cress 




Start 


15093 




End 


15548 






GI 


none 




Score 


66 






Exons 


15093. .15179, 15183. .15317, 


15335. .154 


96, 15336 


1 CC/IQ 




Seq. No. 


13738 




Seq. ID 


OJ991101 


1Z . (JZlo 


. CI 1 


Gene No. 


29247 




■ Strand 


+ 






Start 


563 




End 


9259 






Name 


OJ991101 12. 


0218.Cll.ol.gs 


Method 


GENSCAN 






Start 


563 




End 


7937 






GI 


none 




Score ■ 


.74 






Exons 


563. .640, 706. .862, 899. .1049, 1072. .1295, 2258 


. .2360, 






3019. .3102, 


3811. .3894, 4672 


..4815, 7206. .7346, 


7393. .7431, 




7452. .7937 












beq. no. 


13738 




Seq. ID 


OJ991101 


_12.0218 


.Cll 


Gene No. 


29247 




Strand 


+ 






Start 


563 




End 


9259 






Name 


OJ991101 12. 


0218. Cll. ol.np' 


Method 


AAT/NAP 






Start 


5697 




End 


9259 






GI 


2760837 




Score 


84 






Exons 


5697. .5727, 


7322. .7451, 7544 


. .7668, 9218. . 9259 







GI Descrip. (AC003105) putative cytochrome P450 [Arabidopsis thaliana] 



Seq. No. 


13738 








Seq. ID 


OJ991101JL2. 


.0218 


.Cll 


Gene No. 


29248 








Strand 


+ 






Start 


9287 








End 


11470 






Name 


OJ991101 12. 


.0218 


.Cll.o2 


. gs 


Method 


GENSCAN 






Start 


9287 








End 


11470 






GI 


none 








Score 


.48 






Exons 


9287. .9412, 


9576 


. .9799, 


9876. 


.10019, 


11323. .11470 






Seq. No. 


13739 








Seq. ID 


OJ991101_12. 


.0218 


.C12 


Gene No. 


29249 








Strand 


+ 






Start 


1327 








End 


1828 






Name 


OJ991101 12. 


.0218 


.C12.ol 


.gs 


Method 


GENSCAN 






Start 


1327 








End 


1828 






GI 


none 








Score 


.45 






Exons 


1327. .1453, 


1680 


. .1828 












Seq. No. 


13740 








Seq. ID 


OJ991101__12. 


.0218 


.C13 


Gene No. 


29250 








Strand 


+ 






Start 


633 








End 


689 






Name 


OJ991101 12. 


.0218 


.C13.ol 


.gs 


Method 


GENSCAN 






Start 


633 








End 


689 






GI 


none 








Score 


.94 






Exons 


633. .689 
















Seq. No. 


13740 








Seq. ID 


OJ991101_12. 


.0218 


.C13 


Gene No. 


29251 








Strand 


+ 







14386 






Start 


4679 


End 


9o33 




Name 


OJ991101 12.0218.C13.o2.np 


Method 


AAT/NAP 




Start 


4679 


End 


6023 




GI 


6630699 


Score 


68 




Exons 


4679.. 4731, 5935.. 6023 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 67215361 dbj | BAA89566. 1 ( 


(AP001073) 


hypothetical protein 






[Oryza sativa] ~-' 








Seq. No. 


13740 


Seq. ID 


OJ991101 12.0218.C13 




Gene No. 


29251 


Strand 


+ 




Start 


4679 


End 


9533 




Name 


OJ991101 12 . 0218 .C13.ol .np 


Method 


AAT/NAP 




Start 


5729 


End 


9533 




GI 


6721547 


Score 


92 




Exons 


5729. .5824, 9437. .9533 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




Seq. No. 


13740 


Seq. ID 


OJ991101_12.0218.C13 




Gene No. 


29252 


Strand 


+ 




Start 


10854 


End 


12983 




Name 


OJ991101 12.0218.C13.o4 .np 


Method 


AAT/NAP 




Start 


10818 


End 


12983 


U - « 


GI 


1420873 


Score 


501 


SI 


Exons 


10818. .11341, 12934. .12 983 






Ui 


GI Descrip. 


(X988 91) inorganic phosphate transporter 2 [Solanum tuberosum] 


ri! 

.3 51 


Seq. No. 


13740 


Seq. ID 


OJ991101_12.0218.C13 


u 

i : s 


Gene No. 


29252 


Strand 


+ 




Start 


10854 


End 


12983 


• ~i 


Name 


OJ991101 12.0218.C13.o3.gs 


Method 


GENSCAN 


rii 


Start 


10854 


End 


11468 


is 


GI 


none 


Score 


.99 




Exons 


10854. .11468 






•s 


Seq. No. 


13740 


Seq. ID 


OJ991101_12.0218.C13 




Gene No. 


29253 


Strand 


+ 




Start 


16904 


End 


19614 


Q 


Name 


OJ991101 12.0218. C13.o2.gp 


Method 


AAT/GAP 




Start 


16904 


End 


19614 




GI 


none 


Score 


1646 




Exons 


16904. .17108, 17742. .17826, 


18179. .182 92, 18 988. .1908 9, 






19238. .19614 








Seq. No. 


13740 


Seq. ID 


OJ991101_12.0218.C13 




Gene No. 


29253 


Strand 


+ 




Start 


16904 


End 


19614 




Name 


OJ991101 12.0'218.C13.o6.np 


Method 


AAT/NAP 




Start 


18218 


End 


19075 




GI 


4455361 


Score 


131 




Exons 


18218. . 18292, 18988. .19075 








GI Descrip. 


(AL035524) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


13740 


Seq. ID 


OJ991101_12.0218.C13 




Gene No. 


29254 


Strand 


+ 




Start 


21667 


End 


24059 




Name 


OJ991101 12.0218.C13.o7.np 


Method 


AAT/NAP 



14387 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21667 End 24059 

3281869 Score 363 

21667. .21755, 22822 22910, 23799 23991, 24022.. 24059 

(AL031004) RSZp22 splicing factor [Arabidopsis thaliana] 

gi|3435094|gb|AAD12769.1| (AF033586) 9G8-like SR protein 

[Arabidopsis thaliana] 



13740 Seq. ID 

29254 Strand 

21667 End 
OJ991101_12. 0218.C13.o3.gp Method 

22644 End 

none Score 
22644 . .23213 



OJ991101_12.0218.C13 
+ 

24059 
AAT/GAP 
23213 
1103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13740 Seq. ID OJ991101_12 . 0218 . C13 

29255 Strand 

6162 End 9130 

OJ991101_12 . 0218 . C13 . o3 . np Method AAT/NAP 

6162 End 9130 

5922620 Score 430 

6162. .6269, 7612. .7870, 7915. .8023, 8704. .8866, 9024. .9130 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13740 
29256 
11771 

OJ991101_12.0218.C13.o2.tc 

10817 

none 



Seq. ID OJ991101_12.0218.C13 



Strand 
End 

Method 

End 

Score 



16726 

TBLASTX : Cress 

11338 

480 



10817. .11227, 10818. .11198, 11258. .11338 



13740 

29256 - . 

11771 

OJ991101_12. 0218.C13.ol. tm 

10818 

none 

10818. .11195, 10823. .11218, 

13740 
29256 
11771 

OJ991101_12.0218.C13.o2.ts 

10995 

none 

10995. .11198, 11009. .11194, 

13740 
29256 
11771 

OJ991101JL2.0218 .C13.o4 . gs 
11771 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_12.0218.C13 
16726 

TBLASTX: Maize 

11338 

505 



11258. .11338 

Seq. ID OJ991101_12.0218.C13 
Strand 

End 16726 

Method TBLASTX : Soybean 

End 11302 

Score 259 
11040. .11198, 11258. .11302 

Seq. ID OJ991101_12.0218.C13 
Strand 

End 16726 

Method GENSCAN 

End 16682 



14388 




GI 


none 






Score 


.84 




Exons 


11771 


..12143, 13417. 


l "5 c. n A 


13574. .1374 5, 13852. .1404 6, 






14132 


..14399, 14780. 


1 A QQfl 

. Ifl y y U , 


15623. .157 66, 15908. .16682 




Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218. 


C13 


Gene No. 


29256 






Strand 


- 




Start 


11771 






End 


16726 




Name 


OJ991101 12.0218.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11900 






End 


12145 




GI 


none 






Score 


214 




Exons 


11900 


..12145, 11900. 


. 1Z 1 uu 








Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218 




Gene No. 


29256 






Strand 






Start 


11771 






End 


16726 




Name 


OJ991101 12.0218.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14693 






End 


16070 




GI 


none 






Score 


316 




Exons 


14 i 


. . 14 yy y , 14 /zo . 


1 A QQQ 
. 1 H y y O , 


14764. .14997, 15624 15770, 






i c a o a 

15630 


. . 15 / b / , loyuz . 


1 c go c 
. 1 0 y o O , 


15907. .15984, 15909. .16022, 






1 C A 1 A 

15910 


i cnoo i con 
. . 16Uz3, 15y /l . 


i cm Q 
. 1 DUJy , 


15993. .16037, 16041.. 16070 




rj Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218 


.C13 


h *\ Gene No. 


o n o c c 






Strand 






Start 


11771 






End 


16726 




!:!! Name ■ 


OJ991 


101_12.0218.C13 


. Oj . lS 


Method 


TBLASTX : Soybean 




1 }J Start 


14 / Uo 






End 


15007 




GI 


none 






Score 


175 




Lf Exons 


14 /Oo 


..15007, 14764. 


. 1 jUUd 








««e Seq. No. 


1 o / 4 U 






Seq. ID 


OJ991101_12.0218 


. \^ ± o 


! " Gene No. 


29256 






Strand 






Start 


11771 






End 


16726 




U! Name 


OJ991 


101_12.0218.C13 


. Ol . LC 


Method 


TBLASTX: Cress 




'"■-•J Start 


1 4 7 2 Q 






End 


16415 




M. GI 


none 






Score 


209 




' =i Exons 


14729 


..14998, 14764. 


. 1 H y y / f 


15624. .157 


70, 15909. . 16415, 




= j 


15910 


. .16041, ..16087. 


~\ £*XA A 

. 1 D Jfl 4 








l 5 J Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218 




Gene No. 


29256 






Strand 






Start 


11771 






End 


16726 




Name 


OJ991 


101_12.0218.C13 


. o5 . np 


Method 


AAT/NAP 




Start 


14734 






End 


16637 




GI 


66482 


13 




Score 


1167 




Exons 


14734 


..14990, 15623. 


.15766, 


15908.. 16637 




GI Descrip. 


(AC01 


3483) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218 


-C13 


Gene No. 


29256 






Strand 






o Id! L. 


11771 






End 


16726 




Name 


OJ991 


101_12.0218.C13 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15909 






End 


16415 




GI 


none 






Score 


68 




Exons 


15909 


..15974, 15910. 


.15975, 


15972. .16415, 15973. .1634 4 




Seq. No. 


13740 






Seq. ID 


OJ991101_12.0218 


.C13 



14389 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29256 Strand 

11771 End 

OJ991101_12 .0218 .C13.o2.tm Method 

16125 End 

none Score 



16726 

TBLASTX: Maize 

16726 

288 



16125. .16418, 16129. .16344, 16611 .. 16664 , 16612 .. 16656, 
16702. .16725, 16703.. 16726 



Seq. ID OJ991101_12.0218.C14 
Strand 

End 487 

Method AAT/GAP 

End 487 

Score 925 



13741 
29257 
1 

OJ991101_12 . 0218 .C14 . ol . gp 
1 

3770_1.R1084 
1. .487 

, 3435096/gb|AAD12770.1| 4.0e-24 (AF033587) SRZ21 [Arabidopsis 
thaliana] • 





Seq. No. 


13741 








Seq. ID 


OJ991101_12.0218 


.C14 




Gene No. 


29258 








Strand 








Start 


2019 








End 


2589 






Name 


OJ991101 12 


.0218, 


X14.o2. 


gp 


Method 


AAT/GAP 






Start 


1644 








End 


1927 






GI 


37 68898 








Score 


401 




si 

f! 


Exons 


1644 . . 1675, 


1714. 


. .1927 










LI 


Seq. No. 


13741 








Seq. ID 


OJ991101_12.0218 


.C14 


=; 

cf 


Gene No. 


29258 








Strand 






; \ 


Start 


2019 








End 


2589 






Name 


OJ991101 12 


.0218, 


.C14.o2. 


gs 


Method 


GENSCAN 




y 


Start 


2019 








End 


2513 






GI 


none 








Score 


1 




=■ 


Exons 


2019. . 2333, 


2415, 


. .2513 










=? 
.S 

V 


Seq. No. 


13741 








Seq. ID 


OJ991101JL2.0218 


.C14 


ct 


Gene No. 


29258 








Strand 






s; 


Start 


2019 








End 


2589 




J 


Name 


OJ991101 12 


.0218, 


■C14.ol. 


np 


Method 


AAT/NAP 




3? 


Start 


2022 








End 


2589 




Ii 


GI 


4091806 








Score 


181 






Exons 


2022. .2041, 


2069. 


. .2318, 


2571. 


.2589 








GI Descrip. 


(AF052585) 


CONSTANS-like protein 2 [Malus domestica] 






Seq. No. 


13741 








Seq. ID 


OJ991101_12.0218 


.C14 




Gene No. 


29258 








Strand 








Start 


2019 








End 


2589 






Name 


OJ991101 12 


.0218, 


.C14 .ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


2023 








End 


2334 






GI 


none 








Score 


41 






Exons 


2023. .2070, 


2106. 


. .2246, 


2107. 


.2241, 2302. .2334 






Seq. No. 


13741 








Seq. ID 


OJ991101_12.0218 


.C14 




Gene No. 


29258 








Strand 








Start 


2019 








End 


2589 






Name 


OJ991101 12 


.0218. 


.C14.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


2088 








End 


2241 






GI 


none 








Score 


93 





14390 



Exons 



2088.. 2240, 2107.. 2241 



Seq. No. 13741 Seq. ID 

Gene No. 29258 Strand 

Start 2019 End 

Name OJ991101_12 . 0218 .C14 . ol ". tm Method 

Start 2143 End 

GI none * Score 

Exons 2143. .2241, 2143. .2196, 2145. .2249, 2298. .2330, 2299. .2334, 

2361. .2549, 2416. .2547 



OJ991101_12.0218.C14 
2589 

TBLASTX: Maize 

2549 

126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13741 Seq. ID OJ991101_12 . 0218 .C14 

29258 Strand 

2019 End 2589 

OJ991101_12.0218.C14 .o3.gp Method AAT/GAP 

2143 End 2589 

5455419 Score 712 

2143. .2333, 2415. .2589 

4091806 2.0e-12 (AF052585) CONSTANS-like protein 2 [Malus 
domestical 



Seq. No. 13742 

Gene No. 29259 

Start 4 630 

Name OJ991101_12 . 0218 .C15 . o2 . gs 

Start 4630 

GI none 
Exons 



Seq. ID OJ991101_12.0218.C15 

Strand + 

End 12779 

Method GENSCAN 

End 12779 

Score .43 



4630. .4806, 4974. .5221, 5289. .5370, 5729. .5840, 6189. .6331, 
6916. .6931, 7343. .7779, 8319. .8466, 8695. .8773, 9181. .9254, 
10957. .11305, 12010. .12076, 12092 12280 , 124 38 .. 124 84 , 
12671. .12779 



Seq. No. 13742 
Gene No. 29259 
Start 4630 

Name OJ991101_12 . 0218 .C15 . ol . np 

Start 5320 
GI 3063698 

Exons 5320.. 5370, 54 93 . . 557 1 5688 . 

7215. .7295, 7345. .7471, 7574, 
9212. .9325 

GI Descrip. (AL022537) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991101_12.0218.C15 
Strand + 
End 12779 
Method AAT/NAP 
End 9325 
Score 622 

.5840, 6189. .6341, 6612. .6795, 
.7779, 8319. .8466, 8660. .8811, 



Seq. No. 13742 Seq. ID 

Gene No. 29259 Strand 

Start 4630 End 

Name OJ991101_12 . 0218 . C15 . ol . gp Method 

Start 6676 End 

GI uC-osflcyp058a08bl- -.Score 

Exons 6676.. 6795, 7215.. 7295, 7383.. 7691 

GI Descrip. '1421751 3.0e-12 (U60592) putative ORF; conserved 
of plant SAMdC [Pisum sativum] 1 



OJ991101_12.0218.C15 
+ 

12779 
AAT/GAP 
7691 
912 



in 5' 



leaders 



Seq. No. 13742 Seq. ID 

Gene No. 29260 Strand 

Start 14056 End 

Name OJ991 101_12 . 0218 . C15 . o3 . gs Method 



OJ991101_12.0218.C15 
+ 

14393 
GENSCAN 



14391 




Start 


1405b 


End 


1 A O C\ O 

14393 




GI 


none 


Score 


. ol 




Exons 


1 4 UO b . . 1 4 UDO , 14Z14. . 140^0 








Seq. No. 


13742 


Seq. ID 


OJ991101 


_12.0218.C15 


Gene No. 


29261 


Strand 


+ 




Start 


i n c o o 
15523 


End 


16508 




Name 


ojyyiioi lz . Uz lo . ci d . o4 . gs 


Method 


GENSCAN 




Start 


1 C C O O 

15523 


End 


16508 




GI 


none 


Score 


.46 




Exons 


i c c o o i c c o c 1 roco i c o o o, 

15523 .. I55yb, ib252 . . ib32y, 


16406. .16508 




Seq. No. 


1 O "7 A O 


Seq. ID 


OJ991101 


IO Alio p i r 

12 .0218. Clb 


bene No . 


z yz oz 


Strand 


- 




Start 


9763 


End 


12189 




Name 


OJ991101_12.0218.C15.o2.np 


Method 


AAT/NAP 




Start 


y too 


End 


12189 




GI 


b / 1 4 4 4 4 


Score 


229 




Exons 


n -r *r o i nono 1 o n r\ c i o i o o, 

y lb 3 . . 1U3U3, 12UU5 . . 1218 y 








GI Descrip. 


(AC011b20) putative disease 


resistance 


protein 


[Arabidopsis 




thaliana] 








Seq. No. 


13742 


Seq. ID 


OJ991101 


_12.0218.C15 


Gene No. 


29263 


Strand 






Start 


184 88 


End 


21648 




Name 


OJ991101 12 . 0218 . C15 . o3 . tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


114 




GI 


none 


Score 


65 




Exons 


1 "3Q 1 "11/ 1 O 1 1 O 

i . . jy / i . . 114 , i..yj/ z . . nz 








Seq. No. 


13742 


Seq. ID 


OJ991101 


12 . 0218 . Clb 


Gene No. 


o n o /" o 


Strand 






Start 


18488 


End 


21648 




Name 


ATnm 1 1 o n o i o o 1 c _ i 4__ 

ojyyiiui iz . uz io . ci o . oi . tm 


Method 


TBLASTX: 


Maize 


Start 


5257 


End 


7623 




GI 


none 


Score 


40 




Exons 


COCT C 1 n A COOC C O T O coco 

oz3/..b3U4, o joo . . OO / O, DOOZ 


..5378, 54? 


34. .5570, 


0491. . 0 bzb , 




5bo/..5o4Z,. oboy..o/o4, obyu 


. .5845, 6170. .6334, 


blo4 . . b3 / b , 




bb43..b8Ul, bb4o..b/88, bb4b 


..6795, 6647. .6796, 


i o i o Tone 




O O 1 C O O O, C noon T/IC1 TOOT 

/21b.. /295, /3oU../4bl, /3ol 


..7467, 7384. .7467, 


H A C O T COO 

/4 oy . . / 623, 




/ 4 y 4 . . / bZZ 








Seq. No. 


13742 


Seq. ID 


OJ991101 


10 rvoio 1 c 

12 . 0218 . Clo 


Gene No. 


29263 


Strand 






Start 


18488 


End 


21648 




Name 


Aiftni 1 ni i o n o i o 1 c _ o 

OJ991101 12 . U218 . Clb . o2 . tw 


Method 


TBLASTX: 


Wheat 


Start 


74 65 


End 


16507 




GI 


none 


Score 


54 




Exons 


7465. .7575, 7533. .7778, 7654 


..7779, 8282. .8467, 


oor\vi .a a /~ a 

8304 . .84 68, 




i o o o 1 rem i o n o n /• /i n ri 

1 6388 .. 16507 , 16392. .16499 








Seq. No. 


13742 


Seq. ID 


OJ991101 


_12.0218.C15 


Gene No. 


29263 


Strand 






Start 


18488 


End 


21648 




Name 


OJ991101 12.0218.C15.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


7707 


End 


16487 




GI 


none 


Score 


63 





14392 




Exons 


7707. .7772, 7719.. 7778, 7729 


..7779, 8288. .8419, 


8316 . . 84 29, 




8357. .8467, 8402. .8470, 8415 


..8483, 8418. .8474, 


8646 . . 8789, 




8671. .8781, 8694.-8786, 9179 


..9250, 9245.. 9280, 


931o . . 933o , 




16388. .16486, 16392. .16487 








Seq. No. 


13742 


Seq. ID 


OJ991101 


12 . 0218 . C15 


Gene No. 


29263 


Strand 






Start 


18488 


End 


21648 




Name 


OJ991101 12.0218.C15.o3.np 


Method 


AAT/NAP 




Start 


18011 


End 


21648 




GI 


6815052 


Score 


1686 




Exons 


18011. . 18129, 18412. .18487, 


18569. . 19266, 19315 


. .194 50, 




20233. .20325, 21175 .. 21274 , 


21572. .21648 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13742 


Seq. ID 


OJ991101 


_12.0218.C15 


Gene No. 


29263 


Strand 






Start 


18488 


End 


21648 




Name 


OJ991101 12.0218.C15.o5.gs 


Method 


GENSCAN 




Start 


18488 


End 


21598 




GI 


none 


Score 


.49 




Exons 


184 88. .20106, 21209 21323, 


21473. .21598 




'.'*[ Seq. No. 


13742 - 


Seq. ID 


OJ991101 


_12;0218.C15 


Gene No . 


29263 


Strand 






LJi Start 


18488 


End 


21648 




: Name 


OJ991101 12.0218.C15.ol.tw 


Method 


TBLASTX :l 


tfheat 


Q Start 


19505 


End 


19999 




U! GI 


none 


Score 


66 




. =| Exons 


19505. .19999, 19605. .19763 








=' bf Seq. No. 


13743 


Seq. ID 


OJ991101 


_12.0218.C16 


iJ Gene No. 


29264 


Strand 


+ 




Q Start 


3039 


End 


4074 




: U Name 


OJ991101 12.0218.C16.o2.gs 


Method 


GENSCAN 




Start 

it a: 


3039 


End 


4074 




[ -j GI 


none 


Score 


.97 




Exons 


3039.. 3045, 3296.. 3400, 4001 


. .4074 






Q Seq. No. 


13743 


Seq. ID 


OJ991101 


12 . 021o . Clo 


Gene No. 


29265 


Strand 


+ 




Start 


10365 


End 


11444 




Name 


OJ991101 12.0218.C16.o3.np 


Method 


AAT/NAP 




Start 


10365 


End 


11444 




GI 


484643 


Score 


66 




Exons 


10365. .10450, 11236. .11444 








GI Descrip. 


proline-rich cell wall protein - carrot gi 1470322 (L01775) 




proline-rich protein [Daucus 


carota] 






Seq. No. 


13743 


Seq. ID 


OJ991101 


_12.0218.C16 


Gene No . 


29266 


Strand 






Start 


1 


End 


2156 




Name 


OJ991101 12.0218.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


431 




GI 


6815052 


Score 


231 




Exons 


1..22, 122. .197, 279. .431 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 





14393 




Seq. No. 


13743 






Seq. ID OJ991101 


_12.0218.C16 


Gene No. 


29266 






Strand 






Start 


1 






End 


2156 




Name 


OJ991101 12 


.0218.C16.o2. 


np 


Method 


AAT/NAP 




Start 


1 






End 


2156 




GI 


2586083 






Score 


780 




Exons 


1..84, 583. 


.1374, 1450.. 


2156 








GI Descrip. 


(U72725) receptor kinase 


-like 


protein [Oryza longistaminata] 


Seq. No. 


13743 






Seq. ID OJ991101 


12.0218.C16 


Gene No. 


29267 






Strand 






Start 


5325 






End 


7555 




Name 


OJ991101 12 


.0218.C16.o3. 


gs 


Method 


GENSCAN 




Start 


5325 






End 


7555 




GI 


none 






Score 


.53 




Exons 


5325. .5554, 


6650. .6733, 


6882 . . 


7080, 


7230. .7334, 


7550. .7555 


Seq. No. 


13743 






Seq. ID OJ991101 


12.0218.C16 


Gene No. 


29268 






Strand 






Start 


10161 






End 


10403 




Name 


OJ991101 12 


.0218.C16.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


561 






End 


1871 




GI • 


none 






Score 


78 




Exons 


561. .1067, 


570. .1061, 576. .1067, 582 


..926, 591. 


.1067, 651. .1064, 




784. .891, 790. .1053, 799 


..1041, 871. 


.1032, * 1074 


. . 1127, 




1179. .1373, 


1188. .1373, 


1188. . 


1373, 


1392. .1625, 


1410. .1826, 




1410. .1811, 


1410. .1826, 


1468. . 


1560, 


1476. .1826, 


1525. . 1761, 




1531. .1761, 


1591. .1635, 


1755. . 


1826, 


1821. .1871 




Seq. No. 


13743 






Seq. ID OJ991101 


_12.0218.C16 


Gene No. 


29268 






Strand 






Start 


10161 






End 


10403 




Name 


OJ991101 12 


.0218.C16.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


570 






End 


1871 




GI 


none 






Score 


64 




Exons 


570. .1067, 


570. .965, 582 


. .1064 


[ f 582. 


.1037, 582. 


. 1064, 582. .704, 




582. .917, 654. .1061, 672 


. .920, 


726. . 


1064, 744.. 


965, 787. .918, 




790. .969, 819. .983, 825. 


.1106, 


1065. 


.1148, 1074 


. .1139, 




1164. .1292, 


1179. .1367, 


1179. . 


1373, 


1188. .1373, 


1218. .1373, 




1362. .1814, 


1401. .1628, 


1410. . 


1862, 


1416. .1781, 


1425. .1628, 




1467. .1826, 


1468. .1644, 


1488. . 


1622, 


1497. .1730, 


1540. .1761, 




1584. .1802, 


1597. .1722, 


1683. . 


1826, 


1683. .1820, 


1821. .1871 


Seq. No. 


13743 






Seq. ID OJ991101 


_12.0218.C16 


Gene No. 


29268 






Strand 






Start 


10161 






End 


10403 




Name 


OJ991101 12 


.0218.C16.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


570 






End 


1811 




GI 


none 






Score 


74 




Exons 


570. .1037, 


582. .968, 651 


..1061, 699. 


.1052, 768. 


.1067, 796. .963, 




1410. .1625, 


1410. .1622, 


1422. . 


1811, 


1468. .1635, 


1683. . 1778 


Seq. No. 


13743 






Seq. ID OJ991101 


_12.0218.C16 


Gene No. 


29268 






Strand 






Start 


10161 






End 


10403 




Name 


OJ991101 12 


.0218.C16.ol. 


tw 


Method 


TBLASTX: 


Wheat 



14394 



Start 600 End 5552 

GI none Score 60 

Exons 600.. 851, 672.. 917, 744.. 989, 816.. 1169, 1164.. 1232, 1224.. 1316, 

1410. .1592, 1416. .1625, 1683. .1748, 5445. .5552 



Seq. No. 


13743 




Seq. ID 


OJ991101_12 


.0218. C16 


Gene No. 


29268 




Strand 






Start 


10161 




End 


10403 




Name 


OJ991101_12 .0218 .CI 6 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1068 




End 


7641 




GI 


none 




Score 


106 




Exons 


1068. .1157, 1164. .1400, 


1171. 


1401, 7561. .7641 




Seq. No. 


13743 




Seq. ID 


OJ991101_12 


. 0218 . C16 


Gene No. 


29268 




Strand 






Start 


10161 




End 


10403 




Name 


OJ991101_12 .0218 .CI 6. ol 


.gp 


Method 


AAT/GAP 




Start 


9107 




End 


9188 




GI 


LIB34 77-003-P1-K1-E9 




Score 


111 




Exons 


9107. .9188 










GI Descrip. 


f 24 9858 6/sp|Q4 0638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I)' 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


13743 




Seq. ID 


OJ991101_12 


.0218. C16 


Gene No. 


29268 




Strand 






Start 


10161 




End 


10403 




Name 


OJ991101 12.0218.C16.o4 


.gs 


Method 


GENSCAN 




Start 


10161 




End 


10403 




GI 


none 




Score 


.7 




Exons 


10161. .10265, 10383. .104 03 









Seq. No. 13744 Seq. ID OJ991101_12 . 0218 . C17 

Gene No. 29269 Strand + 

Start 481 End 5167 

Name OJ991101_12 . 0218 . C17 . o2 . np Method AAT/NAP 

Start 481 End 5167 

GI 6630696 Score 502 

Exons .... 481.. 542, 4730.. 5167 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprbtein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 13744 Seq. ID 

Gene No. 29269 Strand 

Start 481 End 

Name OJ991101_12 . 0218 .C17 .ol . gs Method 

Start 490 End 

GI none Score 

Exons 490.. 544, 697.. 836 



OJ991101_12.0218.C17 
+ 

5167 
GENSCAN 
836 
.46 



Seq. No. 13744 Seq. ID 

Gene No. 29270 Strand 

Start 1934 End 

Name OJ991101_12 . 0218 . C17 . ol . ts Method 

Start 1875 End 

GI none Score 



OJ991101_12.0218.C17 
3298 

TBLASTX: Soybean 

2953 

63 



14395 



Exons 



1875. .1943, 1946. .2392, 1946. .2416, 1946. .2407, 1946. .2353, 
1946. .2416, 2006. .2419, 2426. .2584, 2426. .2563, 2426. .2557, 
2442. .2549, 2744. .2944, 2747. .2953 



Seq. No. 13744 Seq. ID 

Gene No. 29270 Strand 

Start 1934 End 

Name OJ991101_12 . 0218 . C17 . b2 . gs Method 

Start 1934 End 

GI none Score 

Exons 1934.. 3298 



OJ991101_12.0218.C17 

3298 
GENSCAN 
3298 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13744 
29270 
1934 

OJ991101_12. 
1946 
none 
1946. 
1946. 
2012. 
2120. 
2426. 
2591. 
2744. 
2816. 
3026. 



0218.C17.ol.tc 



.2407, 
.2203, 
.2218, 
.2419, 
.2581, 
.2866, 
.2926, 
.2884, 
.3133 



1946. 
1946. 
2069. 
2156. 
2426. 
2615. 
2744. 



.2416, 1946. 

.2392, 1946. 

.2290, 2075. 

.2359, 2225. 

.2581, 2426. 

.2959, 2657. 

.2953, 2747. 



2951.. 3028, 2954. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2461, 
.2407, 
.2149, 
.2293, 
.2557, 
.2749, 
.2953, 
;3022, 



OJ991101 12.0218.C17 



3298 

TBLASTX : 
3133 
80 

1946. .2431, 
.2419, 
.2335, 
.2422, 
.2563, 
.2969, 
.2953, 
.3025, 



1988 
2093 
2363 
2426 
2673 
2747 
2957 



Cress 



1946. 
2006. 
2120. 
2393. 
2588. 
2744. 
2798. 
2957. 



.2401, 
.2419, 
.2419, 
.2548, 
.2959, 
.3025, 
.2959, 
.3019, 



Seq. No. 13744 

Gene No. 29270 

Start 1934 

Name OJ991101_12 . 0218 . C17 . o2 . tw 

Start 1946 

GI none 

Exons 1946.. 2203, 1952.. 2275, 2027. 

2426. .2557, 2591. .2884, 2837. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 12.0218.C17 



3298 

TBLASTX : Wheat 
2953 
64 

2347, 2168. .2467, 2301. .2450, 
2953 



Seq. No. 13744 
Gene No. 29270 
Start 1934 

Name OJ991101_12 . 0218 . C17 . ol . tm 

Start 1946 
GI none 
Exons 1946 

2027 

2588 

2957. .3022 



.2407, 1946. .2416, 1946. 
.2407, 2099. .2422, 2171. 
.2872, 2597.. 2959, 2600. 



OJ991101_12.0218.C17 
3298 

TBLASTX: Maize 
3022 
63 

,2416, 
,2503, 
,2995, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2275, 1946. .2407, 1958. 
.2482, 2276. .2332, 2420. 
.2953, 2744. .2992, 2942. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13744 
29270 
1934 

OJ991101_12.0218.C17.ol.np 
1948 
2586083 
1948. .3295 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



Seq. ID OJ991101_12.0218.C17 
Strand 

End 3298 

Method AAT/NAP 

End 3295 

Score 636 



14396 



Seq. No. 13744 Seq. ID 

Gene No. 29271 Strand 

Start 4769 End 

Name OJ991101_12 . 0218 . C17 . ol . tw Method 

Start 4769 End 

GI none Score 
Exons 



OJ991101_12.0218.C17 
5116 

TBLASTX: Wheat 

5116 

205 



4769. .5080, 4772. .5050, 4773. .5075, 5080. .5109, 5087. .5116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13745 
29272 
1 

OJ991101_12.0218 .C18.ol.np 
1 

2493240 



Seq. ID OJ991101_12.0218.C18 

Strand + 

End 2765 

Method AAT/NAP 

End 2765 

Score 55 



1..37, 1618. .1922, 2710. .2765 

HYPOTHETICAL 29.3 KD PROTEIN (ORF92) gi 11911338 (U75930) unknown 
[Orgyia pseudotsugata nuclear polyhedrosis virus] 



13745 Seq. ID 

29273 Strand 

869 End 
OJ991101_12.0218.C18.ol.gs Method 

869 End 

none Score 

869. .893, 936. .1051, 1686. .1791, 1880. 
4695. .4808 



OJ991101_12.0218.C18 

4808 
GENSCAN 
4808 
.64 

.2038, 2723. .2868, 



Seq. No. 13746 Seq. ID 

Gene No. 29274 Strand 

Start 2752 End 

Name 0 J99 1 02 1_1 1.0218. CI. o2.gs Method 

Start 2752 End 

GI none Score 

Exons 2752. .3519 



OJ991021_11.0218.C1 

+ 

3519 
GENSCAN 
3519 
.4 



Seq. No. 13746 Seq. ID 

Gene No. 29275 Strand 

Start 4444 End 

Name OJ991021_11 . 0218 . CI .ol .gp Method 

Start 4444 End 

GI 9531_1 .R1084 Score 

Exons 4444 . .4994 

GI Descrip. ' 5295954/dbj | BAA81855 . 1 | 7.0e-37 (AB026295) hypothetical protein 
[Oryza sativa] ' 



OJ991021_11.0218.C1 
+ 

4994 
AAT/GAP 
4994 
1011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



13746 Seq. ID 

29276 Strand 

4 985 End 

OJ991021_11 . 0218 .Cl.o4 .np Method 

4985 End 

5295953 Score 
4985. .5303, 6623. .6647 

(AB026295) hypothetical protein [Oryza sativa] 



OJ991021_11.0218.C1 
+ 

6647 
AAT/NAP 
6647 
415 



13746 
29277 
9111 



Seq. ID OJ991021_11.0218.C1 
Strand + 
End 13362 



14397 



Name 

Start 

GI 

Exons 



OJ991021_1 1 . 0218 . CI . o4 . gs Method GENSCAN 

9111 End 13362 

none Score .5 

9111. .9124, 9227. .9303, 9513. .9589, 10038 .. 1014 1, 11656. . 11749, 
12611. .12904, 13129. .13362 



Seq. No. 13746 Seq. ID 

Gene No. 29278 Strand 

Start 15410 End 

Name OJ991021_11 . 0218 .CI . o5 . gs Method 

Start 15410 End 

GI none Score 
Exons 



OJ991021_11.0218.C1 
+ 

22082 
GENSCAN 
22082 
.46 



15410. .15719, 15853. .16136, 18838 .. 18884 , 20351 .. 204 95, 
20534 . .20677, 20712 .. 20842 , 20955 .. 21097 , 22051. .22082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



II GI Descrip. 

n 



13746 Seq. ID OJ991021_11 . 0218 . CI 

29279 Strand 

23842 End 

OJ991021_11.0218.Cl.o5.np Method 

23830 End 

3738339 Score 

23830. .23932, 24265 .. 24 387 , 24 547 .. 24 690, 24812 .. 24883, 

25000. .25059, 2524 4 .. 25325 , 2552 6 .. 25695 , 25827 .. 2614 6, 
27334 . .27725, 28277. .28654 

(AC005170) putative LRR receptor protein kinase [Arabidopsis 
thaliana] 



OJ991021_ 
+ 

29707 
AAT/NAP 
28654 
1459 
24690, 24812. 
25695, 25827. 



Seq. No. 13746 Seq. ID 

Gene No. 29279 Strand 

Start 23842 End 29707 

Name OJ991021_11 . 0218 . CI . 06 . gs Method GENSCAN 

Start 23842 End 29707 

GI none Score . 7 

Exons 23842. .23932, 24029 .. 24 161 , 24316 .. 24387 , 24547 

24812. .24883, 2524 4 .. 25380 , 25509 .. 25694 , 25778 



OJ991021_11.0218.C1 
+ 



.24690, 
.26146, 



26956. .27114, 27334 .. 27725 , 28277 .. 28 653, 29638.. 29707 



Seq. No. 1374-6 Seq. ID 

■Gene No. 29280 Strand 

Start 3571 End 

Name OJ991021_11 . 0218 . CI . o3 . tw Method 

Start 867 End 

GI none Score 

Exons 867.. 1247 



OJ991021_11.0218.C1 
8728 

TBLASTX: Wheat 

1247 

222 



Seq. No. 13746 Seq. ID 

Gene No. 29280 Strand 

Start 3571 End 

Name OJ991021_11 . 0218 . CI . o3 . np Method 

Start 3571 End 

GI 5295954 Score 

Exons 3571.. 3660, 4370.. 4784 

GI Descrip. (AB026295) hypothetical protein [Oryza sativa] 



OJ991021_11.0218.C1 

8728 
AAT/NAP 
4784 
584 



Seq. No. 
Gene No. 
Start 



13746 
29280 
3571 



Seq. ID 

Strand 

End 



OJ991021 11. 0218. CI 



8728 



14398 



Name 

Start 

GI 

Exons 



OJ991021_11 . 0218 .CI . o3 . gs Method GENSCAN 

4434 End 8728 

none Score .56 

4434. .4772, 5063. .5371, 5609. .5700, 8088. .8163, 8203, 

8717. .8728 



.8451, 



Seq. No. 13746 Seq. ID OJ991021_11 . 0218 . CI 

Gene No. 29280 Strand 

Start 3571 End 8728 

Name OJ991021_11 . 0218 . CI . o2 . gp Method AAT/GAP 

Start 5020 End 5481 

GI LIB3431-022-P1-N1-F9 Score 727 

Exons 5020.. 5193, 5234.. 5481 

GI Descrip. 1 5295936/dbj | AB026295 . 2 | AB026295 1.0e-174 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10, complete sequence' 



Seq. No. 


13746 






Seq. ID 


OJ991021 


11.0218 


. CI 


Gene No. 


29281 






Strand 








Start 


24025 






End 


25068 






Name 


OJ991021 11. 0218. CI. 


o3 . tm 


Method 


TBLASTX:: 


Maize 




Start 


24025 






End 


25059 






GI 


none 






Score 


183 






Exons 


24025. 


.24162, 24025. 


.24159, 


24063. .24167, 24319 


. . 24387, 






24320. 


.24421, 24548. 


. 24 697 , 


24553. .24690, 24811 


. .2484 6, 






24816. 


.24884, 24821. 


.24883;, 


•24988. .25059, 25001 


. . 25057 




Seq. No. 


13746 






Seq. ID 


OJ991021 


_11 . 0218 


. CI 


Gene No. 


29281 






Strand 








Start 


24025 






End 


25068 






Name 


OJ991021 11. 0218. CI. 


o2.ts 


Method 


TBLASTX: 


Soybean- 




Start 


24028 






End 


25068 






GI 


none 






Score 


180 






Exons 


24028. 


.24162, 24045. 


.24161, 


24317. .24406, 24547 


. . 24 690, 






24548. 


.24703, 24551. 


.24700, 


24551. .24670, 24812 


. .24883, 






24813. 


.24881, 24816. 


.24863, 


25000. .25068, 25001 


. . 25057 




Seq. No. 


13746 






Seq. ID 


OJ991021 


_11.0218 


.CI 


Gene No. 


29282 






Strand 








Start 


25768 






End 


28639 






Name 


OJ991021 11. 0218. CI. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


25768 






End 


26070 






GI 


none 






Score 


185 






Exons 


25768. 


.26070, 25857. 


.26030 










Seq. No. 


13746 






Seq. ID 


OJ991021 


_11.0218 


.CI 


Gene No. 


29282 






Strand 








Start 


25768 






End 


28639 






Name 


OJ991021 11. 0218. CI. 


ol . ts 


Method 


TBLASTX : 


Soybean 




Start 


25828 






End 


28483 






GI 


none 






Score 


188 






Exons 


25828. 


.25995, 25845. 


.25994, 


25992. .26072, 25993 


. .26073, 






26088. 


.26171, 26089. 


.26148, 


27330. .27686, 27332 


. .27433, 






27441. 


.27638, 27536. 


.27676, 


27699.-27728, 28280 


. .28483 




Seq. No. 


13746 






Seq. ID 


OJ991021 


JL1.0218 


.CI 


Gene No. 


29282 






Strand 








Start 


25768 






End 


28639 







14399 






Name 


OJ991021_11 . 0218 . CI 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


25828 




End 


27619 






GI 


none 




Score 


193 






Exons 


25828. .25995, 25836 


. . 25994 , 


25975. .26073, 25977 .. 26072 , 








rt rt rt rt rt -n at— rt *"7 rt rt ^* 

26089. .26145, 27336 


. . 27617, 


27338. .27436, 27536.. 27619 






Seq. No. 


13746 




Seq. ID 


OJ991021_11.0218 


.'CI 




Gene No. 


2928*2 




Strand 








Start 


■ 25768 




End 


28639 






Name 


/-v t rt rt i rt rt *i 11 rt rt 1 rt i 

OJ991021_11 . 0218 . CI 


. o2 . tc 


Method 


TBLASTX: Cress 






Start 


25828 




End 


27380 






GI 


none 




Score 


192 






Exons 


r\ rt rt rt rt #— rt rt r~ rt ^ 

25828. .25995, 25839 


. . 25994, 


25992. .26072, 25993 26100, 








ri n rt rt /~ 1 jlf - rt rt rt ^ 

26089. .26145, 26097 


. .26138, 


27330. .27380 






Seq. No. 


13746 




Seq. ID 


OJ991021_11.0218 


.CI 




Gene No. 


29282 




Strand 








Start 


25768 




End 


28639 






Name 


^ /*\ rt 1 rt rt 1 1 *4 rt rt 1 rt 1 

OJ991021 11,0218. CI 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


27345 




End 


27674 






GI 


none 




Score 


297 






Exons 


27345 . .27674 












Seq. No. 


13746 




Seq. ID 


OJ991021_11.0218 


.CI 




Gene No. 


29282 




Strand 








Start 


25768 


- 


End 


28639 




rii 


Name 


^ rt rt *i rt rt i 1*1 rt rt 1 rt i 

OJ991021 11. 0218. CI 


.ol.tc 


Method 


TBLASTX: Cress 




t* = i 


Start 


27383 




End 


28480 




! 'i J 


GI 


none 




Score 


462 




i-L! 


Exons 


27383. .27436, 27384 


. . 27680, 


27453. .27638, 27536 .. 27 67 9, 




"; : r 




rt'i'-jrtrt rt ~i ~i rt rt rt rt rt —j **i 

27702 .. 27728, 28277 


. .28480, 


28331. .28> 


468 




ni 

i; 


Seq. No. 


13746 




Seq. ID 


OJ991021_11.0218 


.CI 




Gene No. 


29282 




Strand 








Start 


25768 




End 


28639 






Name 


rt* t rt rt ^ rt rt i -I -i rt rt -l rt i 

OJ991021 11. 0218. CI 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


27620 




End 


28639 




! i 


GI 


none 




Score 


136 






Exons 


rt ^ rt rt rt rt rt rt ^ rt 1 

27620. .27730, 27621 


rt ^1 ^ rt rt 

. .27728, 


28229. .28' 


639, 28272. .28409, 




: : s5 




rt rt rt rt I rt rt ji rt rt 

28337 . .28483 












Seq. No. 


13746 




Seq. ID 


OJ991021_11.0218 


.CI 




Gene No. 


29282 




Strand 








Start 


25768 




End 


28639 






Name 


y"v -r rt rt *1 rt rt 1 I - ! rt rt 1 rt yrt *1 

OJ991021_11 . 0218 . CI 


.o2 . tw 


Method 


TBLASTX: Wheat 






Start 


28277 




End 


28483 






GI 


none 




Score 


251 






Exons 


28277 . . 28483, 28331 


. .28468 










Seq. No. 


13747 




Seq. ID 


OJ991021JL1.0218 


.C3 




Gene No. 


29283 




Strand 


+ 






Start 


1 




End 


566 






Name 


OJ991021 11. 0218. C3 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


566 






GI 


3929400 




Score 


334 






Exons 


1. .566 











GI Descrip. SULFIDE DEHYDROGENASE [ FLAVOCYTOCHROME C] FLAVOPROTEIN CHAIN 



14400 




PRECURSOR (FC) (FCSD) ( FLAVOCYTOCHROME C FLA VO P ROT E I N SUBUNIT) 
gi 12623858 (AF03114 9) f lavocytochrome c flavoprotein subunit 
precursor [ Chroma tium vinosum] 



Seq. No. 


13747 


Seq. ID 


OJ991021 11. 0218. C3 


Gene No. 


29283 


Strand 


+ 


Start 


1 


End 


566 


Name 


OJ991021_11 . 0218 . C3 . ol . gs 


Method 


GENSCAN 


Start 


30 


End 


304 


GI 


none 


Score 


. 91 


Exons 


JU . . oU4 






Seq. No. 


13748 


Seq. ID 


OJ991021 11. 0218. C4 


Gene No. 


29284 


Strand 


+ 


Start 


1355 


End 


1445 


Name 


OJ991021 11.0218.C4.ol.gp 


Method 


AAT/GAP 


Start 


1355 


End 


1445 


GI 


LIB3431-011-P1-N1-B2 


Score 


148 


Exons 


1355. .1445 






GI Descrip. 


'3377848 3.0e-15 (AF076274 


) contains 


similarity to reverse 




transcriptases (Pfam: rvt. 


hmm, score: 


12.22) [Arabidopsis 



thaliana] ' 



Seq. No. 13748 

Gene No. 29285 

Start 1983 

Name OJ991021_11 . 0218 . C4 .ol . 

Start 1980 

GI none 

Exons 1980.. 2081, 2364.. 2447, 
2783. .2875, 3887. .3979 

Seq. No. 13748 
Gene No. 29285 
Start 1983 

Name OJ991021_11 . 0218 . C4 . ol . 

Start 1980 
GI none 

Exons 1980.. 2051, 1980.. 2105, 

23S8..2447, 2398. .2445, 
2536.. 2679, 2538.. 2687, 

Seq. No. 13748 
Gene No. 29285 
Start 1983 

Name OJ991021_11 . 0218 . C4 . ol . 

Start 1983 
GI 5732016 

Exons 1983.. 2231, 2358... 2450, 

GI Descrip. (L47355) chorimate rnuta 
gi| 5824 34 5|emb|CAB54 519 
[Arabidopsis thaliana] 

Seq. No. 13748 

Gene No. 29285 

Start 1983 

Name OJ991021 11 . 0218 . C4 . ol . 



Seq. ID OJ991021_11.0218.C4 
Strand 

End ^ '404 9 

tc Method TBLASTX : Cress 

End 3979 

Score 40 
2401. .2445, 2539. .2679, 2543. .2686, 



Seq. ID OJ991021_11.0218.C4 
Strand 

End 4049 
tm Method TBLASTX : Maize 

End 3979 

Score 70 
1981.. 2076, 2097.. 2234, 2100.. 2252, 
2S22..2668, 2528. .2650, 2529. .2684, 
2804.. 2875, 3872.. 3979 

Seq. ID OJ991021_11.0218.C4 
Strand 

End 4049 
np Method AAT/NAP 

End 4049 

Score 509 
2539. .2682, 2786. .2872, 3803. .4049 
se [Arabidopsis thaliana] 
.11 (AJ242648) chorismate mutase 



Seq. ID OJ991021_11.0218.C4 
Strand 

End 4 04 9 

ts Method TBLASTX : Soybean 



14401 



Start 2358 End 3982 

GI none Score 63 

Exons 2358.. 2459, 2359.. 2457, 2366.. 2467, 2534.. 2668, 2534.. 2587, 

2539.. 2679, 2792.. 2875, 3881.. 3982 



Seq. No. 13749 Seq. ID 

Gene No. 29286 Strand 

Start 588 • End •<•• 

Name OJ991021_11 . 0218 .C5.ol.gs . Method 

Start 588 End 

GI none Score 

Exons 588.. 729, 1694.. 1781, 3363.. 3403, 3430 
4026. .4214, 4413. .4580', 4944. .5099 



OJ991021_11.0218.C5 
+ 

10446 
GEN SCAN 
5099 
.5 

..3594, 3728.-3856, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13749 Seq. ID 

29286 Strand 

588 End 

OJ991021_11.0218.C5.ol.gp Method 

3210 End 

12543 1.R1084 Score 



OJ991021_11.0218.C5 
+ 

10446 
AAT/GAP 
4214 
1257 



3210. .3607, 3702. .3856, 4026. .4214 

1 334 1511 /emb | CAA1317 6 | 6..0e-7 6 (AJ231134) cinnamoyl-CoA 
reductase [Saccharum officinarum] 1 



r Li 
r\ 

■;sr 
: i 

':U 

= ; 

rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13749 
29286 
588 

OJ991021_11.0218.C5.ol.np 

3430 

3341511 



Seq. ID OJ991021 11. 0218. C5 



Strand 
End 

Method 

End 

Score 



+ 

10446 
AAT/NAP 
10255 
1461 



3430. .3607, 3702. .3856, 4026. .4214, 6358. .6710, 10048. .10255 
(AJ231134) cinnamoyl-CoA reductase [Saccharum officinarum] 



Seq. No. 13749 
Gene No. 29286 
Start 588 

Name OJ991021_11 . 0218 . C.5 . ol . tm 

Start 3439 
GI none 

Exons 3439. .3606, 3496. .3606, 3688. 

3808. .3834, 4025. .4084, 4026. 
4140. .4214, 6355. .6378, 6471. 
6668. .6712 



Seq. ID OJ991021_11.0218.C5 

Strand + 

End 10446 

Method TBLASTX : Maize 

End 6712 

Score 195 

.3741, 3701.. 3856, 3701. .3766, 
.4082, 4085. .4156, 4086. .4214, 
.6656, 6472. .6657, 6661. .6711, 



Seq. No. 


13749 








Seq. ID 


OJ991021_11.0218.C5 


Gene No. 


29286 








Strand 


+ 


Start 


588 








End 


10446 


Name 


OJ991021 11 


.0218 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3496 








End 


3856 


GI 


none 








Score 


171 


Exons 


3496. .3612, 


3508 


. .3612, 


3685. 


.3741, 3698.. 3856 


Seq. No. 


13749 








Seq. ID 


OJ991021_11.0218.C5 


Gene No. 


29286 








Strand 


+ 


Start 


588 








End 


10446 


Name 


OJ991021 11 


.0218 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3496 








End 


3841 



14402 



GI none 

Exons 3496.. 3603, 3698.. 3841 

Seq. No. 13749 

Gene No. 29286 

Start 588 

Name OJ991021_11 . 0218 . C5 . ol . tc 

Start 3502 

GI none 
Exons 



Score 



142 



Seq. ID OJ991021_11.0218.C5 

Strand + 

End ' 10446 

Method TBLASTX : Cress 

End 4217 

Score 168 



3502. .3606, 3701. .3856, 4025. .4105, 4026. .4118, 4076. .4156, 
4077. .4217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13749 
29286 
588 

OJ991021_11 . 0218 . C5 . o2 . ts 

3942 

none 



Seq. ID OJ991021_11.0218.C5 

Strand + 

End 10446 

Method TBLASTX : Soybean 

End 10213 

Score 69 



3942. .4007, 4025. .4117, 4026. .4118, 4076. .4147, 4077. .4214, 
4140. .4211, 6355. .6378, 6357. .6377, 6471. .6524, 6472. .6711, 
6600.. 6713, 10036. . 10191, 10037.. 10213 



Seq. No. 


13749 


Seq. ID 


OJ991021_11.0218 


h'J Gene No. 


29286 


Strand 


+ 


i;fj Start 


588 


End 


10446 


Name 


OJ991021 11.0218.C5.o2.gs 


Method 


GENSCAN 


:4 Start 


6349 


End 


10258 


l rl GI 


none 


Score 


.8 


Exons 

: "\ 


6349. .6710, 10048. .10258 






■s = r 

fjj Seq. No. 


13749 


Seq. ID 


OJ991021_11.0218 


j." Gene No. 


29286 


Strand 


+ 


L Start 


588 


End 


10446 


';'[ Name 


OJ991021 11.0218.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


6472 


End 


6711 


M= GI 


none 


Score 


201 


Exons 


6472. .6711 






n 

Seq. No. 


13749 


Seq. ID 


OJ991021_11.0218 


i:= - Gene No. 


29286 


Strand 


+ 


Start 


588 


End 


10446 


Name 


OJ991021 11.0218.C5.o2.gp 


Method 


AAT/GAP 


Start 


6604 


End 


10446 


GI 


55814 1.R1084 


Score 


924 


Exons 


6604. .6710, 10048. .10446 






GI Descrip. 


, 3341511/emb|CAA13176| 3.0e- 


34 (AJ231134 ) cinnamoyl-CoA 




reductase [Saccharum officinarum] ' 





Seq. No.. 13749 

Gene No. 29286 

Start 588 

Name OJ991021_1 1 . 0218 . C5 . o2 . tc 

Start 6664 

GI none 

Exons 6664. .6711, 10042 .. 10185, 10046. .10186 



Seq. ID OJ991021_11.0218.C5 



Strand 
End 

Method 

End 

Score 



+ 

10446 

TBLASTX: Cress 

10186 

64 



Seq. No. 



.13749 



Seq. ID OJ991021_11.0218.C5 



14403 




Gene No. 


29286 




Strand 


+ 


Start 


588 




End 


10446 


Name 


v"* t rt rt ^ rt rt i -| <n rt rt ^ rt y*i r 

OJ991021 11. 0218. C5. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


10036 




End 


10345 


GI 


none 




Score 


244 


Exons 


*i rt rt ✓* ^ rt *\ rt -l ^ rt rt T 

10036 10191, 10037. 


. 10222, 


10112. .10195, 10196. .10345 


Seq. No. 


13750 




Seq. -ID 


OJ991021_11.0218.C6 


Gene No. 


29287 




Strand 


+ 


Start 


1 




End 


967 


Name 


OJ991021_11.0218.C6. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


967 


GI 


3779026 




Score 


545 


Exons 


1 . . 967 








GI Descrip. 


(AC005171) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


13750 




Seq. ID 


OJ991021_11 . 0218 . C6 


Gene No. 


29287 




Strand 


+ 


Start 


1 




End 


967 


Name 


OJ991021 11. 0218. C6. 


ol.gp 


Method 


AAT/GAP 


Start 


75 




End. 


514 


GI 


LIB34 31-011-P1-K1-B2 


Score 


848 


Exons 


75. .514 








GI Descrip. 


' 162147 7 /dbj IBAA12894 | 2.0e- 


36 (D85868) 


reverse transcripts 




[Oryza sativa] 1 








Seq. No. 


13750 




Seq. ID 


OJ991021_11 . 0218 .C6 


Gene No. 


29288 




Strand 




Start 


678 




End 


1068 


Name 


OJ991021 11. 0218. C6. 


o2 .tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


222 


GI 


none 




Score 


237 


Exons 


1..222, 3. .221 








Seq. No. 


13750 




Seq. ID 


OJ991021 11 . 0218 . C6 


Gene No. 


29288 




Strand 




Start 


678 




End 


1068 


Name 


OJ991021 11. 0218. C6. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


489 


GI 


none 




Score 


286 


Exons 


3. .95, 4. .348, 162.. 


302, 340 


..489, 418. 


, .456 


Seq. No. 


13750 




Seq. ID 


OJ991021_11.0218.C6 


Gene No. 


29288 




Strand 




Start 


678 




End 


1068 


Name 


OJ991021 11.0218,06. 


o2. ts 


Method 


TBLASTX: Soybean 


Start 


3 




End 


318 


GI 


5509260 




Score 


289 


Exons 


3. .116, 4. .318, 162. 


.227, 261. .314 




GI Descrip. 










Seq. No. 


13750 




Seq. ID 


OJ991021_11.0218.C6 


Gene No. 


29288 




Strand 




Start 


678 




End 


1068 


Name 


OJ991021 11. 0218. C6. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


3 




End 


435 



14404 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3. .95, 4. .435, 157. .321, 162. .323 



343 



13750 
29288 
678 

OJ991021_ll.0218.C6.ol.tc 

364 * 
none 



Seq. ID OJ991021_11.0218.C6 
Strand 

End 1068 

Method TBLASTX : Cress 

End 954 

Score 41 



364. .420, 479. .571, 572 .. 697, 728 .. 949, 736. .954 



13750 
29288 
678 

OJ991021_11.0218.C6.ol.ts 

478 

none 

478. .981, 479, .982, 893. .982 



Seq. No. 13750 

Gene No. 29288 

Start 678 

Name OJ991021_11 . 0218 . C6 . o2 . tw 

Start 491 

GI none 

Exons 491. .715, 571. .645, 713. .904 



Seq. ID OJ991021_11.0218.C6 
Strand 

End 1068 

Method TBLASTX : Soybean 

End 982 

Score 4 99 



Seq. ID OJ991021_11.0218.C6 
Strand 

End 1068 

Method TBLASTX : Wheat 

End 904 

Score 154 



Seq. No. 13750 

Gene No. 29288 

Start 678 

Name OJ991021_1 1 . 0218 . C6 . ol . tm 

Start 642 

GI none 

Exons 642.. 992, 644.. 1000, 662.. 1048 



Seq. ID OJ991021_11.0218.C6 
Strand 

End 1068 

Method TBLASTX : Mai ze 

End 1048 

Score 133 



Seq. No. 13750 
Gene No. 29288 
Start 678 

Name OJ991021_11 . 02 18 . C6 . o2 . gp 

Start 678 

GI LIB34 31-01 1-P1-N1-B2 

Exons 678.. 1068 

GI Descrip. ! 3377848 3.0e-15 (AF076274) contains similarity to reverse 
transcriptases (Pfam: rvt.hmm, score: 12.22) [Arabidopsis 
thaliana] 1 



Seq. ID OJ991021_11.0218.C6 
Strand 

End 1068 

Method AAT/GAP 

End 1068 

Score 770 



Seq. No. 13751 

Gene No. 29289 

Start 131 

Name OJ991021_11 . 0218 . C7 . ol . gs 

Start 131 

GI none 
Exons 



Seq. ID OJ991021_11.0218.C7 
Strand 

End 8392 

Method GENSCAN 

End 8309 

Score . 4 



131. .379, 1654. .2024, 2351. .2735, 3700. .3917, 4001. .4339, 
4621. .4767, 4842. .4953, 6829. .6936, 7138. .7227, 7360. .7476, 
7880. .7999, 8167. .8309 



Seq. No. 



13751 



Seq. ID OJ991021_11.0218.C7 



14405 



Gene No. 29289 

Start 131 

Name OJ991021_11 . 0218 .C7 . ol .np 

Start 2832 

GI 6069646 

Exons 2832.. 2869, 
GI Descrip. (AP000616) 



Strand 
End 

Method 
End 
Score 

4557.. 4835, 8338.. 8392 
similar to putative reverse 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



8392 
AAT/NAP 
8392 
95 

transcriptase 
.11 (AP001129) 

F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 13751 Seq. ID 

Gene No. 29289 Strand 

Start 131 End 

Name OJ991021_11 . 0218 .C7 . o2 . tm Method 

Start 4593 End 

GI none Score 

Exons 4593.. 4910, 4729.. 4911 



OJ991021_11.0218.C7 

8392 

TBLASTX: Maize 

4911 

124 





Seq. No. 


13751 


Seq. ID 


OJ991021_11.0218.C7 




Gene No. 


29289 


Strand 






Start 


131 


End 


8392 


: a =f 


Name 


OJ991021 11.0218.C7.o2.np 


Method 


AAT/NAP 




Start 


5813 


End 


8392 


*. i I 


GI 


3738334 


Score 


232 


ill 


Exons 


5813.. 5918, 6829.. 6936, 7138 


..7227, 7360. .7487, 8178. .8392 




GI Descrip. 


(AC005170) unknown protein [Arabidopsis thaliana] 


i J 


Seq. No. 


137-51 


Seq. ID 


OJ991021_11.0218.C7 




Gene No. 


29289 


Strand 




rii 


Start 


131 


End 


8392 




Name 


OJ991021 11.0218.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


7135 


End 


8392 


i. _ J 


GI 


none 


Score 


102 




Exons 


7135. .7230, 7342. .7494, 7364 


..7477, 7: 


873. .7980, 7877. .8002, 


|. J. 




7881. .7988, 8167. .8346, 8167 


..8391, 8 


168. .8392 




Seq. No. 


13752 . 


Seq. ID 


OJ991021_11.0218.C8 




Gene No. 


29290 


Strand 


+ 




Start 


12260 


End 


14379 




Name 


OJ991021 11.0218.C8.o3.np 


Method 


AAT/NAP 




Start 


12260 


End 


13668 




GI 


1168750 


Score 


151 




Exons 


12260. .12323, 12454 .. 12578 , 


12701. .12816, 12907. .13016, 



13549. .13668 

GI Descrip. CALCINEURIN B SUBUNIT (PROTEIN PHOSPHATASE 2B REGULATORY 

SUBUNIT) gi | 458230 (U04380) calcineurin B [Naegleria gruberi] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13752 
29290 
12260 

OJ991021_ll.0218.C8.ol.gp 

12906 
none 



Seq. ID OJ991021_11.0218.C8 

Strand + 

End 14379 

Method AAT/GAP 

End 14379 

Score 905 



12906. .13016, 13549. . 13623, 14072. .14379 



14406 




Seq. No. 


1 OTCO 

1 J / DZ 




beq. 11J 


ATQQ1 noi 11 noi Q 

ujyyiuzi n.uzio 


. Lo 


Gene No. 


29291 




Strand 






Start 


1 




End 


795 




Name 


ujyyiu^i ii. Uzcio.to 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


795 




rt x 

GI 


o /^o4 Jo 




Score 


174 




Exons 


i . . 4 yb, o ju . . / yo 










bi uescnp. 


(Aiiiuy/o/) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


13752 




Seq. ID 


OJ991021_11.0218 


.C8 


Gene No. 


29292 




Strand 






b tar c 


QQQT 

yob / 




End 


12147 




Name 


a tqqi noi ii noi o r*Q 

ujyyiuzi ii . Uiiio . to 


. o2 . gs 


Method 


GENSCAN 




Start 


yoo / 




End 


12147 




rt -r- 

bl 


none 




Score 


.53 




Exons 


QQQ1 1 n "3 "7 C 1 fly) Q1 

yoo/..iuj/b / lu^yi. 


. 1U b / D f 


10963. .11151, 11680. .1214 7 




beq. No. 


1 J /oz 




Seq. ID 


OJ991021_11.0218 


rt O 


Gene No. 


29292 




Strand 






Start 


9887 




End 


12147 




Name 


ATQQ1 noi 11 noi Q pQ 

ujyyiuzi 11 . U^lo .Lo 


. o2 . np 


Method 


AAT/NAP 




Start 


noon 

yoo / 




End 


11271 




GI 


byiio /o 




Score 


484 




Exons 


yoo/.-lUJ/D, l(J4yi. 


. 1U / 04 , 


10967. .11271 




GI Descrip. 


/7\T 1 "3 Q C R R \ mi'l ,4- ■! 

(AlilJoooD; putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


lo /bz 




Seq. ID 


OJ991021_11.0218 


rt o 

. Co 


Gene No. 


29292 




Strand 






Start 


9887 




End 


12147 




Name 


A TQQI noi 11 noi Q r'Q 

ujyyiuzi ii.uzio.uo 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


QQQC 

yy y b 




End 


11058 




rt T 

Gl 


none 




Score 


117 




Exons 


ybyo..iuuio / iuuoo. 


i n *3 /i q 
. 1 0 J4 o , 


10098. .10334 


I, 10490. .10540, 






IUDOo . . 1U / Uz , IUOjo 


i m i 1 
. . 1U / 1 1 , 


10569. .10757, 11008.. 11058 




Seq. No. 


13752 




Seq. ID 


OJ991021_11.0218 


.C8 


Gene No. 


29292 




Strand 






otart 


QOQ1 

yoo / 




End 


12147 




Name 


r\ tqqi mi 11 noi o r^Q 

ujyyiuzi ii . Uziio . to 


rt "3 -t- er. 
. OO . t S 


Method 


TBLASTX: Soybean 




C A b -v -4- 

otart 


1 UU4 b 




End 


10297 




LfI 


none 




Score 


101 




Exons 


inn/i£ i nooi ini^i 
1UU4D. . iuz y / , luioi 


. . 1 UZ / 1 








Seq. No. 


13752 




Seq. ID 


OJ991021_11.0218 


,C8 


Gene No. 


29292 




Strand 






O 4- -i -V-+- 

otart 


QQQT 

yoo / 




End 


12147 




Name 


OjyyiUZl ll.Uzlo.Go 


rt 1 4- rt 

. ol . tc 


Method 


TBLASTX: Cress 




Start 


100 /9 




End 


10351 




GI 


none 




Score 


115 




Exons 


i n m n inoci innon 
1U0 / y . . lUool , 100B0 


. . 10 J4 b 








Seq. No. 


13752 




Seq. ID 


OJ991021_11.0218 


,C8 


Gene No. 


29292 




Strand 






Start 


9887 




End 


12147 




Name 


OJ991021 11. 0218. C8 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


10484 




End 


10712 




GI 


none 




Score 


102 





14407 




DAUllo 


10484 . 


..10711, 10563 


• . 11/ / it 










Seq. No. 


13752 






Seq. ID 


OJ991021 


_11.0218 


.C8 


Gene No. 


29292 






Strand 








O Lai L 


9887 






End 


12147 






Name 


OJ991021 11. 0218. C8 




Method 


TBLASTX: 






Cf a r f 
O LctX L- 


10490 






End 


11104 






r t 

\3 X 


none 






Score 


95 






Exons 


10490. 


..10711, 10575 


i m 97 


10966. . 11103, 10985 


111 04 

■ . X X 1U4 




oeq . no. 


13752 






Seq. ID 


OJ991021 


1 1 091 ft 


pft 


Vjene ino . 


29293 






Strand 








OLaiT. 


12254 






End 


13643 






Name 


OJ991021 11. 0218. C8 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12254 






End 


13643 






(IT 


none 






Score 


128 






Exons 


12254 , 


,.12328, 12455 


19^74 


12456. .12578, 12710 


1 9ft 1 7 
. . X £. O X ' r 






12711, 


,.12830, 12713 


1 9ft 90 


12738. .12830, 12902 


1 ^01 ^ 






12903, 


,.13016, 12907 


i i 7 


12909. . 13019, 13537 








13545. 


,.13622, 13546 




13551. . 13643 






O c q . In O . 


13752 






Seq. ID 


OJ991021 


1 1 091 ft 

XX . UZIO 


Pft 


Liene wo . 


29293 






Strand 








Start 


12254 






End 


13643 






Name 


OJ991021 11. 0218. C8 


.o2. tc 


Method 


TBLASTX: 


Cress 






12257 






End 


13626 






PT 


none 






- Score 


102 








12257. 


,.12319, 12458 


19^77 


12459. . 12578, 12686 


1974ft 






12713. 


,.12808, 12738 


1 9ft ?o 


12906. . 13016, 12908 


1 "301 9 

. * X Ok) X c. f 






13546. 


..13626, 13551 


1 ^699 










Oct] . INO . 


13752 






Seq. ID 


OJ991021 


1 1 091 ft 


Pft 


Conn M/^ 


29293 






Strand 








Start 


12254 






End 


13643 






Name 


OJ991021 11. 0218. C8 


.ol. ts 


Metho.d 


TBLASTX : 


Soybean 




O L-Ci-L L- 


12260 






End 


13617 






pt 

O X 


none 






Score* 


101 






U 1 V O Tl o 


12260. 


,.12328, 12456 


1 9 S7 ft 


12456. .1257 


'8, 12709 


1 9ft1 fi 






12710. 


,.12817, 12711 


1 9ft94 


12738. .12830, 12902 


1 "^01 9 
. . X O U X Z , 






12909. 


,.13016, 13546 












oeq . lno . 


13753 






Seq. ID 


OJ991021 


_11.0218 


.C9 


Gene No. 


29294 






Strand 


+ 






Start 


4292 






End 


8081 






Name 


OJ991021 11. 0218. C9 


. o2 .gs 


Method 


GENSCAN 






o tar t 


4292 






End 


8081 






PT 


none 






Score 


.92 






Exons 


4292. . 


,4473, 4572. .4654, 4903 


..4991, 5166. .5239, 


5445. .5495, 




5587. . 


5663, 7387. .8081 










Spa No 


13753 






Seq. ID 


OJ991021 


_11.0218 


.C9 


Gene No. 


29294 






Strand 


+ 






Start 


4292 






End 


8081 






Name 


OJ991021 11. 0218. C9 


. ol . np 


Method 


AAT/NAP 






Start 


4313 






End 


8081 






GI 


6587812 




Score 


704 






Exons 


4313. . 


4473, 4572. .4654, 4903 


..4991, 5166. .5239, 


5445. .5495, 



14408 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5587. .5663, 7387. .7483, 7512. .7676, 7881. .8081 
(AC010924) Similar to gb|U44028 transcription factor CKC from 
Arabidopsis thaliana and contains two PF| 00847 AP2 domains. 



13753 Seq. ID 

29295 Strand 

8880 End 

OJ991021_1 1 . 0218 . C9 . o3 . gs Method 

8880 End 

none Score 
8880. .9608 



OJ991021_11.0218.C9 
+ 

12368 
GEN SCAN 
9608 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13753 
29295 
8880 

OJ991021_11.0218.C9.o2 .np 

8919 

2980780 



Seq. ID OJ991021_11.0218.C9 



Strand 
End 

Method 

End 

Score 



+ 

12368 
AAT/NAP 
12368 
63 



8919. .9193, 9495.-9596, 11656 .. 11781 , 12279. .12368 
(AL022198) putative protein [Arabidopsis thaliana] 



13753 Seq. ID 

29296 Strand 

10384 End 

OJ991021_11.0218.C9.ol.tm Method ' 

4899 End 

none Score 



OJ991021_11.0218.C9 
11485 

TBLASTX: Maize 

5665 

97 



4899. .4991, 4899. .4991, 5165. .5245, 5169. .5240, 5173. .5244, 
5442. .5495, '5443. .5496, 5584. .5628, 5585. .5665 



Seq. No. 13753 Seq. ID 

Gene No. 29296 Strand 

Start 10384 End 

Name OJ991021_11 . 0218 . C9 . ol . tc Method 

Start 5166 End 

GI none Score 

Exons 5166. .5243, 5177. .5251, 5440. .5502, 5442. .5498, 
5585. .5665 



OJ991021 11. 0218. C9 



11485 

TBLASTX: Cress 
5665 
108 



5584. .5631, 



Seq. No. 13753 Seq. ID 

Gene No. 29296 Strand 

Start 10384 End 

Name OJ991021_11 . 0218 . C9 . o4 . gs Method 

Start 10384 End 

GI none Score 

Exons 10384. .10555, 11478.. 11485 



OJ991021_11.0218.C9 

11485 
GENSCAN 
11485 
.54 



OJ991021_11. 0218. C10 
+ 



Seq. No. 13754 Seq. ID 

Gene No. 29297 Strand 

Start 1 End 848 

Name OJ991021_11 . 0218 . C10 . ol . np Method AAT/NAP 

Start 1 End 697 

GI 2980780 Score 85 

Exons 1. .74, 322. .390, 619. .697 

GI Descrip. (AL022198) putative protein [Arabidopsis thaliana] 



Seq. No. 



13754 



Seq. ID OJ991021_11. 0218. C10 



14409 






Gene No. 


29297 


Strand 


+ 








Start 


1 


End 


ft JO 

848 








Name 


OJ9yi021 11 . Uzle . CIO . ol . gs 


Method 


GENSCAN 








Start 


TOO 


End 


O A O 

848 








GI 


none 


Score 


. 72 








Exons 


oio..JyU, 619. .by/, «Jo..o4o 












Seq. No. 


1 3755 


Seq. ID 


OJ991021_11 , 


. 0218 


. Cll 




Gene No. 


29298 


Strand 


+ 








Start 


1 


End 


670 








Name 


ojyyiuzi i i . uziy . ci i . oi . np 


Method 


AAT/NAP 








Start 


l 


End 


670 








GI 


298078U 


Score 


241 








Exons 


1..14/, 29b. .382, 638..670 












GI Descrip. 


(AL022l9o) putative protein 


[Arabidopsis- thaliana] 








Seq. No. 


13755 


Seq. ID 


OJ991021_11. 


.0218 


.Cll 




Gene No. 


29298 


Strand 


+ 








Start 


1 


End 


670 








Name 


OJ991021_11 .0218.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


383 








GI 


none 


Score 


225 








Exons 


1..14/, 2. .148, 3..149, 296. 


.376, 297 


. .383 






e \ 


Seq. No. 


13755 


Seq. ID 


OJ991021_11. 


.0218 


.Cll 


v\ 


Gene No. 


29298 


Strand 


+ 








Start 


1 


End 


670 






; =? 

Q 


Name 


OJ991021 11 . 0218 . Cll . ol . gs 


Method 


GENSCAN 






: i 


Start 


14 


End 


376 






:.L: 


GI 


none 


Score 


.8 






. =i 


Exons 


14.-147, 296 . . 37 6 










ill 


Seq. No. 


13755 


Seq. ID 


OJ991021_11. 


.0218 


.Cll 




Gene No. 


29298 


Strand 


+ 








Start 


1 


End 


670 






"A 


Name 


OJ991021 11.0218.Cll.ol.tw 


Method 


TBLASTX: Wheat 




i : 
c; 


Start 


28 


End 


383 








GI 


none 


Score 


190 








Exons 


28. .147, 29. .148, 29. .148, 296. .376, 297. .383 








Seq. No. 


13756 


Seq. ID 


OJ991021_11, 


,0218 


.C12 




Gene No. 


29299 


Strand 










btart 


71 


End 


578 








Name 


OJ991021 11.0218.C12.ol.gs 


Method 


GENSCAN 








Start 


71 


End 


578 








GI 


none 


Score 


.57 








Exons 


71. .188, 429. .578 












Seq. No. 


13756 


Seq. ID 


OJ991021_11. 


.0218 


.C12 




Gene No. 


29299 


Strand 










Start 


71 


End 


578 








Name 


OJ991021 11.0218.C12.ol.tm 


Method 


TBLASTX: Maize 






Start 


235 


End 


480 








GI 


none 


Score 


187 








Exons 


235. .480, 235.-465 












Seq. No. 


13757 


Seq. ID 


OJ991111_15. 


,0225 


.CI 



14410 



Gene No. 


29300 


Strand 




Start 


Q O /I 

oZh 


hna 


ZZ /b 


Name 


ujyyiin lo.u^zD.ci.oi.gs 


Metnoa 




Start 


Q O A 


T7 J 

bna 


ZZ 1 o 


GI 


none 


Score 


A O 

. 4o 


Exons 








Seq. No. 


1 *D T C T 

1 3 to I 


Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29301 


Strand 


+ 


Start 


3446 


End 


8830 


Name 


ojyyiiii 15 . Uzzo . ci . oz . gs 


Method 


GENSCAN 


Start 


"5 a a el 

344 6 


End 


8830 


GI 


none 


Score 


.91 


Exons 


o a a a coot c c cooo to/io 
344b. .D9z/, oU 4 5 . . oZoZ f 13^1. 


.7443, 7706. .7782, 8318. .8444, 




8547. .8714, 8801. .8830 






Seq. No. 


1 *7 C H 


Seq. ID 


OJ99UU_15.0225,C1 


Gene No . 


O Q O A1 

z yjui 


Strand 


+ 


Start 


3446 


End 


8830 


Name 


OJ991111 15.0225.Cl.ol.gp 


Method 


AAT/GAP 


Start 


3848 


End 


4302 


GI 


572324 


Score 


878 


Exons 


3848. .4302 






GI Descrip. 


4539452/emb|CAB39932. 1 | 4.0e- 


13 (AL049500) putative 




phosphoribosylanthranilate transferase 


[Arabidopsis thaliana] 


Seq. No. 


13757 


Seq. ID 


OJ991111_15.0225.C1 


Gene No . 


29301 


Strand 


+ 


Start 


3446 


End 


8830 


Name 


OJ991111 15.0225.Cl.ol.np 


Method 


AAT/NAP 


Start 


3881 


End 


6478 


GI 


4539452 


Score 


3237 


Exons 


3881. .6478 






bi Descrip. 


(AL04 9500) putative phosphoribosylanthranilate transferase 




[Arabidopsis thaliana] 






oeq . ino . 


13757 


Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29301 


Strand 


+ 


Start 


3446 


End ' 


8830 


Name 


OJ991111 15.0225.Cl.o2.np 


Method 


AAT/NAP 


Start 


7384 


End 


8827 


GI 


6179602 


Score 


572 


Exons 


7384..7443, 7706. .7782, 7863. 


.7924, 8318. .8444, 8547. .8714, 



8801. .8827 

GI Descrip. (AJ238744) glutathione peroxidase-like protein GPXISHv [Hordeum 
vulgare] 



Seq. No. 13757 

Gene No. 29302 

Start 15122 

Name OJ991111_15 . 0225 . CI . o4 . gs 

Start 15122 

GI none 
Exons 



Seq. ID OJ991111_15.0225.C1 

Strand + 

End 18698 

Method GENSCAN 

End 18698 

Score .58 



15122. .15189, 15870. .15993, 16524 .. 16729, 18515. .18698 



Seq. No. 
Gene No. 



13757 
29303 



Seq. ID OJ991111_15.0225.C1 
Strand + 



14411 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20524 

OJ991111_15.0225.Cl.o5.gs 
20524 
none 
20524 . 
29354 . 
31675. 
33567. 



End 

Method 

End 

Score 



36415 
GENSCAN 
35465 
.59 



.20651, 22836. .22915, 23664 

.29495, 29906. .30054, 30082 

.31810, 32260 

.33755, 34840 



23728, 27942. 

30190, 30654. 

32393, 32473.-32578, 33056. 

34953, 35210. .35320, 35382. 



13757 Seq. ID 

29303 Strand 

20524 End 

OJ991111JL5 . 0225 . CI . o5 . gp Method 

29765 End 

31993_1.R1084 Score 
29765. .29905, 30082 .. 30190, 
'3047104 2.0e-13 (AF058919) 
[Arabidopsis thaliana] ' 



OJ991111_ 
+ 

36415 
AAT/GAP 
30814 
754 

30654. .30814 

No definition line found 



.28043, 
.30973, 
.33141, 
.35465 

15. 0225. CI 



13757 Seq. ID 

29303 Strand 
20524 End 
OJ991111_15.0225.Cl.o4 .np Method 
30309 End 
6633851 Score 

30309. .30381, 30642 30931, 31649 

32473. .32578, 33056 .. 3314 1, 33567 

34840. .34 953, 35210. .354 4 9 



OJ991111_15.0225.C1 
+ 

36415 
AAT/NAP 
35449 
1492 

31810, 32260. .32393, 
33719, 34136. .34246, 



GI Descrip. (AC008047) F2K11.13 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13757 
29303 
20524 

OJ991111_15.0225.Cl.o6.gp 
31752 

14753_1.R1084 

31752. .31810, 32260. .32393, 
33567. .33733 

1 3080427/emb | CAA1874 6 . 1 | 1.0e-79 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111_ 
+ 

36415 
AAT/GAP 
33733 
1020 



15. 0225. CI 



32473. .32578, 33056. .33141, 



(AL022604) putative protein 



13757 
29303 
20524 

OJ991111_15.0225.Cl.o7.gp 
34158 

12252_1.R1084 

34158. .34246, 34840 .. 34 953, 
'3047104 8.0e-25 (AF058919) 
[Arabidopsis thaliana] 1 

13757 
29304 
37300 

OJ991111_15.0225.Cl.o6.gs 

37300 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
35210. .35501, 
No definition 



15. 0225. CI 



OJ991111_ 
+ 

36415 
AAT/GAP 
36415 
1850 

35914. .36415 
line found 



Seq. ID OJ991111_15.0225.C1 

Strand + 

End 38170 

Method GENSCAN 

End 38168 

Score .81 



14412 




Exons 


37300. .37863, 37953. 


. 38168 










Seq. No. 


13757 




Seq. ID 


OJ991111_ 


15 . 0225 


. CI 


Gene No. 


29304 




Strand 


+ 






Start 


37300 




End 


38170 






Name 


OJ991111 15. 0225. CI. 


o5 . np 


Method 


AAT/NAP 






Start 


37351 




End 


38165 ■ 






GI 


6006893 




Score 


370 






Exons 


37351. .37634, 37740. 


.37863, 


37953. .38165 






GI Descrip. 


(AC008153) unknown protein 


[Arabidopsis thaliana 


] 




Seq. No. 


13757 




Seq. ID 


OJ991111_ 


15 . 0225 


. CI 


Gene No. 


29304 




Strand 


+ 






Start 


37300 




End 


38170 






Name 


OJ991111 15. 0225. CI. 


08 . gp 


Method 


AAT/GAP 






Start 


. 37413 




End 


38170 






GI 


LIB34 33-05 1-P1-K1-H7 




Score 


954 






Exons 


37413. .37634, 37740. 


.37863, 


37953. .38170 






GI Descrip. 


•4678222/gb|AAD26967 


.1|AC007135_3 l.Oe- 


-25 (AC007135) unknown 




protein [Arabidopsis 


thaliana] 1 








Seq. No. 


13757 




Seq. ID 


OJ991111 


15.0225 


.CI 


Gene No. 


29305 




Strand 


+ 






Start 


45382 




End 


54023 






Name 


OJ991111 15. 0225. CI. 


08 . gs 


Method 


GENSCAN 






Start 


45382 




End 


54023- 






GI 


none 




Score 


.92 






Exons 


45382. .46164, 47097. 


.47224, 


47671. .47811, 48203. 


.48356, 






50145. .50204, 50595. 


.51023, 


51100. .51395, 51854. 


.51983, 






52266. .52344, 52833. 


.52850, 


53068. .53266, 53924. 


.54023 




Seq. No. 


13757 




Seq. ID 


OJ991111_ 


15.0225 


.CI 


Gene No. 


29305 




Strand 


+ 






Start 


45382 




End 


54023 






Name 


OJ991111 15. 0225. CI. 


06. np 


Method 


AAT/NAP 






Start 


50676 




End 


52803 






GI 


473874 




Score 


1242 • 






Exons 


50676. .51023, 51100. 


.51395, 


51854. .51983, 52266. 


.52803 




GI Descrip. 


(U08285) a membrane- 


associated salt-inducible protein [Nicot. 




tabacum] 












Seq. No. 


13757 




Seq. ID 


OJ991111_ 


15.0225 


.CI 


Gene No. 


29306 




Strand 








Start 


8976 




End 


9320 






Name 


OJ991111 15. 0225. CI. 


o2.gp 


Method 


AAT/GAP 






Start 


8976 




End 


9320 






GI 


1944306 




Score 


631 






Exons 


8976. .9320 












Seq. No. 


13757 




Seq. ID 


OJ991111__ 


15.0225 


.CI 


Gene No. 


29307 




Strand 








Start 


9231 




End 


11760 






Name 


OJ991111 15. 0225. CI. 


o3 . gs 


Method 


GENSCAN 






Start 


9231 




End 


11485 






GI 


none 




Score 


.81 






Exons 


9231. .9488, 9876. .10025, 10127 10291, 


10424 . . 10494, 





10870. . 11485 



14413 



Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29307 






Strand 




Start 


9231 






End 


11760 


Name 


OJ991111 15. 


0225. 


. CI . o3 . np 


Method 


AAT/NAP 


Start 


9261 






End 


11510 


GI 


2598227 






Score 


202 


Exons 


9261. .9488, 


9876. 


. .10041, 10176. .10291, 


10424. .10478, 




10881. .11023, 11060. .11227, 


11345. .11510 


GI Descrip. 


(AJ222585) AT-hook protein 1 


[Arabidopsis thaliana] 


Seq. No. 


13757 






Seq. ID 


OJ991111__15.0225.C1 


Gene No . 


29307 






Strand 


- 


Start 


9231 






End 


11760 


Name 


OJ991111 15. 


0225, 


. CI . o3 . gp 


Method 


AAT/GAP 


Start 


11328 






End 


11760 


GI 


none 






Score 


838 


Exons 


11328. .11760 








Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 






Strand 




Start 


17256 






End 


18957 


Name 


OJ991111 15. 


0225. 


.CI .olO.tm 


Method 


TBLASTX: Maize 


Start 


3394 






End 


3652 


GI 


none 






Score 


355 


Exons 


3394. .3651, 


3428. 


. . 3652 






Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 






Strand 




Start 


17256 






End 


18957 


Name 


OJ991111 15. 


0225, 


.Cl.o7.ts 


Method 


TBLASTX : Soybean 


Start 


3448 






End 


3865 


GI 


none 






Score 


200 


Exons 


3448. .3681, 


3449. 


..3685, 3697 


..3828, 3701. .3865 


Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No . 


29308 






Strand 




Start 


17256 






End 


18957 


Name 


OJ991111 15. 


0225. 


.Cl.oll.tc 


Method 


TBLASTX: Cress 


Start 


3454 






End 


3682 


GI 


none 






Score 


190 


Exons 


3454. .3627, 


3458. 


. .3682 






Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 






Strand 




Start 


17256 






End 


18957 


Name 


OJ991111 15. 


0225, 


.Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


3662 






End 


4248 


GI 


none 






Score 


386 


Exons 


3662. .3916, 


3662. 


..3913, 3664 


..3933, 3898. .4014, 3899. .4027, 




3902. .4027, 


4016. 


..4246, 4016 


..4246, 4039. .4248, 4053. .4247 


Seq. No. 


13757 






Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 






Strand 




Start 


17256 






End 


18957 


Name 


OJ991111 15. 


0225. 


.Cl.o7 . tc 


Method 


TBLASTX: Cress 


Start 


4217 






End 


4498 



1,4414 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

4217. .4450, 

13757 
29308 
17256 

OJ991111_15. 
4286 , 
none 

4286. .4453, 

13757 
29308 
17256 

OJ991111_15. 

4322 

none 

4322. .4453, 

13757 
29308 
17256 

OJ991111_15. 

4607 

none 

4607. .4717, 
5105. .5419, 

13757 
29308 
17256 

OJ991111_15. 

4705 

none 

4705. .5061, 

13757 
29308 
17256 

OJ991111JL5, 

4712 

none 

4712. .5059, 
5061. .5375 



4225. .4494, 4226. 



Score 
,4498 



304 



0225.Cl.o6. ts 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 18957 

Method TBLASTX: Soybean 

End 4 579 

Score 226 
4296.. 4562, 4297.. 4575, 4369.. 4575, 4514.. 4579 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 18957 

Method TBLASTX : Mai ze 

End 4 693 

Score 172 

.4682, 4501. .4686, 4514. .4693 



0225.Cl.o6. tm 



4331.. 4675, 4332. 



0225.Cl.o2.ts 



4609/. 4683, 4703. 
5130.. 5348, 5203. 



0225.Cl.o4 .tc 



4706. .5062 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 18957 

Method TBLASTX : Soybean 

End 5419 

Score 142 

.5149, 4717.. 5061, 4859.. 5098, 
.5418 

Seq. ID OJ991111_15. 0225. CI 
Strand 

End 18957 

Method TBLASTX : Cress 

End 5062 

Score 383 



Seq. ID OJ991ill_15.0225.Cl 
Strand 

End 18957 

Method TBLASTX: Maize 

End 5376 

Score 568 
4712.. 5071, 5054. .5374, 5056.. 5376, 5060.. 5374, 



0225.Cl.ol.tm 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 



13757 
29308 
17256 

OJ991111_15. 

5063 

none 

5063. .5257, 
5474. .5683, 

13757 
29308 
17256 



0225.Cl.o2.tc 



5069.. 5299, 5152, 
5500.. 5694, 5500. 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 18957 
Method TBLASTX : Cress 
End 5713 
Score 277 

.5298, 5296. .5445, 5297. .5464, 
.5685, 5687.. 5713 

Seq. ID OJ991111_15.0225.C1 
Strand 

End 18957 



14415 




Name 


OJ991111_15 


. 0225 . 


. CI . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


5306 








End 


5707 


GI 


none 








Score 


216 


Exons 


5306. .5464, 


5311 , 


, .5445, 


5312 . 


.5464, 5474.. 5707, 5500.. 5703 


Seq. No. 


13757 








Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 








Strand 


_ 


Start 


17256 








End " 


18957 


Name 


OJ991111_15 


.0225. 


,Cl.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5380 








End 


5737 


GI 


none 








Score 


573 


Exons 


5380. .5736, 


5381 . 


. .5737 








Seq. No. 


13757 








Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 








Strand 


- 


Start 


17256 








End 


18957 


Name 


OJ991111_lS 


. 0225 . 


.CI .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5612 








End 


6481 


GI 


none 








Score 


1217 


Exons 


5612 . .6481, 


5612 , 


. .6475, 


6223 . 


.6477 




Seq. No. 


13757 








Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 








Strand 




Start 


17256 








End 


18957 


Nam£ 


OJ991111_15 


. 0225 . 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5713 








End 


6408 


GI 


none 








Score 


" 101 


Exons 


5713. . 6045, 


5716 . 


. . 5835, 


5717 . 


.6382, 5738.. 5992, 5887.. 6120, 




6023. . 6364, 


6184 . 


. .6408, 


6226 . 


.6384 




Seq. No. 


13757 








Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 








Strand 




Start 


17256 








End 


18957 


Name 


OJ991111_15 


. 0225 . 


,Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5738 








End 


6481 


GI 


none 








Score 


1038 


Exons 


5738 . . 6481, 


5747 . 


. .6475, 


6226 . 


.6480 




Seq. No. 


13757 








Seq. ID 


OJ991111_15.0225.C1 


Gene No. 


29308 








Strand 




Start 


17256 








End 


18957 


Name 


OJ991111_15 


.0225. 


.Cl.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


7682 








End 


8827 


GI 


none 








Score 


96 


Exons 


7682 . . 7780, 


7864 . 


. .7938, 


8316. 


.8393, 8317.. 8367, 8360.. 8446, 




8361 . .8447, 


8535 . 


. .8714, 


8535 . 


.8714, 8 


539.. 8715, 8546.-8728, 




8789. . 8827 












Seq. No. 


13757 








Seq. ID 


OJ991111_15".0225.C1 


Gene No. 


2 9308 








Strand 




Start 


17256 








End 


18957 


Name 


OJ991111 15 


.0225. 


.Cl.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7700 








End 


8714 


GI 


none 








Score 


87 


Exons 


7700. .7780, 


7708. 


. .7788, 


7864. 


.7917, 8 


317. .8367, 8360. .8446, 




8361. .8450, 


8516. 


. .8713, 


8517. 


.8714, 8545. .8712, 8546. .8713 



14416 



Seq. No. 


13757 






Seq. ID 


OJ991111 


_15.0225. 


CI 


Gene No. 


29308 






Strand 








Start 


17256 






End 


18957 






Name 


OJ991111 15. 0225. CI. 


o5 . tc 


Method 


TBLASTX : < 


"ress 




Start 


7700 






End 


8824 






GI 


none 






Score 


93 






Exons 


7700. . 


7780, 7864.. 7938, 8317 


..8367, 8360. .8446, 


8361. .8447, 




8501. . 


8713, 8535.. 8714, 8545 


..8691, 8546. .8713, 


8789. .8824 


Seq. No. 


13757 






Seq. ID 


OJ991111 


_15.0225. 


CI 


Gene No. 


29308 






Strand 








Start 


17256 






End 


18957 






Name 


OJ991111 15. 0225. CI. 


ol2.tm 


Method 


TBLASTX : 1 


Maize 




Start 


9898 






End 


11093 






GI 


none 






Score 


83 






Exons 


9898. . 


9969, 9921.. 9968, 9963 


..10037, ! 


9984.. 10028, 10122. 


. 10148, 




10126. 


.10149, 10178. 


,10294, 


10180. .10332, 10182 


. . 10289, 






10190. 


.10294, 10422. 


.10493, 


10424. .10492, 10886 


. .10942, 






10890. 


.11039, 11025. 


.11054, 


11064. .11093 






Seq. No. 


13757 






Seq. ID 


OJ9913.11 


ID . UZZD . 


CI 


Gene No. 


29308 






Strand 








Start 


17256 






End 


18957 






Name 


OJ991111 15. 0225. CI. 


o4 . gp 


Method 


AAT/GAP 






Start 


17256 






End 


18957 






GI 


none 






Score 


1288 






Exons 


17256. 


..17458, 18468. 


. 18957 










Seq. No. 


13757 






Seq. ID 


OJ991111 


i c r\ o r> c 
15 . OZZD . 


CI 


Gene No. 


29309 






Strand 








Start 


30097 






End 


35507 






Name 


OJ991111 15. 0225. CI. 


o9. tm 


Method 


TBLASTX:) 


Maize 




Start 


30097 






End 


33773 






GI 


none 






Score 


51 






Exons 


30097. 


..30144, 30133. 


. 30183, 


30649. .30819, 30653 


. . 30820 , 






30662. 


..30820, 30821. 


.30874, 


31673. .31804, 31675 


. .31794, 






31676. 


..31810, 31797. 


.31817,' 


32252. .32395, 32253 


. .32393, 






32254 . 


..32403, 32254. 


.32400, 


32452. .32580, 32472 


. .32582, 






33054 . 


..33161, 33055. 


.33141, 


33057. .33143, 33566 


. .33754, 






33567. 


. .33773 












Seq. No. 


13757 






Seq. ID 


OJ991111 


_15.0225. 


CI 


Gene No. 


29309 






Strand 








Start 


30097 






End 


35507 






Name 


OJ991111 15. 0225. CI. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


30653 






End 


35445 






GI 


none 






Score 


239 






Exons 


30653. 


..30871, 30691. 


.30876, 


30692. .30874, 31674 


. .31814, 






31675. 


..31815, 32253. 


.32390, 


32261. .32389, 32446 


. .32544, 






32452. 


..32580, 32472. 


.32579, 


33045. .33137, 33046 


. .33141, 






33566. 


..33757, 33567. 


.33758, 


34083. .34244, 34085 


. .34246, 






34150. 


..34245, 34837. 


.34956, 


34839. . 34946, 35248 


. .35445, 






35255. 


. .35434 












Seq. No. 


13757 






Seq. ID 


OJ991111 


^15.0225. 


CI 


Gene No. 


29309 






Strand 








Start 


30097 






End 


35507 







14417 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991111_15.0225.Cl.o6.tc 
30779 



Method TBLASTX : Cress 



End 



33632 



none 

30779. .30859, 31678 

31761. .31814, 32248 

32253. .32393, 32452 

33046. .33141, 33567.. 33632 



Score 95 

31758, 31678. .31755, 31759 .. 318 15, 

32388, 32252. .32389, 32253 .. 32390, 

32580, 32472. .32579, 33045 .. 33137, 



13757 Seq. ID 

29309 Strand 
30097 End 
OJ991111_15 . 0225 . CI . o2 . tw Method 
32445 End 
none Score 

32445. .32579, 324 4 6 .. 32580, 32473 .. 32580, 

33054. .33140, 33566 .. 33682 , 33567.. 33689 



OJ991111_15.0225.C1 
35507 

TBLASTX: Wheat 
33689 
191 

33046 



33141, 



13757 
29309 
30097 

OJ991111_15.0225.Cl.o8.tm 
34093 
none 

34093. .34245, 34097 .. 3424 6, 34837 34 953, 34838. 
34839. .34949, 35179 .. 354 60, 35180 354 61 , 35208. 
35209. .35460, 354 61 .. 35505, 354 63 .. 35507 , 35464. 



Seq. ID OJ991111_15.0225.C1 
Strand 

35507 

TBLASTX: Maize 
35507 
227 



End 

Method 

End 

Score 



,34948, 
,35453, 
,35505 



13757 Seq. ID 

29309 Strand 

30097 End 

OJ991111_15.0225.Cl.o8.tc Method 

35188 End 

none Score 



OJ991111_15.0225.C1 
35507 

TBLASTX : Cress 

35469 

143 



35188. .35403, 35198 35434 , 35207 35395, 35209.. 35469 

OJ991111 15. 0225. CI 



13757 Seq. ID 

29310 Strand 

37480 End 

OJ991111_15.0225.Cl.ol0.tc Method 

37480 End 

none Score 



38159 

TBLASTX: Cress 

38159 

107 



37480. .37632, 374 85 .. 37 628 , 37738 37 878 , 37866 .. 38 159, 
38012. .38146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13757 Seq. ID 

29311 Strand 

45893 End 

OJ991111_15.0225.Cl.oll.tm Method 

45893 End 

none Score 



OJ991111_15.0225.C1 
46164 

TBLASTX: Maize 

46164 

113 



45893. .46003, 4 5907 4 6164 , 4 594 6 .. 4 6125 , 46117. .46164 

OJ991111 15. 0225. CI 



13757 Seq. ID 

29312 Strand 

47672 End 

OJ991111_15 . 0225 . CI . o3 . tc Method 

47672 End 



52649 

TBLASTX: Cress 
52433 



14418 



GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



none 



Score 



66 



47672. .47797, 50598 .. 50990, 50717 .. 51016, 507 18 .. 51026, 
50793. .51026, 51100 .. 51384 , 51100 .. 51396, 51108 .. 51359, 
51855. .51983, 52266.. 52433 



13757 
29312 
47672 

OJ991111_15.0225.Cl.o3.tm 
47672 
none 
47672. 
50592. 
50607. 
51099. 



,47824, 47672. 

,51026, 50592. 

,51005, 50643. 

,51254, 51100. 



47797, 50144 
51023, 50592 



51005, 50687 
51261, 51100 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 52649 
Method TBLASTX : Maize 
End 52445 
Score 75 

50206, 50148. .50207, 
50963, 50597. .51028, 
50962, 51096. .51260, 



,51396, 51100. .51396, 



52266. .52445 



•ksf 



U! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13757 
29312 
47672 

OJ991111_15.0225.Cl.o8.ts 

50589 

none 

50589. .50963, 50598 .. 51014 , 
52269. .52478 

13757 
29312 
47672 

OJ991111_15.0225.Cl.o5.ts 

51105 

none 

51105. .51362, 51106. .51363, 

13757 
29312 
47672" 

OJ991111_15.0225.Cl.ol3.tm 

51860 

none 

51860. .51982, 518 60 .. 51991, 
524 45. .52573, 524 4 6 .. 52571, 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 52649 

Method TBLASTX : Soybean 

End 52478 

Score 122 
50787. .51026, 50789 .. 51028 , 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 52649 

Method TBLASTX : Soybean 

End 51983 

Score 309 
51843. .51983 

Seq. ID OJ991111_15.0225.C1 

Strand . ■ 

End 52649 

Method TBLASTX: Maize 

End 52573 

Score 130 
51861. .51992, 518 61 .. 51953, 
52451. .52573 



Seq. No. 13757 

Gene No. 29312 

Start 47672 

Name OJ991111_15 . 0225 . CI . o9 . tc 

Start 52434 

GI none 

Exons 52434 .. 52649, 52436.. 5264^ 



Seq. ID OJ991111_15.0225.C1 
Strand 

End 52 64 9 

Method TBLASTX : Cress 

End 52649 

Score 241 



Seq. No. 13758 

Gene No. 29313 

Start 1048 

Name OJ991111_15 . 0225 . C2 . ol . gs 

Start 1048 

GI none 



Seq. ID OJ991111_15.0225.C2 
Strand 

End 2932 

Method GENSCAN 

End 2932 

Score .79 



14419 



Exons 



1048. .1144, 1789. .1854, 2844. .2932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13759 Seq. ID 

29314 Strand 

1 End 

OJ991111_15 . 0225 . C3 . ol . np Method 

1 End 

6041814 Score 
1..36, 898. .1161 

(AC009918) hypothetical protein [Arabidopsis thaliana] 



OJ991111_15.0225.C3 
+ 

1161 
AAT/NAP 
1161 
134 



13759 
29315 
4602 

OJ991111_15.0225.C3.ol.gp 
4528 

2851 1.R1084 



Seq. ID OJ991111_15.0225.C3 

Strand + 

End 6606 

Method AAT/GAP 

End 6606 

Score 1519 



4528. .4635, 4727. .4872, 5041. .5166, 6143. .6606 

1 4510363/gb|AAD21451.1| 3.0e-66 (AC007017) putative DNA-binding 
protein [Arabidopsis thaliana] 1 



13759 Seq. ID 

29315 Strand 

4 602 End 

OJ991111_15 . 0225 . C3 . o2 . np Method 

4 602 End 

4510363 Score 



OJ991111_15.0225.C3 
+ 

6606 
AAT/NAP 
6280 
576 



4602. .4631, 4729. .4872, 5041. .5166, 6143. .6280 

(AC007017) putative ubiquitin-conjugating enzyme [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



13759 Seq. ID 

29315 Strand 

4 602 End 

OJ991111_15.0225.C3.o3.gs Method 

4 602 End 

none Score 



OJ991111_15.0225.C3 
+ 

6606 
GENSCAN 
6283 
.78 



4602. .4635, 4727. .4872, 5041. .5166, 6143. .6283 

OJ991111 15. 0225. C3 



13759 
29316 
1705 

OJ991111_15.0225.C3.o2.gs 

1705 

none 

1705. .1760, 2106. .2164, 2947. 

1.37 59 
29317 
6023 

OJ991111_15.0225.C3.ol.ts 

4578 

none 

4578. .4652, 4726. .4824, 4813. 
6142. . 6282, 6143. . 6283 

13759 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3299 

Seq. ID 

Strand 

End 

Method 

End 

Score 



3299 
GENSCAN 
3299 
.88 



OJ991111_15.0225.C3 
8207 

TBLASTX: Soybean 

6283 

35 



.4872, 5023. .5181, 5043. .5168, 
Seq. ID OJ991111 15. 0225. C3 



14420 




Gene No. 


29317 








Strand 






otart 


buz j 








End 


8207 




Name 


to Q l i i i 1 c; 


KjZZ D 


C "3 /-si 


tC 


Method 


TBLASTX: 


Cress 


b tar t 


A *7 o £ 

h / zk> 








End 


5174 






none 








. Score 


127 




Exons 


4 f Zo . . hoZh f 


A Q 1 "5 
4 O 1 D 


yl Q *7 0 
. . HO / Z r 


jUZj . 


.5169, 5043. .5174, 


DU4 J . . D 1 bO 


beq. no. 


1 OTCQ 

i o / oy 








Seq. ID 


OJ991111 


ID . UZZD . 


Gene No. 


29317 








Strand 






Start 


6023 








End 


8207 




Name 




KJZZD 


. . Ol . 


4- m 

tm 


Method 


TBLASTX: 


Maize 


Start 


4 / Z b 








End 


6283 




GI 


none 








Score 


126 




Exons 


4 / Zb . . 4 bV4 , 


A Q 1 T 
4 0 1 J 


/ QTO 


cnoi 
dUzd . 


.5169, 5043. .5168, 


C1/IO- COQO 

bl4z . . bZoZ 




bl4 d . . b^oo 














beq. No. 


1j / oy 








Seq. ID 


OJ991111 


i c aooc r^o 

lo . \jZZd . Co 


Gene No. 


29317 








Strand 






Start 


6023 








End 


8207 




Name 


n tqqi 111 1 c; 


kJZZZ) 


. J . Ol . 


tw 


Method 


TBLASTX: 


wneat 


btart 


a n cq 
4 / bo 








End 


6283 




bl 


none 








Score 


83 




Exons 


A1 CO A QO A 

4 1 bo . . 4 oV4 , 


A Q 1 *5 
4 o Id 


J| QIO 

. . 4 o f Z , 


crioi 

DUzo . 


.5169, 5043.. 5168, 


CI A O COQO 

bl4z . . oZoZ 




£t1/l"3 COOT 

b!4 D . . bzo 3 , 


CI CO 












beq. No. 










Seq. ID 


OJ991111 


1 C AOOC /-> n 

ID . VZZd . C D 


Gene No. 


29317 








Strand 






Start 


6023 








End 


8207 




Name 


v OJ991111 15. 


0225 


X3.o3. 


np 


Method 


AAT/NAP 




Start 


'^6023 








End 


8207 




LjI 


5852093 








Score 


50 




Exons 


6023. . 6062, 


7751 


. .7861, 


8156. 


.8207 






GI Descrip. 


(AL117264) zwhl6 


. 1 [Oryza sativa] 






Seq. No. 


13759 








Seq. ID 


OJ991111 


_15.0225.C3 


Gene No. 


29317 








Strand 






otdrc 


6023 








End 


8207 




Name 


OJ991111 15. 


0225 


C3.o2 . 


tc 


Method 


TBLASTX: 


Cress 


otart 


6139 








End 


6310 




Lrl 


none 








Score 


77 




Exons 


6139. .6285, 


6142 


.6285, 


6143. 


.6310, 6167.. 6286 




Seq. No. 


13759 








Seq. ID 


OJ991111 


_15.0225.C3 


Gene No. 


29317 








Strand 






btart 


6023 








End 


8207 




Name 


OJ991111 15. 


0225 


C3.o4. 


gs 


Method 


GENSCAN 




Start 


6978 








End 


8195 






none 








Score 


.72 




Exons 


6978. .7056, 


8071 


.8195 










beq . no . 


13760 








Seq. ID 


OJ991111 


i c noo ^ n a 
ID . \JZ Z D . 


Gene No. 


29318 








Strand 


+ 




Start 


76 








End 


491 




Name 


OJ991111 15. 


0225 


C4 .ol. 


gs 


Method 


GENSCAN 




Start 


76 








End 


491 




GI 


none 








Score 


.55 




Exons 


76.. 201, 262 


. . 28E 


\, 369. 


.491 









14421 




Seq. No. 


13760 


Seq. ID 


OJ991111_15.0225 


.C4 


Gene No. 


zy ji y 


otrana 


+ 




btart 


1 "3 "7 "5 


IT y-i ^ 


1 A 1 O 
Z 4 / Z 




Name 


n tqqi 1 i i nooc: a /-t^ 

ujyyiiii ij.u^^j.t4.oz.gs 


Metnoa 






Start 




U 1 ri j-J 


£ O OZ 






none 


Score 


1 
1 




Exons 










beq. no. 


1 J / bu 


Seq. ID 


OJ991111_15.0225 


. C4 


Gene No. 


29319 


Strand 


+ 




Start 


1373 


End 


2472 




Name 


ujyyiiii id . uz^o . 04 . oi . gp 


Method 


AAT/GAP 




btart 


i a on 


End 


2472 




GI 


4 / j 1 . K±Uo4 


Score 


2011 




Exons 


1 4 Z / . . £ 4 / Z 








vji uescrip. 


'l D ~J y H D / eiPX? | \-ri£3 j . i | 4 . 


0e-13 (AL049500) putative 






phosphor ibosylanthrani late 


transferase 


[Arabidopsis thaliai 


Seq. No. 


13760 


Seq. ID 


OJ991111_15.0225 


. C4 


Gene No . 




Strand 


+ 




Start 


y / oi 


End 


11446 




Name 


ujyyiiii id . uzzo . U4 . 04 . gs 


Method 


GENSCAN 




btart 


y / bi 


End 


10501 




GI 


none 


Score 


1 




Exons' 


y/bi. .luoui 








Seq. No. 


13760 


Seq. ID 


OJ991111_15.0225 


,C4 


Gene No. 


29320 


Strand 


+ 




btart 


9761 


End 


11446 




Name 


OJ991111 15. 0225. C4 . o2 . np 


Method 


AAT/NAP 




btart 


9781 


End 


11446 






4510364 


Score 


183 




Exons 


9781. .9973, 10088 .. 104 63, 11224. .11446 






GI Descrip. 


(AC007017) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13760 


Seq. ID 


OJ991111_15.0225 


.C4 


Gene No. 


29321 


Strand 






btart 


920 


End 


2263 




Name 


OJ991111 15.0225.C4.ol.np 


Method 


AAT/NAP 




btart 


920 


End 


2263 






1841391 


Score 


1407 




Exons 


920.. 973, 1371.. 2263 








GI Descrip. 


(D64039) EL3 [Oryza sativa] 








Seq. No. 


13760 


Seq. ID 


OJ991111_15.0225 


.C4 


Gene No . 


29322 


Strand 






Start 


3822 


End 


5791 




Name 


OJ991111 15.0225.C4 .o3.gs 


Method 


GENSCAN 




Start 


3822 


End 


5791 




GI 


none 


Score 


.54 




Exons 


3822.-3997, 4066. .4201, 4301. .4438, 48 


15. .4874, 5714. .5791 


Seq. No. 


13760 


Seq. ID 


OJ991111J.5.0225 


.C4 


Gene No . 


29323 


Strand 






Start 


10142 


End 


10517 




Name 


OJ991111 15.0225.C4 .ol.tw 


Method 


TBLASTX: Wheat 





14422 



Start 
GI 

Exons 



1439 
none 

1439. .1465, 1537. .1632, 1537, 



Seq. No. 13760 

Gene No. 29323 

Start 10142 

Name OJ991111_15. 0225.C4 .ol .ts 

Start 1528 

GI none 

Exons 1528.. 1665, 1529.. 1666, 1685. 

1918.. 2139, 1922.. 2116, 2126. 



End 1822 
Score 38 

.1818, 1538.. 1822, 1609.. 1722 

Seq. ID OJ991111_15.'0225.C4 
Strand 

End 10517 

Method TBLASTX : Soybean 

End 2305 

Score 159 

.1744, 1696. .1749, 1784. .1948, 
.2305, 2131.. 2217 



Seq. No. 13760 

Gene No. 29323 

Start 10142 

Name OJ991111_15 . 0225 .C4 . o2 . tm 

Start 1529 

GI none 

Exons 1529.. 1639, 1545.. 1631, 1546. 
1672. .1749 



Seq. ID OJ991111_15.0225.C4 
Strand 

End 10517 

Method TBLASTX : Maize 

End 1749 

Score 134 

.1638, 1547.. 1639, 1652.. 1744, 



Seq. No. 13760 

Gene No. 29323 

Start 10142 

Name"' OJ991111_15 . 0225 . C4 . ol . tc 

Start 1531 

GI none 

Exons " 1531.. 1644, 1532.. 1651, 1684. 

1784.. 1948, 1918.. 2217, 1922. 

Seq. No. 13760 

Gene No. 29323 

Start 10142 

Name OJ991111_15 . 0225 . C4 . ol . tm 

Start 1787 

GI none 

Exons 1787.. 1942, 1918.. 2133, 1922. 

2180.. 2251, 2252.. 2299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13760 
29323 
10142 

OJ991111_15.0225.C4.o2.gp 
10142 

63352_1.R1084 

10142. .10198, 10228. .10517 

1 4 88 6273/emb | CAB4 3415 . 1 | 6.0e- 

[Arabidopsis thaliana] 1 

13761 
29324 
4788 

OJ991111_15 . 0225 . C5 . o2 . gs 

4788 

none 

4788. . 6263 



Seq. ID OJ991111_15.0225.C4 
Strand 

End 10517 

Method TBLASTX : Cress 

End 2305 

Score 130 

.1749, 1685. .1744, 1783. .1944, 
.2305 

Seq. ID OJ991111_15.0225.C4 
Strand 

End 10517 

Method TBLASTX : Maize 

End 2299 

Score 81 

.2074, 2071.. 2190, 2084.. 2173, 



Seq. ID OJ991111_15.0225.C4 
Strand 

End 10517 

Method AAT/GAP 

End 10517 

Score 62 6 

•11 (AL050300) hypothetical protein 



Seq. ID OJ991111_15.0225.C5 

Strand + 

End 6263 

Method GENSCAN 

End 6263 

Score .97 



14423 



Seq. No. 13761 

Gene No. 29325 

Start 8658 

Name ' OJ991111_15 . 0225 . C5 . o3 . gp 

Start 8658 

GI 821_1.R1084 

Exons 8658.. 9726 

GI Descrip. 1 2801538 1.0e-96 (AF039532) harpin induced gene 1 homolog [Oryza 
sativa] ! 



Seq. ID OJ991111_15.0225.C5 

Strand + 

End 9726 

Method AAT/GAP 

End 9726 

Score 2103 



Seq. No. 13761 

Gene No. 29326 

Start 13721 

Name OJ991111_15 . 0225 . C5 . o4 . gp 

Start 13721 

GI 3683_1.R1084 

Exons 13721. .13821 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 I AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ991111_15.0225.C5 

Strand + 

End 13821 

Method AAT/GAP 

End 13821 

Score 108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13761 
29327 
1 

OJ991111_15.0225.C5.o;l.gp 
1 

25493 1.R1084 . 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 2378 

Method AAT/GAP 

End 800 

Score 816 



1..60, 173. .286, 380. .566, 722. .800 

, 4895185/gb|AAD32772.1|AC007661_9 2.0e-35 (AC007661) unknown 
protein [Arabidopsis thaliana] ' 



; !5 i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13761 
29327 
1 

OJ991111_15.0225.C5.ol.gs 

173 

none 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 2378 

Method GENSCAN 

End 2329 

Score .97 



173. .286, 380. .566, 722. .839, 1159 .. 1287,- 1407 1458 , 1985. .2329 



13761 
29327 
1 

OJ991111_15.0225.C5.o2.gp 
1180 

24374 1.R1084 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 2378 
Method AAT/GAP 
End 2378 
_ Score 868 

1180. .1287, 1407. .1458, 1985. .2135, 2214. .2378 
, 4895185/gb|AAD32772.1|AC007661_9 1.0e-39 (AC007661) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13761 
29328 
7804 

OJ991111_15.0225.C5.o3.gs 

7804 

none 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 9614 

Method GENSCAN 

End 9614 

Score .95 



7804. .7932, 8075. .8225, 9004. .9614 



14424 



Seq. No. 13761 
Gene No. 29329 
Start 18944 

Name 0 J9 9 1 1 1 1_1 5.0225.C5.o3.tm 

Start 155 
GI none 

Exons 155.. 289, 156.. 287, 169.. 288, 

382. .576, 724. .870, 780. .839, 
1164. .1289, 1165. .1290, 1405. 
1986.. 2117, 2223.. 2288, 2223. 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 
Method TBLASTX: Maize 
End 2337 
Score 161 

374. .568, 380. .568, 381. .575, 
818. .877, 1160. .1288, 1161. .1289, 
.1458, 1406. .1456, 1982. .2107, 
.2267, 2234.. 2290, 2320.. 2337 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ9911 11_15 . 0225 . C5 . o2 . ts 

Start 5048 

GI none 

Exons 5048.. 5176, 5049.. 5177, 5163. 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 264 60 

Method TBLASTX : Soybean 

End 5429 

Score 121 

5276, 5340. .5429 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ991 11 1_15 . 0225 . C5 . o9 . tm 

Start 5055 

GI none 

Exons 5055.. 5168, 5057. .5167 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Maize 

End 5168 

Score 200 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ991111_15 . 0225 . C5 . o2 . tm 

Start 5168 

GI none 

Exons 5168.. 5281, 5169.. 5285, 5289. 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Mai ze 

End 5591 

Score 140 

5342, 5336.. 5590, 5337.. 5591 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ9911 11_15 . 0225 . C5 . ol . tw 

Start 5334 

GI none 

Exons 5334.. 5435, 5336.. 5434, 5429. 



Seq. ID OJ991111__15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Wheat 

End 5600 

Score 139 
.5593, 5430.. 5600 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ99111 1_15 . 0225 . C5 : 08 . tm 

Start 5696 

GI none 

Exons 5696.. 5773, 5703.. 5774, 5736. 
5802.. 5969 ' 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX: Maize 

End 5969 

Score 96 

.5807, 5793. .5894, 5801.. 5956, 



Seq. No. 13761 

Gene No. 29329 

Start 18944 

Name OJ991111_15 . 0225 . C5 . ol . tm 

Start 8900 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Maize 

End 19402 



14425 




GI 


none 






Score 


66 




Exons 


8900. . 


,8947, 8947. .9048, 8964 


..9047, 9051. .9512, 9052. .9315 




9379. . 


,9624, 9588. .9614, 19055 .. 19177, 


19292. .19402 




Seq. No. 


13761 






Seq. ID 


OJ991111__15.0225 


.C5 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111 15. 0225. C5 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


9282 






End 


19471 




GI 


none 






Score 


94 




Exons 


9282. . 


.9410, 19041.. 


19160, 19043. .19198, 19220 .. 19405, 






19221. 


.19280, 19409 


. . 19471 








Seq. No. 


13761 






Seq. ID 


OJ991111_15.0225 


.C5 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111 15. 0225. C5 


. o4 . gs 


Method 


GEN SCAN 




Start 


18944 






End 


26452 




GI 


none 






Score 


.89 




Exons 


18944. 


.19639, 20205 


. . 20286, 


20350. .20374, 21525 .. 21642, 






24313. 


.24331, 24726 


. . 24872, 


25351. .25551, 25658 .. 258 63, 






26314. 


.26452 










Seq. No. 


13761 






Seq. ID 


OJ991111_15.0225 


. Co 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111-15.0225.C5 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


19043 






End 


19375 




GI 


none 






Score 


143 




Exons 


19043. 


,.19198, 19181 


. .19375 








Seq. No. 


13761 






Seq. ID 


OJ991111_15.0225 


.C5 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111 15. 0225. C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19184 






End 


19610 




GI 


none 






Score 


91 




Exons 


19184. 


.19291, 19185 


. . 19292, 


194 03. .19471, 19404. .19610, 






' 19538. 


, .19609 










Seq. No. 


13761 






Seq. ID 


OJ991111_15.0225 


. Co 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111 15. 0225. C5 


. o5 . gp 


Method 


AAT/GAP 




Start 


21162 






End 


21616 




GI 


3760791 




Score . 


600 




Exons 


21162. 


..21423, 21525 


. .21616 








Seq. No. 


137"6i 






Seq. ID 


OJ991111_15.0225 


. Co 


Gene No. 


29329 






Strand 






Start 


18944 






End 


26460 




Name 


OJ991111 15. 0225. C5 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


24525 






End 


25289 




GI 


none 






Score 


76 




Exons 


24525. 


.24617, 24526 


. .24618, 


24725. .24E 


i74, 24726.-24875, 






25046. 


.25096, 25050 


. .25094, 


25179. .25223, 25180 .. 25224 , 






25224. 


.25289, 25225 


. .25287 









14426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13761 
29329 
18944 

OJ991111_15.0225.C5.o6.gp 

24593 

286510 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method AAT/GAP 

End 25033 

Score 4 30 



24593. .24618, 24726 .. 24872, 24972.. 25033 

52627 65/emb | CAB45913 . 1 | 8.0e-13 (AL080283) putative protein 
[Arabidopsis thaliana] 



13761 
29329 
18944 

OJ991111_15.0225.C5.o6.tm 

25374 

none 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Mai ze 

End 25863 

Score 91 



25374. .25508, 25378.-254 64, 25524 25550, 25657 258 63, 
25658.. 25861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13761 
29329 
18944 

OJ991111_15.0225.C5.o5.tm 

26012 

none 



Seq. ID OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Mai ze 

End 26457 

Score 63 



26012. .26113, 26028. .26126, 26131 26232, 2 6138 .. 26233, 
26288. .26455, 26302.. 26457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13761 
29329 
18944 

OJ991111_15. 0225.C5.o3. ts 

26015 

none 



Seq. I'D OJ991111_15.0225.C5 
Strand 

End 26460 

Method TBLASTX : Soybean 

End 26460 

Score 51 



26015. .26113, 26049. .26129, 26131 .. 26232, 2 6143 .. 26223, 
26302. .26460, 26306.. 26458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13762 
29330 
901 

OJ991111_15. 0225.C6.ol.gs 

901 

none 



Seq. ID OJ991111_15.0225.C6 
Strand 

End 1456 

Method GENSCAN 

End 1456 

Score .89 



901. .1005, 1109. .1204, 1286. .1456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13762 
29331 
3057 

OJ991111_15.0225.C6.o3. tm 
3 

none 



Seq. ID OJ991111_15.0225.C6 
Strand 

End 8029 

Method TBLASTX: Maize 

End 7474 

Score 231 



3. .140, 7219. .7425, 7220. .7426, 7220. .7474 



Seq. No. 
Gene No. 
Start 



13762 
29331 
3057 



Seq. ID OJ991111_15.0225.C6 
Strand 

End 8029 



14427 



Name 

Start 

GI 

Exons 



OJ991111_15.0225.C6.ol. tc Method TBLASTX : Cress 

6 End 7426 

none Score 70 

6. .191, 7013. .7162, 7074. .7169, 7229. .7426, 7235. .7426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13762 Seq. ID OJ9911 11_15 . 0225 . C6 

29331 Strand 

3057 End 8029 

OJ991111_15.0225.C6.ol.gp Method AAT/GAP 

2773 End 4084 

17603_1.R1084 Score 960 

2773. .3165, 3961. .4084 

'4587550/gb|AAD25781.1|AC006577_17 5.0e-12 (AC006577) EST 
gb_R64848 comes from this gene. [Arabidopsis thaliana] ' 



13762 
29331 
3057 

OJ991111_15.0225.C6.ol.np 

3039 

6730754 



Seq. ID OJ991111_15.0225.C6 
Strand 

End 8029 

Method AAT/NAP 

End 8029 

Score 506 



3039. .3165, -3961. .4107, 4207. .4246, 4274. .4316, 4439, 



4640. .4852, 5172. .5410, 6034, 
7966. .8029 



6246, 6315. .6453, 6900, 



,4541, 
,7001, 



GI Descrip. (AC016529) unknown protein [Arabidopsis thaliana] 



Seq. No. 13762 
Gene No. 29331 
Start 3057 

Name OJ991111_15 . 0225 . C6 . ol . tm 

Start 3055 
GI none 

Exons 3055.. 3165, 3057.. 3170, 3058. 

3960. .4109, 3961. .4110, 4204, 
4438.-4482, 4473. .4541, 4481, 
4640. .4732 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 15. 0225. C6 



8029 

TBLASTX: Maize 
4732 
172 

3165, 3950.. 4108, 3960. .4109, 
4317, 4226. .4318, 4436. .4480, 
4540, 4631. .4723, 4639. .4731, 



Seq. No. 13762 Seq. ID 

Gene No. 29331 Strand 

Start 3057 End 

Name 0 J9 9 111 1_1 5.0225.C6.o2.gs Method 

Start 3057 End 

GI none Score 

Exons 3057. .3165, 3961. .4107, 4207. .4316, 4439. 

5206. .5324, 6034. .6246, 6315. .6453, 6900. 



OJ991111_15.0225.C6 

8029 
GENSCAN 
7423 
.8 



.4538, 
.7136, 



4640. 
7218. 



.4840, 
.7423 



Seq. No. 13762 Seq. ID OJ991111_15 . 0225 . C6 

Gene No.. 29331 Strand 

Start 3057 End 8029 

Name OJ991111_15 . 0225 . C6 . o2 . gp Method AAT/GAP 

Start 4461 End 6075 

GI 18293_1.R1084 Score 977 

Exons 4461. .4538, 4640. .4840, 5206. .5410, 6034. .6075 

GI Descrip. 1 100226/pir || S214 95 8.0e-25 hypothetical protein - tomato 

>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_jprf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 1 



14428 



Seq. No. 13762 
Gene No. 29331 
Start 3057 

Name OJ991111_15 . 0225 . C6 . o2 . tm 

Start 4733 
GI none 

Exons 4733.. 4801, 4735./4800, 4754. 

5202.. 5360, 5205.. 5360, 5206. 
5363. .5410, 6016. .6246, 6019. 
6306.. 6410, 6313.. 6435, 6315. 
6900. .6944, 6945. .7040, 6946. 
7044. .7139, 7044. .7139 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4849, 4795 
.5361, 5346 
.6246, 6092 
.6461, 6320 
.7035, 6956 



OJ991111 15. 0225. C6 



8029 

TBLASTX: Maize 
7139 
100 

4839, 5185.. 5358, 

5411, 5363. .5413, 

6262, 6301.. 6456, 

6451, 6895.. 6942, 

7039, 7016.. 7138, 



Seq. No. 


13762 


Seq. ID 


OJ991111_15.0225 


. Co 


Gene No. 


29331 


Strand 






Start 


3057 


End 


8029 




Name 


OJ991111 15.0225.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6019 


End 


6477 




GI 


none 


Score 


135 




Exons 


6019. .6246, 6034. .6246, 6092. 


.6262, 6306.. 6410, 6310.. 6 


/ICC 

4 3 O 




6310. .6477, 6315. .6458 








Seq. No. 


13763 


Seq;.. ID 


OJ991101_10.0225 


. cz 


Gene No. 


29332 


Strand 


+ 




Start 


206 


End 


2444 




Name 


OJ991101 10.0225.C2.ol.np 


Method 


AAT/NAP 




Start 


206 


End 


2444 




GI 


2213632 


Score 


662 




Exons 


206. .960, 2420. .2444 








GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 




Seq. No. 


13763 


Seq. ID 


OJ991101_10.0225 


.C2 


Gene No. 


29332 


Strand 


+ 




Start 


206 


End 


2444 




Name 


OJ991101 10.0225.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


317 


End 


490 




GI 


none 


Score 


219 




Exons - 


317. .481, 320. .490, 322. .489 








Seq. No. 


13763 


Seq. ID 


OJ991101_10.0225 


.C2 


Gene No. 


29332 


Strand 


+ 




Start 


206 


End 


2444 




Name 


OJ991101 10.0225.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


448 


End 


925 




GI 


none 


Score 


461 




Exons 


448. .819, 449. .820, 670. .831, 


818. .856, 


854. .925, 860.. 


925 



Seq. No. 13763 

Gene No. 29332 

Start 206 

Name OJ991101_10 . 0225 . C2 . ol . tw 

Start 491 

GI none 
Exons 



Seq. ID OJ991101_10.0225.C2 



Strand 
End 

Method 

End 

Score 



+ 

2444 

TBLASTX: Wheat 

913 

216 



491. .676, 502. .666, 679. .831, 686. .913, 688. .903 



Seq. No. 



13764 



Seq. ID OJ991101_10.0225.C3 



14429 




Gene No. 


29333 


Strand 








Start 


2383 


T7< -J 








Name 


OJ991101 10 . 0225 . C3 . o2 . gs 


Metnoa 








Start 


2383 


Lna 








GI 


none 


Score 


. y / 






Exons 


<"i f\ —» />i r A *~y ji "lion 

2383.. 2500, 3704.. 3789 










Seq. No. - 


13764 


Seq. ID 


OJ991101_ 


10. 


0225. C3 


Gene No. 


29334 


Strand 








Start 


6414 


tina 


/Uj / 






Name 


OJ991101 10 . 0225 . C3 . o3 . gs 


Metnoa 


m o 7\ M 






Start 


6414 


hna 


/Uj / 






GI 


none 


Score 


. 0 / 






Exons 


6414. .6521, 6698. ./Uo/ 










Seq. No. 


13764 


Seq. ID 


OJ991101_ 


10. 


0225. C3 


Gene No. 


29335 


Strand 








Start 


7130 




/ jjo 






Name 


OJ991101 10 . 0225 . C3 . o4 . gs 


Method 








Start 


7130 


Ena 


TCCQ 

/ OOO 






GI 


none 


Score 


CO 
. DO 






Exons 


7130. .7368, 7456.-7558 










Seq. No. 


13764 


Seq. ID 


OJ991101_ 


10. 


0225. C3 


Gene No.' 


29336 


Strand 








Start 


8307 




OOU / 






Name 


OJ991101 10 . 0225 . C3 . o5 . gs 


Method 


GENSCAN 






Start 


8307 


End 


o oU / 






GI 


none 


Score 


. 5 






Exons 


8307. .8383, 8517. .8607 










Seq. No. 


13765 


Seq. ID 




i n 
lu . 


no o ^ r* a 


Gene No. 


o r\ o o i 

29337 


Strand 


+ 






Start 


1 


End 


6254 






Name 


OJ991101_10.0225.C4 .ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1933 






GI 


2496803 


Score 


94 






Exons 


1 . .171, 1903 . . 1933 










GI Descrip. 


HYPOTHETICAL 39.0 KD PROTEIN 


SLR1821 gi| 1652842 |dbj 


i nuamfii 
j bAAl / / Dl 


(D90908) hypothetical protein 


[Synechocystis sp . 


] 




Seq. No. 


13765 


Seq. ID 


OJ991101_ 


_10. 




Gene No. 


29337 


Strand 


+ 






Start 


1 


End 


6254 






Name 


OJ991101 10.0225.C4.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


3251 






GI 


6006359 


Score 


93 






Exons 


1..142, 1395. .1506, 3201. .3251 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13765 


Seq. ID 


OJ991101_ 


_10. 


0225. C4 


Gene No. 


29337 


Strand 


+ 






Start 


1 


End 


6254 






Name 


OJ991101 10.0225.C4.ol.gs 


Method 


GENSCAN 






Start 


59 


End 


2482 






GI 


none 


Score 


. 67 







Exons 59. .318, 824. .907, 2017. .2172, 2441. .2482 



14430 



Seq. No. 13765 

Gene No. 29337 

Start 1 

Name OJ991101_10 . 0225 . C4 . o3 . np 

Start 2951 

GI 5295951 

Exons 2951. .3158, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3311. .3604, 6215. . 6254 
(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds.(U23857) [Oryza sativa] 



OJ991101_10.0225.C4 
+ 

6254 
AAT/NAP 
6254 
148 



Seq. No. 13765 Seq. ID 

Gene No. 29338 Strand 

Start 9053 End 

Name OJ991101_10 . 0225 . C4 . o5 . np Method 

Start 9053 End 

GI 6705984 Score 

Exons 9053.. 9100, 14320.. 14706 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ991101_10.0225.C4 
+ 

15010 
AAT/NAP 
14706 
386 



Seq. No. 


13765 Seq. ID 


OJ991101_10.0225 


.C4 


Gene No. 


29338 Strand 


+ 




Start 


9053 End 


15010 




Name 


OJ991101 10. 0225. C4 .06. np Method 


AAT/NAP 




Start 


13705 End 


15010 




GI 


6815099 Score 


89 




Exons 


13705. .13734, 14 192 .. 14243, 14858. .15010 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




oeq. jno . 


13765 Seq. ID 


OJ991101_10.0225 


.C4 


Gene No. 


29339 Strand 






Start 


4443 End 


4755 




Name 


OJ991101 10.0225.C4 .ol.gp Method 


AAT/GAP 




Start 


444 3 End 


4755 




GI 


72524 1.R1084 Score 


420 




Exons 


4443. .4755 






GI Descrip. 


'5091496/dbj | AB023482 . 2 | AB0234 82 3". Oe- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03,* complete sequence 1 




Seq. No. 


13765 Seq. ID 


OJ991101_10.0225 


.C4 


Gene No. 


29340 Strand 






Start 


6032 End 


9837 




Name 


OJ991101 10.0225.C4 .o4 .np Method 


AAT/NAP 




Start 


6032 End 


9837 




GI 


5091513 Score 


1132 




Exons 


6032. .6521, 7513. .8884, 9664. .9837 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


13765 Seq. ID 


OJ991101_10.0225 


.C4 


Gene No. 


29341 Strand 






Start 


11030 End 


11338 




Name 


OJ991101 10.0225.C4.o2.gp Method 


AAT/GAP 




Start 


11030 End 


11338 




GI 


72524 1.R1084 Score ■ 


441 




Exons 


11030. .11338 






GI Descrip. 


'5091496/dbj | AB0234 82 . 2 | AB0234 82 3.0e-: 


84 Oryza sativa genomic 



DNA, chromosome 6, clone P0680A03, complete sequence' 



14431 




Seq. No. 


13765 






Seq. ID 


OJ991101_10.0225 


Gene No. 


29342 






Strand 




Start 


14437 






End 


14682 


Name 


OJ991101 10. 0225. C4 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


14437 






End 


14682 


GI 


none 






Score 


241 


Exons 


14437. 


.14631, 14438 


. . 14 635, 


14 638. .JL4 682 


Seq. No. 


13765 






Seq. ID 


OJ991101_10.0225 


Gene No. 


29343 






Strand 




Start 


15130 






End 


15613 


Name 


OJ991101 10. 0225. C4 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


15130 






End 


15613 


GI 


none 






Score 


50 


Exons 


15130. 


.15237, 15136 


. . 15237, 


15225. .15506, 15238. .15420, 




15240. 


.15428, 15424 


. . 15474 , 


15425. .15538, 15426 15557 , 




15497'. 


.15613, 15527 


. . 15613 






Seq. No. 


13766 






Seq. ID 


OJ991101_10.0225 


Gene No. 


29344 






Strand 


+ 


Start 


2097 






End 


4045 


Name 


OJ991101 10. 0225. C5 


. ol . gs 


Method 


GEN SCAN 


Start 


2097 






End 


4045 


GI 


none 






Score 


.48 



Exons ~ 2097. .2141, 2667. .2853, 2917 .. 3229, '324 9 .. 3275, 3295. .3419, 

3915. .4045 



Seq. No. 13766 Seq. ID OJ991101_10 . 0225 . C5 

Gene No. 29345 Strand + 

Start 6373 End 11882 

Name OJ991101_10 . 0225 . C5 . o4 . np Method AAT/NAP 

Start 6373 End 11616 

GI 4680186 Score 363 

Exons 6373.-6395, 10525 .. 10577 , 11416.. 11616 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13766 
29345 
6373 

OJ991101_10.0225.C5.o3.gs 

7357 

none 

7357. .7367, 
9465. .9589, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7688.. 8043, 8697. .8786, 8962 
9656.. 9849, 10061.. 10421 



OJ991101_ 
+ 

11882 
GENSCAN 
10421 
.64 

9131, 



10. 0225. C5 



9228. .9300, 



Seq. ID 
Strand . 
End 

Method 
End 
Score 
.9977, 



13766 
29345 
6373 

OJ991101_10. 0225.C5.o3.np 
9003 
6721561 

9003.. 9071, 9656.. 9849, 99: 

(AP001073) EST AU082058 (C12976) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



OJ991101_ 
+ 

11882 
AAT/NAP 
11882 
694 

10061. .10463, 



10. 0225. C5 



11774 



.11882 
of the 



14432 



protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13766 
29346 
15630 

OJ991101_10.0225.C5.o6.np 
15630 
4680186 
15630. .15683, 16522. .16722 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991101__10.0225.C5 

Strand + 

End 16722 

Method AAT/NAP 

End 16722 

Score 392 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101 10. 0225. C5 



13766 
29347 
1 

OJ991101_10.0225.C5.ol.np 
1 

5295971 

1..23, 2294.. 3250, 6633.. 6695 

(AB026295) EST D24 315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



7273 
AAT/NAP 
6695 
520 



ru 



M 

a 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip". 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_10.0225.C5 

7273 
GENSCAN 
6750 
.95 



13766 
29347 
1 

OJ991101_10.0225.C5.o2.gs 
5617 
none 

5617. .6016, 6710. .6750 

13766 
29347 
1 

OJ991101_10.0225.C5.o2.np 
5620 
•6900306 
5620.. 6011, 7135.. 7273 

(AJ250282) putative acid phosphatase [Hordeum vulgare] 



Seq. ID OJ991101_10.0225.C5 
Strand 

End 7273 

Method AAT/NAP 

End 7273 

Score 438 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101 10. 0225. C5 



13766 
29348 
11605 

OJ991101_10. 0225.C5.ol.gp 
11168 

uC-osflcyp033a04bl 
11168. .11549 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



14336 
AAT/GAP 
11549 
647 



OJ991101 10. 0225. C5 



Seq. No. 13766 Seq. ID 

Gene No. 29348 Strand 

Start 11605 End 14336 

Name OJ991101_10 . 0225 . C5 . o4 . gs Method GENSCAN 

Start 11605 End 14171 

GI none Score .55 

Exons 11605. .12947, 13134 .. 13203 , 13209 .. 13407 , 13423 .. 1384 8 , 
13972. .14171 



14433 




Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225. 


C5 


Gene No. 


29348 








Strand 






Start 


11605 








End 


14336 




Name 


OJ991101 10. 


0225. 


C5.o5. 


np 


Method 


AAT/NAP 




Start 


11684 








End 


14336 




GI 


4680179 








Score 


2561 




Exons 


11684. .13215 


, 13249.. 14336 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


. 13766 








Seq. ID 


OJ991101_10.0225. 


C5 


Gene No . 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


0225. 


,C5.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2558 








End 


3050 




GI 


none 








Score 


79 




Exons 


2558. .2755, 


2759. 


. .2869, 


2851 . 


.2946, 2955.. 3050, 2959.. 3042 


Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225. 


C5 


Gene No. 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


0225. 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


2636 








End 


3077 




GI 


none 








Score 


47 




Exons 


2636. .2707, 


2720, 


. .2758, 


2759 . 


.2875, 2760. .2894, 2851. .2946, 




2871. .2957, 


2958, 


. .3077, 


z yoy . 


.3066 






Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225. 


C5 


bene no. 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


0225 


.C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


2955 








End 


3248 




GI 


none 








Score 


64 




Exons 


2955. .3248, 


2959 


. .3066 










Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225. 


,C5 


Gene No . 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


0225 


.C5.o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5589 








End 


5731 




GI 


none 








Score 


112 




Exons 


5589. .5708, 


5623 


. .5730, 


5624 . 


.5731 






Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225. 


.C5 


Gene No. 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


,0225 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5623 








End 


6010 




GI -j 


none 








Score 


121 




Exons 


5623. .5772, 


5624 


. .5773, 


5806. 


.6009, 5822.. 6010 




Seq. No. 


13766 








Seq. ID 


OJ991101_10.0225, 


.C5 


Gene No. 


29349 








Strand 






Start 


14585 








End 


16655 




Name 


OJ991101 10. 


.0225 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5623 








End 


6007 




GI 


none 








Score 


144 





14434 




Exons 


5623. . 


,5772, 5624.. 5770, 5842 


..6006, 5849.. 6007 




Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




Name 


OJ991101 .10.0225.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


5663 




End 


6013 




GI 


none 




Score 


144 




Exons 


5663. . 


,5770, 5663.. 5761, 5665 


-.5790, 5665.. 5784, 5778.. 5888 




5803. . 


6006, 5804.. 6013 








Seq. No. 


13766 




Seq. ID 


OJ991101JL0.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




Name 


OJ991101 10.0225.C5.o5.tw 


Method 


TBLASTX : Wheat 




Start 


8817 




End 


14153 




GI 


none 




Score 


118 




Exons 


8817. . 


8876, 13894. .14091, 13896.. 14093 


, 14106 . . 14153 




Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




r.z-. Name 


OJ991101 10.0225.C5.ol.tw 


Method 


TBLASTX: Wheat 




!f Start 


11716 




End 


12117 




GI 


none 




Score 


318 




Exons 

i* i ; 


11716. 


.12117, 11717. .12115 








t 

• := i Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


,C5 


;" 3 j Gene No. 


29349 




Strand 






^ Start 


14585 




End 


16655 




Name 


OJ991101 10.0225.C5.o2.tm 


Method 


TBLASTX: Maize 




i'L! Start 


11779 




End 


12279 




!: GI 


none 




Score 


50 




Exons 


11779. 


.12093, 11822. .11872, 


11900. .11953, 12100. . 12279, 




■\ i 


12152. 


.12271 








i 131 Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Q Gene No. 


29349 




• Strand 






n Start 


14585 




End 


16655 




Name 


OJ991101 10.0225.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11830 




End 


12225 




GI 


none 




Score 


193 




Exons 


11830. 


.12189, 11831. .12121, 


12156. .12188, 12193. .12225, 






12194. 


.12223 








Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




; Name 


OJ991101 10.0225.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12166 




End 


12652 






none 




Score 


247 




Exons 


12166. 


.12543, 12209.. 12652 








Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




Name 


OJ991101_10.0225.C5.o3.tm 


Method 


TBLASTX: Maize 





14435 



Start 12347 End 12631 

GI none Score 179 

Exons 12347. .12631, 12349V. 12630 



Seq. No. 13766 
Gene No. . 29349 
Start ■ 14585 

Name OJ991101_10 . 0225 . C5 . o4 . tw 

Start 12817 

GI none 
Exons 



Seq. ID OJ991101_10.0225.C5 



Strand 
End 

Method 

End 

Score 



16655 

TBLASTX: Wheat 

13186 

75 



12817. .12930, 12818. .12931, 1297 6 13185, 12977. .13186 



beq . ino . 


lj / DO 




Oc^ . X U 


O.TQQ1 101 10 0??S 

WU ? 7 1 1 W 1 X W . \J £. t~ ~J ■ 


C5 


Gene No. 


O Q T A Q 




C f- nr J 
OLI dilU 






OtaiL 


11 JO J 




End 


16655 




Name 


atqqi i m in 


, Oj ■ tW 


Mot" h 

L it; L. 1 1LJ\X 


TRT.A9TX * Whpaf 




Start 


13509 




End 


13860 




GI 


none 




Score 


103 




U 1 r\ 


1 J JU" . . 1 JO J?/ IjDuD. 


i ^Rfin 

■ . 1 JOUu 








beq. wo. 


1 J / O D 




c prf t n 

OGLj . -L U 


o.tqqi i m in n??s 




Gene No. 


z y ofi y 




c-j- Y~onH 






Pf -I v-f 

otart 


1 4 Do 0 




Hi 1 1U 


j. u t> j j 




Name 




, U J . L1LL 


nc l, i iuu 


TRT.A9TX • Ma i zp 




otart 






Hi 1 1H 


X J O J .7 




GI 


none 




Score 


81 




Exons 


13554. .13859, 13753, 


. .13845 








Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225, 


,C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


16655 




Name 


OJ991101 10. 0225. C5. 


. o5 . gs 


Method 


GEN SCAN 




Start 


14585 




End 


16531 




GI 


none 




Score 


.94 




Exons 


14585. .15391, 16487, 


. .16531 








Seq. No. 


13766 




Seq. ID 


OJ991101_10.0225 


.C5 


Gene No. 


29349 




Strand 






Start 


14585 




End 


,16655 




Name 


OJ991101 10. 0225. C5 


.o2.gp 


Method 


AAT/GAP 




Start 


16274 




End 


16655 




GI 


uC-osflcyp033a04bl 




Score 


647 




Exons 


16274. .16655 











GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 13767 

Gene No. 29350 

Start 687 

Name OJ991101_10 . 0225 . C6 . ol . gs 

Start 687 

GI none 

Exons 687.. 1153, 1193.. 2390 



Seq. ID OJ991101_10.0225.C6 
Strand 

End 2592 

Method GENSCAN 

End 2390 

Score .77 



Seq. No. 
Gene No. 
Start 



13767 
29350 
687 



Seq. ID OJ991101_10.0225.C6 
Strand 

End 2592 



14436 




Name 


a tqqi i n i 1 n 


0.99^ P£ r\1 
. U<£t J .tD. Ol . 


np 


Method 


AAT/NAP 




Start 


/Uj 






End 


2592 




GI 


a com TQ 
4 ooUl / y 






Score 


2322 




Exons 


/ UD . . £. y , 


d. dh o . . z o y z 










GI Descrip. 


(Ac in / uyj 


polyprot ein 


[Oryza 


sativa subsp. ihdica] 




Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


,C6 


Gene No. 


29350 






Strand 


- 




b tar l 


COT 

DO / 






End 


2592 




Name 


uj yynui iu 


, UZZ D . LD . Oj . 




Method 


TBLASTX : Wheat 




Start 


"7 c: n 






End 


1083 




GI 


none 






Score 


126 




Exons 




0±*±. . IUOj 










Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


.C6 


Gene No. 


29350 






Strand 


- 




bt art: 


(TOT 
DO / 






End 


2592 




Name 


Uu y y i 1 u ± iu 


.0225.C6.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


q "3 r» 

y o\j 






End 


1529 




GI 


none 






Score 


•246 




Exons 




946.. 1368, 1368.. 1529, 1375 


. . 1521 




Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


,C6 


Gene No. 


29350 






Strand 


- 




Start 


DO / 






End 


2592 




Name 


r\TQQi 1 ni- 1 n 


. 0225 . C6 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


l(Jo 3 






End 


1709 




GI 


none 






Score 


231 




Exons 


lUoJ-.i/uy, 


1084. .1521, 


1368. 


.1646 






Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


.C6 


Gene No. 


29350 






Strand 


- 




bt art 


DO / 






End 


2592 




Name 


n tqqi 1 m in 
uj yyxiui iu 


.0225.C6.o2. 


tm 


Method 


TBLASTX : Maize 




Start 


1 C *7 O 

13 / O 






End 


1870 




bl 


none 






Score 


202 




Exons 


1 CTQ 1 Q £TQ 

ID /O . . 1 0 DO , 


1582. .1869, 


1718. 


.1870 






Seq. No. ' 


13767 






Seq. ID 


OJ991101JL0.0225 


.C6 


Gene No. 


29350 






Strand 


- 




b tar z 


Do / 






End 


2592 




Name 


htqch i m in 

u j yynui iu 


.0225.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


i a c q 

1 O DO 






End 


1928 




GI 


none 






Score 


145 




Exons 


i ddo . . i yz 0 / 


1669. .1923 










Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


.C6 


Gene No. 


29350 






Strand 






Start 


DO / 






End 


2592 




Name 


(jjyyiiui IU 


.0225.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1692 






End 


2009 




GI 


none 






Score 


84 




Exons 


1692. . 1835, 


1693. .1833, 


1836. 


.2009 






Seq. No. 


13767 






Seq. ID 


OJ991101_10.0225 


.C6 


Gene No. 


29350 






Strand 






Start 


687 






End 


2592 





14437 



Name 




Mof hnrl 




Start 


1 -J1 c 

1 / ± b 


Ej 1 lvJ 


99S9 


GI 


none 


Score 


^7 


Exons 


171£ 99^9 1717 91 Qfi 

X / X O . . Ji , X / X / . . ^ X :? O 






Seq. No. 


13768 


Seq. ID 


OJ991101_L0.0225.C7 


Gene No. 


29351 


Strand 


+ 


Start 


19 1 

x^: x 




3778 


Name 






VjI-j LN O v^rtlN 


Start 


1 O 1 




O / / O 


GI 


none 


Score 


7 R 


Exons 


191 £97 9MQ 




"3991 3778 


Seq. No. 


lo / bo 




n.TQQiim in 099S C7 




29351 


Strand 


+ _ 


Start 


121 


End 


3778 


Name 


OJ991101 10.0225.C7.ol.gp 


Method 


AAT/GAP 


Start 


1441 


End 


1822 


GI 


uC-osflcyp033a04bl 


Score 


635 


Exons 


1441. .1822 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DNA, chromosome 1, clone : P0711E10 1 



OJ991101_JL0.0225.C7 
+ 

3778 
AAT/NAP 
2895 
408 



13768 .Seq. ID 

29351 Strand 
121 End 
OJ991101_10 . 0225 . C7 . o2 . np Method 
2519 End 
6721561 Score 
2519.. 2895 ' 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


13768 


Seq. ID 


OJ991101_ 


10.0225 


C7 


Gene No. 


29352 


Strand 


+ 






Start 


10581 


End 


11195 






Name 


OJ991101 10.0225.C7.o5.np 


Method 


AAT/NAP 






Start' 


10581 


End 


11195 






GI 


6721512 


Score 


65 






Exons 


10581. .10758, 10847. .11008, 


11036. .11195 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13768 


Seq. ID 


OJ991101_ 


10.0225 


C7 


Gene No. 


29353 


Strand 


+ 






Start 


19900 


End 


32655 






Name 


OJ991101 10.0225.C7.o5.gs 


Method 


GENSCAN 






Start 


19900 


End 


32655 






GI 


none 


Score 


.6 






Exons 


19900. .19961, 20073. .20202, 


20360. .20455, 22432. 


.22509, 






22629..23239, 23997 .. 24 4 93, 


26361. .26408, 28544. 


.28647, 






32407. .32655 










Seq. No. 


13768 


Seq. ID 


OJ991101_ 


10.0225 


.C7 


Gene No. 


29354 


Strand 









14438 




Start 


1 




End 


7546 




Name * 


nTQQi 1 m in 
uj yynui lu 


.uzzo.b/.o±. np 




a a t /Map 




O l_ _ -w~ 4- 

Start 


1 






OO 1 1 




bl 


cQcoi on 
Do OZ lo U 




Score 


A 9 £ 
4 Z D 




Exons 


1 . . DID, 0 DO 


. . DO O , ID/1. . ± / Z 4 , 


4 Z 4 O . . 4 O fi 


\A t^OQC] R "3 1 1 
14, OZOU. . JJll 




GI Descrip. 


i All 11 / ZOD) 


znouuuiu.i [uryza 


sat i va ] 






oeq. no. 


1 ^7 £Q 
1 J / DO 




oeq. id 


OTQQIim in 099^ 

uuyyuui iu.uzzo 


. b / 


Gene No. 


29354 




Strand" 






Start 


1 




End 


7546 




Name 


p» tq q i i m in 
uj yyiiui lu 


. uzzo.u / .oo. np 


Method 


AAT/NAP 




otart 


A AO A 
4 4 Z 4 




End 


7546 




GI 


o y u z 4 4 o 




Score 


3005 




Exons 


A AO A 

4 4 Z4 . . Ob / 1 , 


0/11. . /04 b 








GI Descrip. 


(ABUoUzoOj 


GAG- POL precursor 


[Oryza sativa] 




beq. no. 


1 J / DO 




Seq. ID 


OJ991101_10.0225 


P7 
. b / 


Gene No. 


29355 




Strand 






Start 


7613 




End 


12116 




Name 


htqqi i m in 
uj y y 1 1 u i iu 


.uzzo.b/.04. np 


Method 


AAT/NAP 




buart: 


/bio 




End 


12116 




r~> x 

bl 


o yuz 4 4 4 




Score 


907 




Exons 


Tti O Q 9 C 9 

/bio. . yz bZ , 


OA A Q QCIO 19n/lC 

y44y..yb/Z/ xzu4b 


. .12116 






GI Descrip. 


(AdUjU^o o ; 


bAb — wit precursor 


[Oryza sativa] 




Seq. No. 


13768 




Seq. ID 


OJ991101_10.0225 


.C7 


Gene No. 


29356 




Strand 






btart 


1 y| Q C O 

1 4 o OZ 




End 


18765 




Name 


uj yyiiui iu 


.uzzo.b/.o4.T:w 


Method 


TBLASTX: Wheat 




Start 


i y o i 




End 


7030 




P T 

bl 


none 




Score 


56 




Exons 


iqc'7 onni 


££n£ CCfiQ 

oouo. . oyo J; dduo . 


.7030, 6770. .7027 




Seq. No. 


13768 




Seq. ID 


OJ991101_10.0225 


.C7 


Gene No. 


29356 




Strand 






otart 


1 4 O OZ 




End 


18765 




Name 


n tqqi i m in 

uj yyiiui iu 


.UZZO.b/.Oo.LW 


Method 


TBLASTX: Wheat 




pf _ „ 4- 


4 4 Jo 




End 


5044 




bl 


none 




Score 


79 




Exons 


4 4 oo . . 4 0 b4 , 


/icon /Tco /i c / ^ 
40oy. .4/00/ 4b4b. 


.5044, 47£ 


(8. .4895, 4941. .5030 


Seq. No. 


13768 




Seq. ID 


OJ991101_10.0225 


.C7 


Gene No. 


29356 




Strand 






O -f- -i >- 4- 

otart 


1 A Q c: o 
± 4 O OZ 




End 


18765 




Name 


Pi tq Qi 1 m in 
uj yyiiui iu 


H99R P7 /-\7 -f-Tn 

.uzzo.u/.o/. tin 


Method 


TBLASTX: Maize 




Start 


4 y o / 




End 


17330 




r~* x 
bl 


none 




Score 


292 




Exons 


/I G 9 "7 C AQC 

4 y o / . . ou yo , 


1 bo Ob . . 1 / OoU 








OcCJ . NO . 


1 "37 fift 
1 J / DO 




Seq. ID 


OJ991101_10.0225 


.C7 


Gene No. 


29356 
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.0225.C12.ol 


. ts 


Method 


TBLASTX: 


Q r\ \ /V~\ 0 a n 
OLJyiJcall 


uLal L 


* ill? 

X X X c- 






End 


2053 






1 ILUlt: 






Score 


95 




Exons 


111? 1 1 Q9 

1116 • .1176/ 


1114. .1194, 


1466. 


.1600, 1468. .1584, 


1472. .1597, 




1 664 1 QOfi 

I O O *i • . 1 .7 U O , 


1664. .1750, 


1669. 


.1914, 1684. .1914, 


1738. .1890, 




1 7 S^i 1 ft 

1 / j j • . 10 ? j/ 


1819. .1887, 


1880. 


.1984, 1888. .2043, 


1906. .2016, 




1 Q1 ^ 90^ 


1915. .2043, 


1925. 


.2041 






9f^n Mo 


13773 






Seq. ID 


OJ991101 


in 0? ? ^ pi 9 


Gene No. 


29366 






Strand 






Start 


18 






End 


4922 




Mam 0 


OJ991101 10 


.0225.C12.o2 


.gp 


Method 


AAT/GAP 




O Lai L 


1549 






End 


1976 




yj 1 


3766635 






Score 


658 




E_i A. L> 1 IO 


1549. .1584, 


1672. .1976 










f^T Ho opri n 
01 • 


4557026/ref 


|NP 003913.1 


IpHERCll 2.0e-14 


• guanine 


nucleotide 




exchange factor p532 >gi_1477565 (U50078) p532 


[Homo sapiens] 


Seq. No. 


13773 






Seq. ID 


OJ991101 


_10.0225.C12 


fjpnp Nfo 
UC11C IN L* • 


29366 






Strand 






0 Lai 1 


18 






End 


4922 




LvalUC 


OJ991101 10 


.0225.C12.o3 


.gp 


Method 


AAT/GAP 




^f- a rt- 

J Lai L 


3989 






End 


4441 




(IT 
\J X 


2312335 






Score 


796 




Li AU1 lo 


3989. .4441 












Seq. No. 


13774 






Seq. ID 


OJ991201 


_19.0222.C1 


Gene No. 


29367 






Strand 


+ 




Start 


183 






End 


1148 




Name 


OJ991201 19 


.0222. CI. ol. 


gs 


Method 


GENSCAN 




Start 


183 






End 


1148 




GI 


none 






Score 


.96 




Exons 


183. .707, 8 


16. .1148, 










Seq. No. 


13774 






Seq. ID 


OJ991201 


_19.0222.C1 



14446 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



29368 Strand 

2094 End 

OJ991201_19 . 0222 . CI . o2 . gs Method 

2094 End 

none Score 



2094.. 2215, 2293.-2344, 3977. .3995, 4534 
5203.. 5324, 5484.. 5702 



+ 

5702 
GENSCAN 
5702 
.78 

4650, 4965. 



5084, 



Seq. No. 13774 Seq. ID 

Gene No. 29369 Strand 

Start 6223 End 

Name OJ991201_19 . 0222 . CI . o3 . gs Method 

Start 6223 End 

GI none Score 

Exons 6223.-6299 



OJ991201_19.0222.C1 

6299 
GENSCAN 
6299 
.79 



Seq. No. 13775 Seq. ID OJ991201_19 J 0222 . C2 

Gene No. 29370 Strand + 

Start 1715 End 1986 

Name OJ991201_19 . 0222 . C2 . o2 . gp Method AAT/GAP 

Start 1715 End 1986 

GI 61605_1.R1084 Score 454 

Exons 1715.. 1986 

GI Descrip. 1 5852170/emb | AL117265 . 1 IOST17804 1.0e-137 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 _ f 



Seq. No. 


13775 




Seq. ID 


OJ991201_19. 


0222 


.C2 


Gene No. 


29371 




Strand 








Start 


1 




End 


1518 






Name 


OJ991201 19.0222.C2.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1518 






GI 


4680179 




Score 


687 






Exons 


1..20, 360. .1178, 1460. 


.1518 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 






Seq. No. 


13775 




Seq. ID 


OJ991201_19. 


0222 


.C2 


Gene No. 


29371 




Strand 








Start 


1 




End * 


1518 






Name 


OJ991201 19.0222.C2.ol. 


gs 


Method 


GENSCAN 






Start 


376 




End 


1173 






GI 


none 




Score 


. 93 






Exons 


376. .842, 945. .1173 












Seq. No. 


13775 




Seq. ID 


OJ991201_19. 


0222 


.C2 


Gene No. 


29371 




Strand 








Start 


1 




End 


1518 






Name 


OJ991201 19.0222.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


484 




End 


774 






GI 


none 




Score 


41 






Exons 


484. .546, 511. .774, 587 


. .748 










Seq. No. 


13775 




Seq. ID 


OJ991201_19. 


0222 


.C2 


Gene No. 


29371 




Strand 








Start 


1 




End 


1518 






Name 


OJ991201 19.0222.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


592 




End 


1079 






GI 


uC-osflcypl62a07al 




Score 


668 







14447 



Exons 592.. 747, 847.. 1079 

GI Descrip. • 4 680179/gb | AAD27547 . 1 | AF111709_1 2.0e-40 (AF111709) polyprotein 
[Oryza sativa subsp. indica] 1 





13775 




Seq. ID 


OJ991201 19 0222 


. C2 


Vjtrile 1N<J . 






Strand 






OLol I 






End 


1518 




Name 


O.TQQ1 ?m 1 Q 

.7 .7 -L ^ U J- ± *s 


.0222.C2.ol.tw 


Method 






OtciIL 


DJJ 




End 


1011 




GI 


none 




Score 


76 




Exons 


655. .1011, 


656. .796, 838. .1002 






Octj. IN (J . 


1 ^77fi 




Seq. ID 


OJ991201_19.0222 


.C3 




9Q^79 




Strand 


+ 




O Lai L 


1 330 




End 


5245 




Name 


o.tqqt 9m 1 Q 


.0222.C3.ol.gs 


Method 


GENSCAN 




Cf -a r~ 4- 
OtcilL 


XjJU 




End 


5245 




O J. 


none 




Score 


.52 




Exons 


1330. .1536, 


1707.. 1873, 1984 


..2044, 3708. .4495, 4563. .4716 




5090. .5245 










C o /t Mo 
OC^j. IN (J . 


JlJ / / u 




Seq. ID 


OJ991201_19.0222 


.C3 


rono Mo 


9Q^79 




Strand 


+ 




O Lai L 


1JJU 




End 


5245 




Name 


O.TQQ1 901 1 Q 

UU ,7 .7 J. U J. J. _7 


.0222.C3.ol.np 


Method 


AAT/NAP 




DLdLL 






End 


4409 




GI 


6967112 




Score 


389 




Exons 


3030. .3167, 


3234.. 3373, 3473 


..3623, 3708. .4409 




GI Descrip. 


(AL138652) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13776 




Seq. ID 


OJ991201_19.0222 


.C3 


Gene No. 


29373 




Strand 


+ 




Start 


13429 




End 


18721 




Name 


OJ991201 19 


.0222.C3.o3.gs 


Method 


GENSCAN 




Start 


13429 




End 


18721 




GI 


none 




Score 


.81 




Exons 


13429. .1348 


8, 14522. .14606, 


16333. .16423, 164 67 .. 16659, 





1.6900. .17123, 17365, 
18585. .18721 



,17624, 17797. .17854, 17964 .. 18115, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13776 Seq. ID 

29373 Strand 
13429 End 
OJ991201_19 . 0222 . C3 . o5 . gp Method 
15466 End 
25165_1.R1084 Score 
15466. .15533 

*4530126/gb|AAD21872.1| 4.0e-15 (AF078082) receptor-like protein 
kinase homolog RK20-1 [Phaseolus vulgaris] 1 



OJ991201_19.0222.C3 
+ 

18721 
AAT/GAP 
15533 
107 



13776 Seq. ID 

29374 Strand 

25474 End 

OJ991201JL9 . 0222 . C3 . o5 . gs Method 

25474 End 

none Score 



OJ991201_19.0222.C3 
+ 

29060 
GENSCAN 
29060 
.59 



25474 . .25812, 26072 .. 2 6152 , 28488. .29060 



14448 






Seq. No. 


13776 




Seq. ID 


OJ991201_19.0222 


.C3 




Gene No. 


29375 




Strand 








Cf 2 -1-4- 


n 

1 




End 


j D'l 






Name 


C\ TQQ1 OH 1 1 Q 


.0222.C3.o2.np 


Method 








C 4- -i >- f 
b Ldl C 


i 




End 


1ZV ID 






bl - 






Score 


A O £ 
H Z O 






Exons 


1 . . 4 U / OD/j 


..8793, 9015.. 9160, 11647.. 


IZVID 






GI Descrip. 


\ Ar ill / uy J 


unknown [Oryza sativa subsp 


indica] 






O /-» yr XT 

beq. wo. 


13776 




Seq. ID 


OJ991201_19.0222 


. Lj 




Gene No. 


29375 




Strand 








Start 


1 




End 


33964 






Name 


OJ991201 19 


.0222.C3.o5.np 


Method 


AAT/NAP 






btart 


2075 




End 


33964 






bl 


5852175 




Score 


212 






Exons 


2075. .2138, 


4554.. 4590, 5206 


..5301, 5872. .5928, 28589.. 


Zo f Z 1 , 






29209. .29234, 33817.. 33964 










GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza 


sativa] 








Seq. No. 


1 ^77 




Seq. ID 


OJ991201_19.0222 


.C3 




bene wo . 


<:yj / j 




Strand 








bcarc 


1 , 




End 


33964 




■:=t 


Name 


Pi TQQ1 901 1 Q 


0990 r*i 4-tt, 

.u^^z .lj.od. cm 


Method 


TBLASTX: Maize 






bcarc 






End 


3288 




: e ft 
J.i 1 


bl 


none 




Score 


42 




i 


Exons 


3103. .3153, 


3105.. 3170, 3147 


..3287, 3150. .3287, 3151. .3288 


j j I 


Seq. No. 


1j / / 0 




Seq. ID 


OJ991201_19.0222 


.C3 




Gene No. 


z y j / j 




Strand 






i t J 


b tar c 


l 




End 


33964 




! 3 i i 

: fc: 


Name 


r\ too i om i q 


»\jZZZ*\^z>.OZ. Cm 


Method 


TBLASTX: Maize 




i* 


b car u 


jjUU 




End 


3582 




□ 


bl 


none 




Score 


331 






Exons 


3300. .3581, 


3302.. 3577, 3315 


..3581, 3316. .3582 






Seq. No. 


13776 




Seq. ID 


OJ991201_19.0222 


.C3 




bene lno * 


29375 




Strand - 






• :s i 


C 4- y- 4- 


1 - 




End 


33964 




'is. 1 

,S Si. 


Name 


OJ991201 19 


.0222.C3.ol.ts 


Method 


TBLASTX: Soybean 






Of 3 — 4- 

otart 


3678 




End 


4079 






bl 


none 




Score 


188 






Exons 


3678. .3905, 


3915. .4079 










Seq. No. 


13776 




Seq. ID 


OJ991201_19.0222 


.C3 




bene wo . 


29375 




Strand 








Of 3 —4- 

bcar c 


1 




End 


33964 






Name 


OJ991201 19 


.0222.C3.ol.tm 


Method 


TBLASTX: Maize 






Of v_ f 

btart 


3705 




End 


4089' 






bi 


none 




Score 


490 






Exons 


3705. .4034, 


3710. .4087, 3711 


..4088, 3874. .4089 






Seq. No. 


13776 




Seq. ID 


OJ991201_19.0222 


.C3 




Gene No. 


29375 




Strand 








Start 


1 




End 


33964 






Name 


OJ991201 19 


.0222.C3.ol.tw 


Method 


TBLASTX: Wheat 






Start 


3755 




End 


4166 





14449 



GI 

Exons 



none Score 
3755. .4138, 3756. .4139, 3759. .4166 



448 



Seq. No. 13776 

Gene No. 29375 

Start 1 

Name OJ991201_19 . 0222 . C3 . o3 . tnu 

Start 4112 

GI none 

Exons 4112.. 4264, 4113.. 4352, 411* 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method TBLASTX : Mai ze 

End 4352 

Score 289 
.4334' 



Seq. No. 13776 

Gene No. 29375 

Start 1 

Name OJ991201_19 . 0222 . C3 . ol . gp 

Start 4241 

GI LIB34 79-011-Q6-K1-B8 

Exons 4241.. 4327 

GI Descrip. 1 5441872/dbj | AP000366 . 1 | AP000366 6.0e-34 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. ID OJ991201_19.0222.C3 
Strand 

33964 
AAT/GAP 
4327 
150 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13776 
29375 
1 

OJ991201_19.0222.C3.o2.gp 
4423 

61605_1.R1084 
4423. .4694 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 f 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method AAT/GAP 

End 4694 

Score 44 6 



13776 
29375 
1 

OJ991201_19.0222.C3.o2.gs 

6733 

none 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method GEN SCAN 

End 12015 

Score .44 



6733.-6924, 6980. .7214, 7256. .8031, 11647. .12015 



13776 
29375 
1 

OJ991201_19. 0222.C3.o3.np 

7005 

5902444 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method AAT/NAP 

End 25016 

Score 1715 



7005. .7023, 19925. .20421, 2 1922 .. 22654 , 24205. .25016 
(AB030283) GAG-POL precursor [Oryza sativa] 



13776 
29375 
1 

OJ991201_19. 0222.C3.o2.ts 

11671 

none 

11671. . 11805, 117 94. .11988 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method TBLASTX : Soybean 

End 11988 

Score 118 



Seq. No. 



13776 



Seq. ID OJ991201_19.0222.C3 



14450 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



29375 Strand 

1 End 

OJ991201_19 . 0222 . C3 . o4 . tm Method 

11786 End 

none Score 



33964 

TBLASTX: Maize 

12018 

155 



11786. . 11884, 11788. . 12018, 11789. .12016 



fjj 

□ 



t Cf 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method AAT/GAP 

End 13081 

Score 317 



13776 
29375 
1 

OJ991201_19.0222.C3.o3.gp 
12864 

76798_1.R1084 
12864. .13081 

'773414 1.0e-13 (U23751) beta galactosidase [Cloning vector 
pBBRlMCS-2] >gi_833819 (U25059) LacZ alpha peptide [Cloning 
vector pBBRlMCS-3] >gi_833823 (U25060) LacZ alpha peptide 
[Cloning vector pBBRlMCS-4] >gi_833827 (U25061) LacZ alpha 
peptide [Cloning vector pBBRlMCS-5] 1 



13776 Seq. ID 

29375 Strand 

1 End 

OJ991201_19 . 0222 . C3 . o4 . gp Method 

14 67 6 • End 

none - Score 

14 67 6. . 14 98 9, 15071*.". 15105 



OJ991201_19.0222.C3 

33964 
AAT/GAP 
15105 
616 



OJ991201 19. 0222. C3 



13776 Seq. ID 

29375 Strand 

1 End 33964 

OJ991201_19 . 0222 . C3 . 06 . gp Method AAT/GAP 

17761 End 18044 

LIB3432-050-P1-K1-E5 Score 514 
17761. . 18044 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 13776 Seq. ID 

Gene No. 29375 Strand 

U Start 1 End 

Name OJ991201_19 . 0222 . C3 . o7 . gp Method 

Start 18329 End 

GI none Score 

Exons 18329. . 18401 



OJ991201_19.0222.C3 

33964 
AAT/GAP 
18401 
113 



Seq. No. 13776 Seq. ID 

Gene No. 29375 Strand 

Start 1 End 

Name OJ991201_19 . 0222 . C3 . o4 . gs Method 

Start 20051 End 

GI none Score 
Exons 



OJ991201_19.0222.C3 

33964 
GENSCAN 
25016 
.69 



20051, 
24892, 



.20269, 22081, 
.25016 



,22352, 22441. .22621, 24 367 .. 24 670, 



Seq. No. 
Gene No. 



13776 
29375 



Seq. ID OJ991201_19.0222.C3 
Strand 



14451 



Start 


1 


hno 


oov o4 


Name 


oj yy lzoi iy . uzzz . . oz . tw 


Method 


TBLASTX : Wheat 


Start 


*"> ft 1 1 1 

zUll 1 


End 


Oft /i O il 

zU4 34 


GI 


none 


Score 


1« / 


Exons 


O ft 1 1 1 Oft X T /I 

zUlll . . zU434 






Seq. No. 


13 / lb 


Seq. ID 


/"VTftftlOftl 1ft ftftOO /-> -> 

ojy yi^oi iy.u22^.c3 


Gene No . 


29375 


Strand 




Start 


1 


End 


33964 


Name 


OJ991201 19.0222.C3.o8.gp 


Method 


AAT/GAP 


Start 


25855 


End 


O C 1 o o 


GI 


61605 1.R1084 


Score 


4 64 


Exons 


25855. .26128 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, 


chromosome 4 


T"» TV f> 1 ^_^^.J_1TOft>1 1 

, BAC clone:tl/804 


beq . no . 


13776 


Seq. ID 


OJ991201_19.0222.C3 


Gene No. 


29375 


Strand 




Start 


1 


End 


33964 


Name 


OJ991201 19.0222.C3.o4 .np 


Method 


AAT/NAP 


Start 


26500 


End 


28636 


GI 


6063554 


Score 


237 


Exons 


26500. .26613, 27389.-27449 


, 28093. .28120, 28589.. 28636 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene. ; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 19. 0222. C3 



13776 
29375 
1 

OJ991201_19.0222.C3.o9.gp 
26644 

61605_3.R1084 
26644 . .26908 

' 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



33964 
AAT/GAP 
26908 
433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13776 Seq. ID OJ991201_19 .,0222 . C3 

29375 Strand 

1 End 33964 

OJ991201_19.0222 .C3.ol0.gp Method AAT/GAP 

28040 End 28120 

61605_1.R1084 Score 101 

28040. .28120 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



13776 
29375 
1 

0 J991201_19. 0222 .C3. oil. gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991201 19. 0222. C3 



33964 
AAT/GAP 
30343 
742 



29911 
2428185 
29911. . 30343 

5852170/embl AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 804 



14452 



Seq. No. 13776 

Gene No. 29375 

Start 1 

Name OJ991201_19. 0222 .C3.o6.gs 

Start 31052 

GI none 
Exons 



Seq. ID OJ991201_19.0222.C3 
Strand 

End 33964 

Method GENSCAN 

End 33854 

Score .73 



31052. .31192, 31246. .31451, 31838 31890, 33069 .. 33154 , 
33173. .33195, 33680.. 33854 



Li! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13777 
29376 
121 

OJ991201_19.0222.C4 .ol.gs 

121 

none 

121. .234, 284. .367 



Seq. ID OJ991201_19.0222.C4 

Strand + 

End 367 

Method GENSCAN 

End 367 

Score .41 



13777 
29377 
1 

OJ991201_19.0222.C4 .ol.np 
1 

6498463 
1..27, 938. .1445 

(AP000816) Similar to putative Ser/Thr protein kinase. 
(AC004218) [Oryza sativa] 



Seq. ID OJ991201_19.0222.C4 
Strand 

End 1445 

Method AAT/NAP 

End 1445 

Score 165 



13777 
29377 
1 

OJ991201_19.0222.C4 .o2.gs 

893 

none 

893.. 1387 



Seq. ID OJ991201_19.0222 ,C4 
Strand 

End 1445 

Method GENSCAN 

End 1387 

Score . 52 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13777 
29377 
1 

OJ991201__19.0222.C4 .ol.tc 

923 

none 



Seq. ID OJ991201_19.0222.C4 
Strand 

End 1445 

Method TBLASTX : Cress 

End 1429 

Score 60 



923. .1114, 1136. .1276, 1158. .1217, 1280. .1381, 1379. .1429 



13777 
29377 
1 

OJ991201_19.0222.C4 .ol.ts 
92 6 

none ■ 



13777 
29377 
1 

OJ991201__19.0222.C4 .ol. tm 

938 

none 



Seq. ID OJ991201_19.0222.C4 
Strand 

End 14 4 5 

Method TBLASTX : Soybean 

End 14 4 4 

Score 123 



926. .1066, 1124. .1240, 1277. .1444 



Seq. ID OJ991201_19.0222.C4 
Strand 

End 14 4 5 

Method TBLASTX : Mai ze 

End 1429 

Score 62 



14453 





Exons 


yjc5..1UDU/ J.±flZ..±Zo/, ±14 0.. 


1238, 1283.. 1369, 1293. .1355, 






i oth IvIOQ 

ij/u. .i4^y 








o6C[' NO. 


1 J / / o 


Seq. ID 


OJ991201_19.0222.C5 




uene no . 


29378 


Strand 






Start 


1 


End 


1235 




Name 


OJ991201 19.0222.C5.ol.np 


Method 


AAT/NAP 




O L.aiTL. 


1 


End 


1221 






4972064 


Score 


272 




Exons 


1..26, 596. .1221 








GI Descrip. 


(AL078470) putative serine/threonine-specif ic receptor protein 






kinase [Arabidopsis thaliana] 








beq. no. 


13778 


Seq. ID 


OJ991201_19.0222.C5 




Gene No . 


29378 


Strand 






O 4 iv-f 

b tart 


1 


End 


1235 




Name 


OJ991201 19.0222.C5.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1235 




bl 


6587819 


Score 


431 




Exons 


1..99, 397. .1235 








GI Descrip. 


(AC010924) Contains similarity to gb|AJ009695 wall-associated 






kinase 4 from Arabidopsis thaliana and 


contains a protein kinase 


: ss s 




PF| 00096 domain. 






Q' 


Seq. No. 


13778 


Seq. ID 


OJ991201_19.0222.C5 




Gene No. 


29378 


Strand 






Start 


1 


End 


1235 


rjj 


Name 


OJ991201 19.0222.C5.ol.tm 


Method 


TBLASTX: Maize 


•ZVT 


Start 


40 


End 


1214 


\ . j 
'•e xt 




none 


Score 


79 




Exons 


40. .150, 69. .200, 750. .899, 751. .900, 762. .908, 873. .1076, 


m 




924. .1076, 1059. .1214 








Seq. No. 


13778 


Seq. ID 


OJ991201_19.0222.C5 




Gene No. 


29378 


Strand 








1 


End 


1235 




Name 


OJ991201 19.0222.C5.o2.tm 


Method 


TBLASTX: Maize 


i* ~ 

: 


b tar t 


411 


End 


732 • 


s = f 


bi 


none 


Score 


89 


o 

\"\ 


Exons 


411. .530, 412. .570, 615. .731, 


616. .732 




'tST 


beq. no. 


13778 


Seq. ID 


OJ991201_19.0222.C5 




Gene No. 


29378 


Strand 






Start 


1 


End 


1235 




Name 


OJ991201 19.0222.C5.ol.tc 


Method 


TBLASTX: Cress 




btart 


414 


End 


1166 






none 


Score 


69 




Exons 


414. .557, 612. .713, 619. .714, 


735. .839, 


840. .899, 930. .1073, 






1068. .1166 








o e q . LN O . 


13778 


Seq. ID 


OJ991201_19.0222.C5 




Gene No. 


29378 


Strand 






Start 


1 


End 


1235 




Name 


OJ991201 19.0222.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


612 


End 


1175 




GI 


none 


Score 


64 




Exons 


612. .713, 613. .714, 714. .839, 


730. .825, 


765. .836, 921. .1175 



14454 



Seq. No. 13778 

Gene No. 29378 Strand 

Start 1 End 

Name OJ991201_19 . 0222 .C5.ol.tw Method 

Start 612 End 

GI none Score 

Exons 612.. 737, 732.. 839, 846.. 980, 993.. 1076 



Seq. ID OJ991201_19.0222.C5 



1235 

TBLASTX: Wheat 
1076 
70 



Seq. No. 13779 Seq. ID OJ991201_19 . 0222 . C6 

Gene No. 29379 Strand 

Start 1 End 3055 

Name OJ991201_19 . 0222 . C6 . ol . np Method AAT/NAP 

Start 1 End 3055 

GI 5922636 Score 77 

Exons 1..56, 2049.. 2182, 3014.. 3055 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





Seq. No. 


13779 








Seq. ID 


OJ991201 


_19. 


.0222 


.C6 


a 


Gene No. 


29379 








Strand 












Start 


•1 








End 


3055 








i!fi 


Name 


OJ991201 


19. 0222. C6, 


.ol, 


.gs 


Method 


GEN SCAN 








ril 


Start 


144 








End 


708 








1 ST 
" "J 


GI 


none 








Score 


.42 








! ::! 

Ul 


Exons 


144. .327, 


604. .708 


















Seq. No. 


13780 








Seq. ID 


OJ991201 


_19. 


.0222 


-C7 


rli 


Gene No. 


29380 








Strand 












Start 


406 








End 


1644 










Name 


OJ991201 


19. 0222. C7, 


.ol, 


• gp 


Method 


AAT/GAP 










Start 


289 








End 


970 








h I 
■*i 


GI 


5003105 








Score 


1286 










Exons 


289. .970 


















hl\ 


Seq. No. 


13780 








Seq. ID 


OJ991201 


_19. 


.0222 


.C7 




Gene No. 


29380 








Strand 










U 


Start 


406 








End 


1644 










Name 


OJ991201 


3.9. 0222. C7. 


.ol. 


.gs 


Method 


GENSCAN 










Start 


406 








End 


1644 










GI 


none 








Score 


.86 










Exons 


406. . 1644 



















Seq. No. 
Gene No. 
Start : 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ991201_19.0222.C8 



13781 
29381 
7963 

OJ991201_19. 0222 .C8.ol.np 
7770 
6907086 
7770. .8497, 8555. .8775 

(AP001129) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

8775 
AAT/NAP 
8775 
1033 



Seq. No. 
Gene No. 



13781 
29381 



Seq. ID OJ991201_19.0222.C8 
Strand + 



14455 



Start 
Name 
Start 
GI 

Exons 



7963 End 8775 

OJ991201_19 . 0222 . C8 . o2 . gs Method GENSCAN 

7963 End 8517 

none Score 1 
7963. .8517 



Seq. No. 13782 Seq. ID 

Gene No. 29382 Strand 

Start 227 End 

Name OJ991201_19 . 0222 . C9 . ol . gs Method 

Start 227 End 

GI none Score 

Exons 227.. 344, 809.. 1154 



OJ991201_19.0222.C9 
+ 

1154 
GENSCAN 
1154 
.45 



Seq. No. 13782 

Gene No. 29383 

Start 2007 

Name OJ991201_19 . 0222 . C9 . o2-. gs 

Start 2007 

GI none 

Exons 2007.. 2106, 2707.. 2933, 4702. 
5749. .5805 



Seq. ID OJ991201_19.0222.C9 
Strand 

End 5808 

Method GENSCAN 

End 5805 

Score . 6 

.4829, 5348. .5485, 5573. .5702, 



Q 

ry 

V! 
"i 

: , 

{3 31 

b 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13782 
29383 
2007 

OJ991201_19.0222.C9.ol.gp 
3259 

1499 1.R1084 



Seq. ID OJ991201_19.0222.C9 

Strand - ' > 

End 5808 

Method AAT/GAP 

End 5702 

Score 1154 



3259. .3315, 3960. .4345, 4702. .4811, 5348. .5485, 5573. .5702 
'3790581 6.0e-23 (AF079179) RING-H2 finger protein RHBla 



[Arabidopsis thaliana] 1 

13782 
29383 
2007 

OJ991201_19.0222.C9.ol.tm 

4180 

none 

4180.. 4239, 4294. .4386, 4303. 
4702. .4812, 4703. .4813, 5348. 
5450.. 5485 



Seq. ID OJ991201_19.0222.C9 
Strand 

End 5808 

Method TBLASTX : Maize . 

End 5485 

Score 42 

.4362, 4697. .4813, 4702. .4815, 
.5419, 5349. .5420, 5432. .5485, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13782 . 

29383 

2007 

OJ991201_19.0222.C9.ol.tw 

4308 

none 



Seq. ID OJ991201_19.0222.C9 
Strand 
End 

Method 
End 
Score 



5808 . 

TBLASTX: Wheat 

5401 

41 



4308. .4337, 4345. .4386, 4678. .4812, 4701. .4814, 4703. .4813, 
5348. .5401, 5349. .5393 



Seq. No. 13782 

Gene No. 29383 

Start 2007 

Name OJ991201_19 . 0222 . C9 . ol . np 

Start 4677 



Seq. ID OJ991201_19.0222.C9 
Strand 

End 5808 

Method AAT/NAP 

End 5808 



14456 




GI 


3790581 


Score 


141 


Exons 


4677.. 4811, 5348.. 5808 






GI Descrip. 


(AF079179) RING-H2 finger protein RHBla 


i [Arabidopsis thaliana] 


Seq. No. 


13782 


Seq. ID 


OJ991201_19.0222.C9 


Gene No. 


29383 


Strand 




Start 


2007 


End 


CQAQ 

joUo 


Name 


OJ991201 19.0222.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4696 


End 


tz c c a 


GI 


none 


Score 




Exons 


4696.. 4812, 4700.. 4819, 5574 


. .5669 




Seq. No. 


13783 


Seq. ID 


A 1(1(11 Of\1 TQ ftOOO /■> 1 n 


Gene No. 


29384 


Strand 




Start 


21 


End 


989 


Name 


OJ991201 19.0222.C10.ol.gp 


Method 


AAT/GAP 


Start 


21 


End 


989 


GI 


1499 1.R1084 


Score 


1172 


Exons 


21. .532, 889. .989 






GI Descrip. 


'3790581 6.0e-23 (AF079179) 


RING-H2 finger protein RHBla 




[Arabidopsis thaliana] 1 






Seq. No. 


13783 


Seq. ID 


OJ991201_19. 0222. C10 


Gene No. 


29384 


Strand 




Start 


21 


End 


989 


Name 


OJ991201 19.0222.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


422 


End 


989 


GI 


none 


Score 


34 


Exons 


422. .466, 495.-524, 532. .573 


, 865. .984, 


865. .987, 888. .989, 




890. .988 






Seq. No. 


13783 


Seq. ID 


OJ991201_19. 0222. C10 


Gene No. 


29384 


Strand 




Start 


21 


End 


989 


Name 


OJ991201 19.0222.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


481 


End 


988 


GI 


none 


Score 


58 


Exons 


481. .573, 490. .549, 884 988 


, 889. .987, 


890. .988 


Seq. No. 


13783 


Seq. ID 


OJ991201__19. 0222. C10 


Gene No. 


29384 


Strand 




Start 


21 


End 


989 


Name 


OJ991201 19.0222.C10.ol.np 


Method 


AAT/NAP 


Start 


864 


End 


989 


GI 


6041807 


Score 


145 


Exons 


864. .989 






GI Descrip. 


(AC009755) unknown protein [Arabidopsis thaliana] 


Seq. No. 


13783 


Seq. ID 


OJ991201__19. 0222. C10 


Gene No. 


29384 


Strand 




Q+- a -r-h 
jLqi l 


21 


End 


989 


Name 


OJ991201 19.0222.C10.ol.ts 


Method 


TBLASTX: Soybean 


Start 


883 


End 


988 


GI 


none 


Score 


84 


Exons 


883. .987, 887. '.988 






Seq. No. 


13784 


Seq. ID 


OJ991201_19.0222.C11 



14457 



Gene No . 


29385 




Strand 


+ 


C" 4- -v- 4- 

otart 


1 




End 


6612 


Name 


OJ991201 19.0222.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


6612 


GI 


5734621 




Score 


252 


Exons 


1..22, 3893.. 4590, 6533. 


.6612 






GI Descrip. 


(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC transporter-7 




(U43892) [Oryza sativa] 








Seq. No. 


13784 




Seq. ID 


OJ991201_19. 0222. Cll 


Gene No . 


29386 




Strand 




Start 


88 




End 


4384 


Name 


OJ991201 19.0222.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


88 




End 


2210 


GI 


1499 1.R1084 




Score 


620 


Exons 


88. .223, 1810. .1898, 2085. .2210 




GI Descrip. 


'3790581 6.0e-23 (AF079179) RING-H2 finger protein RHBla 




[Arabidopsis thaliana] 1 








Seq. No. 


13784 




Seq. ID 


OJ991201_19. 0222. Cll 


Gene No. 


29386 




Strand 




Start 


88 




End 


4384 


Name 


OJ991201 19 . 0222 . Cll . ol . 


gs 


Method 


GENSCAN 


Start 


1681 




End 


4384 


GI 


none 




Score 


.81 


Exons 


1681.. 1898, 2062.. 2123, 


3923 . . 


4183, 4210. .4384 


Seq. No. 


13784 




Seq. ID 


OJ991201_19. 0222. Cll 


Gene No. 


29387 




Strand 




Start 


5696 




End 


6612 


Name 


OJ991201 19. 0222. Cll. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5696 




End 


6038 


GI 


none 




Score 


98 


Exons 


5696.. 5821, 5696. .5821, 


5913. . 


6038, 5914.. 6033 


Seq. No. 


13784 




Seq. ID 


OJ991201_19. 0222. Cll 


Gene No. 


29387 - 




Strand 




Start 


5696 




End 


6612 


Name 


OJ991201 19. 0222. Cll. o2. 


gs 


Method 


GENSCAN 


Start 


5696 




End 


6033 


GI 


none 




Score 


.83 


Exons 


5696. .5825, 5914. .6033 








Seq. No. 


13784 




Seq. ID 


OJ991201_19. 0222. Cll 


^ene no . 


29387 




Strand 




Start 


5696 




End 


6612 


Name 


OJ991201 19. 0222. Cll. o2. 


np 


Method 


AAT/NAP 


Start 


5756 




End 


6612 


GI 


6434457 




Score 


90 


Exons 


5756. .5825, 5914. .6113, 


6584 . . 


6612 




GI Descrip. 


(AL132896) predicted using Genefinder; 


preliminary prediction 




[Caenorhabditis elegans] 








Seq. No. 


13785 




Seq. ID 


OJ991201_19.0222.C12 


Gene No. 


29388 




Strand 




Start 


73 




End 


2022 



14458 




Name 


n Trim om in no o o i o « i 

OJ991201 19 . U222 . C12 . ol 


.gs 


Method 


GENSCAN 








Start 






End 


2022 








GI 


none 




Score 


.6 








Exons 


/3..124, 830. .952, 1594 


..1752, 1849.. 2022 








Seq. No. 


13785 




Seq. ID 


OJ991201 


_19. 


.0222 


.C12 


Gene No. 


29388 




Strand 










Start , . 


/3 




End 


2022 








Name 


OJ991201 19 . 0222 . C12 . ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


1693 




End 


2022 








GI 


none 




Score 


45 








Exons 


i^no T"7co n/rno itci 

1693. .1752, lo9o..l/51, 


1846. 


.2022, 1856. .1942, 


1961. .2020 


Seq. No. 


13786 




Seq. ID 


OJ991201 


_19. 


.0222 


.C13 


Gene No. 


29389 




Strand 


+ 








Start 


74 




End 


1518 








Name 


OJ991201 19.0222.C13.ol 


.gs 


Method 


GENSCAN 








Start 


74 




End 


1518 








GI 


none 




Score 


.4 








Exons 


74. .172, 851. .1024, 1480. .1518 










Seq. No. 


13786 




Seq. ID 


OJ991201 


_19. 


.0222 


.C13 


bene no. 


29390 




Strand 










Start 


2627 




End 


3759 








Name 


OJ991201 19.0222.C13.ol 


•gp 


Method 


AAT/GAP 








Start 


2627 




End 


3759 








GI 


80754 1.R1084 




Score 


856 








Exons 


2627.. 2958, 3469.. 3706, 


3731. 


, .3759 










GI Descrip. 


l 984907/gb|U35131|XXU35131 3. 


, Oe-09 Plasmid pBSL159 


cloning 




vector, complete sequence 1 












Seq. No. 


13786 




Seq. ID 


OJ991201 


_19. 


.0222 


.C13 


Gene No. 


29391 




Strand 










Start 


3888 




End 


4320 








Name 


OJ991201 19.0222.C13.o2 


.gp 


Method 


AAT/GAP 








Start 


3888 




End 


4320 








GI 


none 




Score 


842 








Exons 


3888. -."4320 














Seq. No. 


13787 




Seq. ID 


OJ991201 


_19. 


.0222 


.C14 


Gene No. 


29392 




Strand 


+ 








Start 


1450 




End 


4001 








Name 


OJ991201 19.0222.C14.o2 


.np 


Method 


AAT/NAP 








Start 


1450 




End 


4001 








GI 


6539570 




Score 


186 








Exons 


1450. .1475, 2040. .2215, 


2375. 


.2455, 3970.. 4001 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


13787 




Seq. ID 


OJ991201 


_19. 


.0222 


.C14 


bene wo. 


29392 




Strand 


+ 








Start 


1450 




End 


4001 








Name 


OJ991201 19.0222.C14.ol 


.np 


Method 


AAT/NAP 








Start 


1808 




End 


1886 








GI 


6630699 




Score 


89 








Exons 


1808. .1886 














GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 









gi I 6721536 | dbj | BAA89566 . 1 | (AP001073) hypothetical protein 



14459 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13787 Seq. ID OJ991201_19 . 0222 . C14 

29393 Strand 

1803 End 2228 

OJ991201_19.0222.C14 .ol.gp Method AAT/GAP 

1803 End 2228 

LIB3479-006-Q6-K1-B11 Score 592 

1803. .2228 

! 5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13787 Seq. ID OJ991201_19 . 0222 . C14 

29394 Strand 

3493 End 11565 

OJ991201_19.0222.C14 .o4 .np Method AAT/NAP 

3493 End 5491 

99922 Score 128 

3493. .3514, 5257. .5491 

hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. No. 13787 

Gene No. 29394 

Start 3493 

Name OJ991201_19 . 0222 . C14 . o2 . gs 

Start 4812 

GI none 

Exons 4812.. 4873, 4927.. 5829, 5862. 

6493. .6681, 7855. .8036, 8085, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5982, 6170 
.8213, 8308 



OJ991201 19.0222.C14 



11565 
GENSCAN 
11550 
.46 

6278, 
8380, 



6300. 
8465. 



. 6488, 
.8575, 



8672. .8845, 8955. .10054, 10129. .11550 



Seq. No. 


13787 








Seq. ID 


OJ991201_19.0222 


Gene No. 


29394 








Strand 




Start 


3493 








End 


11565 


Name 


OJ991201 19 


.0222, 


,C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4869 








End 


5177 


GI 


none 








Score 


331 


Exons 


4869. .5177, 


4871. 


. .5176 








Seq. No. 


13787 








Seq. ID 


OJ991201_19.0222 


Gene No. 


29394 








Strand 




Start 


3493 








End 


11565 


Name 


OJ991201 19 


.0222. 


,C14.o3. 


np 


Method 


AAT/NAP 


Start 


4937 








End 


8318 


GI 


5911167 








Score 


274 


Exons 


4937. .5317, 


8256, 


. .8318 








GI Descrip. 


(AF136221) ; 


putative transposase protein [Zea mays] 


Seq. No. 


13787 








Seq. ID 


OJ991201_19.0222 


Gene No. 


29394 








Strand 




Start 


3493 








End 


11565 


Name 


OJ991201 19 


.0222, 


.C14 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4979 








End 


5218 


GI 


none 








Score 


84 


Exons 


4979. .5218, 


4983, 


. .5210 









14460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991201_19.0222.C14 
Strand 

End 11565 

Method AAT/GAP 

End 6656 

Score 848 



13787 
29394 
3493 

OJ991201_19.0222.C14.o2.gp 
6190 

LIB34 32-04 4-P1-K1-F5 
6190. .6656 

, 4959460/gb|AF126053.1|AF126053 6.0e-10 Zea mays RACB small GTP 
binding protein niRNA, complete cds 1 



Seq. ID OJ991201_19.0222.C14 
Strand 

End 11565 

Method AAT/GAP 

End 7603 

Score 237 



13787 
29394 
3493 

OJ991201_19. 0222.C14 .o3.gp 
7462 

21474_1.R1084 
7462.. 7603 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 


13787 




Seq. ID 


OJ991201_19.0222 


.C14 


Gene No. 


29394 




Strand 






Start 


3493 




End 


11565 




Name 


OJ991201 19.0222.C14.o5, 


.np 


Method 


AAT/NAP 




Start 


7869 




End 


11565 




GI 


4680204 




Score 


1040 




Exons 


7869. .8006, 8356.-8575, 


8672 


..8845, 8955. .10054, 10129. 


. 11565 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


13787 




Seq. ID 


OJ991201_19.0222 


.C14 


Gene No. 


29394 




Strand 






Start 


3493 




End 


11565 




Name 


OJ991201 19.0222.C14 .o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


8506 




End 


9028 




GI 


none 




Score 


68 




Exons 


8506. .8577, 8677. .8859, 


8684 


..8809, 8948. .9028 




Seq. No. 


13787 




Seq. ID 


OJ991201_19.0222 


.C14 


Gene No. 


29394 




Strand 






Start 


3493 




End 


11565 




Name 


OJ991201 19.0222.C14.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


10519 




End 


10922 




GI 


none 




Score 


45 




Exons 


10519. .10614, 10519. .10689, 


10652. .10819, 10684. .10920, 





10771. . 10920, 10812.. 10922 



Seq. No. 13788 Seq. ID OJ991201_19 . 0222 . CIS 

Gene No. 29395 Strand 

Start 130 End 3702 

Name OJ991201_19 . 0222 . C15 . ol . gp Method AAT/GAP 

Start 130 End 3249 

GI 342_1.R1084 Score 5314 

Exons 130.. 3249 

GI Descrip. " ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 13788 Seq. ID OJ991201_19 . 0222 . C15 



14461 




Gene No. 


29395 


Strand 




Start 


130 


End 


3702 


Net me 


OJ991201 19.0222.C15.ol.np 


Method 


AAT/NAP 


Of- r f- 


130 


End 


3253 


\J X 


4680203 


Score 


3115 




130. .921, 1198. .1428, 1581. .3253 






fAFI 141711 TNPP-1 i kp nrotein 


r 9nrrrhnm 

|_ »J \S lull IXllL 


V"> 1 pn 1 nr 1 


Seq. No. 


13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


St rand 




Start 


130 


End 


3702 


Name 


OJ991201 19.0222.C15.ol.gs 


Method 


\J Hi LN O VyiiLN 


OLdi L 


130 


End 


~J £~ *J ~J 


CI 

\3 X 


none 


Score 




DAUllO 


130. .1226, 1481. .2394, 2433.. 


3253 






13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


Strand 




Start 


130 


End 


3702 


Ma mo 


OJ991201 19.0222.C15.ol.tw 


Method 


TBLASTX: Wheat 


Cf arf 

o Lai i_ 


172 


End 


1315 


O X 


none 


Score 


131 




172. .312, 173. .313, 260. .355, 


292. .351, 358. .402, 363. .398, 




397. .1314, 413.. 1315, 590.. 1315 




Seq. No. 


13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


Strand 




91-3 rt- 


130 


End 


3702 


LN aillc 


OJ991201 19.0222.C15.ol.tc 


Method 


TBLASTX: Cress 


o u ax u 


580 


End 


1031 


yj x 


none 


Score 


92 


P von q 


580. .729, 580. .1023, 584. .1027, 590..: 


1027, 849.. 1031 


Seq. No. 


13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


Strand 




Qf art 
o Lai t 


130 


End 


3702 


Name 


OJ991201 19.0222.C15.o2.tm 


Method 


TBLASTX: Maize 


91- a rt- 

o Lai u 


958 


End 


1272 


GI 


none 


Score 


157 


J— 1 HO 


958. .1272, 986. .1261 






9ptt Nn 


13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


Strand 




Start 


130 


End 


3702 


Name 


OJ991201 19.0222.C15.o3.tw 


Method 


TBLASTX: Wheat 


OLdl L. 


1330 


End 


1769 


v3 X 


none 


Score 


67 


LAUIlo 


1330. .1461, 1331. .1405, 1339. 


.1416, 1471. .1650, 1473. .1649, 




1624. .1767, 1647. .1769 






C ^ i^r Ma 

o e q . in o • 


13788 


Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 


Strand 




Start 


130 


End 


3702 


Name 


OJ991201 19.0222.C15.o2.ts 


Method 


TBLASTX: Soybean 


Start 


1758 


End 


2000 


GI 


none 


Score 


214 


Exons 


1758. .2000 







14462 




Seq. No. 


13788 








Seq. ID 


OJ991201_19.0222.C15 




£. .? j y j 








on aiiu 




otaiL 


i ^o 










**709 
0 / uz 


Name 




0999 

UZZZ. 




. LIIl 


L w Jc LIIUU 


TRT nQTV * Ma i 70 
1 Dli/io 1 A . Via lie 




i ft ^o — 








HiilCl 


99ft ft 
z z 0 0 


VjX 


none 








Score 


1 09 
X uz 


Exons 


1 ft "30 9094 
IOjU . . ZUZ fi , 


90^4 


99ft ft 


90^4 


997 6 

. ZZ / D 




Seq. No. 


13788 








Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 








Strand 




OLalL 


i ^n 








End 


3702 


Name 


Pi TQQ1 901 1 Q 


0999 
uzzz 


PI R o9 
■ LI J . oz . 


. L W 


Method 


TBLASTX: Wheat 


Olait 


X 0 Oft 








End 


2333 


f T 


none 








Score 


173 


Exons 


lODI . . ZU / U/ 


1 ft6Q 


90Q^ 

. . ZU jj, 


907 ^ 

ZU / J. 


.2171, 2074. .2166, 2175. .2279, 




91 7Q ooco 


9 990 
Z Z O U . 


9 

. . Z J J J; 


99ft 1 
z z 0 X . 


.2325 




Seq. No. 


13788 








Seq. ID 


OJ991201_19.0222.C15 


UCllc 1NO . 


z -? 0 .? 0 








Strand 














End 


3702 


Name 


O 7QQ1 901 1 Q 


09 99 
uzzz. 


PI R o9 




Method 


TBLASTX: Cress 




Z1Z1 








End 


2468 




none 








Score 


88 


Exons 


9191 9 4 9 Q 
ZlZl . . Z fi Z :7 , 


914 0 

Z X ft U . 


9 971 
. . ZZ / / , 


9^17 
Z O X / . 


.2370, 2411. .2461, 2421. .2468 


Seq. No. 


13788 








Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 








Strand 






i ^0 








End 


3702 


Name 


n TQQ1 901 1 Q 


0999 
UZZZ. 


PI R r»1 


. t fa 


Method 


TBLASTX : Soybean 




9 909 

zzuz 








End 


2630 


OX 


none 








Score 


99 


Exons 


9 909 940ft 


9 990 
z z z u . 


. . Z JODf 


94 11 

Z4 11 . 


.2443, 2411. .2497, 2492. .2554, 




9 R47 9 6^0 


9 S S S 

Z O 3 O . 


9 69 Q 

. • Z DZ " 








Seq. No. 


13788 








Seq. ID 


OJ991201_19.0222.C15 


OCUC LN u . 


£ 17 J J 








Strand 




Q-t- a r-+- 


1 "30 








End 


3702 


Name 


n.TQQI 901 1 Q 


0999 
uzzz. 


PI S n4 


. L W 


Method 


TBLASTX: Wheat 




9 R M _ 

Z JJl 








End 


2902 


oX 


none 








Score 


187 


Exons 


9RCji 9ft09 


9 S 61 


9ft1 9 
. . Z O 1 Z / 


9^69 
Z jOZ • 


.2804, 2795. .2902 


Sea No 


13788 








Seq. ID 


OJ991201_19.0222.C15 


Gene No. 


29395 








Strand 




Start 


130 








End 


3702 


Name 


OJ991201 19. 


0222, 


.C15.04. 


■ gp 


Method 


AAT/GAP. 


C -f- -a 


3114 








End 


3702 


PT 


2310235 








Score 


28*7 


Exons 


3114. .3253, 


3665. 


. .3702 








GI Descrip. 


5852182/emb|CAB55420.1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 












Seq. No. 


13789 








Seq. ID 


OJ991201_19.0222.C16 


Gene No. 


29396 








Strand 


+ 


Start 


1032 








End 


7685 


Name 


OJ991201 19. 


0222, 


.CI6.0I, 


.gs 


Method 


GEN SCAN 



14463 




Start 


1032 








End 


4808 




GI 


none 








Score 


.86 




Exons 


1032. .1188, 


1343 


. . 1682, 


2165 


..2230, 2824. .2938, 


3097. .3291, 




3387. .3759, 


4701 


. . 4808 










Seq. No. 


13789 








Seq. ID 


OJ991201 


19. 0222 .C16 


Gene No. 


29396 








Strand 


+ 




Start 


1032 








End 


7685 




Name 


OJ991201 19 


.0222 


.C16.ol, 


.np 


Method 


AAT/NAP 




Start 


1331 








End 


6231 




GI 


3550985 








Score 


539 




Exons 


1331 . . 1456, 


1577 


. . 1682, 


2824 


..2938, 3097. .3281, 


3374 . . 3634, 




6203. . 6231 














GI Descrip. 


(AB010740) 


OsS5a 


[Oryza 


sativa] 






Seq. No. 


13789 








Seq. ID 


OJ991201 


19.0222.C16 


Gene No. 


29396 








Strand 


+ 




Start 


1032 








End 


7685 




Name 


OJ991201 19 


.0222 


.C16.o2, 


.np 


Method 


AAT/NAP 




Start 


5291 ~ 








End 


7685 




GI 


2864615 








Score 


101 




Exons 


5291. .5328, 


7442 


. .7685 










GI Descrip. 


(AL021811) 


putative protein 


[Arabidopsis thaliana] 


Seq. No.' 


13789 








Seq. ID 


OJ991201 


19 0222 C16 


Gene No. 


29397 








Strand 






Start 


7498 








End 


8729 




Name 


OJ991201 19 


.0222 


.C16.o2, 


.gs 


Method 


GENSCAN 




Start 


7498 ~~ 








End 


8729 




GI 


none 








Score 


.61 




Exons 


7498. .7721, 


8291 


. .8729 










Seq. No. 


13789 








Seq. ID 


OJ991201 


_19.0222.C16 


Gene No . 


29398 








Strand 






Start 


11543 








End 


19078 




Name 


OJ991201 19 


.0222 


.C16.ol.. 


■ tw 


Method 


TBLASTX: 


Wheat 


Start 


1337 








End 


3744 




GI 


none 








Score 


146 




Exons 


1337 . .1450, 


1345 


. .1452, 


1574 


..1684, 1574. .1681, 


1576. .1686, 




2817. .2936, 


2817 


. .2936, 


3116 


..3238, 3118. .3159, 


3119. .3235, 




3216. .3245, 


3235 


. .3303, 


3236 


..3268, 3385. .3411, 


3401. .3481, 




3418 . . 3486, 


3444 


. .3503, 


3445 


..3504, 3519. .3599, 


3523. .3615, 




3697. .3744 














Seq. No. 


13789 








Seq. ID 


OJ991201 


_19.0222.C16 


Gene No. 


29398 








Strand 






Start 


11543 








End 


19078 




Name 


OJ991201 19 


.0222 


.C16.o2, 


, tm 


Method 


TBLASTX:; 


Maize 


Start 


1337 








End ' 


3787 




GI 


none 








Score 


149 




Exons 


1337 1450. 


1342 


. .1452, 


1574 


..1684, 1574. .1681, 


1576. .1683, 




2817. .2936, 


2817 


. .2936, 


3107 


..3235, 3116. .3238, 


3235. .3276, 




3236. .3271, 


3385 


. .3411, 


3430 


..3486, 3439. .3504, 


3456. .3503, 




3519. .3599, 


3523 


. .3615, 


3697 


..3750, 3698. .3787 




Seq. No. 


13789 








Seq. ID 


OJ991201 


_19.0222.C16 


Gene No. 


29398 








Strand 







14464 




Start 


11543 


End 


19078 




Name 


OJ991201 19.0222.C16.ol. tm 


Method 


TBLASTX: Maize 




Start 


8282 


End 


14636 




GI 


none 


Score 


68 




Exons 


8282. .8359, 8335. .8421, 8337. .8489, 8338. .8517, 8505. .8630, 




8506.. 8631, 13073. .13243, 1324 1 .. 13399, 13424 1354 0, 






14169. .14345, 14173. . 1434 6, 


14174. .14350, 14349. .14486, 






14 365. .14427, 14 368. .144 93, 


14499. .14636, 14518.. 14583 




Sea. No. 


13789 


Seq. ID 


OJ991201_19.0222, 


.C16 


Gene No . 


29398 


Strand 






Start 


11543 


End 


19078 




Name 


OJ991201 19.0222.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


8331 ~ 


End 


14654 




GI 


none 


Score 


72 




Exons 


8331. 8525, 8484 8588, 128 


87. .12982, 


13256. .13408, 






13257 13349, 13759 13920, 


13778. .13888, 13972 .. 14037 , 






13994. .14029, 14055 14 147 , 


14150. .14227, 14157. .14258, 






14349. .14498, 14514 .. 14 585, 


14562. .14654 




Sea No 


13789 


Seq. ID 


OJ991201_19.0222, 


.C16 




29398 


Strand 






Start 


11543 


End 


19078 




Name 


OJ991201 19.0222 C16 ol ts 


Method 


TBLASTX : Soybean 




Start 


8334 — 


End 


14600 




GI 


none 


Score 


58 




Exons 


8334. .8594, 8341. .8421, 847 


9. .8577, 13239. . 13415, 13256, 


. .13396, 




13967. .14026, 13969. .14034, 


13969. .14043, 13994 .. 14035, 






14 055.. 14147, 140 62.. 14145, 


14148. .14258, 14152 .. 14259, 






14349. . 14600 








Seq. No. 


13789 


Seq. ID 


OJ991201_19.0222. 


.C16 


Gene No. 


29398 


Strand 






Start 


11543 


End 


19078 




Name 


OJ991201 19.0222.C16.o3.gs 


Method 


GENS CAN 




Start 


11543 


End 


14735 




GI 


none 


Score 


.63 




Exons 


11543.. 11 67 9, 12514.. 135 07, 


13729. .13971, 14091. .14 735 




Seq. No. 


13789 


Seq. ID 


OJ991201_19.0222, 


.C16 


Gene No. 


29398 


Strand 






Start 


11543 


End 


19078 




Name 


OJ991201 19. 0222.C16.o3.no 


Method 


AAT/NAP 




Start 


12519 ~ 


End 


17007 




GI 


6665543 


Score 


349 




Exons 


12519. .12652, 13756 .. 14113, 


14159. .14585, 16979. .17007 




GI Descrip. 


(AC013289) putative protein 


kinase [Arabidopsis thaliana] 


Sea No 


13789 


Seq. ID 


OJ991201_19.0222. 


.C16 


Gene No . 


29398 


Strand 






Start 


11543 


End 


19078 




Name 


OJ991201 19.0222.C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


12911 


End 


14041 




GI 


none 


Score 


103 




Exons 


12911. .12970, 13752. .13943, 


13753. .13953, 13754 .. 1394 8 , 






13972. .14040, 13972 .. 14040 , 


13997. .140 


41 





144 65 



Seq. No. 13789 Seq. ID 

Gene No. 29398 Strand 

Start 11543 End 

Name OJ991201_19 . 0222 . C16 . o4 . gs Method 

Start 15736 End 

GI none Score 
Exons 



OJ991201_19.0222.C16 

19078 
GENSCAN 
18574 
.55 



15736. .15890, 16048 16217, 16364 .. 1 6472, 16739 17087, 
18482. .18574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13789 Seq. ID OJ991201_19 . 0222 . C16 

29398 Strand 

11543 End 19078 

OJ991201_19.0222.C16.ol.gp Method AAT/GAP 

17859 End 19078 

LIB3477-003-P1-K1-E9 Score 111 

17859. .17903, 19035. .19078 

' 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? 



Seq. No. 13790 

Gene No. 29399 

Start 828 

Name OJ991201_19. 0222 .C17 . ol .gs 

Start 828 

GI none 

Exons 828..976, 1412.. 1523, 1723, 



Seq. ID OJ991201_19.0222.C17 

Strand + 

End 3622 

Method GENSCAN 

End 1864 

Score . 5 
.1864 



Seq. No. 13790 

Gene No. 29399 

Start 828 

Name OJ991201_19 . 0222 .C17 . ol . np 

Start 1327 

GI 2947070 

Exons 1327.. 1587, 3548.. 3622 

GI Descrip. (AC002521) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. ID OJ991201_19.0222.C17 

Strand + 

End 3622 

Method AAT/NAP 

End 3622 

Score 112 



Seq. No. 13790 Seq. ID OJ991201 

Gene No. 29400 Strand + 

Start 7148 End 9020 

Name OJ991201_1 9 . 0222 . C17 . o3 . gs Method GENSCAN 

Start 7148 , End 9020 

GI none Score .44 

Exons 7148.. 7305, 8984 .. 9020 



19.0222.C17 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



13790 Seq. ID 

29401 Strand 

10949 End 

OJ991201_19.0222.C17 ,o3.np Method 

10949 End 

6006381 Score 
10949. .11389 

(AP000559) hypothetical protein [Oryza sativa] 



OJ991201_19.0222.C17 
+ 

11389 
AAT/NAP 
11389 
199 



13790 
29402 



Seq. ID 
Strand 



OJ991201 19.0222.C17 



14466 




Start 


8 






End 


171 




Name 


OJ991201 19.0222 


.C17.ol 


• gp 


Method 


AAT/GAP 




Start 


8 






End 


171 




GI 


21474 1.R1084 






Score 


241 






8 . . 17T 












VwJ _I_ \^ JL. JL • 


'3894159 2 Oe-10 


(AC005312) 


hypothetical protein [Arabidops. 




t ha 1 iana 1 1 












Seq. No. 


13790 






Seq. ID 


OJ991201_19.0222, 


. C17 


Gene No. 


29403 






Strand 






Start 


1617 






End 


2006 




Name 


OJ991201 19.0222 


.C17.o2 


.np 


Method 


AAT/NAP 




Start 


1617 






End 


2006 




GI 


6899896 






Score 


115 






1617.. 1879, 1920 


. .2006 










QT npqrri r> 


(AL138 642) hypothetical 


protein [Arabidopsis thaliana] 




Spa No 


13790 






Seq. ID 


OJ991201_19.0222, 


.C17 


Gene No. 


9Q404 






Strand 






Start 


3080 






End 


5625 




Name 


OJ991201 19.0222 


.C17.o2 


.gs 


Method 


GENSCAN 




Start 


3080 






End 


5625 




GI 


none 






Score 


.77 




i as E Pvon<; 


3080.. 3243, 3341 


. .3459, 


3491. .3651, 4265. .4304, 4942. .5084, 




5170. .5625 












I;;! Seq. No. 


13790 






Seq. ID 


OJ991201 19.0222, 


,C17 


1 Gene No. 


29405 






Strand 






C=f Start 


11275 






End 


11493 




: : : N^TTlP 

[,1,; LVaill^ 


OJ991201 19.0222 


.C17.ol 


. tm 


Method 


TBLASTX: Maize . 




• B * Start 


1408 






End 


1620 




gi 

• if 


none 






Score 


222 




: Sf Exons 

Is 


1408. .1620, 1417 


. .1617 










Q Seq. No. 


13790 






Seq. ID 


OJ991201_19.0222, 


.C17 


%f Gene No. 


29405 






Strand 






i.j! Start 


11275 






End 


11493 




Name 


OJ991201 19.0222 


.C17.o4 


.gs 


Method 


GENSCAN 




Start 


11275 






End 


11493 




la si GI 


none 






Score 


. 97 




i'j Kxnns 


11275. .11493 












Seq. No. 


13791 






Seq. ID 


OJ991201_19.0222, 


.C18 


Gene No. 


29406 






Strand 


+ 




Start 


430 






End 


3842 




Name 


OJ991201 19.0222 


.C18.ol 


.gs 


Method 


GENSCAN 




Start 


430 






End 


3047 




GI 


none 






Score 


.46 




R y on q 


430. .589, . 921. .1122, 1509. . 


1540, 2905. 


.3047 




Seq. No. 


13791 






Seq. ID 


OJ991201_19.0222. 


.C18 


Gene No. 


29406 






Strand 


+ 




Start 


430 






End 


3842 




Name 


OJ991201 19.0222 


.C18.ol 


.np 


Method 


AAT/NAP 




Start 


946 






End 


3839 




GI 


5922620 






Score 


494 




Exons 


946.. 1129, 1893. 


.2329, ; 


3732 


. .3839 







14467 



GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



o G CJ • IN U . 


1 ^7Q1 
i j / ?i 










D.TQQ1 901 

vU .7 .7 J. £. \J ± 


1 Q 


0999 


n ft 




9Qd Ofi 








O LI dUU 












4 ^0 








End 


3842 








Name 


- OJ991201 19 


.0222 


.C18.o2, 


.gs 


Method 


GENSCAN 








Start 


3537 








End 


3842 


















Score 


.71 








CiXOilO 


^^7 "370ft 


^7^7 


. .3842 














O G q . IN U . 










Seq. ID 


OJ991201 




0999 


PI ft 


bene ino . 


9 Q/l 07 
^ f± u / 








Strand 




















End 


6753 








Name 




09 99 


.C18.o3, 


.np 


Method 


AAT/NAP 








OLqI L 


2098 ~~ 








End 


6753 








GI 


6721103 








Score 


318 








Exons 


2098. .2126, 


4558 


. .4731, 


5098. 


.5691, 6699.. 6753 








GI Descrip. 


(AC007396) 


T4012 


.11 [Arabidopsis thaliana] 








o e . IN O . 


13791 








Seq. ID 


OJ991201 


_19. 


0222, 


.C18 


uene ino . 


29407 








Strand 










DLall 


2098 








End 


6753 








Name 


OJ991201 19 


.0222 


.C18.o2, 


.np 


Method 


AAT/NAP 










3979 








End 


5323 








GI 


6630699 








Score 


79 








Exons 


3979. .4055, 


5220 


. .5323 














(~l T nocrri n 


(AP000969) 


hypothetical 


protein [Oryza 


sativa] 










gi| 6721536|dbj IBAA89566, 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 
















OC^ • IN (J • 


13791 








Seq. ID 


OJ991201 


_19. 


0222, 


.C18 




29407 








Strand 










O Lai L 


2098 








End 


6753 








Name 


OJ991201 19 


.0222 


,C18.o3, 


.gs 


Method 


GENSCAN 








Start 


4544 








End 


6598 










none 








Score 


.73 








Hi aUI lb 


4544 . .4731, 


5098 


. .5910, 


6343. 


.6598 










oeq. in o . 


13791 








Seq. ID 


OJ991201 


_19. 


0222, 


.C18 


bene lno . 


29407 








Strand 










Of -i yf 

otart 


2098 








End 


6753 








Name 


OJ991201 19 


.0222 


.C18.ol. 


. tm 


Method 


TBLASTX : ] 


Maize 




Start 


5444 








End 


5696 








GI 


none 








Score 


68 








Exons 


5444. .5485,. 


5492 


. .5548, 


5507. 


.5599, 5552.. 5689, 


5562. .5696, 




5616. .5693 


















Seq. No. 


13792 








Seq. ID 


OJ991201 


_19. 


0222. 


.C19 


Gene No. 


29408 








Strand 


+ 








Start 


1 








End 


507 








Name 


OJ991201 19 


.0222 


.C19.ol. 


.np 


Method 


AAT/NAP 








Start 


1 








End 


507 








GI 


6907106 








Score 


373 









14468 




Exons 1..249, 284.. 507 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





13792 




Seq. ID 


OJ991201_19.0222.C19 


O C 1 1 fc. IN U • 


29409 




Strand 




OLai L 


\ 




End 


2344 


Name 


O.T991 901 19 0999 PI 9 r>9 


np 


Method 


AAT/NAP 


Of a r +- 


\ ~ 




End 


1258 


PT 






Score 


181 


Exons 


1..96, 954. .1258 








GI Descrip. 


(AC006951) putative GDSL 


.-motif lipase/hydrolase [Arabidopsi: 




i ,p n ^ 1 

L.11C1-1 LClilCl J 








C«n Mo 
• ViKJ • 


1 ^799 

X J / .7 £. 




Seq. ID 


O.T991901 19 H999 PI 9 


f^ono Mo 


29409 




Strand 




Q f- a -r t- 


i 
x 




End 




Name 


O.TQQl 901 1 Q 0999 ft 9 ol 


gs 


Method 


rrMCf AM 

Hi In O U-rtlN 


O Ldl L 


123 _ 




End 


19 91 
X c. _7 X 


GI 


none 




Score 


69 


Exons 


123. .828, 1017. .1291 








JCl^i LNU • 


1 ^7 99 

X J / _7-C 




Seq. ID 


P.T991 901 1 9 0999 PI 9 

\JU _7 _7 1 U 1 X_7.U-i<i--£..UX_7 


ucllc 1NU ■ 


9 94 09 

_7 *i U .7 




Strand 




O +- -3 

OldlL 


1 




End 


9^4 4 


Name 


O.T991 901 1 9 0999 PI 9 


np 


Method 


a a t /Map 


o uai l 


4 4 4 ~~ 




End 


9^4 4 








Score 


101 

X U X 


Exons 


444. .502, 2101. .2344 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


uCLJ . IX \J . 


137 92 




Seq. ID 


D.T991 901 1 9 0999 PI 9 


Cono Mo 


9 94 1 0 




Strand 




O Lai L 


^94^ 




End 


^4 4 9 


Name 


OJ991201 19 0222 C19 o2 


tm 


Method 


TRT a^TY • i ye* 




122 ~~ 




End 


40ft 


GI 


none 




Score 


92 


Exons 


122. .205, 127. .153, 132. 


.260, 


204. .260, 


217. .261, 278. .388, 




281 355 361 408 

-LUX. • ~J *-/ — ' / Jul i ■ 1 U U 








Con Mo 


1 ^7 99 




Seq. ID 


OJ991201_19.0222.C19 


Con o Mo 

UCilC IN U • 


9 9410 

Jl. _7 1 X \J 




Strand 




uLai I 


"394 5 




End 


3442 


Name 


O.T991 901 1 9 0999 PI 9 nl 


tm 


Method 


TBLASTX: Maize 


Start 


1016 ~~ 




End 


1195 


GI 


none 




Score 


172 


Exons 


1016. .1195, 1017. .1184 








Seq. No. 


13792 




Seq. ID 


OJ991201_19.0222.C19 


Gene No. 


29410 




Strand 




Start 


3245 




End 


3442 


Name 


OJ991201 19.0222.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1022 




End 


1199 


GI 


none 




Score 


136 


Exons 


1022. .1198, 1026. .1199 









Seq. No. 13792 Seq. ID OJ991201_19 . 0222 . C19 



14469 



Gene No. 29410 Strand 

Start 3245 End 

Name OJ991201_19 . 0222 . C19 . ol . ts Method 

Start 1022 End 

GI none Score 

Exons 1022.. 1195, 1026.. 1190. 

Seq. No. 13792 Seq. ID 

Gene No. 29410 Strand 

Start 3245 End 

Name OJ991201_19 . 0222 . CI 9 . o2 . gs Method 

Start 3245 End 

GI none Score 

Exons 3245.-3442 



3442 

TBLASTX : Soybean 

1195 

152 



.OJ991201_19.0222.C19 

3442 
GENSCAN 
3442 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13793 
29411 
3 

OJ991201_19.0222.C20.ol.np 

3 

1888357 
3.. 29, 369 
1536. .1620 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 19.0222.C20 



12519 
AAT/NAP 
12519 
2196 

,575, 710. .778, 854. .901, 988. .1083, 1318. .1428, 
2348. .2460, 2921. .2986, 3162. .3287, 3391. .3438, 
3518. .3589, 4010. .4069, 4155. .4213, 5961. .6098, 6396. .6615, 
6860. .6916, 6995. .7060, 7352. .7429, 7536. .7703, 7851. .7944, 
8016. .8116, 8513. .8626, 8726.-8797, 8881. .8964, 9085. .9204, 
: 9516..9690, 9767. .9855, 12071 .. 12154 , 12316. .12519 

se [Arabidopsis thaliana] 
(Y11767) alpha-mannosidase precursor 



(X98130) a 
gi|1890154 
[Arabidops 



lpha-mannos ida 
|emb|CAA724 32 
is thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13793 Seq. ID OJ991201_19 . 0222 . C20 

29411 Strand 

3 End 12519 

OJ991201_19 . 0222 . C20 . ol . gp Method AAT/GAP 

222 End 1399 

15498_1.R1084 Score 1153 

222.. 57-5, 710. .778, 854. .901, 988. .1083, 1318. .1399 

1 1 888357 /emb | CAA66821 | 7.0e-34 (X98130) alpha-mannosidase 

[Arabidopsis thaliana] >gi_1890154_emb_CAA724 32_ (Y11767) 

alpha-mannosidase precursor [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13793 
29411 
3 

OJ991201_19.0222.C20.o2.tm 

384 

none 

384. .575, 389. .487, 390. .575, 
854. .910, 859. .903, 988. .1074, 

13793 
29411 
3 

OJ991201_19.0222.C20.ol.gs 
387 
none 



Seq. ID OJ991201_19.0222.C20 
Strand 
End 

Method 
End 
Score 
391. .576, 



12519 

TBLASTX: Maize 

1075 

75 

699. .785, 715. .780, 



989. .1075 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_19.0222.C20 

12519 
GENSCAN 
5250 
.86 



14470 



Exons 



387. .575, 710. .778, 854. .901, 988. .1083, 1318. .1423, 2348. .2460, 
2921. .2986, 3162. .3287, 4846. .5250 



Seq. No. 13793 
Gene No. 29411 
Start 3 

Name OJ991201_19 . 0222 . C20 . ol . tc 

Start 390 
GI none 
Exons 390.. 467, 391.. 576, 689.. 772, 

1318. .1440, 1533. .1622, 2347.. 

3159.. 3275, 3379.-3438, 3509.. 

6843. .6917, 6854.. 6916, 6993.. 

7546. .7704, 7851. .7943, 7852.. 

8015. .8119, 8474. .8629, 8506.. 

8735. .8809, 8881. .8967, 9067.. 

9516.. 9707, 9625.. 9711, 9760.. 

12163. .12186, 12316. .12441, 12 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 19.0222.C20 



12519 

TBLASTX: Cress 
12442 
103 

699. .773, 851. .916, 988. .1131, 

2460, 2354.. 2452, 2918.. 2989, 

3589, 6412.. 6615, 6434.. 6616, 

7061, 7001.. 7045, 7524.. 7703, 

7944, 8001.. 8117, 8013. .8117, 

8631, 8513.. 8629, 8720.. 8788, 

9201, 9089.. 9205, 9516.. 9719, 

9873, 9761.. 9856, 12074 .. 12160 , 
320. .12442 



Seq. No. 13793 
Gene No. 29411 
Start 3 

Name OJ991201_19 . 0222 . C20 . ol . ts 

Start 390 
GI none 

Exons 390. .491, 406. .483, 516. .578, 523. .585, 706. .774, 851. .910, 

861. .899, 988. .1086, 1327. .1416, 1533. .1631, 2344. .2460, 
2918. .2989, 3150.. 3275, 3379. .3435, 3509.. 3589, 6427. .6597, 
6431. .6565 



Seq. ID OJ991201_19.0222.C20 
Strand 

End 12519 

Method TBLASTX : Soybean 

End 6597 

Score 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13793 
29411 
3 

OJ991201 
1318 
none 
1318 
2918 
4004 



19.0222.C20.o4 . tm 



1416, 
2989, 
4072, 



1318. 
3150. 
6407. 



, 1416, 
,3275, 
,6565, 



1533. 
3163. 
6410. 



Seq. ID OJ991201_19.0222.C20 
Strand 

End 12519 
Method TBLASTX : Maize 
End 6570 
Score 74 

.1622, 2339. .2461, 2347. .2460, 
.3225, 3379. .3444, 3509. .3583, 
.6568, 6412-.v6570 



Seq. No. 13793 

Gene No. 29411 

Start 3 

Name OJ991201_19 . 0222 . C20 . o2 . gp 

Start 3257 

GI 25829 1.R1084 
Exons 



Seq. ID OJ991201_19.0222.C20 
Strand 

End 12519 

Method AAT/GAP 

End 7634 

Score 1592 



3257. .3287, 3391. .3438, 3518. .3589, 4010. .4069, 4155. .4223, 
5965. .6101, 6396. .6615, 6860. .6916, 6995. .7060, 7352. .7429, 
7536. .7634 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa ■ 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 T 



Seq. No. 13793 Seq. ID 

Gene No. 29411- Strand 

Start 3 End 

Name OJ991201_1 9 . 0222 . C20 . o2 . gs Method 

Start 5377 End 



OJ991201_19.0222.C20 

12519 

GENSCAN 

12519 



14471 



GI 

Exons 



none 

5377.. 5595, 5965.. 6101, 6396. 
7352. .7429, 7536. .7703, 7851. 
8726. .8797, 8881. .8964, 9516. 
12316. .12519 



Score .93 

.6615, 6860.. 6916, 6995.. 7060, 

.7944, 7991. .8070, 8513. .8626, 

.9723, 9767. .9855, 12071 .. 12154 , 



Seq. No. 13793 , 

Gene No. 29411 
Start 3 

Name OJ991201_19 . 0222 . C20 . o3 . tm 

Start 7569 
GI none 
Exons 7569.. 7676, 

7665. .7703, 

8015. .8119, 

8511. .8630, 

8721.. 8753 



7569. .7676, 7570. 

7841. .7939, 7851, 

8016.. 8117, 8018. 

8512. .8631, 8512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7677, 7571 
.7952, 7852 
.8119, 8475 
.8670, 8719 



OJ991201 19.0222.C20 



12519 

TBLASTX: Maize 
8761 
96 

7684, 7654. .7704, 
7941, 8013.. 8117, 
8630, 8498.. 8629, 
8754, 8720. .8761, 



Seq. No. 13793 

Gene No. 29411 

Start 3 

Name OJ991201_19 . 0222 . C20 . o2 . ts 

Start 8552 

GI none 
Exons 



Seq. ID OJ991201_19.0222.C20 
Strand 

End 12519 

Method TBLASTX : Soybean 

End 8 967 

Score 90 



8552.. 8629, 8552.. 8629, 8562. .8633, 8720.. 8785, 8881.;:8967 



Seq. No. 13793 

Gene No. 29411 

Start 3 

Name OJ991201_19 . 0222 . C20 . ol . tm 

Start 9151 

GI none 
Exons 



Seq. ID. OJ991201_19.0222.C20 
Strand 

End 12519 

Method TBLASTX : Mai ze 

End 12430 

Score 7 9 



9151. .9204, 9152. .9205, 9513. .9731, 9514. .9681, 9516. .9719, 
9760. .9873, 9761. .9871, 12069 .. 12155, 12071 12160, 
12072. .12155, 12292. .12420, 12308 .. 12430 , 12308 .. 12367, 
12316. .12429 



Seq. No. 13793 . 

Gene No. 29411 

Start 3 

Name OJ991201_19 . 0222 . C20 . o3 . ts 

Start 12074 

GI none 
Exons 



Seq. ID OJ991201_19.0222.C20 
Strand 

End 12519 

Method TBLASTX : Soybean 

End 12450 

Score 104 



12074. .12160, 12316. .12450, 12320. .124 42 



Seq. No. 13794 

Gene No. 29412 

Start 1 

Name OJ991201_1 9 . 0222 . C23. ol . gp 

Start 1 

GI 21474JL .R1084 

Exons 1 . . 133 

GI Descrip. "3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ991201_19.0222.C23 

Strand + 

End 133 

Method AAT/GAP 

End 133 

Score 202 



Seq. No. 
Gene No. 



13795 
29413 



Seq. ID OJ991101_05.0202.C1 
Strand + 



14472 






Start 


19334 


T-I _ _J 

End 


19945 








Name 


OJ991101 05 . 0202 . Cl . o4 . gs 


Method 


GENSCAN 








Start 


19334 


End 


19945 








GI 


none 


Score 


. 58 








Exons 


19334 1934 1, 19588. .19945 












Seq. No. 


13795 


Seq. ID 


OJ991101 


05 . 0202 


. Cl 




Gene No . 


z y q ± 3 


Strand 


+ 








Start 


23585 


End 


23844 








Name 


OJ991101_05.0202.Cl.ol.gp 


Method 


AAT/GAP 








Start 


2 jdo 5 


End 


23844 








GI 


4 27 610 


Score 


370 








Exons 


23585 . .2384 4 












GI Descrip. 


5852172/emb | CAB554 10 . 1 1 4 . Oe 


-11 (AL117265) zhb0002.1 [Oryza 






sativa] 












Seq. No. 


137 9b 


Seq. ID 


OJ991101_ 


05.0202 


.Cl 




Gene No. 


29415 


Strand 


+ 








Start 


24234 


End 


27495 








Name 


OJ991101 05 . 0202 . Cl . Ob . gs 


Method 


GENSCAN 








Start 


24234 


End 


27495 








GI 


none 


Score 


.49 








Exons 


24234 25033, 254 18 .. 2 634 4 , 


26732. .26816, 26906. 


. .27032, 




'a s'i 




27098 . .274 95 












Seq. No. 


137 95 


Seq. ID 


OJ991101_ 


05.0202 


;ci 


f Li 


Gene No. 


"29416 


Strand 


+ 








Start 


28204 


End 


33866 






□ 


Name 


OJ991101 05.0202.Cl.o4 .np 


• Method 


AAT/NAP 






1 :{ 


Start 


28204 


End 


33866 








GI 


3777527 


Score 


2366 






fll 


Exons 


28204 . .29174, 29377 .. 29625, 


30021. .30167, 30303. 


. .30530, 








30741. .32045, 32100. .33866 












GI Descrip. 


(AF053008) gag-pol polyprotein [Glycine max] 






~ i 


Seq. No. 


13795 


Seq. ID 


OJ991101_ 


05.0202 


.Cl 




Gene No. 


29417 


Strand 








, =t 


Start 


2990 


End 


9649 






0 


Name 


OJ991101 05.0202.Cl.o2.gs 


Method 


GENSCAN 








Start 


2990 


End 


9649 








GI 


none 


Score 


.49 








Exons 


2990.. 3491, 3590.. 3764, 4738 


..4778, 5624. .5747, 


5801. .5984, 






6214. .6289, 9549. .9649 












Seq. No. 


13795 


Seq. ID 


OJ991101_ 


_05.0202 


.Cl 




Gene No. 


29418 


Strand 










Start 


11612 


End 


20410 








Name 


• OJ991101 05.0202.Cl.o3.gs 


Method 


GENSCAN 








Start 


11612 


End 


18562 








GI 


none 


Score 


.74 








XT' v ^ -p. o 


11612. .11633, 11813. .12677, 


15564. .17512, 17736. 


. . 17868, 








17 916. .1822 9, 18252. .18562 












Seq. No. 


13795 


Seq. ID 


OJ991101_ 


_05.0202 


.Cl 




Gene No. 


29418 


Strand 










Start 


11612 


End 


20410 








Name 


OJ991101 05.0202.Cl.o2.np 


Method 


AAT/NAP 







144 ! 73 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12154 End 12675 

4678202 Score 173 

12154. .12675 

(AC007134) hypothetical protein [Arabidopsis thaliana] 



13795 
29418 
11612 

OJ991101_05.0202.Cl.o3.np 

14400 

4680207 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 20410 

Method AAT/NAP 

End 20410 

Score 424 



14400. .14446, 16291 .. 17331 , 20390. .20410 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 


i o "7 n c 
lo / 3d 








Seq. ID 


OJ991101_05.0202 


PI 


Gene No. 


29419 








Strand 






Start 


23369 








End 


23855 




Name 


o tqqi i m n r 
ujyyuui lid 


no no 
. uz uz . 


P1 r\A 
> Ll . 04 . 


LIU 


Method 


TBLASTX: Maize 




Start 


/ oU b 








End 


8216 




GI 


none 








Score 


352 




Exons 


/ bU b . . oU lo , 


/bib, 


, . /ooZ, 


n on a 
1 y / 4 . 


.8216 






Seq. No. 










Seq. ID 


OJ991101_05.0202 


PI 


Gene No. 


29419 








Strand 






Start 


23369 








End 


23855 - ■ 




Name 


ATQQ1 1 HI f|Q 


. uzuz . 


, U± . o / . 


lw 


Method 


TBLASTX: Wheat 




Start 










End 


7898 




GI 


none 








Score 


126 




Exons 


/ jjJ. . / / z y , 


n cl c; A 


, . / / ob, 




.7882, 7746. .7898 




Seq. No. 


ij / yo 








Seq. ID 


OJ991101_05.0202 


PI 


Gene No. 


29419 








Strand 






Start 


23369 








End 


23855 




Name 


(jjyyiiui UD 


n o n o 
. uzuz , 


, Ul . 04 . 


ts 


Method 


TBLASTX : Soybean 




Start 


TOOT 








End 


8349 




GI 


none 








Score 


53 




Exons 


7827. .7883, 


7974, 


. .8165, 


8163. 


.8270, 8254. '.8349 




Seq. No. 


13795 








Seq. ID 


OJ991101_05.0202 


.CI 


Gene No. 


29419 








Strand 






Start 


23369 








End 


23855 




Name 


OJ991101 05 


.0202, 


,Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7974 








End 


8334 




GI 


none 








Score 


218 




Exons 


7974. .8270, 


8112, 


, .8276, 


8254 . 


.8334 






Seq. No. ■ 


13795 








Seq. ID 


OJ991101_05.0202 


.CI 


Gene No. 


.29419 








Strand 






Start 


23369 








End 


23855 




Name 


OJ991101 05 


.0202, 


,Cl.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


8500 








End 


8838 




GI 


none 








Score 


38 




Exons 


8500. .8532, 


8515. 


. .8739, 


8746. 


.8838 






Seq. No. 


13795 








Seq. ID 


OJ991101_05.0202 


.CI 


Gene No. 


29419 . 








Strand 







14474 






23369 




End 


Z jO D D 


Name 


OJ991101 05. 0202. CI 


.o3. tw 


Method 


i tsjurtb i a . wnea t 




8569 




End 




P T 


none 




Score 


Zoo 


Exons 


8569.. 8931, 8764.. 8907, 13505.. 13612 




Seq. No. 


13795 




Seq. ID 


OJ991101_05.0202 


Gene No. 


29419 




Strand 




otai L 


23369 




End 


ZOO DO 


Name 


OJ991101_05.0202.C1 


.o5.gs 


Method 




Otail. 






End 


ZOO 00 


P T 


none 




Score 


. / Z 


Exons 


23369.-23496, 23699 


. .23855 






beq. wo. 


13795 




Seq. ID 


OJ991101_05.0202 


Gene No. 


29420 




Strand 




Start 


31154 




End 


32020 


Name 


OJ991101 05. 0202. CI 


,o2. tw 


Method 


TBLASTX: Wheat 


u Ldl L 


31154 




End 


31717 


P T 


none 




Score 


151 


Exons 


31154. .31390, 31160 


. .31372, 


31427. .31702, 31430 .. 31717, 




31615. .31716 








oeq . INO . 


13795 




Seq. ID 


OJ991101_05.0202 


Gene No. 


29420 




Strand 




Start 


31154 




End 


32020 


Name 


OJ991101_05.0202.C1 


. o2 . tm 


Method 


TBLASTX: Maize 


Of -i -v~ 4- 


jijO J 




End 


32020 


P T 


none 




Score 


85 


Exons 


31385. .31468, 31419 


. .31463, 


31451. .31873, 31543 31872, 




31785. .31886, 31868 


. .32020 






Seq. No. 


13795 




Seq. ID 


OJ991101_05.0202 


Gene No. 


29420 




Strand 




OLdXL 


31154 




End 


32020 


Name 


PiTGQlim ftc; nono pi 

vjjyyiiui uo.uzuz.ui 


rt *3 +- rt 

. O J . zs 


Method 


TBLASTX : Soybean 




31559 




End 


32020 


P T 


none 




Score 


275 


Lxons 


31559. .31870, 31570 


. .31863, 


31882. .32001, 31892.. 32020 


Seq. No. 


13795 




Seq. ID 


OJ991101_05.0202 


Gene No. 


29420 




Strand 




Cf 3 y- f- 


31154 




End 


32020 


Name 


OJ991101 05. 0202. CI 


. o3 . tc 


Method 


TBLASTX: Cress 




31577 




End 


32014 


P T 


none 




Score 


181 


Exons 


31577. .31867, 31883 


. .32014 






beq . no . 


1.37 95 




Seq. ID 


OJ991101_05.0202 


P.p.ne* Mo 


29421 




Strand 




Start 


32246 




End 


32951 


Name 


OJ991101 05. 0202. CI 


.ol . ts 


Method 


TBLASTX : Soybean 


Start 


32246 




End 


32842 


GI 


5509260 




Score 


646 


Exons 


32246.-32842, 32313 


. .32840 






GI Descrip. 











14475 



Seq. No. 13795 

Gene No. 29421 

Start 32246 

Name OJ991101_05 . 0202 . CI . ol . tw 

Start 32358 

GI none 

Exons 32358..32447, 32364 .. 324 4 1, 
32657.. 32824 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 32951 

Method TBLASTX : Wheat 

End 32825 

Score 82 
32481. .32825, 32498 .. 32626, 



Seq. No. 13795 

Gene No. 29421 

Start 32246 

Name OJ991101_05 . 0202 . CI . o2 . tc 

Start 32457 

GI none 

Exons 32457. .32723, 32462.. 32722 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 32951 

Method TBLASTX: Cress 

End 32723 

Score 249 



Seq. No. 13795 

Gene No. 29421 

Start 32246 

Name OJ991101JD5 . 0202 . CI . o3 . tm 

Start 32504 

GI none 

Exons 32504. .32941, 32505.. 32951 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 32951 

Method TBLASTX : Mai ze 

End 32951 

Score 523 



Seq. No. 13795 

Gene No. 29422 

Start 32984 

Name OJ991101_05 . 0202 . CI . o5 . ts 

Start 32984 

GI none 

Exons 32984. .33151, 32988.. 33212 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 33893 

Method TBLASTX : Soybean 

End 33212 

Score 190 



Seq. No. 13795 

Gene No. 29422 

Start 32984 

Name OJ991101_05 . 0202 . CI . o4 . tw 

Start 33012 

GI none 

Exons 33012. .33164, 33192.. 33428 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 33893 

Method TBLASTX : Wheat 

End 33428 

Score 103 



Seq. No. 13795 

Gene No. 29422 

Start 32984 

Name OJ991101_05 . 0202 . CI . ol . tc 

Start 33192 

GI none 

Exons 33192. .33365, 33204 .. 33374 , 334 8'6 .. 33620, 33638 33757 , 
33639.. 33851 * 



Seq. ID OJ991101_05. 0202. CI 
Strand 

End 33893 

Method TBLASTX : Cress 

End 33851 

Score 116 



Seq. No. 13795 

Gene No. 29422 

Start 32984 

Name OJ991101_05 . 0202 . CI . ol . tm 

Start 33195 

GI none 

Exons 33195. .33851, 33203.. 33850 



Seq. ID OJ991101_05.0202.C1 
Strand 

End 33893 

Method TBLASTX : Mai ze 

End 33851 

Score 738 



14476 





Seq. No. 


13795 


Seq. ID 


OJ991101_05.0202.C1 




Gene No. 


29422 


Strand 






Start 


32984 


End 


33893 




Name 


OJ991101 05 0202 CI o2 ts 


Method 


TBLASTX : Soybean 




Start 


33213 ~ 


End 


33893 




GI 


none 


Score 


289 




Exons 


33213 33602. 33407 33559 


33630. .33893, 33635.. 33796 




Seq. No. 


13795 


Seq. ID 


OJ991101_05.0202.C1 




Gene No . 


29422 


Strand 






Start 


32984 


End 


33893 




Name 


OJ991101 05 0202 CI 06 tw 


Method 


TBLASTX: Wheat 




Start 


33438 ~ 


End 


33824 




GI 


none 


Score 


113 




Exons 


33438 33611 33630 33824 


33633. .33737, 33635.. 33811 




Seq. No. 


13796 


Seq. ID 


OJ991101_05.0202.C2 




Gene No. 


29423 


Strand 


+ 




Start 


2725 


End 


2814 




Name 


OJ991101 05.0202.C2.ol.gp 


Method 


AAT/GAP 




Start 


2725 


End 


2814 


• est. 


GI 


LIB3477-003-P1-K1-E9 


Score 


138 




R v on s 


2725. .2814 






»!l 


GI Descrio 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 


rii 




sativa] ' 






\"\ 


Seq. No. 


13797 


Seq. ID 


OJ991101_05.0202.C3 


III 


Gene No i 


29424 


Strand 




'is; 


Start 


8055 


End 


8264 


13 1 C 

i LI 


Name 


OJ991101 05.0202.C3.o2.gs 


Method 


GENSCAN 


IS 


Start 


8055 


End 


8264 




GI 


none 


Score 


.7 


n 

%l 


Exons 


8055. .8264 








Seq. No. 


13797 


Seq. ID 


OJ991101_05.0202.C3 


'i J 


Gene No. 


29425 


Strand 






Start 


8178 


End 


10672 




Name 


OJ991101 05.0202.C3.ol.np 


Method 


AAT/NAP 




Start 


8178 


End 


10672 




GI 


6466937 


Score 


1333 




Exons 


8178. .8285, 8728. .10672 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 






thaliana] 








Seq. No. 


13797 


Seq. ID 


OJ991101_05.0202.C3 




Gene No . 


29425 


Strand 






Start 


8178 


End 


10672 




Name 


OJ991101 05.0202.C3.o3.gs 


Method 


GENSCAN 




Start 


8650 


End 


10623 




GI 


none 


Score 


.75 




Exons 


8650. .10623 








Seq. No. 


13797 


Seq. ID 


OJ991101_05.0202.C3 




Gene No. 


29425 


Strand 






Start 


8178 


End 


10672 



14477 




Name 


n tqqi i m n ^ 

\JxJ J .7 J. J. U J. VJJ. 


0909 


vj • UJ • LIU 


l ¥ Jc LUUU 


1 DLinO ± A . lid _L C 




ft 7 04 " 








? ji j 


P T 


none 






Score 


ft S 


EiXOilo 


ft704 RQ67 


ft 79^ 


RQfift fiQ41 

.0-700, O Jll 


Q^49 ftQ~ 


'ft CR4^ 


Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




C4-a y-4- 
OLalL 


ft 1 7ft 






FnH 


1 0679 


Name 




0909 




L v ic tnou 


1 O 1j /AO 1 A. . rviica L 


otar l 


O 0 OD 






oil (J. 


Ql 4 1 

J X H 1 


p t 

bl 


none 






Score 


ft 0 


Exons 


QQCC Ql A 1 
OOOD. . ;? 1 fi 1 , 


ft QOfi 


Ql "30 






Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




Q f- 


ft 1 7 ft 
O 1 / o 






FnH 


10fi7 9 


Name 


VJJ:?:7llUl VJO. 


09 09 


p Q ^1 -H 1.7 
O .OX. U W 


^4 /"\ +- 1-L j— iJ-i 


1 OJ_ir\0 1 A . Wlitrei L. 


o car l 


Z7 J. *i £ 






HiilU 


Q7 9 Q 


P T 
bl 


none 






Score 


Q R 




Ql A 0 Q9ft ft 


J J J / . 


Q79Q Q"*"3ft 


Q64 0 




Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




C +- -> y~4- 

OLaiL 


ft 1 7 ft 
Ol / o 








10 679 


Name 


Pi tqqi t m OR 

UU:?:7llUl Uj . 


0 9 09 




4- V-i 


TRT ZXQTY • Ma i 7a 


Of 3 >-+- 

otart 








r nr | 

CjIIU. 


QQft 4 


p t 


none 






Score 


^Q1 
j^i 


Exons 


q-3/17 QQft9 


Q^4 Q 


QQft4 QfiftS 


QQft 4 




Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 






ft 1 7 ft 






End 


10672 


Name 


piTQQiim o ^ 


0909 


J . Ol . L5 


Method 


TBLASTX : Soybean 


Q +- a r f 


Q^77 _ 






End 


9954 


P T 
bl 


none 






Score 


73 


Exons 


0117-7 Qft^d 


Q^77 


QQ/lft Qfifift 


..9931, 9868. .9954 


Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




C +- -a y~-\- 
OLail 


ft i 7 ft 
01/0 






End 


10672 


Name 


pi tq qi 1 m or 


09 0 9 


P ^ /"\ 9 f M 


Method 


TBLASTX: Wheat 


Cf 3 yf 


Qft 1 7 






End 


10227 


P T 


none 






Score 


133 


Exons 


Qft 1 7 109 97 


Qft 1 ft 


! 1 0060 






Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




otarr. 


8178 






End 


10672 


Name 


OJ991101 05. 


0202. 


C3.o2.tm 


Method 


TBLASTX: Maize 


btart 


10108 






End 


10672 


r* t 
bl 


none 






Score 


293 


Exons 


10108. .10206, 10201. .10656, 


10238. .10672 


Seq. No. 


13797 






Seq. ID 


OJ991101_05.0202 


Gene No. 


29425 






Strand 




Start 


8178 






End 


10672 


Name 


OJ991101 05. 


0202. 


C3.o4 .tw 


Method 


TBLASTX: Wheat 



14478 



Start 
GI 

Exons 



10345 
none 

10345. .10656 



End 
Score 



10656 
198 



Seq. No. 13797 

Gene No. 29425 

Start 8178 

Name OJ991101_05 . 0202 .C3 . o2 . ts 

Start 10396 

GI none 

Exons 10396. .10650, 10502.. 10651 

Seq. No. 13798 

Gene No. 29426 

Start 5912 

Name OJ991101_05 . 0202 . C4 . ol . tm 

Start 114 

GI none 

Exons 114. .209, 321. .413, 498. .746, 

Seq. No. 13798 

Gene No. 29426 

Start 5912 

Name OJ991101_05 . 0202 . C4 . o2 . gs 

Start 5912 

GI none 

Exons 5912.. 6013, 6065.. 6148 

Seq. No. 13799 

Gene No. 29427 

Start 612 

Name OJ991101_05 . 0202 . C6 . ol . gs 

Start 612 

GI none 

Exons 612.. 1700 



Seq. ID OJ991101_05.0202.C3 
Strand 

End. • 10672 

Method TBLASTX : Soybean 

End 10651 

Score 96 



Seq. ID OJ991101_05.0202.C4 
Strand 

End 6148 

Method TBLASTX : Mai ze 

End 950 

Score 113 

822. .950 

Seq. ID OJ991101_05.0202.C4 
Strand 

End 6148 

Method GENSCAN 

End 6148 

Score .72 



Seq. ID OJ991101J35.0202.C6 
Strand 

End 1761 

Method GENSCAN 

End 1700 

Score .45 



Seq. No. 13799 

Gene No. 29427 

Start 612 

Name OJ991101_05 . 0202 . C6 . o3 . tm 

Start 786 

GI none 

Exons 786. .917, 786. .986, 990. .1082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



13799 
29427 
612 

OJ991101_05.0202.C6.ol.tm 

1329 

none 

1329. .1496, 1339. .1446, 1440. 
1528. .1644, 1594. .1707, 1702. 

13799 
29427 
612 

OJ991101 05.0202.C6.ol.tw 



Seq. ID OJ991101_05.0202.C6 
Strand 

End 1761 

Method TBLASTX : Maize 

End 1082 

Score 65 



Seq. ID OJ991101_05. 0202.C6 
Strand 

End 1761 

Method TBLASTX : Maize 

End 1761 

Score 51 

.1517, 1455. .1496, 1497. .1643, 
.1761 

Seq. ID OJ991101_05.0202.C6 
Strand 

End 1761 

Method TBLASTX : Wheat 



14479 



Start 
GI 

Exons 



1329 End 1722 

none Score 7 3 

1329. .1382, 1386. .1508, 1420. .1509, 1506. .1634, 1567. .1644, 
1624. .1722 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start' - 
Name 
Start 
GI 

Exons 

GI Descrip. 



13799 
29428 
1861 

OJ991101J)5.0202.C6.o2. tm 

1861 

none 



Seq. ID OJ991101_05.0202.C6 
Strand 

End 2293 

Method TBLASTX : Maize 

End 2293 

Score 77 



1861. .2154, 1862. .2056, 2209. .2292, 2237. .2293 



13800 
29429 
63 

OJ991101_05.0202.C7.ol.gs 
63 

none 
63. .181 



Seq. ID OJ991101_05.0202.C7 

Strand + 

End 181 

Method GENSCAN 

End 181 

Score .76 



Seq. ID OJ991101_05.0202.C7 
Strand 

561 

AAT/NAP 
561 
56 



13800 
29430 
1 

OJ991101_05.0202.C7.ol.np 
1 

119714 
1..261, 478. .561 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 Ipir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



End 

Method 

End 

Score 



Seq. No. 


13801 




Seq. ID 


OJ991101_05.0202.C8 


Gene No. 


29431 




Strand 




Start 


1 




End 


489 


Name 


OJ991101 05. 0202. C8, 


. o 1 . np 


• Method 


AAT/NAP 


Start 


1 




End 


489 


GI 


6466937 




Score 


422 


Exons 


1. .489 








GI Descrip. 


(AC011621) putative 


retroelement pol ] 


polyprotein [Arabidop: 




thaliana] 








Seq. No. 


13801 




Seq. ID 


OJ991101_05.0202.C8 


Gene No. 


29431 




Strand 




Start 


1 




End 


489 


Name 


OJ991101 05. 0202. C8. 


, ol . tw 


Method 


TBLASTX: Wheat 


Start 


1 




End 


- 312 


GI 


none 




Score 


117 


Exons 


1..312, 5. .208 








Seq. No. 


13801 




Seq. ID 


OJ991101_05.0202.C8 


Gene No. 


29431 




Strand 




Start 


1 




End 


489 


Name 


OJ991101 05. 0202. C8. 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


405 


GI 


none 




Score 


230 



14480 



Exons 



1..405, 8. .370 



Seq. No. 13801 Seq. ID 

Gene No. 294 31 Strand 

Start 1 End 

Name OJ991101_05 . 0202 . C8 . ol . ts Method 

Start 1 End 

GI none Scare 

Exons 1. .276, 86. .250 



OJ991101__05.0202.C8 
489 

TBLASTX: Soybean 

276 

66 







1 JOU1 




Seq. ID 


OJ991101 


05 


. 0202 


. C8 




uene ino . 






Cf rsnri 












o car l 


1 
J. 




FnrJ 

Cii 1U 


4 89 

*i O J 










Name 


rjTQQiim n?n9 

UJ3311U1 Uj . U^U^ 




Mo t" hoH 

L 1KZ LUUU 


VJ Hi LM \^/TXV 










Of 3 v- f- 


4 9 ~~ 




End 


486 










PT 


none 






Q 










Exons 


42. .486 
















Qcrr Mrs 

oeq . no ■ 


1 JOUl 




Seq. ID 


OJ991101 


05 


. 0202 


. C9 




uene ino . 


9Q4 ^9 




J 1 — Ldl LKJL 


+ 










Of a r-f- 






FnH 


162 










Name 


ri.TQQl 1 01 0^ 0909 




Mo t* hr>H 


\J Hi LN kJ V^-fTLN 










Cf a r-f- 


-5 n — 




End 


162 












none 






67 








• "\ 


F" von cr 


30 162 














cn 


Seq. No. 


13803 




Seq. ID 


'OJ991101_ 


_05 


.0202 


.C10 


ry 


Gene No. 


29433 




Strand 


+ 








c:i 


Start 


364 




End 


1755 








! il 


Name 


OJ991101 05.0202 


.C10.ol.gs 


Method 


GENSCAN 










Start 


364 




End 


1755 








! : | I 


GI 


none 




Score 


.89 








: sr 


Exons 


364. .475, 1691.. 


1755 














Seq. No. 


13803 




Seq. ID 


OJ991101 


_05 


.0202 


.C10 


! 1 E 
'I 


Gene No. 


29434 




Strand 


+ 








la st 


Start 


2034 




End 


9809 










Name 


OJ991101 05.0202 


.C10.o2.gs 


Method • 


GENSCAN 










Start 


2034 




End 


4858 








0 


GI 


none 




Score 


.67 








: S =E 


Exons 


2034.. 2140, 2172 


..2294, 4759. 


.4858 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13803 
29434 
2034 

OJ991101_05. 0202. C10. ol.np 

4397 

4680203 



Seq. ID OJ991101_05. 0202. C10 



Strand 
End 

Method 
End - 
Score 



+ 

9809 
AAT/NAP 
9003 
3140 • 



4397.. 4432, 5700.. 7389., 7543.. 7749, 8026.. 9003 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 13803 Seq. ID OJ991101JD5 . 0202 . C10 

Gene No. 29434 Strand + 

Start 2034 " End 9809 

Name OJ991101_05 . 0202 . C10 . ol . gp Method AAT/GAP 

Start 5729 End 9809 

GI 342 1.R1084 Score 6572 



14481 



Exons 


5729. .9108, 


9213 


. .9809 








GI Descrip. 


'4574406/gb|AAD24042.1 | 


0.0e+00 (AF121139) RIM2 protein [Oryza 




sativa] 1 












Seq. No. 


13803 








Seq. ID 


OJ991101_05. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 


Name 


OJ991101 05. 


, 0202 


,C10.o4 


. tw 


Met frod 


TBLASTX: Wheat 


Start 


6024 ~ 








End 


6419 


GI 


none 








Score 


58 


Exons 


6024 . . 6122, 


6134 


6175, 


6158 . 


.6409, 6166. .6408, 6169. .6411, 




6177. .6419 












Seq. No. 


13803 








Seq. ID 


OJ991101_05. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 


Name 


OJ991101 05 . 


0202 


.ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6340 ~ 








End 


6769 


GI 


none 








Score 


98 


Exons 


6340. . 6423, 


6341 


. . 6415, 


6416. 


.6478, 6473. .6769, 6527. .6751 


Seq. No. 


13803 








Seq. ID 


OJ991101_05. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 


Name 


OJ991101 05 . 


0202 


. C10 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6502 ~ 








End 


6817 


GI 


none 








Score 


272 


Exons 


6502 . . 6654 , 


6509 


. . 6817 , 


6694 . 


.6789 




Seq. No. 


13803 








Seq. ID 


OJ991101JD5. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 


Name 


OJ991101 05 . 


0202 


.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


6638 ~ 








End 


7106 


GI 


none 








Score 


72 


Exons 


6638 . . 6691, 


664 6 


. . 6690, 


6692 . 


.6796, 6703. .6792, 6810. .6896, 




6811. .6897, 


6877 


. .7101, 


6898. 


.7101, 6900. .7106 


Seq. No. 


13803 








Seq. ID 


OJ991101_05. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 


Name 


OJ991101 05 . 


0202 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6683 "~ 








End 


7140 


GI 


none 








Score 


108 


Exons 


6683. . 6811, 


6695 


. .6817, 


6811. 


.6936, 6817. .6936, 6946. .7140 


Seq. No. 


13803 








Seq. ID 


OJ991101_05. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9,087 


Name 


OJ991101 05. 


0202 


.C10.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


6970 








End 


7212 


GI 


none 








Score 


212 


Exons 


6970. .7212 












Seq. No. 


13803 








Seq. ID 


OJ991101JD5. 0202. C10 


Gene No. 


29435 








Strand 




Start 


8643 








End 


9087 



14482 



Name 

Start 

GI 

Exons 



OJ991101_05 . 0202 . CIO . o3 . tw Method TBLASTX : Wheat 
7245 End 7650 

none Score 87 

7245. .7295, 7246. .7308, 7294. .7536, 7314. .7496, 7564. .7644, 
7566. .7649, 7569.-7649, 7570. .7650 



Seq. No. 13803 

Gene No. 29435 

Start 8643 

Name OJ991101_05 . 0202 . C10 . ol . tw 

Start 7650 

GI none 
Exons 



Seq. ID OJ991101_05. 0202. C10 
Strand 

End 9087 

Method TBLASTX : Wheat 

End 894 9 

Score 524 



7650. .8534, 7657. 
8545.-8589, 8548. 
8635.-8775, 8788. 



8052, 7665. .8360, 8098. .8550, 8543.-8584, 
8589, 8S92..8687, 8596.-8655, 8634.-8774, 
8868, 8857.-8949 



Seq. No. 13803 Seq. ID 

Gene No. 29435 Strand 

Start 8643 End 

Name OJ991101_05 . 0202 . C10 . o2 . tm Method 

Start 7675 End 

GI none Score 

Exons 7675.. 7989, 7686.. 7961 



OJ991101_05. 0202. C10 
9087 

TBLASTX: Maize 

7989 

280 



Seq. No. 13803 

Gene No. 29435 

Start 8643 

Name OJ991101_05. 0202 . C10 . ol . tc 

Start 7920 

GI none 
Exons 



Seq. ID OJ991101_05. 0202. C10 
Strand 

End 9087 

Method TBLASTX : Cress 

End 8367 

Score 173 



7920. .8360, 7920. .8363, 7924.-8367, 7924.-8367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13803 
29435 
8643 

OJ991101_05. 0202. C10. o2.gp 
8643 

LIB34 31-028-P1-N1-A10 
8643.-8989, 9017. .9087 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ991101_05. 0202. C10 
Strand 

End 9087 

Method AAT/GAP 

End 9087 

Score 7 62 



13804 
29436 
592 

OJ991101_05.0202.Cll.ol.np 
592 

4680204 
592. .2028, 2124. .2291 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991101_05.0202.C11 

Strand + 

End 2291 

Method AAT/NAP 

End 2291 

Score 778 



13804 
29436 
592 

OJ991101_05.0202.Cll.ol.tw 

1235 

none 



Seq. ID OJ991101_05.0202.C11 

Strand + 

End 2291 

Method TBLASTX : Wheat 

End 1638 

Score 64 



14483 




Exons 1235.. 1375, 1235.. 1345, 1237.. 1470, 1237.. 1431, 1338.. 1478, 

1468. .1638, 1563. .1637 



Sea No 


13805 


Seq. ID 


OJ991101_ 


OS 0202 


. C12 




2Q4 ^7 


Strand 


+ 






O Lai U 


65 


End 


1808 






Name 


OJ991101 05 0202 C12 ol as 


Method 


GENSCAN 






Start 


65 ~~ 


End 


1808 






GI 


none 


Score 


.92 






Exons 


65.. 686, 819.. 992, 1052.. 1197 


, 1281. .1353, 1448. 


.1546, 






1626. .1808 










Seq . No . 


13805 


Seq. ID 


OJ991101 


n?n? 




UC11C Vi\J . 


t JO 


Strand 


+ 






Start 


54 51 


End 


8853 






Nam© 


O.TQQ1 1 m ns n?n? n? o? rrc= 


Method 


GENSCAN 






Start 


5451 _ 


End 


8853 






GI 


none 


Score 


.76 






Exons 


5451. .6445, 7779. .8319, 8389. 


.8853 








Seq. No. 


13805 


Seq. ID 


OJ991101_ 


05.0202 






29438 


Strand 


+ 








5451 


End 


8853 






Nam© 


OJ991101 05.0202.C12.o2.np 


Method 


AAT/NAP 






Start 


7849 


End 


8547 








4678202 


Score 


157 






I* 1 yon q 


7849. .8092, 8144. .8239, 8396. 


.8547 








GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13805 


Seq. ID 


OJ991101_ 


05.0202 


PI 0 


flon^ Wo 


29439 


Strand 


+ 






Start 


11957 


End 


15145 






Name 


OJ991101 05.0202.C12.o3.gs 


Method 


GENSCAN 






Start 


11957 


End 


15145 






GI 


none 


Score 


.43 






Ex on s 


11957. .12092, 12496. .12679, 13392 .. 13543, 14259. 


.14368, 






14439. .14532, 14979. .15145 










Sea No 


13805 


Seq. ID 


-OJ991101_ 


05.0202 




fipne No 


29440 


Strand * 


+ 






Start 


30208 


End 


31513 






Name 


OJ991101 05.0202.C12.o3.np 


Method 


AAT/NAP 






Start 


30208 


End 


31513 






GI 


6815099 


Score 


94 






F 1 von q 


30208. .30266, 31399.. 31513 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13805 


Seq. ID 


OJ991101_ 


05.0202 


.C12 


Gene No. 


29441 


Strand 


+ 






Start 


32792 


End 


35851 






Name 


OJ991101 05.0202.C12.o7.gs 


Method 


GENSCAN 






Start 


32792 


End 


35851 






GI 


none 


Score 


.69 






Exons 


32792. .32953, 33391 .. 334 33, 338 93 .. 34 003, 34687. 


.34779, 






35432. .35649, 35723.. 35851 










Seq. No. 


13805 


Seq. ID 


OJ991101_ 


05.0202 


.C12 



14484 



Gene No. 29442 

Start 10476 

Name OJ991101_05 . 0202 . C12 . ol . tm 

Start 5745 

GI none 

Exons 5745.. 5783, 5789.. 5866, 5862, 
7864. .7962, 7864. .8004, 7901, 



Strand 

End 37159 
Method TBLASTX : Maize 
End 8241 
Score 36 

.5948, 6066.. 6101, 7863.. 7961, 
.8017, 7954. .8094, 8149. .8241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13805 
29442 
10476 

OJ991101_05.0202.C12.o4 .np 

10476 

6016842 



Seq. ID OJ991101_05.0202.C12 
Strand 

End 37159 

Method AAT/NAP 

End 37159 

Score 95 



10476. .104 97, 13365. .13681, 14384 .. 14 4 58 , 15647. .15825, 
27236. .27381, 32793 32997 , 37130. .37159 



GI Descrip. (AB033168) nuclear protein ZAP [Mus musculus] 



n 

!3 
if 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13805 Seq. ID OJ991101_05 . 0202 . C12 

29442 Strand 

10476 End 37159 

OJ991101_05.0202.C12.o4.gs Method GEN SCAN 

15571 End 18984 

none Score . 65 

15571. . 15678, 15724 .. 15800 , 16078 .. 16155 , 16825 .. 17028 , 

18933.. 18984 



13805 Seq. ID 

29442 Strand 

10476 End 

OJ991101_05.0202.C12.o5.gs Method 

20681 End 

none Score 



OJ991101_05.0202.C12 

37159 
GENSCAN 
27234 
.57 



20681. .20765, 20856 .. 21062 , 23624 .. 23729, 27165. .27234 

13805 - Seq. ID OJ991101_05 . 0202 . C12 

29442 Strand 

10476 End 37159 

OJ991101_05 . 0202 . C12 . 08 . gs Method GENSCAN 

36814 End 37058 

none Score . 98 

36814. .37058 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



13806 
29443 
2282 

OJ991101_05. 0202.C13.ol.gp 
2282 
2312838 
2282. .'2339, 



,2507 



2480. 

1420932/gb|U61383|ORU61383 7. 
4-coumarate-CoA ligase gene, 

13806 
29444 
2620 

OJ991101 05.0202.C13.ol.np 



Seq. ID OJ991101_05.0202.C13 

Strand + 

End 2507 

Method AAT/GAP 

End 2507 

Score 63 

0e-21 Oryza rufipogon 
intron 1 , partial sequence 

Seq. ID OJ991101_05.0202.C13 
Strand 

End 16506 

Method AAT/NAP 



14485 




Start 2620 End 13077 

GI 6539588 Score 239 

Exons 2620.. 2651, 12764.. 13077 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 13806 
Gene No. 29444 
Start ' ' 2620 * 

Name OJ991101_05 . 0202 . C13 . o2 . gs 

Start 3355 
GI none 

Exons 3355.. 3493, 7290.. 7411, 7998 

10675. .10831, 11003 
12777. .13018, 13581 



Seq. ID 
Strand 

End 16506 
Method GENSCAN 
End 16506 
Score . 5 
8069, 8767.. 8882, 
11349, 11599. .11853, 12003. 
13761, 14395. .14506, 14829. 



OJ991101 05.0202.C13 



9007. .9198, 

.12553, 

.14954, 



15480. .15568, 16457. .16506 



Seq. No. 


13807 


Seq. ID 


OJ991101 


_05. 


0202, 


.C14 


Gene No. 


29445 


Strand 












461 


End 


2708 








Name 


OJ991101 05.0202.C14.ol.gs 


Method 


VJ Cj ln O \^r\ LN 








o f- -rf- 


461 


End 


?70R 








rij 


none 


Score 


t J J 








ItAUi Id 


461. .682, 753. .906, 1533. .1602, 2604.. 


2708 








ocy. LN o . 


13808 


Seq. ID 


OJ991101 




0202. 


.C15 


Gene No. 


29446 ,: 


Strand 










Start 


689 


End 


971 








Mamp 


OJ991101 05-0202. C15.ol.gs ' 


Method 


GENSCAN 








OLdlL 


689 


End 


971 










none 


Score 


.79 










689. .767, 934. .971 














13809 


Seq. ID 


OJ991101 




0202. 


.C17 


Conp No 


29447 


Strand 


+ 








Start 


969 


End 


1031 








Name 


OJ991101 05.0202.C17.ol.gs 


Method 


GENSCAN 








Start 


969 


End 


1031 








GI 


none 


Score 


.6 








Exons 


969. .1031 












Seq. No. 


13810 


Seq. ID 


OJ991101 


_02. 


0202, 


.CI 


Gene No. 


29448 


Strand 


+ 








Start 


420 


End 


6706 








Name 


OJ991101 02.0202.Cl.ol.gs 


Method 


GENSCAN 








Start 


420 


End 


6706 








GI 


none 


Score 


.4 








Exons 


420. .1344, 1847. .2029, 2236. 


.3407, 4651. .4801, 


6384 


. .6471, 




6640. .6706 












Seq. No. 


13810 


Seq. ID 


OJ991101 


_02. 


0202, 


XI 


Gene No. 


29448 


Strand 


+ 








Start 


420 


End 


6706 








Name 


OJ991101 02.0202.Cl.ol.np 


Method 


AAT/NAP 








Start 


420 


End 


3413 








GI 


5803260 


Score 


1012 








Exons 


420. .1344, 1832. .1952, 2243. 


.3413 











GI Descrip. (AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



14486 



Seq. No. 


13810 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


Gene No. 


29448 




Strand 


+ 






Start 


420 




End 


6706 






"Name 


OJ991101 02. 0202. CI. ol. 


gp 


Method 


AAT /GAP 






■jLai l 


1142 




End 


2289 






GI 


uC-osflcyp099b05al 




Score 


789 






F,Ynn c ! 

uAUl I O 


1142. .1343, 1845. .2029, 


2236. 


.2289 








VJ X L/C o L.-L X ^ • 


, 5734 616/dbj | AP000391 . 1 1 AP000391 8 . Oe- 




sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


13810 

1 JO 1U 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


Gene No. 


29449 




Strand 










6979 




End 


9397 






Name 


OJ991101 02. 0202. CI. ol. 


tc 


Method 


TBLASTX: 


Cress 






528 




End 


3260 








none 




Score 


81 








528. .587, 888.-929, 957 


. .1010 


, 1050..: 


1112,' 1224 


. . 1343, 






1918. .1995, 2391. .3260, 


2489. 


.3019, 2979. .3233 






Seq. No. 


13810 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


Gene No. 


29449 




Strand 








Start 


6979 




End 


9397 








OJ991101 02. 0202. CI. ol. 


tm 


Method 


TBLASTX : 


Maize 




O Lai L 


2298 




End 


3292 






J. 


none 




Score 


46 






R von ^ 


2298..2369, 2394.-2696, 


2492. 


.2680, 2735. .3025, 


2736. . 3275, 




3072 3260 3176 3292 












Seq. No. 


13810 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


r^p^n^ No 


29449 




Strand 








Start 


6979 




End 


9397 






Name 


OJ991101 02. 0202. CI. ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2301 




End 


3089 






GI 


none 




Score 


65 








2301 2387 2382 2534 


2416. 


.2487, 2552. .3040, 


2553. .3089 


Seq. No. 


13810 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


Cpnp No 


29449 




Strand 








Start 


6979 




End 


9397 






Name 


OJ991101 02. 0202. CI. ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2412 




End 


2774 






GI 


none 




Score 


339 






F" von q 


2412. .2774, 2416. .2487, 


2489. 


.2680, 2565.. 2696 






Seq. No. 


13810 




Seq. ID 


OJ991101 


JD2.0202, 


.CI 




29449 




Strand 








a rt- 


6979 




End 


,9397 






ln dilit: 


OJ991101 02. 0202. CI. o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2775 




End 


3043 






GI 


none 




Score 


101 






Exons 


2775. .2906, 2912. .3043, 


2919. 


.3041 








Seq. No. 


13810 




Seq. ID 


OJ991101 


_02.0202, 


.CI 


Gene No. 


29449 




Strand 








Start 


6979 




End 


9397 






Name 


OJ991101 02. 0202. CI. o2. 


gp 


Method 


AAT /GAP 







14487 






Start 


6979 




End 


9397 




GI 


"290 1.R1084 




Score 


2748 




i_t j\ \j no 


6979. .7426, 


■8212.. 8518, 8732. 


.9397 








' 1419090/emb|CAA64422 | 1.0e-138 (X94968) 37kDa chloroplast inn< 






envelope membrane polypeptide 


precursor [Nicotiana tabacum] 1 




Sea No 


13810 




Se ; q. ID 


OJ991101_02.0202.C1 




fipnp No 


29449 




Strand 






Start 


6979 




End 


9397 




Name 


OJ991101 02, 


.0202.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


7113 




End 


9252 




GI 


none 




Score 


37 




pvnn 


711^ 71 fi^ 


71 99 1990 7911 


.7255, 7217.. 7267, 7260.. 7436, 






7271. .7489, 


7274. .7435, 7275. 


.7436, 8209.. 8520, 8212.. 8520, 






8216. .8521, 


8732.. 8905, 8734. 


.9150, 8866.. 9000, 9005.. 9151, 






9223. .9252 










Seq. No. 


13810 




Seq. ID 


OJ991101_02.020#. Cl' 




Gene No. 


29449 




Strand 






Start 


6979 




End 


9397 




Name 


OJ991101 02, 


.0202.Cl.o3. ts 


Method 


TBLASTX: Soybean 




Start 


7257 




End 


7489 




GI 






Score 


140 


V'i 

'3 ST 




7257. .7436, 


7260.. 7340, 7271. 


.7489 




. s ; 
i 


Qpn No 


13810 




Seq. ID 


OJ991101_02.0202.C1 


i:n 




29449 




Strand 






Start 


6979 




End 


9397 




Name 


OJ991101 02. 


.0202.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


7270 




End 


9108 


i,y 

: "i 


GI 


n on o 




Score 


62 




Exon ^ 

UAwl 1 O 


7270. .7368, 


7271. .7390, 7275., 


.7388, 7341. .7475, 7388. .7480, 


111 




8209. .8268, 


8216. .8272, 8260., 


.8310, 8; 


300. .8521, 8302. .8520, 


.a si 




8307. .8597, 


8732. .8905, 8734., 


.9108, 9005.. 9106 


i ss f 
-J 


Seq. No. 


13810 




Seq. ID 


OJ991101_02.0202.C1 




Gene No. 


29449 




Strand 






Start 


6979 




End 


9397 


. =i 


Name 


OJ991101 02, 


,0202.Cl.o2..gs 


Method 


GENSCAN 


r *i 


Start 


7271 




End 


9315 




GI 


none 




Score 


.83 




Exon ^ 


7271. .7426, 


8212. .8518, 8732., 


.9315 






Sea No 


13810 




Seq. ID 


OJ991101_02.0202.C1 




Gene No. 


29449 




Strand 






Start 


6979 




End 


9397 




Name 


OJ991101 02. 


. 0202.Cl.o2.np 


Method 


AAT/NAP 




Start 


7274 




End 


9327 




GI 


1419090 




Score 


1236 




F! von q 


7274 . .7426, 


8212. .8518, 8732.. 


.9135, 9193.. 9327 




GI Descrip. 


(X94 968) 37kDa chloroplast inner envelope membrane polypeptide 






precursor [Nicotiana tabacum] 








Seq. No. 


13810 




Seq. ID 


OJ991101_02.0202.C1 




Gene No. 


29449 




Strand 






Start 


6979 




End 


9397 




Name 


OJ991101 02. 


0202.Cl.o2.ts 


Method 


TBLASTX: Soybean 



14488 



Start 
GI 

Exons 



8209 End 9109 

none Score 406 

8209. .8520, 8219. .8521, 8732. .8905, 8734.. 9075, 9005.. 9076, 

9067.. 9108, 9068.. 9109 



Seq. No. 13811 Seq. ID 

Gene No. 29450 Strand 

Start 183 . End 

Name OJ991101_02 . 0202 . C2 . ol . gp Method 

Start 183 End 

GI none Score 

Exons 183.. 526, 783.. 851, 1015.. 1130 



OJ991101_02.0202.C2 

2278 
AAT/GAP 
1130 
895 



Seq. No. 13811 

Gene No. 29450 

Start 183 

Name OJ991101JD2 . 0202 . C2 . ol . tm 

Start 773 

GI none 

Exons 773.. 853, 795.. 854, 795 



Seq. ID 
Strand 
End 

Method 
End 
Score 
854, 1007 



OJ991101 02. 0202. C2 



2278 

TBLASTX: Maize 
2268 
95 

1126, 1008. .1127, 



1010. .1156, 1011. .1193, 1227. .1283, 1231. .1287, 1514. 
1522. .1587, 1528. .1587, 2159. .2260, 2160. .2261, 2160. 
2161. .2268 



. 1585, 
.2267, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 
Name 
Start 



13811 ■ 

29450 

183 

OJ991101_02.0202 .C2.ol.np 
999 

4263048 



Seq. ID OJ991101_02.0202 . C2 
Strand 

End 2278 

Method AAT/NAP 

End 2278 

Score 253 



999. .1124, 1227. .1264, 1524. .1587, 2156. .2278 
(AC005142) putative hydrolase [Arabidopsis thaliana] 



OJ991101 02. 0202. C2 



13811 
29450 
183 

OJ991101_02 . 0202 . C2 . o2 . gp 
2158 

LIB34 32-035-P2-K1-H5 
2158. .2278 

M263048/gb|AAD15317| 2.0e-46 (AC005142) putative hydrolase 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2278 
AAT/GAP 
2278 
176 



OJ991101_02.0202.C3 

2256 
AAT/NAP 
2244 
331 



13812 Seq. ID 

29451 Strand 

1 End 

OJ991101_02 . 0202 .C3 . ol . np Method 

1 End 

.-4263048 Score 
1..28, 492. .619, 817. .907, 2078. .2244 
(AC005142) putative hydrolase [Arabidopsis thaliana] 

13812 Seq. ID OJ991101_02 . 0202 . C3 

29451 Strand 

1 End 2256 

OJ991101J32 . 0202 . C3 . ol . gp Method AAT/GAP 

32 End 885 



14489 






C T 


T TR^d *39-0^ S-P?-K"1 — H S 

LllD J4 J£. U J J JT <!. I \ -L fU 




Score 


425 




f v O 

Lxons 


^9 fi7 4Q9 fil Q 77? 


88 S 

O Q -J 








uescrip. 


' 49fi^fl4P /nhl flam ^^17 1 9 


n^-4 6 


(AC005142) putative hydrolase 






\ T\~r~ r$}r\\ r\{-\Y-\<^ \ c f"Via 1 i anal ' 
LnrdDlUUpolo LI Id X lalld J 










Seq. No. 


13812 




Seq. ID 


PlTQQl T 01 09 0909 c\ 




Gene No. 


29451 




Strand 






C f 3 r-4- 


1 




End 






Nsme 


OJ991101 02.0202.C3.ol. 


gs 


Method 








4 92 




End' 








none 




Score 


.78 




Exons 


492. .619, 772. .907, 1654. .1743, 2078.. 


2115 




Seq. No. 


13812 




Seq. ID 


n TQQT 1 fll 09 0909 C~\ 




Gene No. 


29451 




Strand 








1 




End 


Z Z 3 D 




N3ine 


OJ991101_02 . 0202 . C3 . ol . 


tc 


Method 


1 o Lnu 1 A . v^Icbo 




OLait 


A QO 






690 




VjX 


none 




Score 


142 




Exons 


492. .620, 497. .619 










Seq. No. 


13812 




Seq. ID 


HTQQ1 101 09 0909 C~k 




Gene No. 


29451 




Strand 






o rare 


1 




End 


JO 


Q 


Name 


OJ991101_02.0202.C3.o2. 


ts 


Method 






oTiart. 


A QA 




PnH 


con 
DZU 


rfg 


bx 


none 




Score 


128 


i : i t 

1 u 




494. .619, 519. .620 










Seq. No. 


13812 




Seq. ID 


OTQQT 1 fll 09 0909 CI 




Gene No. 


29451 




Strand 




"zsf 


o Lai L 


1 




End 


ooc/: 


) t : 
i b? 


Name 


OJ991101 02.0202.C3.ol. 


ts 


Method 


TRT ZiQTY • QnuKoan 
1 -DXjriO 1A« OUyXJtictll 




Of arf 
O LalL 


790 




End 


OOC/T 
ZZ JO 




C T 


none 




Score 


56 


* 'i 


Exons 


7Q0 ft^ff 80^ ft^Q Q71 


QOQ 


879. .917 


, 2056.. 2256, 2060.. 2224 


: i 
:ie: 


Seq. No. 


13812 




Seq. ID 


OTQQ1101 09 0909 




Gene No. 


29451 




Strand 




•I li 


C 4- v>+- 

otdit 


1 




End 


99 ^fi 


: i 


Name 


OJ991101 02.0202.C3.ol. 


tm 


Method 


TRT Zi QTV • Ma i 70 
1 rSXirlo 1 A . LYla. lZc 




o tail 


2056 




End 


994^ 




P T 
\j X 


none 




Score 


X y h 




EjXons 


2056.. 2244, 2060.. 2245 










o e q . in o . 


13813 




Seq. ID 


OJ991101_02.0202.C4 






29452 




Strand 






Start 


1 




End 


87 




Name 


OJ991101 02.0202.C4.ol. 


gp 


Method 


AAT/GAP 




OLaiL 


1 




End 


87 






72990 1.R1084 




Score 


174 




Exons 


1. .87 










GI Descrip. 


, 4263048/gb|AAD15317| 4 


.0e-25 


(AC005142) putative hydrolase 






[Arabidopsis thaliana] 1 










Seq. No. 


13813 




Seq. ID 


OJ991101_02. 0202. C4 




Gene No. 


29453 




Strand 





14490 





Start 


1169 








End 


6882 






Name 


OJ991101 02 


0202 . 


C4 . ol . 


ric 

y a 


Method 


GENSCAN 






oiai. l 


1169 _ 








End 


5254 








none 








Score 


. 61 






IjAUI lo 


1169 1 1 80 

1 1 i • X X O U , 


1885 . 


. 2023, 


2361 . 


.2470, 2910. .2968, 


3135 3190 






3865 3996 


4729. 


. 4856, 


5008 . 


.5143, 5154. .5254 






Can No 


1 3R 1 ? 

X J O X J 








Seq. ID 


OJ991101 


0? 020? P4 




OCJlC LNU . 


2Q4 S*3 








Strand 








Start 


1169 








End 


6882 






Name 


OJ991101 02. 


0202. 


C4.ol. 


tm 


Method 


TBLASTX : 


Maize 




OLai L 


208 3 








End 


3999 






C T 
VJ X 


non o 








Score 


94 






Exons 


tWOJ. . £. X U .J , 


U O J . 




21 OS 


.2164, 2354. .2473, 


23S6 2S0? 






2357 2473 


2569 

~j \J . 


. 2625, 


2883 

t. O O J • 


.2969, 2895. .2969, 


3664 3774 






^fifiS ^77S 


~*669 

*J u o .7 . 




3674 


.3781, 3843. .3998, 


3844 3999 




cpn Mo 


1 381 3 

X *J O X J 








Seq. ID 


OJ991101 


02 0202 P4 




Cnnp Mo 


29453 








Strand 








Start 


1169 








End 


6882 






Name 


OJ991101 02. 


0202. 


C4.ol. 


np 


Method 


AAT/NAP 






Cf art - 


2345 








End 


6880 






\D X 


4263048 








Score 


690 






TT von q 


2345. .2470, 


2569. 


.2615, 


2915. 


.2968, 36 


59. .3774, 


3849. .3996, 


'■t af 




4729. .4856, 


5053. 


.5143, 


6714 . 


.6880 






'» 

cn 


CZT HpQr'Ti o 

OX L/COV-*XX^J. 


(AC005142) putative hydrolase 


[Arabidopsis thaliana] 




O C > IN L> . 


13813 








Seq. ID 


OJ991101 


_02.0202.C4 


=3 si 




29453 








Strand 








O Lax L 


1169 








End 


6882 




Name 


OJ991101 02. 


0202. 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


! u? 


Start 


2414 








End 


6844 




: [_s 


GI 


none 








Score 


67 






P von q 


2414. .2473, 


2569. 


.2625, 


2883. 


.2966, 3664 . .3774, 


3669. .3767, 


i i 




3674. .3775, 


3821. 


.3997, 


3843. 


.3917, 3843. .4001, 


4729. .4857, 


•ISf 




4731. .4856, 


5009. 


.5095, 


5011. 


.5118, 5098. .5151, 


5115. .5150, 


U- 




6708. .6839, 


6713. 


.6844 










i =| 


Cpn Ma 


13813 








Seq. ID 


OJ991101 


_02.0202.C4 


□■ 


Gene No. 


29453 








Strand 








Start 


1169 








End 


6882 








OJ991101 02. 


0202. 


C4 .ol. 


tc 


Method 


TBLASTX: 


Cress 




JLai L 


3664 








End 


4857 






yj x 


none 








Score 


100 ■ 






F* von q 


3664 . .3774, 


3665. 


.3775, 


3839. 


3973, 38' 


13. .3920, 


3843. .3998, 






3844. .3999, 


4729. 


.4857, 


4729. 


4848, 4731. .4856 








13813 








Seq. ID 


OJ991101 


_02.0202.C4 




flpn^ Mo 


29453 








Strand 








Start 


1169 








End 


6882 






Name 


OJ991101 02. 


0202. 


C4.o3. 


gp 


Method 


AAT/GAP 






Start 


4729 








End 


5061 






GI 


LIB3432-035- 


P2-K1 


-H5 




Score 


305 






Exons 


4729. .4856, 


5008. 


.5061 












GI Descrip. 


'4263048/gb|AAD15317| 2 


. Oe-46 


(AC005142) putative hydrolase 






[Arabidopsis 


thaliana] 1 











14491 



Seq. No. 13813 Seq. ID OJ991101_02 . 0202 . C4 

Gene No. 29453 Strand 

Start 1169 End 6882 

Name OJ991101_02 . 0202 . C4 . o4 . gp Method AAT/GAP 

Start 5042 End 6882 

GI 72990_1.R1084 Score 467 

Exons 5042.. 5143, 6714.. 6882 

GI Descrip.- 1 4263048/gb | AAD15317 | 4.0e-25 (AC005142) putative hydrolase 
[Arabidopsis thaliana] 1 



Seq. No. 13813 Seq. ID 

Gene No. 29453 Strand 

Start 1169 End 

Name OJ991101_02 . 0202 . C4 . o2 . gs Method 

Start 6267 End 

GI none Score 

Exons 6267.. 6679 



OJ991101_02.0202.C4 

6882 
GENSCAN 
6679 
.72 



Seq. No. 


13813 


Seq.. ID 


OJ991101_02.0202.C4 


Gene No. 


29453 


Strand 




Start 


1169 


End 


6882 


Name 


OJ991101 02.0202.C4 .o2. tm 


Method 


TBLASTX: Maize 


Start 


6708 


End 


6845 


f't GI 


none 


Score 


150 


. sv Exons 


6708. .6845, 6713. .6844 






!»[{ Seq. No. 


13814 


Seq. ID 


OJ991101_02.0202:C5 


fl! Gene No. 


29454 


Strand 


+ 


O Start 


770 


End 


1691 


1 j \ Name 


OJ991101 02.0202.C5.ol.gs 


Method 


GENSCAN 


. Start 


770 


End 


1691 




none 


Score 


.49 


! - Exons 


770. .1051, 1539. .1691 






Q Seq. No. 


13814 


Seq. ID 


OJ991101_02.0202.C5 


■a Gene No. 


29455 


Strand 




U Start 


3718 


End 


4675 


J ' s . Name 


OJ991101 02.0202.C5.o2.gs 


Method 


GENSCAN 


l ^ Start 


■3718 


End 


4675 


U GI 


none 


Score 


.94 


Q Exons 


3718. .3837, 3859. .4038, 4374. .4437, 4647. .4675 


Seq. No. 


13815 


Seq. ID 


OJ991101_02.0202.C6 


Gene No. 


29456 


Strand 


+ 


Start 


1 


End 


1644 


Name 


OJ991101 02.0202.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1644 


GI 


5803260 


Score 


310 


Exons 


1..826, 1264. .1384, 1570.. 


1644 




GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 



Seq. No. 13815 Seq. ID OJ991101__02 . 0202 . C6 

Gene No. 29456 Strand + 

Start 1 End 1644 

Name OJ991101_02 . 0202 . C6 . o2 . np Method AAT/NAP 

Start 1 End 1644 

GI 685200 Score 42 



14492 






Exons 


1..30, 1308. .1442, 1623. .1644 






GI Descrip. 


(L39930) fibrillin [Podocoryne carnea] 






Seq. No. 


13815 Seq. ID 


OJ991101_02.0202.C6 




Gene No. 


29456 Strand 


+ 




Start 


1 End 


164 4 




Name 


OJ991101 02.0202.C6.ol.gs Method 


GEN SCAN 




Start 


78 v End 


1461 




GI 


none Score 


. 89 




Exons 


78 . . 826, 1279 . . 1461 






Seq. No. 


13816 Seq. ID 


OJ991101 02 . 0202 . C7 




Gene No. 


29457 Strand 


+ 




Start 


1 End 


1404 




Name 


OJ991101 02.0202.C7.ol.np Method 


AAT/NAP 




Start 


1 End 


1404 




GI 


3355308 Score 


253 




Exons 


1. .464, 1269. .1404 






GI Descrip. 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 




Seq. No. 


13816 Seq. ID 


OJ991101 02. 0202. C7 




Gene No. 


29457 Strand 


+ 




Start 


1 End 


1404 




Name 


OJ991101 02.0202.C7.ol.gs Method 


GEN SCAN 


Q 


Start **■ 


207 End 


596 




GI 


none Score 


.77 


|= 5 1 


Exons 


207. .596 




: "l 


Seq. No. 


13816 Seq. ID 


OJ991101_02.0202.C7 


t * 

i.U 


Gene No. 


29458 Strand 


+ 




Start 


2366 End 


5087 


ru 


Name 


OJ991101 02.0202.C7.o2.np Method 


AAT/NAP 




Start 


2351 End 


5069 




GI 


5803260 Score 


1070 




Exons 


2351. .3278, 3387. .3507, 3926. .5069 






GI Descrip. 


(AP000399) similar to. wakl gene (AJ009696) [Oryza sativa] 


1 3 i 


Seq. No. 


13816 Seq. ID*. 


OJ991101_02.0202.C7 


saf 

t SEL 


Gene No. 


29458 Strand 


+ 




Start 


2366 End 


5087 




Name 


OJ991101 02.0202.C7.o3.gs Method 


GENSCAN 




Start 


2366 End 


5087 




GI 


none Score 


.93 




Exons 


2366. .3278, 3402. .3584, 3919. .5087 






Seq. No. 


13816 Seq. ID 


OJ991101_02.0202.C7 




Gene No. 


29459 Strand 






Start 


1041 End 


4978 




Name 


OJ991101 02.0202.C7.ol.tc Method 


TBLASTX: Cress 




Start 


2 End 


4978 




GI 


none Score 


287 




Exons 


2. .136, 3. .425, 2393. .2518, 3088. .3150, 


3089. .3154, 3182. .3277, 






3214. .3276, 3473. .3571, 4013. .4039, 4074. .4943, 4079. .4207, 






4098. .4361, 4283. .4381, 4463. .4630, 4841. .4978 




Seq. No. 


13816 Seq. ID 


OJ991101_02.0202.C7 




Gene No. 


29459 Strand 





14493 




Start 


1041 




End 


4978 


Name 


/"\T{iniir*T no noon 

OJyyiioi 02.0202 


.C7.ol. tm 


Method 


1 BLiAb i a : Ma x z e 


Start 


2 




End 


A G^ A 

<i y /u 


GI 


none 




Score 


o o n 
280 


Exons 


2 . . 220, 3 . . 425 , 


3981. .4052, 4043. .4363, 


a r\i i a a a a ~\ a a i 
4U//..flJ/y, 4f!±y..4 




4 4 82 . . 4 9 dZ 








Seq. No. 


13816 




Seq. ID 


OJ991101_02.0202.C7 


Gene No. 


29459 




Strand 




Start 


1041 




End 


4978 


Name 


OJ991101 02.0202 


.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3 




End 


4724 


GI 


none 




Score 


226 


Exons 


3 . . 227, 5 . .142, 


4 o . . iy / , jy 


..4070, 4013. .4039, 4043. .4219 




4065 . . 4217 , 4235 


..4465, 4236 . 


.4724, 4236. .4703 


Seq. No. 


13816 




Seq. ID 


OJ991101_02.0202.C7 


Gene No. 


29459 




Strand 




Start 


1U4 1 




End 


4978 


Name 


OJ991101 02 . 0202 


.C7.o2.tw 


Method 


TBLASTX : Wheat 


Start 


3 




End 


4709 


GI 


none 




Score 


70 


Exons 


3 . . 71 , 105 . . 212 , 


A A C Ci A C O C\ 

4458 . .4589, 


4602. .4709 


Seq. No. 


13816 




Seq. ID 


OJ991101_02.0202.C7 


Gene No. 


29459 




Strand 




Start 


1041 




End 


4978 


Name 


OJ991101_02 . 0202 


.C7.o2.gs 


Method 


GENSCAN 


Start 


1041 




End 


1841 


GI 


none 




Score 


. 64 


Exons 


i A /i 1 1 A /in 1 A O A 

1041. .104/, loyo 


. . 13 / O, 1 DOJ . 


.1841 




Seq. No. 


13816 




Seq. ID 


OJ991101JD2.0202.C7 


Gene No. 


29459 




Strand 




Start 


1041 




End 


4978 


Name 


A TAfM 1 rtl /~\ O AA AA 

OJ991101 02.0202 


. L / . Ol . tW 


Method 


TBLASTX: Wheat 


Start 


4095 




End 


4457 


GI 


none 




Score 


329 


Exons 


4095 . . 4457, 412 / 


. .4363, 4248. 


.4379 




Seq. No. 


1 JO 1 / 




Seq. ID 


OJ991101J32. 0202. C10 


Gene No. 


z 94 bO 




Strand 


+ 


Start 


1 




End 


3126 


Name 


OJ991101 02.0202 


.C10.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


671 


GI 


428906 




Score 


689 


Exons 


1..58, 364. .671 








GI Descrip. 


3212863 6.0e-31 


(AC004005) putative translation initiation 




factor [Arabidopsis thaliana] 






Seq. No. 


13817 




Seq. ID 


OJ991101_02. 0202. C10 


Gene No. 


29460 




Strand 


+ 


Start 


1 




End 


3126 


Name 


OJ991101 02.0202 


.C10.ol.gs 


Method 


GENSCAN 


Start 


364 




End 


3112 


GI 


none 




Score 


.51 


Exons 


364 . . 1048, 1188 . 


.1284, 1370.. 


1424, 3050.. 3112 



14494 



Seq. No. 13817 Seq. ID 

Gene No. 29460 Strand 

Start 1 End 

Name OJ991101_02 . 0202 . CIO . ol . np Method 

Start 421 End 

GI 3212863 Score 

Exons 421.. 1108, 1188.. 1284, 1370. .1424, 3050.. 3126 

GI Descrip. (AC004005) putative translation initiation factor eIF-2B delta 
subunit [Arabidopsis thaliana] 



OJ991101_02. 0202. C10 
+ 

3126 
AAT/NAP 
3126 
1027 



OCLj . IN KJ • 


13817 








L>1U 


UC11C LNU , 


29461 




OLi. ctl 1U 






Qt a rt 


4164 




Fnd 


*i £. ± O 




Name 


OJ991101 02. 0202. C10. o2. 


tm 


11" LilUU 


1 D J_iiT.O 1 /\ . L id J_ Z. C 




O Lai L 


1 




FnH 






(ZJ 


none 




OL-UI C 


inn 




Exons 


1. .75, 2. .88, 351. .596, 


352 


..597, 362.. 


,598, 363.. 596 




Qprr No 


13817 




Seq. ID 


OJ991101_02.0202. 


C10 


f^pnp No 


29461 




Strand 






O L. d X. L- 


4164 




End 


4218 




INdlllC 


OJ991101 02. 0202. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


535 




End 


1078 




O J. 


-none 




Score 


710 




Exons 


535. .1077, 537. .1076, 539.. 


1078 






Seer No 


13817 




Seq. ID 


OJ991101_02.0202. 


C10 


Cpnp Mo 


29461 




Strand 






Start 


4164 




End 


4218 




Name 


OJ991101 02. 0202. C10. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


602 




End 


3112 




GI 


none 




Score 


399 




Fvon *=; 

J_i *\ \*/ 1 1 O 


602.. 1123, 606.. 1109, 607.. 


1128, 1187.. 


1228, 1234. .1290, 






1235. .1288, 1367. .1426, 


1371. .1427, 3049. .3111, 3050. .3112 


Seq. No. 


13817 




Seq. ID 


OJ991101_02.0202. 


C10 


Hpnp No 


29461 




Strand 






rt 

OLdi L 


4164 




End 


4218 




Name 


OJ991101 02. 0202. C10. o2. 


gs 


Method 


GENSCAN 




Start 


4164 




End 


4218 




GI 


none 




Score 


.66 




Exons 


4164. .4218 










Seq. No. 


13818 




Seq. ID 


OJ991101JD2.0202. 


Cll 


Gene No. 


29462 




Strand 


+ 




Start 


2859 




End 


5699 




Name 


OJ991101 02.0202.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


2859 




End 


5699 




GI 


6715717 




Score 


113 




Exons 


2859. .2924, 3349. .3586, 


561 


9. .5699 






GI Descrip. 


(AC016447) putative zinc 


: finger protein [Arabidopsis thaliana] 


Seq. No. 


13818 




Seq. ID 


OJ991101_02.0202. 


Cll 


Gene No. 


29462 




Strand 


+ 




Start 


2859 




End 


5699 




Name 


OJ991101 02.0202.Cll.ol. 


gp 


Method 


AAT/GAP 





14495 



Q+- a -ri- 
ot a. L t 














n 


none 








Score 


DO f 


Exons 


JlJ 1 ! . • JJUJ 












C rr M r\ 
Ofc!LJ . LnU • 


13818 








c on t n 
Ocq . ± u 






29462 








Strand 


+ 


Start 


2859 








End 


5699 


Name 


OJ991101 02 


.0202 


.Cll.o2, 


■ gp 


Method 


AAT/GAP 


OLai I. 


3542 








End 


4219 




84922 1.R1084 






Score 


1211 


Exons 


3542. .4219 












f*** x r^s q o >~ t 
bi ueotnp. 


'3212863 6. 


Oe-31 


(AC004005) putative translatio 




factor [Arabidopsis thaliana] 






Seq. No. 


13818 








oeq . xv 


r\ TQ Q 1 1 HI 


Gene No. 


29463 








o t rana 




O Lai u 


3278 












Name 


. OJ991101_02 


.0202 


.Cll.o2, 


.gs 








jZ / 0 








End 


4632 




none 








Score 


.8 


Exons 


3278. .3547, 


3611 


. .3840, 


4569. 


.4632 




Seq. No. 


13818 








Seq. ID 


OJ991101 


Gene No. 


29463 








Strand 




OLdlL 


3278 








'End 


4632 


Name 


OJ991101 02 


.0202 


.Cll.ol. 


. tm 


Method 


TBLASTX : 1 


Of a r*i- 


3348 








End 


3699 


C T 


none 








Score 


226 


Exons 


3348. .3428, 


3493 


. .3699, 


3494. 


.3616 




o e q . in o . 


13819 








Seq. ID 


OJ991101 


Gene No. 


29464 








Strand 


+ 


Start 


1070 








End 


4324 


Name 


OJ991101 02 


.0202 


.C12.ol. 


.gs 


Method 


GENSCAN 




1070 








End 


4324 




none 








Score 


.41 




1070. .1281, 


2142 


. .2188, 


2865.. 


.3213, 3215.. 3327, 




4029. .4324 












Can Klr\ 
O q . IN o • 


13819 








Seq. ID 


OJ991101 


Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


.0202 


.C12.ol. 


, tm 


Method 


TBLASTX:! 


C-l- -a -r+- 
jLdiL 


4670 








End 


5507 




none 








Score 


733 


HiilvJI lb 


4670. .5425, 


4670 


. .5191, 


4672. 


.5277, 4675. .5493, 




4701. .5507 












Seq. No. 


13819 








Seq. ID - 


OJ991101 


Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


.0202 


.C12.01. 


, tc 


Method 


TBLASTX:" 


Start 


4692 








End 


5669 


GI 


none 








Score 


908 


Exons 


4692. .5303, 


4699 


. .5565, 


5332. 


.5601, 5346..5669, 


Seq. No. 


13819 








Seq. ID 


OJ991101 



14496 




Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


. 0202. 


C12.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4696 ~~ 








End 


5669 


GI 


none 








Score 


646 




4696 5301, 


4 696 . 


. 4818, 


4 698 . 


.5549, 4701.. 5480, 5344... 5481, 




5472 5669, 


5473. 


. 5559, 


5484 . 


.5669 




Seq. No. 


13819 








Seq. ID 


OJ991101_02.0202.C12 


Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


. 0202 . 


C12 . ol , 


. tw 


Method 


TBLASTX: Wheat 


Start 


4696 _ 








End 


4931 


GI 


none 








Score 


333 


Exon s 


4696 4929, 


4698 . 


. 4931, 


4699. 


.4929, 4700. .4930 


Seq. No. 


13819 








Seq. ID 


OJ991101_02.0202.C12 


Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


. 0202 . 


C12 . o2 , 




Method 


GEN SCAN 


Start 


4 698 _ 








End 


7629 


GI 


none 








Score 


.62 


F von ^ 


4698 5356 


5378 . 


. 5670, 


7335 . 


.7372, 7510. .7629 


Sea No 


13819 








Seq. ID 


OJ991101_02.0202.C12 


Gene No . 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


.0202. 


C12.ol. 


.np 


Method 


AAT/NAP 


Start 


4701 








End 


6921 


GI 


2454184 








Score 


1495 


P, von ^ 


4701. .5701, 


6859. 


.6921 








GT Dpsrri n 

-J_ i—/ w *J Vw* -1- -1_ . 


(U80186) pyruvate 


! dehydrogenase El beta subunit [Arabidopsis 




thaliana] 












Seq. No. 


13819 








Seq. ID 


OJ991101_02.0202.C12 


Gene No. 


29465 








Strand 




Start 


4698 








End 


7688 


Name 


OJ991101 02 


.0202. 


C12.ol. 


,gp 


Method 


AAT/GAP 


Start 


5476 








End 


7688 


GI 


69391 1.R1084 






Score 


804 


Exons 


5476. .5670, 


7335. 


.7372, 


7465. 


.7688 





GI Descrip. .'3128205 3.0e-21 (AC004077) putative pyruvate dehydrogenase 



complex El beta subunit [Arabidopsis thaliana] 
>gi_5702375_gb_AAD47282. 1_AF167983_1 (AF167983) putative 
pyruvate dehydrogenase beta subunit [Arabidopsis thaliana] 1 



Seq. No. 


13819 








Seq. ID 


OJ991101JD2.0202 


.C12 


Gene No . 


29465 








Strand 






■ ( Start ' 


4698 








End 


7688 




Name 


OJ991101 02 


.0202. 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5508 








End 


5711 




GI 


none 








Score 


185 




Exons 


5508. .5711, 


5508. 


, .5669, 


5510. 


.5674 






Seq. No. 


13820 








Seq. ID 


OJ991101JD2.0202 


.C14 


Gene No . 


29466 








Strand 


+ 




Start 


1 








End 


930 





14497 




Mama 

INalllt; 


OJ991101 02 0202 C14 ol 


.np 


Method 


AAT/NAP 






O Lai. L 


1 ~~ 
X 




End 


897 








1128214 




Score 


81 








1 77 807 897 

X* . 'If \J\Jt, t O -7 / 














(Ar0040771 hvnnfhpHrfll 


protein [Arabidopsis thaliana] 




Seq. No. 


13820 




Seq. ID 


OJ991101_02 


.0202, 


.C14 


Gene No. 


29466 




Strand 


+ 








1 




End 


930 






in ciiiic: 


O.7QQ1101 02 0202 PI 4 nl 


■ 9 s 


rie tnou 










1 4 S ~~ 

X T *J 




End 


930 






o X 


11U1 1C 




Score 


.78 








1 4 S 910 












Seq. No. 


13820 




Seq. ID 


OJ991101_02 


.0202, 


.C14 


Gene No. 


29467 




Strand 


- 






O I.CLX L. 


12S 




End 


764 






Name 


O.TQQ1101 02 0202 PI 4 nl 

UU -7-7XXVJX UttUt.U4.t^l1»Ul 1 


■ gp 


rJcLnoa 


a AT /PB. D 






OLai L 


12 S ~~ 

J> c. 




End 


764 






rir 


1 1 it. 




Score 


831 






DAU1 IS 


32S 764 












Seq. No. 


13821 




Seq. ID 


OJ991101 02 


.0202, 


.C16 


Gene No. 


29468 




Strand 


- 






J Lai L 


SOS 

J u w» 




End 


656 






Name 


D.TQQ1101 02 0202 P1 n1 


.gs 


' Method 








u Lai L 


SOS ~~ 




End 


656 






ox 


none 




Score 


.73 








SOS fiS6 

*J\J *J . • UJU 












Seq. No. 


13822 




Seq. ID 


OJ991101_02 


.0202, 


.C17 


Gene No. 


29469 




Strand 








Start 


583 




End 


1522 






Name 


D.TQQllOl 02 0202 PI 7 nl 

WU-7-7XXUX \J * \J c.\J c* t / i Ui. < 


, gs 


Method 


C T? M C C Zi M 






OLdit 


SRI ~~ 
.j o o 




End 


1522 






GI 


none 




Score 


.55 








SRI 803 1418 1 S22 












Seq. No. 


13822 




Seq. ID 


OJ991101 02 


.0202, 


.C17 


Gene No. 


29470 




Strand 


- 








i 

X 




End 


257 






Name 


O.TQ91 1 01 02 0202 PI 7 nl 


■ gp 


Method 


AAT/GAP 






Start 






End 


257 






GI 


none 




Score 


420 








1 2S7 












i_) C ^ • LN • 


1 3822 




Seq. ID 


OJ991101_02 


.0202. 


n 7 


Gene No. 


. 29471 




Strand 








Start " 


850 




End 


2495 






Nl amp 


OJ991101 02.0202.C17.ol. 


.np 


Method 


AAT/NAP 






OLdlt 


850 




End 


2495 






GI 


2832642 




Score 


72 






Exons 


850. .936, 2456. .2495 












GI Descrip. 


(AL021710) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


13823 




Seq. ID 


OJ991101_02 


.0202, 


,C18 


Gene No. 


29472 




Strand 


+ 







14498 



Start 2066 End 2144 

Name OJ991101_02 . 0202 . C18 . ol . gp Method AAT/GAP 

Start 2066 End 2144 

GI 2312838 Score 73 

Exons 2066.. 2144 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13823 
29473 
1 

OJ991101_02.0202.C18.ol.np 
1 

6690272 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4 34 0 

Method AAT/NAP 

End 2806 

Score 193 



1..73, 155. .237, 348. .417, 860. .931, 2765. .2806 
(AF114386) putative protease HhoA precursor [Arabidopsis 
thaliana] 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o3 . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method TBLASTX : Maize 

End 907 

Score 93 



1..75, 2. .85, 2. .88, 151. .267, 152. .244, 318. .410, 322. .411, 
352. .408, 848. .907 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 .C18 . ol . gs 

Start 800 

GI none 

Exons 800.. 1018, 1102.. 1338 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method GENSCAN 

End 1338 

Score . 8 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o2 . gp 

Start 2199 

GI none 

Exons 2199. .2979 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method AAT/GAP 

End 2979 

Score 1453 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o2 . gs 

Start 2498 

GI none 

Exons 2498 . .4327 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method GENSCAN 

End 4 327 

Score 1 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o2 . tm 

Start 2549 

GI none 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4 34 0 

Method TBLASTX : Maize 

End 2749 

Score 82 



14499 



m 



Exons 



2549. .2749, 2655. .2708 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o2 . np 

Start 2564 

GI 4454039 

Exons 2564 . .4340 

GI Descrip. (AL035394) putative Na+/H+-exchanging protein [Arabidopsis 
thaliana] 



Seq. ID OJ991101_02.0202.C18 
Strand 

4340 
AAT/NAP 
4340 
1386 



End 

Method 

End 

Score 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . ol . tw 

Start 2711 

GI none 
Exons 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method TBLASTX : Wheat 

End 3125 

Score 34 



2711. .2737, 2711. .2932, 2754. .2927, 2933. .3124, 2934. .3125 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . o3 . ts 

Start 2945 

GI none 

Exons 2945.. 3151, 2970. .3149 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method TBLASTX : Soybean 

End 3151 

Score 154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13823 
29473 
1 

OJ991101_02.0202.C18.ol.tm 

2975 

none 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method TBLASTX: Maize 

End 3646 

Score 330 



2975. .3376, 2976. .3350, 3276. .3461, 3357. .3644, 3357. .3500, 
3374. .3646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13823 
29473 
1 

OJ991101_02.0202.C18.ol. tc 

3008 

none 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method TBLASTX : Cress 

End 3718 

Score 99 



3008. .3361, 3009. .3140, 3180. .3362, 3327. .3461, 3374. .3472, 
3476. .3691, 3477. .3545, 3617. .3718, 3621. .3668 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 .C18 . o3 . gp 

Start 3024 

GI 50716_1.R1084 

Exons 3024. .3471 

GI Descrip. V4 454039/emb I CAA23036 . 1 | 2.0e-39 (AL035394) putative 
Na+/H+-exchanging protein [Arabidopsis thaliana] 1 



Seq. ID OJ991101_02.0202.C18 
Strand 

End 4340 

Method AAT/GAP 

End 3471 

Score 896 



Seq. No. 



13823 



Seq. ID OJ991101 02.0202.C18 



14500 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



29473 Strand 

1 End 

OJ991101_02 . 0202 . C18 . o2 . ts Method 

3182 End 

none Score 



4340 

TBLASTX: Soybean 

3574 

70 



3182. .3361, 3213. .3347, 3345. .3464, 3356. .3481, 3488. .3574 



Seq. No. 13823 

Gene No. 29473 

Start 1 

Name OJ991101_02 . 0202 . C18 . ol . ts 

Start 3647 

GI none 
Exons 



Seq. ID OJ991101_02.0202.C18 
Strand 

End * 4340 

Method TBLASTX : Soybean 

End 3980 

Score 115 



3647. .3979, 3701. .3949, 3723. .3980 



*5 



3? 

n 

: : 
r: 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13824 
29474 
1892 

OJ991101_02.0202.C19.ol.gs 

1892 

none 

1892. .1915, 2931. .3857 



13824 
29475 
140 

OJ991101_02.0202.C19.ol.np 
140 

4454039 

140. .161, 3237. .3358, 3408 



Seq. ID OJ991101_02.0202.C19 

Strand + 

End 3857 

Method GEN SCAN 

End 3857 

Score .86 



End 

Method 
End 
Score 
3599 

(AL035394) putative Na+/H+-exchanging protein [Arabidopsis 
thaliana] 



Seq. ID OJ991101_02.0202.C19 
Strand 

3748 
AAT/NAP 
3599 
201 



Seq. No. 13824 

Gene No. 29475 

Start 140 

Name OJ991101_02 . 0202 . C19 . ol . gp 

Start 3369 

GI 49160_1.R1084 

Exons 3369.. 3748 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-couinarate-CoA ligase gene, intron 1, partial sequence' 



Seq. ID OJ991101_02.0202.C19 
Strand 

End 3748 

Method AAT/GAP 

End 3748 

Score 656 



Seq. No. 13824 

Gene No. 29476 

Start 4538 

Name OJ991 10 1_02 . 0202 . CI 9 . o2 . gs 

Start .4538 

GI none 

Exons 4538.. 4553, 6030.. 6085 



Seq. ID OJ991101_02.0202.C19 
Strand 

End 6085 

Method GENSCAN 

End. 6085 

Score .61 



Seq. No. 13825 

Gene No. 29477 

Start 2007 

Name OJ991101_02 . 0202 . C20 . ol . gs 

Start 2007 

GI none 



Seq. ID OJ991101_02.0202.C20 

Strand + 

End 7631 

Method GENSCAN 

End 7 631 

Score . 63 



14501 



Exons 



2007. .2134, 3657. .3716, 5358. .5460, 7483. .7631 



Seq. No. 13825 Seq. ID OJ991101_02 . 0202 . C20 

Gene No. 29478 Strand 

Start 2415 ' End 2471 

Name OJ991101_02 . 0202 . C20 . ol . gp Method AAT/GAP 

Start 2415 End 2471 

GI 2312838 Score 66 

Exons 2415.. 2471 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 13825 

Gene No. 29479 

Start 10415 

Name OJ991101_02 . 0202 . C20 . o2 . gs 

Start 10415 

GI none 
Exons 



Seq. ID OJ991101_02.0202.C20 
Strand 

End 13378 

Method GENSCAN 

End 13378 

Score .56 



10415. .10673, 12981. .13085, 13136. .13378 



Seq. No. 13826 Seq. ID 

Gene No. 29480 Strand 

Start 803 End 

Name OJ991101_02 . 0202 . C21 . ol . gs Method 

Start 803 End 

GI none Score 

Exons 803.. 1175 



OJ991101_02.0202.C21 
+ 

1175 
GENSCAN 
1175 
.75 



ry 



"'A 



Seq. No. 13826 Seq. ID OJ991101_02 . 0202 . C21 

Gene No. 29481 Strand 

Start 3045 End 3137 

Name OJ991101_02 . 0202 . C21 . ol . gp Method AAT/GAP 

Start 3045 End 3137 

GI LIB3477-003-P1-K1-E9 Score 142 

Exons 3045.. 3137 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Q Seq. No. 13827 Seq. ID 

Q Gene No. 29482 Strand 

Start 1562 End 

Name OJ991101_02 . 0202 . C23 . ol . gs Method 

Start 1562 End 

GI none Score 

Exons 1562.. 1595, 2076.. 2227 



OJ991101_02.0202.C23 
+ 

2227 
GENSCAN 
2227 
.74 



Seq. No. 13828 

Gene No. 29483 

Start 497 

Name OJ991101_02 . 0202 . C25 . ol . gp 

Start 497 

GI 11273_1.R1084 

Exons 497.. 633, 916.. 981, 
GI Descrip. 



Seq. ID 
Strand 
End- 
Method 
End 
Score 
1449. .1552, 2068.. 



•3861189/emb|CAA15089| 2.0e-10 (AJ235272) 
L14 (rplN) [Rickettsia prowazekii] ? 



OJ991101_02.0202.C25 
+ 

2446 
AAT/GAP 
2318 
1029 
2318 

SOS 



RIBOSOMAL PROTEIN 



14502 





o6q . NO ■ 


13828 








Seq. ID 


oTQQiim no nono roc; 




Gene No. 


29483 








Strand 


+ ~ 




Start 


497 








End 


2446 




Name 


OJ991101 02 


.0202 


.C25.ol. 


tm 


Method 


1 D±jJ-\0 1 A . L*icL J. Z. tr 




Q+- a -r-t- 


941 








End 


9 4 4 






none 








Score 


DU 




HrXOili 


941. .976, 942. .977, 1447 


..1545, 1448.. 


1 RR9 9064 94 4 1 

1 J / ^ U 0*t . .£441; 






906S 9449 


\J o / 


94 4 6 










Seq. No. 


1 ^ft 9fl 










OJ991101_02.0202.C25 




Gene No. 


29483 








Strand 


+ 




OLdlt 


497 








End 


9 4 4 6 
^440 




Name 


OJ991101 02 


. 0202 


. C25 . ol . 


y a 


Method 


P IT M Q P Zi M 




Of a r-4- 


1 4 4 Q ~ 








End 


94 4 9 
Z fl f± Z 






none 








Score 


ft Q 




Exons 


14 4 Q 1 S S 9 




9 4 4 9 










Seq. No. 


1 ^ft 9ft 

1 JUL O 








Seq. ID 


OJ991101_02.0202.C25 




Gene No. 


29483 








Strand 


+ 




O i- cl J. i_ 


4 97 








End 


2446 




Name 


d.tqqi i m 09 


0909 

» \J \J c. 


CO S n1 




Method 


TBLASTX : Soybean 




otail 


90^6 ~~ 








End 


2442 




P T 
Li J. 


none 








Score 


172 


!j 


U 1 -vr /"\ t** c 
HjXOUS 


90S 94 1 s 


9064 


. . l4 4 1, 


9064 


.2435, 2065. .2442 


S' t 

| : 


Seq. No. 


1 ^ft 9ft 

J. JOlO 








Seq. ID 


OJ991101_02 . 0202 . C25 




Gene No. 


9Q4 ft ^ 








Strand 


+ 


cr 




497 








End 


2446 


Sf 


Name 


OJ991101 02 


0202 


.C25.ol. 


tc 


Method 


TBLASTX: Cress 


t ; 


o car u 


2065 








End 


2270 


!j 


PT 


none 








Score 


209 


U 


HjXOuS 


2065. .2217, 


2065 


. .2268, 


2067. 


.2270 






o e q • in o . 


13828 








Seq. ID 


OJ991101_02.0202.C25 


=? 

i 




29483 








Strand 


+ 




Start 


497 








End 


2446 




Name 


OJ991101 02 


0202 


.C25.ol. 


np 


Method 


AAT/NAP 


b? 


q-i- o r +- 
O Lai L 


2080 








End 


2439 


3 


PT 


6225960 








Score 


323 




Exons 


2080. .2439 












»P 


PT naco vi 

o± uescrip . 


SOS RIBOSOMAL PROTEIN L14 gi I 38 61189 | emb | CAA15089 | (AJ235272 






SOS RIBOSOMAL PROTEIN L14 (rplN) [Rickettsia prowazekii] 




o e q * in o . 


13829 








Seq. ID 


OJ991101_02.0202.C26 




bene lno . 


29484 








Strand 


+ 




Start 


2496 








End 


8489 




Name 


OJ991101 02 


0202 


.C2 6.o2. 


gs 


Method 


GENSCAN 






2496 








, End 


7735 




P T 


none 








Score 


.85 




Exons 


2496. .2553, 


2660 


. .2773, 


2886. 


.3217, 3446. .3641, 4248. .4385, 






4488. .4664, 


4752 


. .5037, 


5104. 


.5265, 5673. .5710, 5792. .5955, 






6047. .6172, 


6360 


. .7082, 


7274 . 


.7330, 7700.. 7735 




Seq. No. 


13829 








Seq. ID 


OJ991101_02.0202.C26 




Gene No. 


29484 








Strand 


+ 




Start 


2496 








End 


8489 




Name 


OJ991101 02, 


0202 


.C26.ol. 


np 


Method 


AAT/NAP 



14503 



Start 4055 End 8489 

GI 4314358 Score 1086 

Exons 4055. .4168, 4294. .4385, 4488.-4664, 4752. .5021, 5100. .5265, 

5364. .5579, 5829. .5960, 6052. .6172, 8393. .8489 
GI Descrip. (AC006340) putative kinesin heavy chain [Arabidopsis thaliana] 



Seq. No. 13829 Seq. ID 

Gene No. 29485 Strand 

Start 113 End 

Name OJ991101_02 . 0202 . C26 . ol . gs Method 

Start 113 End 

GI none Score 

Exons 113.. .468, 1950.. 1983 



OJ991101_02.0202.C26 

1983 
GENSCAN 
1983 
.44 



Seq. No. 13829 

Gene No. 29486 

Start 8177 

Name OJ991101_02 . 0202 .C2 6 . ol . tm 

Start 4486 

GI none 

Exons 4486.. 4659, 4487.. 4663, 4718, 



OJ991101_02.0202.C26 
9308 

TBLASTX: Maize 

5577 

152 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5002, 4738.. 5004, 5102.. 5263, 



5215. .5259, 5373. .5573, 5374. .5577 



Seq. No. 13829 

Gene No. 29486 

Start 8177 

Name OJ991101_02 . 0202 . C26 . ol . ts 

Start 4486 

GI none 

Exons 4486. .4545, 4487. .4561, 4607. 

4750. .4827, 4798. .5004, 4826. 



Seq. ID OJ991101_02.0202.C26 
Strand 

End 9308 

Method TBLASTX : Soybean 

End 5245 

Score 97 

.4663, 4612. .4656, 4718. .4828, 
.5005, 5102. .5245, 5111. .5245 



Seq. No. 13829 
Gene No. 29486 
Start 8177 

Name OJ991101_02 . 0202 . C26 . ol . tc 

Start 4487 
GI none 

Exons 4487.. 4522, 4610.. 4654, 4709. 

5111.. 5266, 5380.. 5580, 5410. 
5791. .5937 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 02.0202.C26 



9308 

TBLASTX: Cress 
5937 
60 

4864, 4780. .4884, 4940. .5017, 
5577, 5671. .5709, 5790. .5918, 



Seq. No. 13829 

Gene No. 29486 

Start 8177 

Name OJ991101_02 . 0202 . C26 . o3 . ts 

Start 5479 

GI none 

Exons 5479.. 5580, 
5791. .5925 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_02.0202.C26 
9308 

TBLASTX : Soybean 

5925 

105 



5505. .5579, 56,67. .5696, 5671. .5709, 5790. .5903, 



Seq. No. 13829 ' Seq. ID 

Gene No. 29486 Strand 

Start 8177 End 

Name OJ991101_02 . 0202 . C26 . o2 . tm Method 

Start 5670 End 

GI none Score 



OJ991101_02.0202.C26 
9308 

TBLASTX: Maize 

6175 

64 



14504 





Exons 


OD/U. .5 /Ub, 


C C 1 1 
3D / 1 


. . o /uy , 


C 1 C A 


.5949, 5790. .5957, 6053. .6175 




Seq. No. 










Seq. ID 


OJ991101_02.0202.C26 




uene wo. 










Strand 






Start 


8177 








End 


9308 




Name 


OJ991101 02 


.0202 


.C26.o2, 


.np 


Method 


AAT/NAP 




btart 


8177 








End 


9308 




GI 


6227001 








Score 


243 




Exons 


8177. .8244, 


8695, 


. .8988, 


9283. . 


,9308 






GI Descrip. 


(AC009360) 


Contains 3 PF| 00400 WD40, G- 


-beta repeat domains. 






[Arabidopsis thaliana] 










Seq. No. 


13829 








Seq. ID 


OJ991101 02.0202.C26 




Gene No. 


29486 








Strand 


- 




Start 


8177 








End 


9308 




Name 


OJ991101 02 


.0202, 


.C26.o3. 


. tm 


Method 


TBLASTX: Maize 




Start 


8694 








End 


8896 




GI 


none 








Score 


217 




Exons 


8694 . . 8891, 


8697 , 


. .8891, 


8699 . . 


8896 






Seq. No. 


13829 








Seq. ID 


OJ991101_02.0202.C26 




Gene No. • 


29486 








Strand 




: t 


Start 


8177 








End 


9308 




Name 


OJ991101 02 


.0202. 


.C26.o2. 


. ts 


Method 


TBLASTX : Soybean 


= l 


Start 


8699 








End 


8992 


;S Si 

' ' 


GI 


none 








Score 


98 




Exons 


8699 . . 8755, 


8703 , 


. .8945, 


8762 . . 


8860, 8846. .8992, 8852. .8983, 


ri 

*: sr 




8859. .8987 












1 ; ! 


Seq. No. 


13829 








Seq. ID 


OJ991101_02.0202.C26 


_ H 


Gene No. 


29486 








Strand 




; '='• 


btart 


8177 








End 


9308 


;a 


Name 


OJ991101 02 


.0202. 


.C26.ol. 


>gp 


Method 


AAT/GAP 


:. s | 


Start 


8731 








End 


8986 


:. e 


GI 


none 








Score 


4 62 




Exons 


8731. .8986 












h3 


Seq. No. 


13830 








Seq. ID 


OJ991101_02.0202.C27 




Gene No. 


29487 








Strand 


+ 


o 


otart 


2547 








End 


5081 




Name 


OJ991101 02 


.0202. 


.C27.o2. 


,gs 


Method 


GENSCAN 




b tar l 


2547 








End 


5081 




GI 


none 








Score 


.85 




Exons 


2547. .5081 














Seq. No. 


13830 








Seq. ID 


OJ991101_02.0202.C27 




Gene No . 


29487 








Strand 


+ 




Start 


2547 








End 


5081 




Name 


OJ991101 02 


.0202. 


,C27.o2, 


np 


Method 


AAT/NAP 




Start 


2550 








End 


5078 




GI 


5734758 








Score 


.1638 




Exons 


2550. .4800, 


4834. 


, .5078 










GI Descrip. 


(AC007651) ; 


Similar to tuf telin-interacting protein [Arabidopsis 






thaliana] 














Seq. No. 


13830 








Seq. ID 


OJ991101__02.0202.C27 




Gene No. 


29487 








Strand 


+ 



14505 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2547 End 5081 

OJ991101_02 . 0202 . C27 .ol .gp Method AAT/GAP 

2726 End 3248 

uC-osflM202048d06bl Score 1007 
2726. .3248 

1 5739305/gb|AF160731.1|AF160731 1.0e-69 Oryza officinalis 
repetitive sequence 1 



Seq. ID OJ991101_02.0202.C27 

Strand + 

End 5081 

Method AAT/GAP 

End 4028 

Score 923 



13830 
29487 
2547 

OJ991101_02.0202.C27.o2.gp 
3548 

LIB3431-037-P1-K1-D5 
3548. .4028 

'5734758/gb|AAD50023.1|AC007651_18 1.0e-29 (AC007651) Similar to 
tuf telin-interacting protein [Arabidopsis thaliana] 1 



13830 
29487 
2547 

OJ991101_02 . 0202 . C27 . o3 . gp 
4322 

uC-osflcypl22e01bl 
4322.. 4822 

'4567305/gb|AAD23716.1|AC005956_5 1.0e-50 (AC005956) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ991101_02.0202.C27 

Strand + 

End 5081 

Method AAT/GAP 

End 4822 

Score 982 



13830 
29488 
1 

OJ991101_02.0202.C27.ol.np 
1 

6227001 
1..689 

(AC009360) Contains 3 PF 100400 WD40, .G-beta repeat domains. 
[Arabidopsis thaliana] 



Seq. ID OJ991101_02.0202.C27 
Strand 

End 1394 

Method AAT/NAP 

End 689 

Score 407 



13830 Seq. ID 

29488 Strand 

1 End 
OJ991101J32 . 0202 . C27 . ol . gs Method 

24 End 

none ^ Score 

24. .866, 1308. .1394 



OJ991101_02.0202.C27 

1394 
GENSCAN 
1394 
.66 



Seq. No. 13830 

Gene No. 29489 

Start 6683 

Name OJ991101_02 . 0202 . C27 . o3 . gs 

Start 6683 

GI none 

Exons 6683.. 6760, 6846.. 6907, 7270. 

7933.. 8477, 8563.. 8853 



Seq. ID OJ991101_02.0202.C27 
Strand 

End 8913 

Method GENSCAN 

End 8853 

Score .96 

.7508, 7584. .7718, 7768. .7854, 



Seq. No. 
Gene No. 



13830 
29489 



Seq. ID OJ991101_02.0202.C27 
Strand 



14506 




Start 


6683 






End 


8913 


Name 


OJ991101_02 


.0202.C27.o3, 


.np 


Method 


AAT/NAP 


CM * v- 4- 

otart 








End 


8913 


bl 








Score 


711 


Exons 


bozo . . by oz / 


7044 . .7198, 


7267. 


.7565, 7768. ,7854, 7933.. 8477, 




QCCO QQ1 O 










GI De scrip. 


/ST HOI QQfl\ 

\ AiiUz i o y u ; 


putative protein [Arabidopsis thaliana] 


Seq. No. 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




Start 


yz / d 






End 


i n n c a 

10964 


Name 


ujyyiiui vz 


.0202.C27.o4. 


.ts 


Method 


TBLASTX : Soybean 


Start 


*3 






End 


266 


bl 


none 






Score 


102 


Exons 


*D 1 TO TOO 

o . . 1 zZ , lzo 


. .266 








beq. no. 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




Start 


9276 






End 


10964 


Name 


OJ991101 02 


.0202.C27.o7. 


. tm 


Method 


TBLASTX: Maize 


Start 


171 






End 


696 


bl 


none 






Score 


87 


Exons 


171. .281, 216. .281, 223. 


. .282, 


285. .329, 


333. .497, 382. .423, 




564. .581, 637. .696, 645. 


. .695 






Seq. No. 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




otart 


9276 






End 


10964 


Name 


OJ991101 02 


. 0202.C27 .o6. 


. tm 


Method 


TBLASTX: Maize 


Start 


3341 






End 


3637 


bl 


none 






Score 


419 


Exons 


3341. .3637, 


3357. .3635, 


3425. 


.3637 




Seq. No. 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




btart 


9276 






End 


10964 


Name 


OJ991101 02 


.0202.C27.ol. 


. tm 


Method 


TBLASTX: Maize 


b tart 


3836 






End 


4326 


C T 
bl 


none 






Score 


367 


Exons 


3836. .4093, 


3837. .4094, 


4095. 


.4325, 4097. .4321, 4099. .4326 


Seq. No. 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




btart 


9276 






End 


10964 


Name 


OJ991101 02 


.0202.C27.o3. 


.ts 


Method 


TBLASTX: Soybean 


btart 


4082 






End 


4303 


C T 

bl 


none 






Score 


241 


Exons 


4082. .4303, 


4083. .4292 








Cart Ma 

o e q . in o . 


13830 






Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 






Strand 




Start 


9276 






End 


10964 


Name 


OJ991101 02 


.0202.C27.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


4275 






End 


4658 


GI 


none 






Score 


348 


Exons 


4275. . 4574, 


4283. .4573, 


4581. 


.4658, 4584. .4646 



14507 




Seq. No. 


13830 








Seq. ID 


OJ991101_02 . 0202 . C27 


Gene No. 


29490 








Strand 




OLait. 


Q97 
jZ / O 








PnH 
Hi no 


1 0Qfi4 


Name 


n tqqi i ni 09 
*ju.?:?xxux uz 


0909 

. UZ UZ 


P97 r\A 
. ^,Z / . 04 


. LIU 


LYie tnoa 


1 DXxrto I A . L v Jd X Z e 


OLalL 


A *37 _ 








Hi I lO 


4 & A 0 
4 D 4 U 


PT 


none 








Score 


4 S7 
4 J J 


Exons 






4 64 0 
. . 4 Ofl U 








oeq . ino . 


1-30-30 








Qo<r t n 
oeq . x u 


OTQQ1101 09 0909 P97 
UJ3311U1 UZ.UZUZ.wZ/ 


Gene No. 


29490 








Strand 




Start 


9276 








End 


10964 


Name 


n tqqi i oi 09 

U J 5 ^ 1 1 U 1 uz 


0909 
* UZ UZ 


P97 0^ 

. L^Z / . OO 


• LIU 




1 0 Ljr\0 1 A . L v lct X Z c 




47 91 _ 








£jI1U 


R1 79 
J X J z 




none 








Score 


10 0 
X u u 


Exons 


47 91 4 7 Q8 

4 / Z X . . 4 / .7 O , 


4799 

ft / Z Z 


A 7 QQ 


4 7 Q0 

4 1 _/U • 


^07 1 4 P 

. JU / l; 4C 


1 R R07 9 R0Q0 R1 99 

lj. .JU/Z, OU-7U. .iJXZZ, 




R0Q1 M ?9 












oeq . ino . 


X jg jU 








Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 








Strand 




Start 


9276 








End 


10964 


Name 


n TQQI i m 09 


0909 
. UZ UZ 


P97 r\9 
. bi / . OZ 


. LC 


Method 


TBLASTX: Cress 


C4- o >»+- 


£8 A 
DO 4 O 








End 


8730 


P T 
LjX 


none 








Score 


63 


Exons 


DO 4 0.. Di3 OU , 


70^0 


7 1 

. . / X DO , 


7 0 8 0 
/ U O U . 


.7163, 7268. .7525, 7770. .7895, 




7Q-3C; 8079 


801 0 
OU1U 


807^ 


81 ^fi 
O X O D . 


.8483, 8530. .8730 


oeq . ino . 


IjOjU 








Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 








Strand 




Start 


9276 








End 


10964 


Name 


n tqqi i oi 09 


0909 

. U Z U Z 


P97 

. L/Z f • OJ 


4- m 
• LIU 


Method 


TBLASTX: Maize 


Of a y-4- 


DO / D 








End 


8655 


LiX 


none 








Score 


76 


Hi 1 o 


DO / O . . UJJJ; 


704 7 
/ U 4 / 


7 1 fifi 

. ■ / X O O , 


7 9 68 

/ Z DO . 


.7522, 7440. .7511, 7770. .7883, 




7Q94 81 ^0 

/ J7Z 4 . . OljU/ 


/ 3 JJ 


807 S 


81 76 

O X O D . 


.8483, 8161. .8484, 8530. .8655 


oeq . ino . 


noon 








Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 








Strand 




Start 


9276 








End 


10964 


Ms mo 


O.TQQ1 T 01 0 9 
\ju y v x ± u ± u z 


0909 

. UZ U Z 


P97 n1 




Method 


TBLASTX : Soybean ' 


OLart 


7^8^ ~ 

' JO J 








End 


8656 


PT 
LjX 


none 








Score 


198 


Exons 


7-3.8 c; 7 c:oo 

/ OO J . . / O Z Z , 


7770 
/ / / u 


788^ 
. . / 00 j/ 


7 Q94 


.8268, 7935. .8483, 8422. .8475, 




fiS^O ftfi^S 
O J JU . . ODjj, 


O J JU 


ft 6S9 


ft SQ7 


.8656 




Seq. No. 


13830 








Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 








Strand 






Q9 7 fx 
:?Z / D 








End 


10964 


Name 


Pi TQQ1 101 09 


09 0 9 
. U Z U Z 


P9 7 r>1 
. L,Z / .OX 


. LW 


Method 


TBLASTX: Wheat 


o tart 


7 QQQ 








End 


8300 


p t 


none 








Score 


84 


Exons 


"7QQQ Qmc: 


onno 
oUuz 


. . O XZ X , 


onno 
0 UUZ . 


.8232, 8136. .8300, 8155. .8268 


Seq. No. 


13830 








Seq. ID 


OJ991101_02.0202.C27 


Gene No. 


29490 








Strand 




Start 


9276 








End 


10964 


Name 


OJ991101 02 


.0202 


,C27.o4 


.gs 


Method 


GENSCAN 


Start 


9276 








End 


10952 



14508 



GI 

Exons 



none 

9276. . 10952 



Score 



43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13830 
29490 
9276 

OJ991101 
9470 
none 
9470. 
9936. 
10288 



OJ991101 02.0202.C27 



02.0202.C27.o2.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9781, 9471. .9944, 9472. .9942, 9726. .10043, 9840. 
10136, 10032. .10361, 10158. .10436, 10260. .10565, 
.10533, 10563.. 10892 



10964 

TBLASTX : Maize 

10892 

318 



10121, 



Qcrr Mo 
OSq. IN U . 


13830 


Seq. ID 


OJ991101JD2.0202.C2 


Gene No. 


29490 


Strand 




Start 


9276 


End 


10964 




OJ991101 02. 0.202. C27.o3.tc 


Method 


TBLASTX: Cress 


O Let J- l_ 


9480 


End 


10964 




none 


Score 


66 


TP von c 
Hj a. 1 1 o 


9480.. 9602, 9672.. 9890, 9672 


..9923, 9675.. 9824, 9678.. 1004 




9792. .10160, 988 6. .10140, 9888. .10241, 


9978.. 10136, 9999.. 




10062. .10310, 10098. .10463, 


10167. .10388, 10198. .10446, 




10206. .10556, 10287. .10436, 


10308. .10556, 10377. .10565, 




10413. .10559, 10521. .10589, 


10578. .10874, 10602 .. 10829, 




10603. .10875, 10635. .10964, 


10695. .10955, 10713.. 10964 


Q Q r~r Ma 
OfcSLj • Vi\J . 


13830 


Seq. ID 


OJ991101_02.0202.C2 


f!l pi n p> Mo 


29490 


Strand 




Qf art- 


9276 


End 


10964 


Name 


OJ991101 02.0202.C27.o2.ts 


Method 


TBLASTX : Soybean 


O L- CI J- L 


9666 


End 


10826 


GI 


none 


Score 


228 


Exons 


9666. .9929, 9786. .10151, 9787. .10143, 


9822. .10151, 10131. . 




• 10161. .10442, 10209. .10556, 


10314 .. 10589, 10578. .10826 


Cpn Mn 

OClj . LN <U • 


13831 


Seq. ID 


OJ991201_04.0211.C1 


f^ono Mo 


29491 


Strand 


+ 




680 


End 


2264 


Name 


OJ991201 04.0211.Cl.ol.gs 


Method 


GENSCAN 


Start 


680 


End 


2264 


GI 


none 


Score 


.79 


Exons 


680. .765, 781. .817, 1255. .1485, 1888.. 


1939, 2260.. 2264 


Seq. No. 


13831 


Seq. ID 


OJ991201_04.0211.C1 


Gene No. 


29492 


Strand 


+ 


Start 


2751 


End 


4559 


Name 


OJ991201 04.0211.Cl.ol.np 


Method 


AAT/NAP 


Start 


2751 


End 


4559 


GI 


1345502 


Score 


1062 


Exons 


2751. .3015, 3052.. 4267, 4455 


. .4559 




GI Descrip. 


(X57297) TNP2 [Antirrhinum majus] 




Seq. No. 


13831 


Seq. ID 


OJ991201_04.0211.C1 


Gene No. 


29493 


Strand 


+ 


Start 


8416 


End 


8904 


Name 


OJ991201 04.0211.Cl.ol.gp 


Method 


AAT/GAP 


Start 


8416 


End 


8904 



14509 



yj J- 


1 1U1 its 




OL.U1 C 


969 
-j \j £. 


Li AUl to 


ft4 1 6 ft 904 

O 4 1 t> . • O .7 U 4 








Seq. No. 


13831 




Seq. ID 


OJ991201 


Gene No. 


29494 




Strand 


+ 


Start 


16169 




End 


18026 


Name 


O.T991901 04 0911 PI 


o3 . gs 


UC LUUU 




otai l 


16169 ~~ 




FnH 

CjI HJ 


1 R09 6 


O J. 


1 IKJl 1C 




Q i^S >~ Q 


79 
• / z? 


Exons 


1 61 69 1617 4 1 7ft 9ft 

lUlUJ. . X O X / 4 , X / O .7 O • 


1 ft096 






OtitJ > WO . 


1 "}ft ^1 

J. J O J J. 




Seq. ID 


OJ991201 


fZono NT a 
ofcillc 1N<J . 


994 9S 

Z. ^ 4 Z* J 




Strand 


+ 


Start 


19798 




End 


25684 


Name 


OJ991201 04. 0211. CI. 


o4 . gs 


Method 


GENSCAN 


O Lai L 


19798 

X Z? 1 Zf o 




End 


25684 




n An o 




Score 


.93 




1 979ft 1 9ff 06 90S61 


909SS 
• c. \j y j j , 


21157. .21235, 21335 




??fi?0 99699 9^96 


9^7 M 

• J / J x , 


24399. .24575, 24837 




9S00S 9^14^ 9^46^ 


9S6ft 4 






O C ^ . Vi {J . 


1JO Jl 




Seq. ID 


OJ991201 


Gene No. 


29495 




Strand 


+ 


Start 


19798 




End 


25684 


Name 


OJ991201 04. 0211. CI. 


o3 . np 


Method 


AAT/NAP 


Start 


20072 




End 


20223 


PT 

OX 


RO 4 9 4 69 




Score 


104 


JjAUIIo 


90079 901 9^ 901 R9 


.20223 








fAP0077ft9^ nnl-pl- i 


negatively light-regulated 




sat i va ] 










1 ^i 

1 JO Jl 




Seq. ID 


OJ991201 


fipnp No 


294 95 




Strand 


+ 


Start 


19798 




End 


25684 


Name 


OJ991201 04. 0211. CI. 


o2.gp 


Method 


AAT/GAP 


Start 


20595 




End 


21418 


rir 


UU / Z/\J X . t\JL \J O 4 




Score 


708 


von q 


90S9S - 90799 90ft17 


.20955, 


21157. .21235, 21335 


O 1 UCOLi 


1 ^9091 ft 1 /rrh 1 AAD01 911 


.21 1.0e-12 (AF005050) aspa 






sapiens] 1 




Cpn Ma 


1 ^ft ^1 

1 JO Jl 




Seq. ID 


OJ991201 




994 9S 

Z? 4 Zf J 




Strand 


+ 


OLai. L 


1 979ft 




End 


25684 


Name 


OJ991201 04. 0211. CI. 


o4 .np 


Method 


AAT/NAP 


Start 


20619 




End 


25678 


GI 


6912248 




Score 


868 


Hi AUi IO 


20619. .20722, 20817. 


.20955, 


21157. .21235, 21335 




22629. .22692, 23417. 


.23500, 


23596. .23751, 24399 




24837. .24911, 25005. 


.25145, 


25463. .25678 


GI Descrip. 


aspartyl aminopeptidase gi | 


5902181 |gb|AAD01211. 




aspartyl aminopeptidase [Homo sapiens] 




Seq. No. 


13831 




Seq. ID 


OJ991201 


Gene No. 


29495 




Strand 


+ 


Start 


19798 




End 


25684 


Name 


OJ991201 04. 0211. CI. 


o3 . gp 


Method 


AAT/GAP 



.21537, 
.24911, 



,21418 



.21543, 



(AF005050) 



14510 




Start 23434 End 25027 

GI 17218_1.R1084 Score 865 

Exons 23434. .23500, 23596 . . 23751 , 24399 .. 24575, 24837 24 911, 
25005. .25027 

GI Descrip. ' 4101591 4.0e-34 (AF005051) aspartyl aminopeptidase [Mus 
musculus] ' 



Seq. No. 


13831 








Con* T D 


O.TQQ1 901 04 091 1 


n 

■ Ks± 


Gene No. 


29496 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04 


0211 


. CI . o3 . 


ts 


Mo "h h oH 






OLClI L 


^98 ~~ 

w> J _? O 








PnH 


^ft 1 1 




<J X 


1 IU1 its 








Score 






p 1 von c; 




J J O X 


. . J O X X 












X J O J X 








uct^ . XL/ 


H.TQQ1 901 04 0911 


PI 


Gene No. 


29496 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04 


0211 
yj c x x 


CI o2 




Mo t" h oH 


TRT.A^TY • PrpQ^ 

1 DLnO X/\ . V^XCoo 




o Lai L 


^7 S _ 








PnH 


JO 




rir 

\J X 










Qp Arc 


9 Sd 






•J <J r *J • . JO 


J J o u 




^7 


. JOO J 








X J O J X 








O C . X L/ 


O.TQQ1 901 0 4 091 1 
wu y z? x ^ u x uft .u^xx 


PI 

. L/X 


Con o Wo 


9 Q 4 Q 

^ 3D *■* 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04. 


0211 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3683 








End 


3954 




(IT 


n on o 








Score 


268 






*J U O ~J . . O Zs O C f 


JUO J 












Seq. No. 


13831 








Seq. ID 


OJ991201_04 .0211 


.CI 




994 Qfi 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04. 


0211 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3734 








End 


4132 




GI 


n on o 








Score 


251 




DAvllO 


^7^4 ^9^9 




?ft 69 


^7 


.3951, 3786. .3959, 3955. .4131, 




^9fi1 41^1 

«J ^ U X * * 1 X ^ X , 




4 1^9 










Qpn Ma 
JCIJ • IN KJ . 


1 JO Jl 








Seq. ID 


OJ991201_04.0211 


.CI 


Gene No . 


29496 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04. 


0211 


.Cl.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3964 








End 


4201 




GI 


none 








Score 


202 




Exons 


3964. .4146, 


3968 


. .4201 










Seq. No. 


13831 








Seq. ID 


OJ991201__04 .0211 


.CI 


Gene No. 


29496 








Strand 






Start 


12340 








End 


15679 




Name 


OJ991201 04. 


0211 


.Cl.o2. 


np 


Method 


AAT/NAP 




Start 


12340 








End 


15679 




GI 


4678214 








Score 


353 




Exons 


12340. .12857 


, 15637. .15679 









GI Descrip. (AC007134) hypothetical protein [Arabidopsis thaliana] 



14511 




O rt rt. XI rt. 

Seq. No. 


loo ol 








Seq. ID 


OJ991201 


n a noil 
U4 . UZ 1 1 


Gene No . 


zy 4 y / 








Strand 






Start 










End 


25693 




Name 


OJ9912 


01 04. 0211. CI 


.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


20685 








End 


22692 




(jl 


none 








Score 


62 




Exons 


ZUboo . 


.20720, 


20686 


. . zu / z 1 , 


20815. .20880, 20816 


. . ZUo / O , 




ZUoo4 . 


.20958, 


20885 


. zuy y o , 


21155. .21202, 21157 


Ol OOT 

. . Z IZ o / , 




Zll DO . 


.21237, 


21322 


Ol COQ 

> . Z lOZo , 


Ol "30Q 0 1 C. 

Z 1 oZo . . Z lo 


4o, ziozy 


Oi ceo 

. . ZlobZ , 






.22692 












O rt « M rt 

Seq. No. 


loo ol 








beq . 1 U 


uj y y iz u i 


n a noii 
U4 . UZ 1 1 


/"* rt « rt M rt 

Gene No . 


zy 4 y / 








otrana 






Start 


20685 








tr ,~ -j 

hna 


zo byo 




Name 


OJ9912 


01 04. 0211. CI 


o4 . tc 


Method 


qinT 7X0 TV . 


Cress 


btart 


ZUbo b 








bna 


O 1 A *3 
Z 1 4 oU 




GI 


none 








Score 


c o 
bZ 




Exons 


ZUbo b . 


.20721, 


20816 


OAQTQ 

. ZUo lo, 


OHQQt; ono 

zuy o o . .zuy 


QQ Ol 1 C/l 

yy , z i io4 


Ol O^/l 
. . Z !Zo4 , 




z lljj . 


.21202, 


21193 


O 1 O O A 

. ZlZo4 , 


21329. .214 


30, 21332 


O 1 A 1 Q 

. . Z 14 lo , 




Ol TOT 


.21423 












Seq. No. 


1 O O O 1 

loool 








O rt /-r T Pi 

seq. iu 


a tqqi om 

uj y y.izui 


C\ A noil 

U4 . UZ 1 1 


Gene No. 


294 y / 








Strand 






Start , 


o n *r o c 

zUooo 








bna 


zo byo 




Name 


ojy y iz 


01 04. 0211. CI 


ol . tm 


Method 


TQT 7A CTY . 
1 blxftb 1 A : 


Maize 


Start 


o n o o o 

zuy yj 








bna 


z 4 o y y 




GI 


none 








Score 


Q Q 

y y 




Exons 


20893. 


.20970, 


20894 


.20998, 


Ol 1 cc oi O 
ZllOO. .Z1Z 


no O 1 1 c. n 
\JZ , Z 1 1 0 / 


. .21237, 




Z 1 1 bZ . 


.21236, 


21163 


01 OTT 

. Z IZo / , 


ZlOlO. .Z14 


1 O Ol OOO 

1 0 , Z 1 OZ Z 


Ol COT 

. . Z 1 0 o / , 




z ioz y . 


.21544, 


21334 


Ol COT 

. Z loo I , 


21639. .217 


07, 22615 


OOCQO 

. . zz byz , 




OOC1 Q 

zzblo . 


.22692, 


23416 


O O. A A 0 

. Zo4 4 o , 


23457 . .234 


98, 23458 


O "5 C A A 

. . ZO04 4 , 




zooo / . 


.23760, 


23590 


. Zo / 04 , 


9 ^ C, Q 1 9^7 
ZOOi?l. .ZO/ 


c c 9 A "5 Q 9 
OO, ZfiOiJZ 


O A A "7 C 

. . Z4 4 ID, 




O yl o Q O 

Z4 oyz . 


.24580, 


24396 


. Z 4 0 O 1 , 


9 AQ."\A 9 AQ 
Z4oo4 . . Z 4 0 


QQ O 4 O O £ 

yy, Z4oob 


. . Z 4 o y o 


O rt « XI rt 

Seq. No. 


loool 








0 0 /v T Pi 

seq. iu 


A TQQI 9fl1 

uj y y iz u i 


n a noii 
U4 . UZ 1 1 


XT rt 

Gene No . 


zy 4 y / 








Strand 






btart 


ZUboo 








bna 


z o b y o 




Name 


OJ9912 


01 04. 0211 .d 


ol.ts 


Method 


fpDT 7A CTY • 

i dJjAS 1 A . 


Soybean 


Start 


* 23581 








TT-rt rt< 

bna 


Zobo / 




C T 


none 








Score 


252 




Exons 


9 "3 C. Q 1 
Z JJO 1 . 


.23760, 


23586 


O O -7 C f| 

. Zo / 0 U , 


24396. .245 


66, 24397 


9 A C. 1 Q 

. . z 4 o i y , 




Oyl "3QQ 

z4 oyy . 


.24562, 


24828 


O /I Q 1 1 

. Z4 y 1 1 , 


Z 4 o 4 Z . .Z4y 


lb, Z 4 o bU 


O A Q 1 £ 

. . Z4 y 1 b , 




z4 y y 4 . 


.25092, 


25004 


oci n 
. ZOl 1 / , 


Zo004 . .251 


o o o c a n c 

ob, ZoOOo 


OCI /I c 

. . Z014 0 , 




Z 0 4 0 / . 


.25687, 


25462 


. ZO boz 








O rt « XI rt 

Seq. No. 


1 OQ01 

loool 








Seq. ID 


OJ991201 


n a noii 
U4 . UZ 1 1 


Gene No. 


o o /i m 

z y4 y / 








Strand 






Start 


20685 








End 


25693 




Name 


OJ9912 


01 04 : .0211.C1 


o3.tc 


Method 


TBLASTX: 


Cress-, 


Start 


Zo / lo 








End 


25121 




GI 


none 








Score 


72 




Exons 


23713. 


.23760, 


24396. 


.24563, 


24398. .245 


62, 24447 


. .24563, 




24834. 


.24911, 


24839. 


.24916, 


24839. .249 


16, 24996 


. .25121, 




25004. 


.25096 












Seq. No. 


13831 








Seq. ID 


OJ991201 


_04.0211 


Gene No. 


29497 








Strand 







145 



12 




Start 


20685 




End 


25693 




Name 


OJ991201 04. 0211. CI 


. o3 . tm 


Method 


TBLASTX: Maize 






L Jl/V J 




End 


25685 




\J X 


none 




Score 


239 




Exons 


9^00** 9c,i dfi 9^004 


9M 47 


25005. .25145, 25006 .. 25152, 






9^4^ 9 c ifiRQ 9R4S7 




25459. .25638, 254 61 25685, 






9S4fi1 9Sfifi4 










Seq. No. 


13831 




Seq. ID 


OJ991201_04 .0211 


.CI 


Gene No. 


29497 




Strand 






OLdl L 






End 


25693 




Name 


O.TQQ1 901 04 0911 PI 


ol +■ o 
. OX . tc 


Method 


TBLASTX: Cress 




o Call 


9 S4 S4 _ 




End 


25687 




oX 


none 




Score 


348 






9S4R4 9SS10 9^4 c i7 


■ . j£ J o o / , 


25462. .25638, 25541.. 25666 




Seq. No. 


13831 




Seq. ID 


OJ991201_04 .0211 


.CI 


Gene No. 


29497 




Strand 






OLal L 






End 


25693 




Name 


O.TQQ1 901 04 091 1 PI 


. oi . tw 


Method 


TBLASTX: Wheat 




Of- -a y-f- 

OLdl L 


9 Sd Sfi _ 

c J4 JO 




End 


25693 




OT 
O X 


none 




Score 


237 




IjXVJI lb 


9^4Rfi 9 c ifi^Q 9 c b d t ^7 


. . ^ JO^J; 


25462. .25638 




o 0f > Mr* 
jc4« In U • 


no -jo 




Seq. ID 


OJ991201_04 .0211 




f!pnp Mo 


294 98 




Strand 


+ 




Start 


553 




End 


937 




Name 


OJ991201 04. 0211. C2 


. o2 . gp 


Method 


AAT/GAP 




O Lai L 


553 




End 


937 






5004566 




Score 


121 




Exons 


553. .642, 915. .937 












5042437/gb|AC007789 


.1IAC007789 1.0e-34 


Oryza sativa BAC 


Td QR90 




genomic sequence, complete 


sequence 








13832 




Seq. ID 


OJ991201_04.0211 


P9 


Gene No. 


29499 




Strand 


+ 




Start 


15068 




End 


15451 




Name 


OJ991201 04. 0211. C2 


. o2 . np 


Method 


AAT/NAP 




O Lai L 


14993 




End 


15437 






4581143 




Score 


137 




F V ATI C 


14993. . 15437 










OX UGOOXX^J. 


(AC006919) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13832 




Seq. ID 


OJ991201_04 .0211 


.C2 


Gene No. 


29499 




Strand 


+ 




i_) L- CI X L. 


15068 




End 


15451 




Name 


OJ991201 04. 0211. C2 


. o3 . gs 


Method 


GENSCAN 




o Lax L. 


15068 




End 


15451 






none 




Score 


.86 




Exons 


15068. .15451 










Seq. No. 


13832 




Seq. ID 


OJ991201_04 .0211 


.C2 


Gene No. 


29500 




Strand 


+ 




Start 


18939 




End 


29173 




Name 


OJ991201 04. 0211. C2 


. o5 . gs 


Method 


GENSCAN 




Start 


18939 




End 


29173 




GI 


none 




Score 


.51 





14513 



Exons 



18939. . 18992, 19426 19444 , 19934 .. 19964 , 20721 .. 20887, 

21039. .21200, 21359. .21458, 21619 2174 5, 21873 .. 21920, 

22034 . .22243, 22343 .. 22420, 22886 .. 23022 , 26001 .. 26191, 

26237. .26346, 28562 .. 28701 , 29083.. 29173 



Seq. No. 13832 

Gene No. 29500 

Start 18939 

Name OJ991201_04 . 0211 .C2 . o3 . np 

Start 21119 

GI 2281115 

Exons 21119 
22343 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21249, 21359. .21458, 21560 21745, 22034 .. 22099, 
22424, 27014. .27063 



OJ991201_04.0211.C2 
+ 

29173 
AAT/NAP 
27063 
348 



GI Descrip. (AC002330) putative cullin-like 1 protein [Arabidopsis thaliana] 



Seq. No. 13832 Seq. ID 

Gene No. 29501 Strand 

Start 29404 End 

Name 0 J9 9 1 2 0 1_0 4.0211.C2.o6.gp Me t hod 

Start 29404 End 

GI 6025105 Score 

Exons 29404. .29621 

GI Descrip. 5257255/db j | AP000364 . 1 | AP000364 1.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 



OJ991201_04.0211.C2 

+ 

29621 
AAT/GAP 
29621 
367 



Seq. No. 13832 

Gene No. 29502 

Start 30456 

Name OJ991201_04 . 02 1 1 . C2 . 06 . gs 

Start 30456 

GI none 
Exons 



Seq. ID OJ991201 04. 0211. C2 



Strand 
End 

Method 

End 

Score 



36777 
GENSCAN 
36777 
. 62 



30456. .30589, 308 94 .. 31036, 3204 0 .. 32196, 3504 6 .. 35174 , 
35294. .35415, 36289 .. 36618, 36668. .36777 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13832 
29503 
37892 

.OJ991201_04 .0211.C2.o4 . np 
37892 
6091723 
37892 
40501 



OJ991201_04.0211.C2 
+ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38596, 39078. .39300, 39329 .. 3984 4 , 4014 1 .. 40408, 
40722, 41017. .41190, 41310 41498, 4 1617 .. 4 1730, 



43073 
AAT/NAP 
42596 
1376 



42309. .42596 



GI Descrip. (AC010797) hypothetical protein [Arabidopsis thaliana] 



13832 
29503 
37892 
OJ991201 
37892 
none 
37892 
41017 
42959 



_04.0211.C2.o7.gs 



38578, 39078. .39844, 
41190, 41310. .41567, 
43073 



Seq. ID OJ991201_04.0211.C2 

Strand + 

End 43073 
- Method GENSCAN 

End 43073 

Score .82 
40141. . 40408, 40501. .40722, 
41617. .41730, 42303. .42559, 



Seq. No. 
Gene No. 



13832 
29503 



Seq. ID OJ991201_04 .0211. C2 
Strand + 



14514 



Start 37892 

Name OJ991201_04 . 0211 . C2 . 08 . gp 

Start 41130 

GI 6024972 

Exons 41130. .41190, 41310.. 41510 

GI Descrip. 4567304/gb | AAD23715 . 1 j AC005956_4 
protein [Arabidopsis thaliana] 



End 43073 

Method AAT/GAP 

End 41510 

Score 414 



1.0e-17 (AC005956) unknown 



Seq. No. 13832 Seq. ID 

Gene No. 29503 Strand 

Start 37892 End 

Name OJ991201JD4 . 0211 . C2 . o9 . gp Method 

Start 41630 End 

GI 702699 Score 

Exons 41630. .41730, 42303.. 42696 

GI Descrip. 6091723/gb [ AAF03435 . 1 | AC0107 97_11 4.0e-18 (AC010797) 
hypothetical protein [Arabidopsis thaliana] 



OJ991201_04.0211.C2 
+ 

43073 
AAT/GAP 
42696 
922 



IE 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13832 
29504 
55502 

OJ991201_04 .0211. C2. oil. gs 
55502 
none 

55502. .55647, 56532 .. 56636, 
58318. .584 66, 60736. .60858, 

13832 
29504 
55502 

OJ991201_04 .0211.C2.ol2.gp 
57934 

LIB3477-003-P1-K1-E9 
57934. .58013 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 
sativa] 1 



Seq. ID 


OJ991201 


_04 .0211 


.C2 


Strand 


+ 






End 


61632 






Method 


GENSCAN 






End 


61632 






Score 


.86 






56645. .570.20, 57184 


. .57360, 




61482. .61632 






Seq. ID 


OJ991201 


_04 .0211 


.C2 


Strand 


+ 






End 


61632 






Method 


AAT/GAP 






End 


58013 






Score 


119 







(U31771) Ory s 1 [Oryza 



Seq. No. 13832 Seq. ID OJ991201J34 . 0211 . C2 

Gene No. 29505 Strand 

Start 1 End 102 

Name OJ991201_04 . 0211 . C2 . ol . gp Method AAT/GAP 

Start 1 End 102 

GI LIB3477-003-P1-K1-E9 Score 117 

Exons 1..102 

GI Descrip. f 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 13832 

Gene No. 29506 

Start 3976 

Name OJ991201_04 . 0211 . C2 . o3 . gp 

Start 3684 

GI 435_2.R1084 

Exons 3684. .4074, 4674.. 4763, 5403. 
7322. .7562 



Seq. ID OJ991201_04.0211.C2 
Strand 

End 12476 

Method AAT/GAP 

End 7562 

Score 2196 

,5570, 5691. .5810, 5898. .6043, 



14515 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'585337/sp|Q08479|KADA_ORYSA 1.0e-135 ADENYLATE KINASE A 
(ATP-AMP TRANS PHOS PHORYLASE ) >gi_391877_dbj_BAA01180_ (D10334) 
adenylate kinase-a [Oryza sativa] 1 



13832 
29506 
3976 

OJ991201_04 . 0211 .C2.o2.gs 

3976 

none 



3976. .4074, 4674. 
7322.. 7496, 7820. 



Seq. ID OJ991201_04.0211.C2 
Strand 

End . 12476 

Method GENSCAN 

End 12476 

Score .81 



4763, 5403. .5570, 5691. .5810, 5898. .6043, 
7859, 12358. .12476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991201_04.0211.C2 

12476 
AAT/NAP 
7424 
1088 

3979. .4074, 4674. .4763, 5403. .5570, 5691. .5810, 5898. .6043, 
7322. .7424 

ADENYLATE KINASE A (ATP-AMP TRANSPHOSPHORYLASE) 

gi I 391877 |dbj | BAA01180 | (D10334) adenylate kinase-a [Oryza 

sativa] 



13832 
29506 
3976 

OJ991201_04 . 0211.C2.ol.np 

3979 

585337 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 13832 

Gene No. 29507 

Start 15486 

Name OJ991201_04 . 0211 . C2 . o4 . gs 

Start 15486 

GI none 

Exons 15486. .15563, 15725 .. 15928 , 
17883. .17998 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_04.0211.C2 

17998 
GENSCAN 
17998 
.74 



16221. .16362, 16502. .16819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13832 Seq. ID OJ991201_04 . 0211.C2 

29508 Strand 

19668 . End 19791 

OJ991201_04.0211.C2.o4.gp Method"'- AAT/GAP 

19668 , End 19791 

LIB3477-003-P1-K1-E9 Score 167 

19668. .19791 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 13832 Seq. ID 

Gene No. 29509 Strand 

Start 28116 End 

Name OJ991201_04 . 0211 . C2 . o5 . gp Method 

Start 28116 End 

GI 204 94_3.R108 4 Score 

Exons 28116. .28741 

GI Descrip. 1 14 0287 6/emb | CAA66826 f 2.0e-44 (X98130) putative phosphate 
permease [Arabidopsis thaliana] >gi_14 95255_emb_CAA66116_ 
(X97484) orfOl [Arabidopsis thaliana]' 



OJ991201_04.0211.C2 

28741 ^ 

AAT/GAP 

28741 

1044 



Seq. No. 



13832 



Seq. ID OJ991201 04. 0211. C2 



14516 



Gene No. 29510 Strand 

Start 31062 End 31365 

Name OJ991201_04 . 021 1 . C2 . o7 . gp Method AAT/GAP 

Start 31062 End 31365 

GI 72524_1.R1084 Score 425 

Exons .31062. .31365 

GI Descrip. • 509.1496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza ,sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



oeq . ino . 


13832 




Seq. ID 


OJ991201_ 


04 .0211. 


.C2 


Gene No. 


29511 




Strand 








Start 


44677 




End 


48158 






Name 


OJ991201 04. 0211. C2 


. 08 . gs 


Method 


GENSCAN 






Start 


44677 




End 


46242 






GI 


none 




Score 


.4 






Exons 


44677. .46242 












Seq. No. 


13832 




Seq. ID 


OJ991201_ 


04 .0211. 


,C2 


Gene No. 


29511 




Strand 








Start 


44677 




End 


48158 






Name 


OJ991201 04. 0211. C2 


. o5 . np 


Method 


AAT/NAP 






Start 


45208 




End 


48158 






GI 


3645898 




Score 


595 






Exons 


45208. .45335, 45411 


. . 45888, 


45964. .46929,. 48104. 


.48158 




GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transposition 




mutation [Zea mays] 












Seq. No. 


13832 




Seq. ID 


OJ991201_ 


04 .0211. 


.C2 


Gene No. 


29511 




Strand 








Start 


44677 




End 


48158 






Name 


OJ991201 04. 0211. C2 


. o9 . gs 


Method 


GENSCAN 






Start 


46634 




End 


47011 






bi 


none 




Score 


.81 






Exons 


46634. .47011 












Seq. No. 


13832 




Seq. ID 


OJ991201_ 


04 .0211. 


.C2 


Gene No. 


29512 




Strand 








n -i_ „. ~ j_ 

btart 


49571 




End _ 


54237 






Name 


OJ991201 04. 0211. C2 


. olO . gs 


Method 


GENSCAN 






Start 


49571 




End 


53323 






hi 


none 




Score 


. 69 






Exons 


49571. .50123, 50565 


. .50653, 


50867. .51052, 51117. 


.51191, 






51630. .51812, 52171 


. .52219, 


52319. .52532, 52987. 


.53323 




Seq. No. 


13832 




Seq. ID 


OJ991201_ 


04 .0211, 


.C2 


Gene No. 


29512 




Strand 








Start 


49571 




End 


54237 






Name 


OJ991201 04. 0211. C2 


. 06 . np 


Method 


AAT/NAP 






Start 


49574 




End 


54237 






GI 


4678262 




Score 


1526 






Exons 


49574 . .50123, 50565 


. .50653, 


50867. .51052, 51630. 


.51812, 






52171. .52219, 52319 


. .52441, 


54201. .54237 






GI Descrip. 


(AL049657 ) argininosuccinate 


synthase- 


like protein [Arabidoj 




thaliana] 












Seq. No. 


13832 




Seq. ID 


OJ991201_ 


04 .0211. 


.C2 


Gene No. 


29512 




Strand 









14517 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



49571 End 54237 

OJ991201JD4 . 0211 . C2 . olO . gp Method AAT/GAP 

49752 End 52345 

22826_1.R1084 Score 1813 

49752. .50123, 50565 50653, 50867 .. 51052 , 51117 .. 51191, 

51630. .51812, 52171. .52219, 52319.. 52345 

l 4678262/emb|CAB41123.1 | 1.0e-123 (AL049657) argininosuccinate 
synthase-like protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



13832 Seq. ID 

29513 Strand 

564 92 End 
OJ991201_04 .0211. C2. oil. gp Method 

56492 End 

2799534 Score 
56492. .56608 



OJ991201_04.0211.C2 

56608 
AAT/GAP 
56608 
118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13832 
29514 
56674 

OJ991201_04 .0211.C2.o7.np 

56674 

3176660 

56674. .56899, 5697 6 .. 57438 , 



OJ991201 04. 0211. C2 



Seq. ID _ 
Strand 

End 70737 
Method AAT/NAP 
End 64127 
Score 1778 
62548. .63207, 63253. .64127 
(AC004393) Similar to ERECTA receptor protein kinase gb|U47029 
from A. thaliana. [Arabidopsis thaliana] 

gil 6382533|gb|AAF07815.1|AC011020_15 (AC011020) putative 
receptor protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13832 
29514 
56674 

OJ991201_04 . 0211.C2.ol2.gs 
62539 
none 

62539. .64198, 65771. .65852, 66631. .6677 9, 69661. .698 4 9, 
70682. .70737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 04. 0211. C2 



70737 
GENSCAN 
70737 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13832 Seq. ID OJ991201_04 . 0211 . C2 

29514 " Strand 

56674 End 70737 

OJ991201_04 .0211.C2.ol3.gp Method AAT/GAP 

66232 End 66298 

4715947 Score 76 

66232. .66298 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13832 Seq. ID 

29515 Strand 

72033 End 

OJ991201_04 . 0211.C2.o2. tm Method 

3817 End 

none Score 



OJ991201_04.0211.C2 
72305 

TBLASTX: Maize 

7415 

40 



14518 






1 "7 
JO 1 / . . 


jyoD, 


1Q A A OQ^c *3Q7£ 


.4074, 3977. .4075, 


/IC71 a n an 
4 0/1. .4 / OU , 




4D / I . . 


ft / D J / 


40/Z..4/04, JJOi. 


.5573, 5398. .5571, 


3 4 03 . .0014, 




5668. . 


5766, 


jd/d. . joiU/ joyi . 


.5813, 5898. .6044, 


Do y o . . ouou , 




5899. . 


6045, 


/ J^U . . / 4 1 D , / J£ X • 


.7365 






beq . no . 


13832 






Seq. ID 


OJ991201 


n/i noi 1 r*9 
U4 . UZ 1 1 . bZ 


bene ino . 


29515 






Strand 






Start 


72033 






End 


72305 




Name 


OJ991201 04 


.0211.C2.ol.tc 


Method 


TBLASTX: 


Cress 


o tar u 


3958 






End 


7415 




bl 


none 






Score 


79 




Exons 


3958. . 


4074, 


"3 Q7 7 /I H 7 ^ /I 1 7 £ 

oy//..4U/o, 41/0. 


.4220, 4671. .4763, 


4 0 / Z . .4 / bl/ 




5382. . 


5573, 


04U4..03/1, jO/1. 


.5766, 5676.. 5810, 


ci£Qi col n 




5898. . 


6047, 


D)P\J £ * . OU 4 O , / 3£.\J . 


.7415 






beq . ino . 


13832 






Seq. ID 


OJ991201 


U4 . UZ 1 1 . bZ 


Gene No . 


29515 






Strand 






Start 


72033 






End 


72305 




Name 


OJ991201 04 


.0211.C2.o2.ts 


Method 


TBLASTX: 


Soybean 




3968 






End 


7415 




H T 


none 






Score 


98 




Exons 


3968. . 


4075, 


jy/0..4U/4, 40/1. 


.4763, 4672. .4764, 


3 Jo Z . .33/3, 




5403. . 


5573, 


3 4 OZ . .3014, 3 0/0. 


.5810, 5691. .5813, 


cqqq an a i 
do y O . . OU 4 1 , 




5898. . 


6050, 


ciflQQ cnym 7^90 
joyy . . o u 4 3 , / j^.u . 


.7415 






beq . no . 


13832 






Seq. ID 


OJ991201 


ha noi 1 CO 
U4 . UZ 1 1 . bZ 


Gene No. 


29515 






Strand 






Start 


72033 






End 


72305 




Name 


OJ991201 04 


noi 1 no ~9 f M 
. UZll . . OZ . tw 


Method 


TBLASTX: 




btart 


5754 






End 


7415 




C T 
bl 


none 






Score 


86 




TP v y\ 


5754 . . 


5813, 


CTCC CQOn CQQyl 

J / jj . . 3 O Z U , 3 0 :? 4 . 


.6043, 5896. .6045, 


CQQQ £n r n 

ooyo . . dudu, 




5899. . 


6045, 


7^9Pi* 7 /l 1 R 7^91 
/,3ZU../413, / j^l . 


.7359 






beq . no . 


13832 






Seq. ID 


OJ991201 


U 4 . UZ 1 1 . bZ 


Gene No. 


29515 






Strand 






Start'- 


72033 






End 


72305 




Name 


OJ991201 04 


.0211.C2.o4.ts 


Method 


TBLASTX: 


Soybean 




21356 






End 


22420 




PT 

bl 


none 






Score 


107 






21356. 


.21463, 21363. .21461, 21538. .217* 


\1, 21560 


9 1 7 £Pl 

. . Z 1 / ou , 




22034. 


.22117, 22118. .22207, 22340.. 22420 




beq . NO . 


13832 






Seq. ID 


OJ991201 


c\ a noi 1 po 
U 4 . uz 1 1 . bZ 


Gene No . 


29515 






Strand 






Start 


72033 






End 


72305 




Name 


OJ991201 04 


.0211.C2.o8.tm 


Method 


TBLASTX: 


Maize 




21356 






End 


22420 




bl 


none 






Score 


42 




Exons 


21356. 


.21418, 21359. .21385, 21363 .. 214 61 , 21367 


O 1 /l CO 

. . Z 1 4 oo , 




21538. 


.21741, 21560. .21760, 22034 .. 22117, 22118 


. . 22207, 




22118. 


.22222, 22340. .22420, 22342. .22413 




Seq. No. 


13832 






Seq. ID 


OJ991201 


_04 .0211.C2 


Gene No. 


29515 






Strand 






Start 


72033 






End 


72305 




Name 


OJ991201_04 


.0211.C2.o5.tc 


Method 


TBLASTX: 


Cress 



14519 



Start 
GI 

Exons 



21363 
none 



End 
Score 



22207 
108 



21363. .21461, 21368 214 60, 21538 .. 2174 7 , 21560 217 60, 
22034 . .22117, 22118.. 22207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38396 

38510 



13832 
29515 
72033 

OJ991201_04 . 021 1 . C2 . o7 . tm 
38254 
none 

38254. .38454, 38255.-38455, 
38495. .38587, 38508 .. 38579, 

13832 
29515 
72033 

OJ991201JD4 . 0211.C2.o6.tc 
39609 
none 

39609. .39845, 3962 6 39847 , 39654.. 39881 



OJ991201 04. 0211. C2 



72305 

TBLASTX: Maize 
39173 
213 

38503, 38424. .38495, 
38587, 39066.. 39173 



Seq. ID OJ991201_04.0211.C2 
Strand 

End 72305 

Method TBLASTX : Cress 

End 39881 

Score 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13832 Seq. ID 

29515 Strand 

72033 End 

OJ991201_04 . 0211 . C2 . olO . tm Method 

39654 End 

none Score 



OJ991201_04.0211.C2 
72305 

TBLASTX: Maize 

40192 

222 



39654. .39845, 39659 .. 3984 4 , 40136.. 40-192 



13832 
29515 
72033 

OJ991201_04 .0211.C2.o4.tc 
40309 
none 
40309. 
40585. 
41016. 
41310. 



,40413, 40316. .40411, 

,40725, 40593. .40652, 

,41186, 41016. .41189, 

,41408, 41415. .41468 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40323 

40635 



OJ991201 04. 0211. C2 



72305 

TBLASTX: Cress 
41468 
131 

40424, 40498. .40557, 
40736, 41005. .41187, 



41017. .41193, 41309. .41344, 



Seq. No. 13832 
Gene No. 29515 
Start 72033 

Name OJ991201_04 . 0211 . C2 . o5 . tm 

Start 40330 
GI none 
Exons 40330. .40407, 

40502. .40603, 

40606. .40725 



40331. .40405, 
40592. .40717, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40331. .40408, -40498 
40593. .40721, 40605 



OJ991201_04.0211.C2 
72305 

TBLASTX: Maize 
40745 
123 

40605, 
40745, 



Seq. No. 13832 Seq. ID 

Gene No. 29515 Strand 

Start 72033 End 

Name OJ991201_04 . 0211 . C2 . o3 . ts Method 

Start 41016 End 

GI none Score 



OJ991201_04.0211.C2 
72305 

TBLASTX: Soybean 

41375 

120 



14520 



Exons 



41016. .41189, 41016. .41189, 4 1017 4 1199, 41310. .41375 







13832 








Seq. ID 


OJ991201 


04 0 9 1 -1 


C2 




Gene No. 


29515 








Strand 










Start 


72033 








End 


72305 










OJ991201 04. 0211. C2 




Method 


TBLASTX: 


L id X £. C 








41025 








End 


42419 








(IT 


none 








Score 


154 








XT' von Q 


41025. 


.41189, 


41028 


4 1189 


41029. .41193, 41309 


4 T *34 4 








41310. 


.41504, 


41311 


4 1508 , 


41311. .41496, 41417 


4 T S00 








41587. 


.41700, 


41615 


41740 


41616. .41732, 42315 


4 9^Sfi 








42357. 


.42419 
















Cpn Mo 


13832 








Seq. ID 


OJ991201 


04 091 1 


C9 




OCilC LN Lj> . 


29515 








Strand 










OLal L 


72033 








End 


72305 








Li aliiC 


OJ991201 04. 0211. C2 


. 06 tm 


Method 


TBLASTX: 


Ma T "7 O 
L 1 d X £u C 






O Lai L 


42419 








End 


42602 










none 








Score 


263 








Exons 


42419. 


.42601, 


42420 


. .42602 












OClj . IN W . 


13832 








Seq. ID 


OJ991201 


04 0?1 1 

\J 1 . \J £. X X i 


C9 


E 

•: = r 




29515 








Strand 








O L dx L 


72033 








End 


72305 






. =; 

W 


LN dlllci 


OJ991201 04. 0211. C2 


oQ tm 


Method 


TBLASTX: 


Hal Z. C 




i:ri 


o Lai u 


46300 








End 


46665 








f;T 


none 








Score 


66 






; zf 
r-s 


Exon s 


46300. 


.46650, 


46313 


4 fifing 


46441. .46665 






: . t 
IE 


Qpci Ma 

JC^ . LN L>> • 


13832 








Seq. ID 


OJ991201 


04 091 1 


C9 


r sr 


p> n p> Mo 

UC11C LN L> , 


29515 








Strand 








: : 

111 


OLal L 


72033 








End 


72305 








Name 


OJ991201 04. 0211. C2 


. ol . tm 


Method 


TBLASTX :i 


Maize 




.; = - 


Start 


49555 








End 


52503 










none 








Score 


192 






•J 


P 1 von cr 


49555. 


.49746, 


49570 


SOI 91 


49571. .50122, 49575 


SOI 9T> 




i_ ^ 




49783. 


.50139, 


50553 




50558. .50656, 50563 


SOfiSS 




2*. 




50564? 


.50656, 


50866 


SI 009 


50867. .51052, 50868 










51115. 


.51192, 


51126 


51194 , 


51628. .51813, 51630 


. .51815, 




□ 




51630. 


.51815, 


52154 


S9999 


52171. .52266, 52171 


. . w> ^. j£. X , 




q 




52309. 


.52422, 


52309 


S?4 ^1 


52423. .52503, 52427 


S?4 S^ 






Qpn Mo 


13832 








Seq. ID 


OJ991201 


04 0911 


C9 




fl^no Mo 

OCUC LN \J . 


29515 








Strand 










Start 


72033 






• 


End 


72305 








Name 


OJ991201 04. 0211. C2 


.ol.ts 


Method 


TBLASTX: 


Soybean 






o Lai L 


49557 








End 


52437 








yj x 


none 








Score 


599 








Exons 


49557. 


.50126, 


49560, 


SO 1 9^ 


49571. .50128, 50553 


c n ^ R4 








50564. 


.50656, 


50600, 


. .50656, 


50866. .51003, 50867 


. .51052, 








50868. 


.51053, 


51102, 


. .51194, 


51115. .51141, 51115 


. .51219, 








51126. 


.51197, 


51628, 


. .51801, 


51630. .51815, 51634 


. .51813, 








52154. 


.52222, 


52171, 


. .52221, 


52309. .52392, 52309 


. .52437 






Seq. No. 


13832 








Seq. ID 


OJ991201 


_04 .0211. 


,C2 




Gene No. 


29515 








Strand 










Start 


72033 








End 


72305 







14521 



Name 


OJ991201 04.0211.C2. 


rt 0 f- n 


Method 


TBLASTX: Cress 










End 


50078 




none 






Score 


270 


Exons 


49580. 


.49858, 49581. 


, ..ft J O Do , 


49583. .49873, 49871 .. 49903, 




49904. 


.50077, 49905. 


. * DUVJ / 0 






O rt rt- Nl rt 

beq • NO . 


13832 






Seq. .ID 


OJ991201_04.0211 


Gene No. 


29515 






Strand 




Start 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2. 


rt ^ +- rt 


Method 


TBLASTX: Cress 


0 cart 


50552 






End 


51155 


P T 


none 






Score 


114 


Exons 


50552. 


.50656, 50563. 


cnccc 
» . jUDjD/ 


50564. .50656, 50835 .. 51056, 




50866. 


.51009, 50867. 


SI 0S9 


51102. .51155 


beg. NO. 


13832 






Seq. ID 


OJ991201_04.0211 


Gene No . 


29515 






Strand 




Start 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2, 


. ol . tw 


Method 


TBLASTX: Wheat 


Q +- -.4- 


50937 






End 


52206 




none 






Score 


188 


Exons 


50937. 


.51053, 50938. 


c -1 nn q 


50939. .51055, 50939 .. 51052 , 




51100. 


.51141, 51102. 


si 1 qa 


51116. .51148, 51126. .51194, 




51630. 


.51815, 51631. 


ci 01 ■) 
> . JlOi J/ 


51758. .51E 


326, 52171. .52206 


Seq. No. 


13832 






Seq. ID 


OJ991201_04 .0211 


Gene No. 


29515 






Strand 




OLail 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2, 


rt 1 1 4- m 


Method 


TBLASTX: Maize 


Of -a yf 


57250 






End 


57424 


C T 


none 






Score 


130 


IT* v /"\ c« 


57250. 


.57423, 57290. 


S7 4 9 A 






Seq. No. 


13832 






Seq. ID 


OJ991201_04 .0211 


Gene No. 


29515 






Strand 




OtdlL 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2, 


rt "7 4- rt 
> 0 / • CC 


Method 


TBLASTX: Cress 


C 4- v*4- 

otarL 


57250 






End 


63731 . 




none 






Score 


77 


XT' V ^\ O 

Lxons 


57250. 


.57426, 57284. 


S7 d 94 


62560. . 62700, 63555. . 63731 


Seq. No. 


13832 






Seq. ID 


OJ991201JD4 .0211 


Gene No. 


29515 






Strand 




OLdll. 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2. 


. Oj . tS 


Method 


TBLASTX : Soybean 


bcarc 


. 57286 






End 


62634 




none 






Score 


158 


Exons 


57286. 


.57414, 57287. 


» . 0 / H 1 0 , 


62548. .62634 


O rt rtr M rt 

beq. no. 


13832 






Seq. ID 


OJ991201_04.0211 


kJtSI lti IN f . 


29515 






Strand 




Start 


72033 






End 


72305 


Name 


OJ991201 04. 0211. C2. 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


63331 






End 


63825 


GI 


none 






Score 


101 


Exons 


63331. 


.63393, 63332, 


. .63391, 


63403. .63825, 63420 .. 637 94 , 




63471. 


.63614, 63564, 


. .63737 







14522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13832 
29515 
72033 

OJ991201JD4 .0211.C2.ol3.gs 

72033 

none 

72033. .72147, 72215.. 72305 



Seq. ID OJ991201_04.0211.C2 
Strand 

End 72305 

Method GENSCAN 

End 72305 

Score .84 



13833 
29516 
1 

OJ991201JD4 .0211.C3.ol.np 
1 

4680204 
1. .480 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991201_04 .0211.C3 
Strand 

480 

AAT/NAP 
480 
355 



End 

Method 

End 

Score 



13833 
29516 
1 

OJ991201_04.0211.C3.ol.tw 
26 

none 



Seq. ID OJ991201_04.0211.C3 

Strand 

End 480 

Method TBLASTX: Wheat 

End 327 

Score 75 



26. .319, 125. .289, 162. .326, 193. .327 



13833 
29516 
1 

OJ991201_04 .0211.C3.ol.gs 
73 

none 
73. .400 



Seq. ID OJ991201_04.0211.C3 

Strand 

End 480 

Method GENSCAN 

End 400 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13834 
29517 
1 

OJ991201_04.0211.C4.ol.np 
1 

3287842 
1. .380 

CELL DIVISION PROTEIN FTSZ gi | 2665347 | emb | CAA7424 0 | (Y13922) 
f tsZ [Enterococcus hirae] 



Seq. ID OJ991201_04.0211.C4 
Strand 

386 

AAT/NAP 
380 
366 



End 

Method 

End 

Score 



13834 
29517 
1 

OJ991201_04 .0211 .C4 .ol. tc 

3 

none 

3. .200, 192. .350 



Seq. ID OJ991201_04.0211.C4 
Strand 

End 38 6 

Method TBLASTX : Cress 

End 350 

Score 109 



Seq. No. 13834 

Gene No. 29517 

Start 1 

Name OJ991201_04 . 0211 . C4 . ol . tm 

Start 3 



Seq. ID OJ991201_04.0211.C4 
Strand 

End 386 

Method TBLASTX: Maize 

End 341 



14523 



GI none 

Exons 3.. 185, 192.. 341, 234.. 335 

Seq. No. 13834 

Gene No. 29517 

Start 1 

Name OJ991201_04 . 0211 . C4 . ol . gs 

Start 59 

GI none 

Exons 59.. 386 



Score 



73 



Seq. ID OJ991201_04.0211.C4 
Strand 

End 386 

Method GEN SCAN 

End 38 6 

Score .99 



Seq. No. 13835 Seq. ID 

Gene No. 29518 Strand 

Start 204 End 

Name OJ991201_04 . 0211 . C6 . ol . gs Method 

Start 204 End 

GI none Score 

Exons 204.. 257 



OJ991201_04.0211.C6 
257 

GENSCAN 

257 

,68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13836 
29519 
109 

OJ991011_01.0202.Cl.ol.np 
109 

2493318 
109. .612 

BLUE COPPER PROTEIN 
blue copper protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_ 
+ 

612 

AAT/NAP 

612 

118 



01. 0202. CI 



blue Cu protein [Pisum sativum] 



PRECURSOR gi|562779|emb|CAA80963| (Z25471) 
[Pisum sativum] gi | 1098264 | prf | | 2115352A 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13836 
29519 
109 

OJ991011_01.0202.Cl.ol.gs 

287 

none 

287. .584 



Seq. ID OJ991011_01.0202.C1 

Strand + 

End 612 

Method GENSCAN 

End 584 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13837 Seq. ID 

29520 Strand 

7 6 End 

OJ991011_01 . 0202 . C2 . ol . gp Method 

7 6 End 

28858_1.R1084 Score 
76. .155, 239. .304 

! 3747044 7.0e-10 (AF093537) blue copper protein [Zea mays] 1 



OJ991011_01.0202.C2 
304 

AAT/GAP 

304 

212 



13838 Seq. ID OJ991011_01 . 0202 . C3 

29521 Strand + 

1 End 1380 

OJ991011_01 . 0202.C3.ol.np Method AAT/NAP 

1 End 1380 

6466937 Score 1026 

1. .1380 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



14524 



Seq. No. 13838 Seq. ID 

Gene No. 29521 Strand 

Start 1 End 

Name OJ99101 1_01 . 0202 . C3 . ol . gs Method 

Start 4 5 End 

GI none Score 

Exons 45.. 1103, 1113.. 1363 



OJ991011_01.0202.C3 
+ 

1380 
GEN SCAN 
1363 
.85 



Seq. No. 13838 Seq. ID 

Gene No. 29521 Strand 

Start 1 End 

Name OJ991011_01 . 0202 . C3 . o2 . tm Method 

Start 57 End 

GI none Score 

Exons 57. .98, 105. .581, 158. .352, 195. .539 



OJ991011_01.0202.C3 
+ 

1380 

TBLASTX: Maize 

581 

46 



Seq. No. 13838 Seq. ID 

Gene No. 29521 Strand 

Start 1 End 

Name OJ991011_01 . 0202 . C3 . ol . ts Method 

Start 156 End 

GI none Score 

Exons 156.. 377, 158.. 280 



OJ991011_01.0202.C3 
+ 

1380 

TBLASTX: Soybean 

377 

204 



Seq. No. 13838 

Gene No. 29521 

Start 1 

Name OJ991011_01 . 0202 .C3 . ol . tw 

Start 156 

GI none 

Exons 156.. 542 



Seq. ID OJ991011_01.0202.C3 

Strand + 

End 1380 

Method TBLASTX : Wheat 

End 542 

Score 245 



Seq. No. 13838 

Gene No. 29521 

Start 1 

Name OJ991011JD1 . 0202 .C3 . o3 . tm 

Start . 585 

GI none 

Exons 585.. 830, 674.. 817 



Seq. ID OJ991011_01.0202.C3 

Strand + 

End 1380 

Method TBLASTX : Mai ze 

End 830 

Score 187 



Seq. No. 13838 Seq. ID 

Gene No. 29521 Strand 

Start 1 End 

Name OJ991011_01 . 0202 . C3 . o2 . ts Method 

Start 866 End 

GI none Score 

Exons 866.. 1108, 969.. 1199 



OJ991011_01.0202.C3 
+ 

1380 

TBLASTX: Soybean 

1199 

200 



Seq. No. 13838 • Seq. ID 

Gene No. 29521 Strand 

Start 1 End 

Name OJ991011_01 . 0202 . C3 . ol . tm Method 

Start 969 End 

GI none Score 

Exons 969.. 1379, 986.. 1378 



OJ991011_01.0202.C3 
+ 

1380 

TBLASTX: Maize 

1379 

396 



Seq. No. 



13838 



Seq. ID OJ991011_01.0202.C3 



14525 




Gene No. 


29521 


Strand 


+ 




i 


End 


1380 


Name 


HTQQim 1 01 0909 P? n9 f-w 






Cf 3 >- 4- 








P T 


none 




91 S 

C. J. *J 


Exons 








beq. no. 


1 JO J? 


Seq. ID 


OJ991011_01.0202.C6 


Gene No. 




Strand 


+ 




1 


End 


7111 


Name 


OJ991011 01.0202.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


7111 


GI 


4758106 


Score 


317 


Exons 


1. .51, 305. .455, 723. .747, 8 


36.-874, 989. .1106, 1662. .1779 




1953. .2200, 7057. .7111 






GI Descrip . 


Clk-associating RS-cyclophilin gi 11117968 (U40763) CARS-Cyj 




[Homo sapiens] gi | 1770526 | emb | CAA68053 | (X99717) SRcyp prol 




[Homo sapiens] 






beq . wo . 




Seq. ID 


OJ991011_01.0202.C6 


uene ino . 




Strand 


+ 


Start 


1 


End 


7111 


:Si Name 


OJ991011 JH .0202.C6.o2.np 


Method 


AAT/NAP 


2; OLaiL 




End 


6049 




41 U H y O H fl 


Score 


291 


Lii Exons 


jDZ . . 4 JJ, Oil. . OyH f IDUfi. .10 


49, 1978.. 


2678, 3727.. 3907, 




yi rco cnOO RQR9 £04Q 






:*-: bi uescrip . 


/AT m^^fil 1 nnf ■! wo nrn'hoi n 
{ H.1jU D D / J piJt.ciL.xVc piULclIl 


[Arabidopsis thaliana] 


beq . ino . 


13839 


Seq. ID 


OJ991011_01.0202.C6 


W Gene No . 


29522 


Strand 


+ 


\U Start 


i 


End 


7111 


-j Name 


HTOQini 1 HI 0909 P£ ^1 n o 


Method 


GENSCAN 






End 


5045 


: : 

I, s bl 


none 


Score 


.65 


* » TP \J /""k T"\ 

Lxons 


423..4S5, 1684. .1816, 1897.. 


2224, 2314 


..2426, 3090.. 3234, 


1 


3647. .3955, 4036. .4116, 4664 


. .5045 




a? 

I s =| . Seq. No. 


13839 


Seq. ID 


OJ991011_01.0202.C6 


j'=S Gene No. 


29522 


Strand 


+ 




1 


End 


7111 


Name 


OJ991011 01.0202.C6.ol.gp 


Method 


AAT/GAP 


OLdlL 


3927 


End 


4932 


P T 


287063 


Score 


667 


oxorib 


3927. .3955, 4036. .4116, 4685 


. .4932 




Seq. No. 


13839 


Seq. ID 


OJ991011_01.0202.C6 


Gene No. 


29523 


Strand 






5892 


End 


9058 


Name 


OJ991011 01.0202.C6.o2.gs 


Method 


GENSCAN 


btart; 


5892 


End 


7629 


GI 


none 


Score 


. 95 


Exons 


5892. .6047, 6235. .6541, 7367 


. .7629 




Seq. No. 


13839 


Seq. ID 


OJ991011_01.0202.C6 


Gene No. 


29523 


Strand 




Start 


5892 


End 


9058 



14526 



Name OJ991011_01.0202.C6.o3.np Method AAT/NAP 

Start 5895 End 9058 

GI 1419090 Score 1238 

Exons 5895.. 6047, 6235.. 6541, 7367.. 7776, 8991.. 9058 

GI Descrip. (X94 968) 37kDa chloroplast inner envelope membrane polypeptide 
precursor [Nicot,iana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13839 



29524 
9488 

OJ991011_01.0202.C6.o3.gs 

9488 

none 



Seq. ID OJ991011_01.0202.C6 



Strand 

End 11515 

Method GEN SCAN 

End 11515 

Score .77 

9488. .9549, 9722. .9836, 9941. .10010, 10248 .. 10342 , 11016 1124 3, 
11372. .11515 





13839 


Seq. ID 


OJ991011_01,0202 






29524 


Strand 








9488 


End 


11515 




Name 


OJ991011 01.0202.C6.o4.np 


Method 


AAT/NAP 




Start 


9714 


End 


11479 




GI 


4309741 


Score 


430 




Exons 


9714. .9836, .9941. .10010, 10248 


. .10342, 


11016. .11075, 






11172. .11243, 11372. .11479 








GI Descrip. 


(AC006439) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13839 


Seq. ID 


OJ991011_01.0202 


.C6 


Gene No. 


29525 


Strand 






: == ; Start 


15190 


End 


16807 




U! Name 


OJ991011 01.0202.C6.o2.ts 


Method 


TBLASTX : Soybean 




Q Start 


396 


End 


1782 




lU GI 


none 


Score 


67 




Exons 


396.-455, 708. .752, 834. .869, 


835. .870, 


982.. 1086, 987. 


. 1106, 




988. .1107, 1662. .1781, 1663. .1782 






1% i Seq. No. 


13839 


Seq. ID 


OJ991011_01.0202 


,C6 


|«« Gene No. 


29525 


Strand 






• »«" Start 


15190 


End 


16807 




"tat 

t =c: Name 


OJ991011 01.0202.C6.o2.tc 


Method 


TBLASTX: Cress 




;:j Start 


711 


End 


1782 




GI 


none 


Score 


51 




Exons 


711. .749, 820. .870, 987. .1106, 


988. .1107, 1662. .1739, 






1663. .1740, 1741. .1782 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13839 
29525 
15190 
OJ9910 
835 
none 
835. .8 
1662. . 
1896. . 
2361. . 
3180. . 
3701. . 
3759. . 



OJ991011 01. 0202. C6 



11 01.0202.C6.o2.tm 



16807 

TBLASTX: Maize 

5053 

57 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

70, 843. .875, 986. .1105, 987. .1097, 987. .1106, 988. .1107, 
1781, 1662. .1784, 1663. .1800, 1787. .1834, 1788. .1823, 
1997, 1969. .2043, 2079. .2225, 2080. .2232, 2314. .2412, 
2396, 2394. .2435, 3035. .3166, 3076. .3183, 3085. .3168, 
3260, 3182.. 3262, 3186.. 3269, 3645.. 3707, 3650.. 3724, 
3751, 3704. .3754, 3730. .3918, 3752. .3964, 3758. .3958, 
3959, 4033. .4116, 4034. .4117, 4035. .4118, 4682. .4708, 



14527 





4 /05 . .4 /55 f 


A "7 a o 

4 /Ob 


Vl "7 ^ A 

. 4764 , 


A O f\ C 

4806 


..4886, 4813. .4881, 


/I O G O A QA Q 

4oyb . . 4 y4o , 




A Qd'i /I G O C 

4 yu 5 . . 4 y y o , 


4 yt>4 


. oui y , 


A C1C A 

4 yt>4 


..5016, 4981.. 5049, 


DUlo . . jUDj 


Seq. No. 


13839 








Seq. ID 


OJ991011 


_01.0202.C6 


Gene No. 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJyyioii oi 


. U202 


C6 . o3 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


O "7 C O 

3762 








End 


4096 




GI 


none 








Score 


176 




Exons 


OTTO *3 G A A 

3/62 . . 394 4 , 


O T G C 


. jyuz , 


JO JJ 


..3942, 4055. .4096 




Seq. No. 


13839 








Seq. ID 


OJ991011 


Ai a o a o r* c 

Ul . OzUz . Cb 


Gene No. 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJ991011 01 


.0202 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5628 








End 


7866 




GI 


none 








Score 


159 




Exons 


5628 . . 5654 , 


c ^ o o 
ODOO 


. 5 / 14 , 


C *7 O O 

5/88 


. .5835, 5836. .5862, 


coog cn A A 

boo y . . 6U4 4 , 




5896 . . 604 o , 


C O "1 1 

621 / 


. 654 3, 


f TOO 

6z32 


. . 6543, 6239. .6544, 


bZ.4 6 . . bOOD, 




6263 . . 6562 , 


/36 / 


T C O O 

. /528, 


t o ^ n 

/369 


. .7770, 7378. .7728, 


"7 £ O "7 *7 1 A 1 

/bo/. . / /4/, 




"7 O 1 1 TO ^"1 

7811 . . 78 61, 


/813 


. /866 










Seq. No. 


13839 








Seq. ID 


OJ991011 


AT AGAO f~* C 

01 . 0202 . C6 


Gene No. 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJ991011 01 


.0202 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5782 








End 


7821 




GI 


none 








Score 


101 




Exons 


5782 . .5835, 


588 6 


. 6011, 


rft A/* 

5896 


..6009, 6009.. 6044, 


6U13 . . 604 8 , 




6232 . . 6291 , 


6239 


. 6295 , 


6283 


..6333, 6293.. 6328, 


6325 . . 654 3 , 




6326 . . 6544 , 


6381 


. 6569, 


7 J67 


.-.7513, 7369.. 7821, 


111*} TTyl O 

/ j 1 2. . . / /4 y , 




neon 1 1 c 

1 63 / . . / / ob 














Seq. No. 


13839 








Seq. ID 


OJ991011 


AT AGAO <Z 

01 . 0202 . C6 


Gene No. 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJ991011_01 


.0202 


C6.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5782 






- 


End 


7773 




GI 


none 








Score 


152 




Exons 


5782 . . 5835, 


C O 1 c 

58 7 5 


f A C 1 

. 6051, 


C O G O 

5892 


..6056, 5892.. 6044, 


C O G "7 ^ A C O 

58 y / . . bU5-£ , 




6ziz . . 654o, 


oZ 0 J 


C C A A 

. 654 4, 


"7 *2 ^ "7 


..7528, 7369. .7773, 


/jol . . / / b4 , 




TOn "7 "7 £ O 

/ 63 / . . / / 6o 














Seq. No. 


13839 








Seq. ID 


OJ991011 


AT AOAG r* C 

Ul . UzUz . Cb 


Gene No. 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJ991011 01 


.0202 


C6.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


15019 








End 


15400 




GI 


none 








Score 


45 




Exons 


15019. . 1508 


4, 15190. . 15396, 


15191. .15400, 15191 


. . 15394 , 




15226. . 15399 












Seq. No. 


13839 








Seq. ID 


OJ991011 


_01.0202.C6 


Gene No . 


29525 








Strand 






Start 


15190 








End 


16807 




Name 


OJ991011 01 


.0202 


C6.o4 . 


gs 


Method 


GENSCAN 




Start 


15190 








End 


16786 





14528 



GI 

Exons 



none 

15190. .15957, 16466.. 16786 



Score 



.82 



Seq. No. 13839 

Gene No. 29525 

Start 15190 

Name OJ991011_01 . 0202 . C6 . o3 . tm 

Start 15592 

GI none 

Exons 15592. .15843, 15601 .. 15837 , 
16500. .16700, 16502. .16708, 



Seq. ID OJ991011_01.0202.C6 
Strand 

End . 16807 

Method TBLASTX : Maize 

End 16807 

Score 139 
15832. . 15882, 15841. . 15882, 
16502. .16708, 167 69. . 16807 



Seq. No. 


13840 


Seq. ID 


OJ991011 01 


. 0202 , 


. C7 


Gene No. 


o ft c ft r 

29526 


Strand 


+ 






Start 


i o ft 
1239 


End 


1530 






Name 


OJ991011 01 . 0202 . C7 . ol . gs 


Method 


GENSCAN 










U 1 — 


i con 






GI 


none 


Score 


.72 






Exons 


1239. .1530 










Seq. No. 


13840 


Seq. ID 


OJ991011_01 


.0202- 


.C7 


Gene No. 


29527 


Strand 








Start 


2396 


End 


2716 






Name 


OJ991011 01.0202.C7.o2.gs 


Method 


GENSCAN 






Start 


2396 


End 


2716 






GI 


none 


Score 


.4 






Exons 


2396. .2404, 2615. .2716 










Seq. No. 


13841 


Seq. ID 


OJ991011_01 


.0202. 


,C8 


Gene No. 


29528 


Strand 


+ 






Start 


100 


End 


4625 






Name 


OJ991011 01.0202.C8.ol.gs 


Method 


GENSCAN 






Start 


100 


End 


4625 






GI 


none 


Score 


.72 






Exons 


100. .168, 849. .926, 2965.. 


.3060, 3375.. 


3548, 3739.. 


3789, 





3907. .4050, 4284. .4625 



Seq. No. 13841 Seq. ID 

Gene No. 29528 Strand 

Start 100 End 

Name OJ991011_01 . 0202 . C8 . ol . gp Method 

Start 1515 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1515.. 1547, 2505.. 2573 

GI Descrip. ■ 24 98586/sp | Q4 0638 | MP01__ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991011_01.0202.C8 

+ 

4625 
AAT/GAP 
2573 
107 



Seq. No. 13841 Seq. ID 

Gene No. 29529 Strand 

Start 21407 End 

Name OJ991011JD1 . 0202 . C8 . o4 . gs Method 

Start 21407 End 

GI none Score 

Exons 21407. .21475, 21497.. 21775 



OJ991011_01.0202.C8 
+ 

21775 
GENSCAN 
21775 
.44 



Seq. No. 



13842 



Seq. ID OJ991011_01.0202.C9 



14529 




Gene No. 


29530 




Strand 










tiHU 


z 1 j y 


Name 


ujyyiun ui.uzuz.^y. 


ol . gs 


Met. noa 


p IT xt or* a NI 
btjNobjB.lN 


btarc 


OCT 

Z Do 




i_nQ 


0 1 Q 

z 1 j y 


r* t 


none 




Score 


. DO 


Exons 


z Do . . z l j y 








Seq. No. 


13842 




Seq. ID 


OJ991011_01.0202.C9 


Gene No. 


29531 




Strand 


+ 




jUUj 




i_nci 


JJJJ 


Name 


^tqoi ni 1 ni nono po 
ujyyiuii ui . U/iUi . ty . 


oz . gs 


Method 


n t? ki c r* Zi M 


o tart 


t n m 
JUUj 




bna 


JJJJ 


01 


none 




Score 


1 


Exons 


jUUj. . JJJJ 








Seq. No. 


13842 




Seq. ID 


OJ991011_01.0202.C9 


Gene No. 


29532 




Strand 




ot art 


ft ^ft 

0 JJO 






ft Q ^ft 
0 y 0 0 


Name 


htqqi m 1 ni nono no 
ujyyiuii ui.uzuz.L.y. 


01 . tc 


roe t noa 


i o-j/io ia . L.ress 


btart 


zoo 






CQ1 
JO 1 




none 




Score 


114 
1 1 4 


Exons 


O R £ /I ^ 4 7 A RR7 
ZJD. . ft D O , ft / 4 . .00/, 


4 y u . . 0 / y , 


A OQ ^ ft 1 

4 y 0 . .001 


yl QQ C 7 Q 

, 4yy..o/y 


Seq. No. 


13842 




Seq. ID 


OJ991011_01.0202.C9 


Gene No. 


29532 




Strand 




04 1 v 4- 

btart 


Q ^ "3 Q 
O J JO 






Q Q R ft 

0 y 0 0 


Name 


niQQi ni 1 ni nono p g 
ujyyiuii ui.uzuz.uy. 


oi.ts 


Method 


1 oij/io 1 a . ooyoean 


bt art 


oof: 
Zoo 




bnu 


c; q 7 
Do/ 


T 

bl 


none 




Score 


1 JO 


Exons 


0Q£ /I A *7 txni RQ"7 
Z o 0 . . 41 4 / , DU1..DO/, 


0 UZ . . Do 0 






beq. no. 


1 jo 4 Z 




beq. lu 


r^TQQinii ni nono no 
ujyyiun ui.uzuz.uy 


Gene No. 


29532 




Strand 




Start 


8338 




End 


8958 


Name 


pitqqi m 1 ni nono no 
ujyyiuii ui.uzuz.by. 


ol . tm 


ixie t nou. 


i DixHo 1 a . i v ia j. ze 


otart 


JZJ 




rjna 


QQCQ 

0 y 0 0 


C T 
bl 


none 




Score 


y o 


Exons 


jZ D . .44/, 40U. . / OD , 


c n 1 r ft 1 
oui. .001, 


£ c. 7 7 £ 1 
Dj / . . 1 Dl 


Q.7QQ ftQS7 ftftO^ ft 

, o/yy..oyo/, oouj. . o 




QQ01 QQCQ 

0 0 z 1 . .0 yoo 








o e q . in o . 


1 jo 4 Z 




beq . 1 u 


uuyyiuii ux.uzuz.L^y 


Gene No. 


29532 




Strand 




Start 


8338 




End 


8958 


Name 


OJ991011 01. 0202. C9. 


o2 .np 


Method 


AAT/NAP 


otart 


8338 




End 


8570 


C T 
bl 


2832636 




Score 


130 


Exons 


8338. .8570 








GI Descrip. 


(AL021711) hypothetical protein [Arabiciopsis thaliana] 


O q • IN U . 


13843 




Seq. ID 


OJ991011_01. 0202. C10 


Gene No. 


29533 




Strand 


+ 


Start 


11336 




End 


12821 


Name 


OJ991011 01. 0202. CIO 


. o3 . gs 


Method 


GENSCAN 


Start 


11336 




End 


12821 


GI 


none 




Score 


.77 


Exons 


11336. . 11564, 12781. 


.12821 







14530 



Seq. No. 13843 Seq. ID 

Gene No. 29533 Strand 

Start 11336 End 

Name OJ991011_01 . 0202 . CIO . o2 . np Method 

Start 11381 End 

GI 6498424 Score 

Exons 11381. . 11557, 12615.. 12638 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



OJ991011_01. 0202. CIO 
+ 

12821 
AAT/NAP 
12638 
110 



Seq. No. 


1 *3 O A "3 

loo 4 O 




Seq. ID 


OJ991011 


U 1 . UZUZ . C1U 


Gene No. 


29534 




Strand 






Start 


1 




End 


256 




Name 


uj y y iui i ui 


.uzuz.ciu.oi. np 


Method 


AAT/NAP 




Start 


l 




End 


256 




GI 


a ti o n 1 01 
4 ooulol 




Score 


92 




Exons 


1 otc 
1 . . ZDb 










GI Descrip. 


{ Ar 111 / uy ; 


unknown [Oryza sat 


iva subsp 


. indica] 




Seq. No. 


■ 13843 




Seq. ID 


OJ991011 


_01. 0202. C10 


Gene No. 


29535 




Strand 






Start 


ZD bl 




End 


8201 




Name 


ojyyiuii ui 


.UzUz.clU.oz. gs 


Method 


GENSCAN 




Start 


ZD bl 




End 


8201 




GI 


none 




Score 


.56 




Exons 


ZD bl . . Z bo 1 , 


4 ZDU . . 4 fl Z b , 44/y. 


.4549, 4591. .4684, 


coon c ji 
Dzyu . . D4 U4 , 




b /Uo . . by h o , 


TAOI TOQO TCT/ 

/ Uol . . / z yj , / D / 4 . 


.7694, 7773. .7907, 


/y/b. .ozui 


Seq. No. 


13844 




Seq. ID 


OJ991011 


_01.0202.C11 


Gene No. 


29536 




Strand 


+ 




Start 


475 




End 


2546 




Name 


OJ991011 01 


.0202.Cll.ol.gs 


Method 


GENSCAN 




Start 


475 




End 


2537 




GI 


none 




Score 


.55 




Exons 


475. .2537 










Seq. No. 


13844 




Seq. ID 


OJ991011 


_01.0202.C11 


Gene No. 


29536 




Strand 


+ 




Start 


475 




End 


2546 




Name 


OJ991011 01 


.02.02. Cll. o2.tm 


Method 


TBLASTX: 


Maize 


Start 


853 




End 


1127 




GI 


none 




Score 


75 




Exons 


853. . 1104, 


891. .1127, 893. .1126 







Seq. No. 13844 Seq. ID 

Gene No. 29536 Strand 

Start 475 End 

Name OJ991011_01 . 0202 . Cll . o3 . tm Method 

Start 1485 End 

GI none Score 

Exons 1485.. 1712, 1583. .1711 



OJ991011_01. 0202. Cll 
+ 

2546 

TBLASTX: Maize 

1712 

252 



Seq. No. 13844 Seq. ID 

Gene No. 29536 Strand 

Start 475 End 

Name OJ991011_01 . 0202 .Cll . ol . tm Method 

Start 2169 End 

GI none Score 



OJ991011_01. 0202. Cll 
+ 

2546 

TBLASTX: Maize 

2540 

380 



14531 



Exons 



2169.. 2540, 2237.. 2533 



Seq. No. 


1 O O A A 

1 Jo 4 4 


beq. id 




Gene No. 


A A C "5 C 

29536 


Strand 


+ 


Start 


475 


End 


2b4 b 


Name 


OJ991011 01 . 0202 . Cll . ol . tw 


Method 


mnj A C"TI V • t.TVi -4- 

TBLASTX : wheat 


Start 


A O A A " 

22 &Pv 


End 


A Q. A C 

2o4 b 


GI 


none 


Score 




Exons 


2220.. 2546, 2324.. 2527, 2364 


. .2540 




Seq. No. 


13844 


beq. iu 


ujyyiuii u l . uz . j. i 


Gene No. 


A A C A f 

29536 


Strand 


+ 


Start 


475 


End 


2d4 b 


Name 


y\TAATA"in A 1 A O A O /"i 1 1 _ 1 4__ 

OJ991011 01 . 0202 . Cll . ol . ts 


Method 


TBLASTX : Soybean 


Start 


2256 


hnd 




GI 


none 


Score 


1 A.A 

1 90 


Exons 


2256 . . 2543 






Seq. No. 


13845 


Seq. ID 


OJ991011_01.0202.C12 


Gene No. 


A A C A T 

z y d j / 


Strand 




Start 


624 


hna 


a n n c 


Name 


/"\~rAA1A"11 AT A A A A T A _ 1 

OJ991011 01 . 0202 . C12 . ol . gs 


Method 


TT" XT O 7\ XT 

GENSCAN 


Start 


624 


T~> _ _] 

End 


AA A /I 

Jo 34 


GI 


none 


Score 


1 A 

. / 9 


Exons 


/-n j A A "1 T A A "lO/IC -1 ~) A C 

624. .680, 1192. .1245, 1335.. 


1 A A ^7 1 /" A C 

1397, 1635 


..1710, 2065.. 2243, 




AIAjI A ("> A 1 AAA/*" A A T 1 a t i c 

2794.. 2881, 2986.. 3071, 3775 


. .3834 




Seq. No. 


13845 


Seq. ID 


OJ991011_01.0202.C12 


Gene No. 


29537 


Strand 


+ 


otart 


624 


End 


4706 


Name 


OJ991011 01.0202.C12.ol.np 


Method 


AAT/NAP 


Start 


833 


End 


4706 


GI 


6630695 


Score 


607 


Exons 


833. .924, 1008. .1110, 1192.. 


1250, 1340 


..1397, 1480.. 1529, 




1635.. 1710, 2043.. 2243, 2794 


..2888, 2993.. 3071, 3153.. 3249, 




3658. .3713, 3801. .3889, 4112 


..4155, 4598. .4706 


GI Descrip. 


(AP000969) ESTs C97915 (C0113) , C26087 (C11614 ) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






beq. No. 


13845 


Seq. ID 


OJ991011_01.0202.C12 


Gene No. 


29537 


Strand 


+ 


Start 


624 


End 


4706 


Name 


OJ991011 01.0202.C12.ol.gp 


Method 


AAT/GAP 


Start 


874 


End 


2134 


GI 


uC-osflm202102f05bl 


Score 


796 


Exons 


874. .924, 1008. .1110, 1192.. 


1245, 1335 


. .1397, 1480. .1529, 




1635. .1710, 2043. .2134 






GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ? 






Seq. No. 


13845 


Seq. ID 


OJ991011_01.0202.C12 


Gene No. 


29538 


Strand 


+ 


Start 


4843 


End 


5238 


Name 


OJ991011 01.0202.C12.o2.gp 


Method 


AAT/GAP 


Start 


4843 


End 


5238 


GI 


none 


Score 


776 



14532 



Exons 



4843. .5238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13845 Seq. ID 

29539 Strand 

5551 End 

OJ991011_01 . 0202 . C12 . ol . tm Method 

806 End 

none Score 



OJ991011_01.0202.C12 
11708 

TBLASTX: Maize 

3890 

133 



806. .907, 814. .909, 1005. .1109, 1009. .1110, 1192. .1251, 
1338. .1397, 1343. .1396, 1358. .1414, 1479. .1529, 1480. .1533, 
1632.. 1712, 2166.. 2285, 2169.. 2243, 2793.. 2882, 2797.. 2889, 
2985. .3083, 3801. .3890, 3812. .3886 



13845 
29539 
5551 

OJ991011_01.0202.C12.ol.ts 
815 
none 

815. .916, 817 



Seq. ID 
Strand 
End 

Method 
End 
Score 

915, 1009.. 1110, 1017.. 



1192.. 1266, 1338. 
2794. .2883, 2985. 

13845 
29539 
5551 

OJ991011_01.0202.C12.o2.gs 

5551 

none 



1397, 1480. .1560, 2157 
3083 



OJ991011_01.0202.C12 
11708 

TBLASTX : Soybean 

3083 

127 

1103, 1188. .1250, 

2246, 2157.. 2246, 



Seq. ID OJ991011_01.0202.C12 



Strand 
End 

Method 

End 

Score 



11708 
GENSCAN 
11636 
.71 



5551. .5708, 6978. .7038, 7205. .7245, 7335. .7467, 7664. .7728, 
8 972. .9128, 9997. .10233, 10326. .10415, 10983. .11636 



13845 
29539 
5551 

OJ991011_01.0202.C12.o2.np 

8895 

3341691 



Seq. ID OJ991011_01. 0202.C12 
Strand 

End 11708 

Method AAT/NAP 

End 11708 

Score 293 



8895.. 9142, 10635 .. 10698 , 10977 .. 11227 , 11684.. 11708 
(AC003672) putative heterogeneous nuclear ribonucleoprotein 
[Arabidopsis thaliana] 



13845 
29539 
5551 

OJ991011_01.0202.C12.o2.tm 

8907 

none 



Seq. ID OJ991011_01.0202.C12- 
Strand 

End 11708 

Method TBLASTX : Maize 

End 11207 

Score 7 3 



8907. .9128, 10072. .10221, 10317 10409, 10989 .. 1117 1 , 
10996. .11103, 11166.. 11207 



13846 
29540 
353 

OJ991011_01.0202.C13.ol.gs 

353 

none 



Seq. ID OJ991011_01.0202.C13 

Strand + 

End 4 54 

Method GENSCAN 

End 4 54 

Score .96 



14533 



Exons 



353. .454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13847 Seq. ID 

29541 Strand 
1478 * End 

OJ991011_01.0202.C14 .ol.gp Method 
1478 End 
7606_1.R1084 Score 
1478. .2621 

'4887131/gb|AAD32206.1|AF134732_l 1.0e-141 (AF134732) 60S 
ribosomal protein LI [Prunus armeniaca] 1 



OJ991011_01.0202.C14 
+ 

2673 
AAT/GAP 
2621 
2127 



13847 Seq. ID 

29541 Strand 

1478 End 

OJ991011_01.0202.C14 .ol.np Method 

1515 End 

6682241 Score 
1515. .2673 

(AC016661) putative 60S ribosomal protein LI [Arabidopsis 
thaliana] 



OJ991011_01.0202.C14 
+ 

2673 
AAT/NAP 
2673 
1447 



Seq. No. 13847 Seq. ID 

Gene No. 29541 Strand 

Start 1478 End 

Name OJ991011_01 . 0202 . C14 . ol . gs Method 

Start 1518 End 

GI none Score 

Exons 1518.. 2627 



OJ991011_01.0202.C14 
+ 

2673 
GENSCAN 
2627 
.81 



Seq. No. 13847 

Gene No. 29541 

Start 1478 

Name OJ991011_01 . 0202 . C14 . ol . tm 

Start 1529 

GI none 

Exons 1529.. 1576, 15:30.. 1580, 1581, 
2169. .2405, 2276. .2569, 2504, 



Seq. ID OJ991011_01.0202.C14 

Strand + 

End 2 673 

Method TBLASTX: Maize 

End 2623 

Score 75 

.2612, 1607. .2089, 2156. .2209, 
.2623 



Seq. No. 13847 

Gene No. 29541 

Start 1478 

Name OJ991011_01 . 0202 . C14 . ol . ts 

Start 1532 

GI none 

Exons 1532.. 1864, 1533.. 2606, 1928, 
2279.. 2431, 2392. .2433, 2507, 



Seq. ID OJ991011_01.0202.C14 

Strand + 

End 267 3 

Method TBLASTX : Soybean 

End 2608 

Score 1300 

.2083, 2156. .2209, 2172. .2405, 
.2608, 2507.. 2569 



Seq. No. 13847 

Gene No. 29541 

Start 1478 

Name OJ991011_01 . 0202 . C14 . o2 . tc 

Start 1532 

GI none 

Exons 1532.. 1975, 1533.. 1976 



Seq. ID OJ991011_01.0202.C14 

Strand + 

End 2673 

Method TBLASTX : Cress 

End 1976 

Score 54 6 



Seq. No. 



13847 



Seq. ID OJ991011_01.0202.C14 



14534 



Gene No. 


29541 




Strand 


+ 


Start 


T A "7 Q 
1 H 1 O 




End 


2673 


Name 


a tooi ni i m 

ujyyiuii ui 


. UZUZ . .Ol . CC 


Method 


TBLASTX: Cress 


Start 


i y / / 




End 


2606 


GI 


none 




Score 


700 


Exons 


iy / / . . ^dud, 


iy/y. . zuoU; zido . 


.2209, 2172. .2405, 2279. .2428 


Seq. No. 


Uo4 / . 




Seq. ID 


OJ991011_01.0202.C1- 


Gene No. 


29541 




Strand 


+ 


Start 


1478 




End 


2673 


Name 




. UZU^ . Ulfl .Ol , LW 


Method 


TBLASTX: Wheat 


Start 


O O O A 




End 


2571 


GI 


none 




Score 


82 


Exons 




ooqq otcc o^yin 


.2405, 2349. .2555, 2354. .2431 




z4 yo . . ZD bo , 


O/IQQ TCCQ OCLOC 


.2571 




beq. No. 


1 "5Q/1Q 

1 JO 4 o 




Seq. ID 


OJ991011_01.0202.C1! 


Gene No. 


29542 




Strand 


+ 


Start 


496 




End 


606 


Name 


uj yyiuxi ui 


.0202.C15.ol.np 


Method 


AAT/NAP 


Start 


4 y d 




End 


606 


GI 


4 oo / 1 Jl 




Score 


139 


Exons 


4 y o . . bUb 








GI Descrip. 


( AFl J4 / 5Z ) 


60S ribosomal protein LI [Prunus armeniaca] 


Seq. No. 


~\ O O A O 

1 Jo4 o 




Seq. ID 


OJ991011_01.0202.C1. 


Gene No. 


29543 




Strand 




Start 


495 




End 


1026 


Name 


OJ991011 01 


.0202. CIS. ol.gp 


Method 


AAT/GAP 


Start 


495 




End 


1026 


GI 


7606 1.R108 


4 


Score 


1037 


Exons 


495. .1026 








GI Descrip. 


'4887131/gb|AAD32206.1 IAF134732 1 1 . Oe 


-141 (AF134732) 60S 




ribosomal protein LI [ Prunus 


armeniaca] 1 


Seq. No. 


13849 




Seq. ID 


OJ991011_01.0202.C1 


Gene No. 


29544 




Strand 


+ 


Start 


1 




End 


2647 


Name 


OJ991011 01 


.0202.C16.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2647 


01 


169705 




Score 


804 


Exons 


1..176, 1369. .1459, 1542. .1735, 2025.. 


2146, 2628.. 2647 


GI Descrip. 


(M64737) ATP: pyruvate phosphotransferase [Ricinus communis 


Seq. No. 


13849 




Seq. ID 


OJ991011_01.0202.C1 


Gene No. 


29544 




Strand 


+ 


otart 


1 




.End 


2647 


Name 


OJ991011 01 


.0202.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 




End * 


1452 


GI 


none 




Score 


243 


Exons 


2. .130, 3.. 


149, 66. . 149, 1372 


. .1404, 1393. .1452 


Seq. No. 


13849 




Seq. ID 


OJ991011_01.0202.C1 


Gene No. 


29544 




Strand 


+ 


Start 


1 




End 


2647 


Name 


OJ991011 01 


.0202.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


147 



14535 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2. .139, 3. .146, 69. .146, 109. .147 



241 



13849 
29544 
1 

OJ99101L_01.0202.C16.ol.ts 

3 

none 

3. .146, 5. .127 

13849 
29544 
1 

OJ991011_01.0202.C16.ol.gs 
21 

none 

21. .282, 464. .576, 1369 1459/ 1542 .. 1735, 2025. .2146 



Seq. ID OJ991011_01.0202.C16 

Strand + 

End 2647 

Method TBLASTX : Soybean 

End 14 6 

Score 196 



Seq. ID OJ991011_01.0202.C16 

Strand + 

End 2647 

Method GEN SCAN 

End 2146 

Score .83 



13849 
29544 
1 

OJ991011_01.0202.C16.ol. tm 

1353 

none 



Seq. ID OJ991011_01.0202.C16 

Strand + 

End 2647 

Method TBLASTX : Mai ze 

End 2146 

Score 14 3 



1353... 1457, 1363. .1458, 1367. .1465, 1541. .1735, 1541. .1735, 
1579. .1746, 2022. .2144, 2022. .2144, 2024. .2146, 2024. .2146 



13849 
29544 
1 

OJ991011_01.0202.C16.ol.gp 
1368 

66420_1.R1084 
1368. .1459, 1542. .1735 

, 2497539/sp|Q43117 |KPYA_RICCO 3.0e-52 PYRUVATE KINASE, 
CHLOROPLAST ISOZYME- A PRECURSOR >gi_169703 (M64736) ATP:pyruvate 
phosphotransferase [Ricinus communis] 1 



Seq. ID OJ991011_01.0202.C16 

Strand + 

End 2647 

Method AAT/GAP 

End 1735 

Score 507 



13849 
29544 
1 

OJ991011_01.0202.C16.o2.ts 

1700 

none 



Seq. ID OJ991011_01.0202.C16 

Strand + 

End 2647 

Method TBLASTX : Soybean 

End 2146 

Score 58 



1700. .1735, 2007. .2141, 2022. .2141, 2024. .2146 



Seq. No. 13850 

Gene No. 29545 
Start " 1 

Name OJ991011_01 . 0202 . C17 . ol . np 

Start 1 

GI 169705 

Exons 1..599, 776.. 1074 

GI Descrip. (M64737) ATP:pyruvate phosphotransferase [Ricinus communis] 



Seq. ID OJ991011_01.0202.C17 

Strand + 

End 1077 

Method AAT/NAP 

End * 1074 

Score 1105 



Seq. No. 



13850 



Seq. ID OJ991011_01.0202.C17 



14536 




Gene No. 


29545 


Strand 


+ 




Start 


1 


End 


1077 






O.TQQ1 n 1 1 m 0909 PI 7 o1 rrQ 


HcLflOu 








191 ~~ 




1 077 




GI 


i ic 




ft7 




P. von 


1 91 SQQ 77fi 1 077 










1 JO JU 


o tr . XL/ 


O.TQQ1 01 1 
\jo y y xu x x 


01 0909 CI 1 
u x . U^UZ . *^X / 




29545 




-f 




Start 


1 


End 


1077 




Name 


OJ991011 01.0202.C17.ol.gp 


Method 


AAT/GAP 




Start 


145 


End 


827 




GI 


21356 1.R1084 


Score 


954 




Exons 


145. .599, 776. .827 








GI Descrip. 


' 2497541/sp|Q40545|KPYA TOBAC 


8.0e-45 


PYRUVATE 


KINASE ISOZYME A, 




CHLOROPLAST PRECURSOR >gi_482936_emb_CAA82222 


(Z28373) pyruvate 



kinase; plastid isozyme [Nicotiana tabacum] ' 





Seq. No. 


13850 








Seq. ID 


OJ991011_01.0202 


.C17 




Gene No. 


29546 








Strand 








Start 


2519 








End 


2721 






Name 


■ OJ991011 


01.0202.C17 


.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


109 








End 


1080 




t'=i 

L-i 


GI 


none 








Score 


535 




3 


Exons 


109. .453, 


119. .478, 


538. 


.603, 


539. .616, 


774. .1079, 775.. 


.1080 


m 

ru 


Seq. No. 


13850 








Seq. ID 


OJ991011 01.0202, 


.C17 


• SOL 


Gene No. 


29546 








Strand 


— 




U 


Start 


2519 








End 


2721 




! i! 

*s t r 


Name 


OJ991011 


01.0202.C17 


.ol. 


tm 


Method 


TBLASTX: Maize 




'is? 


Start 


118 








End 


599 




r LI 


GI 


none 








Score 


561 




is 


Exons 


118. .453, 


119. .478, 


278. 


.466, 


504. .599 






i»i 


Seq. No. 


13850 








Seq. ID 


OJ991011JD1.0202, 


.C17 




Gene No. 


29546 








Strand 








Start 


2519 








End 


2721 






Name 


OJ991011 


01.0202.C17 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


121 








End 


1083 




r;! 


GI 


none 








Score 


502 




CI 


Exons 


121. .453, 


122. .478, 


539. 


.607, 


544 . . 603, 


757. .1074, 774.. 


.1082 



775. .1083 



Seq. No. 13850 Seq. ID 

Gene No. 29546 Strand 

Start 2519 End 

Name OJ991011_01 . 0202 . C17 . ol . tw Method 

Start 191 End 

GI none-. Score 

Exons 191. .466, 193. .453 



OJ991011_01.0202.C17 
2721 

TBLASTX: Wheat 

466 

239 



Seq. No. 13850 Seq. ID 

Gene No. 29546 Strand 

Start 2519 End 

Name OJ991011_01 . 0202 . C17 . o2 . tm Method 

Start 774 End 

GI none Score 



OJ991011_01.0202.C17 
2721 

TBLASTX: Maize 

1098 

485 



14537 




Exons 


774. .1076, 775. .1098, 977. .1087 






Seq. No. 


13850 


Seq. ID 


OJ991011_01.0202. 


.C17 


Gene No. 


29546 


Strand 






Start 


2519 


End 


97 91 




Name 


OJ991011 01.0202.C17.o2.gs 


Method 






Start 


2519 


End 


97 91 




GI 


none 


Score 


JO . 

. ^ o 




Exons 


2519. .2721 








Seq. No. 


13851 


Seq. ID 


OJ991011_01.0202 


.C18 


Gene No. 


29547 


Strand 


+ 




Start 


10992 


End 


13473 




Name 


OJ991011 01.0202.C18.o3.gs 


Method 


GENSCAN 




Start 


10992 


End 


12132 




GI 


none 


Score 


.4 




Exons 


10992. .11150, 11588. .12121, 


12127. .12132 




Seq. No. 


13851 


Seq. ID 


OJ991011JU.0202 


n ft 


Gene No. 


/ 


Strand 


+ 




Start 


10992 


End 


13473 




Name 


OJ991011 01.0202.C18.ol.np 


Method 


AAT/NAP 




Start 


11729 


End 


13473 




GI 


4455356 


Score 


1053 




Exons 


11729. .12005, 12042. .12121, 


12221. . 127 99, 12842. . 13261, 






13437. .13473 








GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13851 


Seq. ID 


OJ991011_01. 0202 


.C18 


Gene No. 


29548 


Strand 






Start 


7318 


End 


9491 




Name 


OJ991011 01.0202.C18.o2.gs 


Method 


GENSCAN 




Start 


7318 


End 


9491 




GI 


none 


Score 


.43 




Exons 


7318. .7490, 9410. .9491 








Seq. No. 


13851 


Seq.. ID 


OJ991011JD1.0202 


PI ft 


Gene No. 




Strand 






-Start 


11250 


End 


11329 




Name 


OJ991011 01.0202.C18.ol.gp 


Method 


AAT/GAP 




Start 


11250 


End 


11329 




GI 


38012 1.R1084 


Score 


93 




Exons 


11250. .11329 








GI Descrip. 


' 4097 947 /gb | U72255 IOSU72255 


2.0e-23 Oryza sativa 




beta-1, 3-glucanase precursor 


■ (Gns9) gene, complete cds 1 




Seq. No. 


13851 


Seq. ID 


OJ991011_01.0202 


PI ft 


Gene No. 


29550 / 


Strand 






Start 


12206 


End 


13428 




Name 


OJ991011 01.0202.C18.o2.tm 


Method 


TBLASTX: Maize 






11936 


End 


12442 




GI 


none 


Score 


62 




Exons 


11936. .11980, 12047. .12127, 


12051. .12107, 12059. .12118, 






12233. .12316, 12248 .. 12361, 


12250. .12360, 12337 12423, 






12347. .12442 








Seq. No. 


13851 


Seq. ID 


OJ991011J)1.0202 


.C18 



14538 



en 



Gene No. 


29550 






Strand 






Of -it-f 

btart 


12206 






hna 


1 *3 A O Q 

1 J4 Zo 




Name 


OJ991011 01.0202.C18 


. o4 . gs 


Metnoa 


bENSCAN 




btarc 


12206 








1 J4 Z o 




bl 


none 






Score 


Q Q 

. yy 




Exons 


12206. 


.13428 










Seq. No. 


13851 






Seq. ID 


OJ991011_01.0202 


.C18 


Gene No. 


29550 






Strand 






o rare 


12206 






hna 


lo4 Zo 




Name 


OJ991011 01.0202.C18, 


rt O 4- e* 

. oz . ts 


Metnoa 


rpnT 7\ crpv . rt . ,U rt « 

TBLASTX : Soybean 




btart 


12353 






T7« rt 


l^D/1 




b± 


none 






Score 


TOO 

zzz 




Exons 


12353. 


.12571, 12478.. 


i o c *7 n 
. LZD / U 








Seq. No. 


13851 






Seq. ID 


OJ991011_01.0202 


.Clo 


Gene No. 


29550 






Strand 






Start 


12206 






End 


13428 




Name 


OJ991011 01.0202.C18. 


. ol . tm 


Method 


TBLASTX: Maize 




O 4 , — 4- 

otart 


12529 






End 


12898 




bl 


none 






Score 


45 




Exons 


12529. 


.12570, 12530.. 


. 1^0 / 1 , 


12601. .12864, 12602. .12865, 






12841. 


.12894, 12845.. 


. lzo yy 








Seq. No. 


13851 






Seq. ID ' 


r 'OJ991011_01.0202 


.C18 


Gene No. 


29550 






Strand 






btart 


12206 






End 


13428 




Name 


OJ991011 01.0202.C18, 


rt 1 4- rt 

. ol . tc 


Method 


TBLASTX: Cress 




otart 


12632 






End 


13012 




C T 


none 






Score 


527 




Exons 


12632. 


.13012, 12634.. 


1 OQ1 Q 








Seq. No. 


13851 






Seq. ID 


OJ991011__01.0202 


.C18 


Gene No. 


29550 






Strand 








12206 






End 


13428 




Name 


OJ991011 01.0202.C18. 


rt 1 4- ~ 

, ol . ts 


Method 


TBLASTX : Soybean 




otart 


12751 






End 


13006 




b± 


none 






Score 


343 




Exons 


12751. 


.12918, 12752.. 


. loUUo, 


12956. .12994 




beq. no. 


13851 






Seq. ID 


OJ991011JU.0202 


. Clo 


Gene No. 


29550 






Strand 






Start 


12206 






End 


13428 




Name 


OJ991011 01.0202.C18. 


rt 1 4- t T 

Ol . tw 


Method 


TBLASTX: Wheat 




otart 


12784 






End 


13123 




bl 


none 






Score 


300 




Exons 


12784. 


.12918, 12785.. 


i oni o 

ioulZ , 


13016. .13072, 13018. .13056, 






13058. 


.13123 










Seq. No. 


13851 






Seq. ID 


OJ991011JD1.0202 


. C18 


Gene No . 


29550 






Strand 






Start 


12206 






End 


13428 




Name 


OJ991011 01.0202.C18. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12899 






End 


13261 




GI 


none 






Score 


133 




Exons 


12899. 


.13012, 13003.. 


13074, 


13016. .13117, 1318 9. .13260, 






13196. 


.13261 











14539 




Seq. No. 


13852 








Seq. ID 


OJ991011_01. 


0202 


.C19 


Gene No. 


29551 








Strand 


+ 






Start 


962 








End 


2445 






Name 


OJ991011 01 


. 0202 


.C19.ol 


.gs 


Method 


GENSCAN 






Start. 


962 








End 


2445 






GI 


none 








Score 


. 74 






Exons 


962 . . 1229, 


1401 . 


.1686, 


2316. . 


2445 








Seq. No. 


13852 








Seq. ID 


OJ991011_01. 


0202 


.C19 


Gene No. 


29551 








Strand 


+ 






Start 


962 








End 


2445 






Name 


OJ991011_01 


. 0202 


.C19.ol 


• gp 


Method 


AAT/GAP 






Start 


1075 








End 


1606 






GI 


2428647 








Score 


678 






Exons 


1075 . . 1229, 


1401 


. . 1606 












Seq. No. 


13852 








Seq. ID 


OJ991011_01. 


0202 


.C19 


Gene No. 


29551 








Strand 


+ 






Start 


962 








End 


2445 






Name 


OJ991011_01 


.0202 


.C19.o2 


.gp 


Method 


AAT/GAP 






Start 


1705 








End 


2087 






GI 


5056001 








Score 


714 






Exons 


1705. .2087 
















Seq. No. 


13853 








Seq. ID 


OJ991011_01. 


0202 


.C20 


Gene No. 


29552 








Strand 


+ 






Start 


2719 








End 


6586 






Name 


OJ991011 01 


.0202 


.C20.ol 


.np 


Method 


AAT/NAP 






Start 


2719 








End 


2979 






GI 


6907106 








Score 


256 






Exons 


2719. .2979 
















GI Descrip. 


(AP001129) 


EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


13853 








.Seq. ID 


OJ991011_01. 


0202 


.C20 


Gene No. 


29552 








Strand 


+ 






Start 


2719 








End 


6586 






Name 


OJ991011 01 


.0202 


.C20.ol 


.gs 


Method 


GENSCAN 






Start 


2727 








End 


6586 






GI 


none 








Score 


.43 






Exons 


2727. .2967, 


3830 


. .3967, 


4433. 


.4557, 5749. .5836, 6546. .6586 


Seq. No. 


13853 








Seq. ID 


OJ991011_01. 


0202 


.C20 


Gene No. 


29552 








Strand 


+ 






Start 


2719 








End 


6586 






Name 


OJ991011 01 


.0202 


.C20.ol 


.gp 


Method 


AAT/GAP 






Start 


4333 








End 


4620 






GI 


427610 








Score 


409 






HiXons 


4333. .4545, 


4570 


. .4620 












GI Descrip. 


5852172/emb ICAB55410. 1 | 


4 . Oe- 


11 (AL117265) zhb0002. 


1 [Oryza 




sativa] 
















Seq. No. 


13853 








Seq. ID 


OJ991011_01. 


0202 


.C20 


Gene No. 


29553 








Strand 








Start 


4442 








End 


11174 






Name 


OJ991011 01 


.0202 


.C20.o2 


.np 


Method 


AAT/NAP 







14540 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



4442 End 

5852172 Score 
4442. .4602, 11135. .11174 

(AL117265) zhfc>0002.1 [Oryza sativa] 



11174 
154 



13853 
29553 
4442 

OJ991011_01 .0202.C20.o2.gs 

6869 

none 



Seq. ID OJ991011_01.0202.C20 
Strand 

End 11174 

Method GENSCAN 

End 10636 

Score .71 



6869.. 6999, 9917.. 10027, 10157 .. 10281, 10283.. 10636 



13854 
29554 
1 

OJ991011_01.0202.C21.ol.np 
1 

4585901 
1..271, 394. .618, 705. .1072 

(AC007133) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991011_01.0202.C21 
Strand + 

1560 
AAT/NAP 
1072 
440 



End 

Method 

End 

Score 



13854 
29554 
1 

OJ991011_01 .0202.C21.ol.gs 
124 
none 

124. .348, 426. .618, 705. .1297 



Seq. ID OJ991011_01.0202.C21 

Strand + 

End . 1560 

Method GENSCAN 

End . 1297 

Score .96 



Seq. ID OJ991011_01.0202.C21 
Strand + 

1560 
AAT/GAP 
621 
386 



13854 
29554 
1 

OJ991011_01.0202.C21.ol.gp 
317 

uC-osflM202062allbl 
317.. 348', 426.. 621 

, 5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002 . 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



13854 
29554 
1 

OJ991011_01 . 0202 . C21 . o2 . gp 

1029 

none 

1029. . 1560 

13854 
29555 
3076 

OJ991011_01.0202.C21.ol.tw 

419 

none 



Seq. ID OJ991011_01.0202.C21 

Strand + 

End 1560 

Method AAT/GAP 

End 1560 

Score 980 



Seq. ID OJ991011_01.0202.C21 
Strand 

End 4588 

Method TBLASTX : Wheat 

End 811 

Score 189 



419. .619, 420. .623, 701. .811, 764. .811 

13854 Seq. ID OJ991011_01 . 0202 . C2 1 
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Gene No. 


29555 




Strand 


- 




Start 


3076 




End 


4588 




Name 


OJ991011 01 . 0202 .C21 .ol . 


tc 


Method 


TBLASTX : Cress 




Start 


423 




End 


973 




GI 


none 




Score 


62 




Exons 


423.. 515, 501.. 623, 728. 


. 832, 


892 . . 972, 


899 .. 973 




Seq. No. 


13854 




Seq. ID 


OJ991011 01.0202 


.C21 


Gene No. 


29555 




Strand 


- 




Start 


3076 




End 


4588 




Name 


OJ991011 01 . 0202 .C21 .ol . 


tm 


Method 


TBLASTX : Maize 




Start 


423 




End 


862 




GI 


none 




Score 


143 




Exons 


423. .620, 701. .739, 734. 


.862, 


764 . .847, 


TOT O C O 

787 . . 858 




Seq. No. 


13854 




Seq. ID 


OJ991011 01.0202 


-C21 


Gene No. 


29555 




Strand 


- 




Start 


3076 




End 


4588 




Name 


OJ991011 01 . 0202 .C21 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


441 




End 


984 




GI 


none 




Score 


110 




Exons 


441. .620, 728.-976, 764. 


. 979, 


787 . .984 






Seq. No. 


13854 




Seq. ID 


OJ991011 01.0202 


.C21 


Gene No. 


29555 




Strand 


- 




Start 


3076 




End 


4588 




Name 


OJ991011_01 . 0202.C21 .o2. 


gs 


Method 


GENSCAN 




Start 


3076 




End 


4588 




GI 


none 




Score 


. 51 




Exons 


3076. .3275, 3553. .3630, 


4531 . . 


, 4588 






Seq. No. 


13855 




Seq. ID 


OJ991011_01.0202 


.C22 


Gene No. 


29556 




Strand 


+ 




Start 


70 




End 


3343 




Name 


OJ991011_01 . 0202.C22 .ol . 


gp 


Method 


AAT/GAP 




Start 


70 




End 


1517 




GI 


none 




Score 


976 




Exons 


70. .510, 1438. .1517 










Seq. No. 


13855 




Seq. ID 


O'J991011_01.0202 


. C22 


Gene No . 


29556 




Strand 


+ 




Start 


70 




End 


3343 




Name 


OJ991011 01 . 0202 .C22 . ol . 


gs 


Method 


GENSCAN 




Start 


407 




End 


3343 




GI 


none 




Score 


.78 




Exons 


407. .510, 610. .698, 1957 


'..2074, 2167. .2224, 2304. .2368, 






2554.. 2614, 2 951.. 3052, 


3278. . 


.3343 






Seq. No. 


13855 




Seq. ID 


OJ991011_01.0202 


.C22 


Gene No. 


29556 




Strand 


+ 




Start 


70 




End 


3343 




Name 


OJ991011 01.0202.C22.o2. 


np 


Method 


AAT/NAP 




Start 


514 




End 


2431 




GI 


6598487 




Score 


431 




Exons 


514. .552, 1430. .1540, 1670. .1739, 1825. 


,.1863, 1957. .2074, 




2167. .2431 











GI Descrip. (AC005770) putative guanylate binding protein [Arabidopsis 
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thaliana] 





Seq. No. 


13855 


Seq. ID 


OJ991011_01.0202.C22 




Gene No. 


29556 


Strand 


+ 




otart 


70 


End 


Jo4 J 




Name 


OJ991011 01.0202.C22.o2.gp 


Method 


AAT/GAP 




Start 


1921 


End 


o o ft r» 

2290 




GI 


42393 1.R1084 


Score 


O "7 £ 

276 




Exons 


1921.. 2074, 2167.. 2223, 2266. 


.2290 






GI Descrip. 


'4585903/gb|AAD25565. 1|AC007133_7 9.0e- 


-21 (AC007133) putati 






guanylate binding protein [Arabidopsis 


thaliana] 




Seq. No. 


13855 


Seq.* ID 


OJ991011_01.0202.C22 




Gene No . 


29557 


Strand 






Start 


1 


End 


473 




Name 


OJ991011 01-0202. C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End - * 


473 




GI 


6683126 


Score 


50 




Exons 


1..54, 242. .473 








GI Descrip. 


(AB002337) KIAA0339 protein [Homo sapiens] 




Seq. No. 


13855 


Seq. ID 


OJ991011_01.0202.C22 




Gene No. 


29558 


Strand 






Start 


1845 


End 


2368 


i * 


Name 


OJ991011 01.0202.C22.ol.tm 


Method 


TBLASTX: Maize 


t 3 j E 

! hi 


Start 


1845 


End 


2368 




GI 


none 


Score 


39 


■as? 


Exons 


1845.. 1868, 1953.. 1994, 1992. 


.2075, 2005.. 2079, 2006.. 2074, 


Ll; 




2024.. 2083, 2025.. 2084, 2053. 


.2085, 2164. .2226, 2165. .2227, 


;. "j 




2165.. 2230, 2304.. 2366, 2306. 


.2368 




ry 

iE 


beq. No. 


13856 


Seq. ID 


OJ991011_01.0202.C25 


■ C s-. 


Gene No. 


29559 


Strand 


+ 


'a J 


Start 


13 


End 


82 


\j 


Name 


OJ991011 01.0202.C25.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


82 




GI 


none 


Score 


.93 


3; 


Exons 


13.. 82 






u 


beq. No. 


13857 


Seq. ID 


OJ991011_01.0202.C26 




Gene No . 


29560 


Strand 






Start 


369 


End 


840 




Name 


OJ991011 01.0202.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


340 


End 


840 




GI 


none 


Score 


169 




Exons 


340. .573, 354. .575, 355. .576, 


664. .840, 


671. .760, 679. .840 




Seq. No. 


13857 


Seq. ID 


OJ991011_01.0202.C26 




Gene No. 


29560 


Strand 






Start 


369 


End 


840 




Name 


OJ991011 01.0202.C26.ol.tw 


Method 


TBLASTX: Wheat 




Start 


340 


End 


550 




GI 


none 


Score 


53 




Exons 


340. .549, 341. .379, 440. .550 








Seq. No. 


13857 


Seq. ID 


OJ991011_01.0202.C26 




Gene No. 


29560 


Strand 





14543 



w 



Start 


369 


End 


840 




Name 


OJ991011 01.0202.C26.ol.ts 


Method 


TBLASTX : Soybean 




Start 


349 


End 


711 




GI 


none 


Score 


42 




Exons 


349.-573, 369. .407, 444. .575, 


449. . 574 


, 466. .576, 664.. 


711, 




671. .709 








Seq. No. 


13857 


Seq. ID 


OJ991011 01.0202 


.C26 


Gene No. 


29560 


Strand 






Start 


369 


End 


840 




Name 


OJ991011 01.0202.C26.ol.gs 


Method 


GENSCAN 




Start 


369 


End 


807 




GI 


none 


Score 


. 99 




Exons 


369. .573, 670. .807 








Seq. No. 


13857 


Seq. ID 


OJ991011 01.0202 


.C26 


Gene No. 


29560 


Strand 






Start 


369 


End 


840 




Name 


OJ991011 01.0202.C26.ol.tc 


Method 


TBLASTX: Cress 




Start 


448 


End 


840 




GI 


none 


Score 


137 




Exons 


448. .573, 449. .574, 450. .575, 


451. .576 


, 664. .729, 694.. 


840 


Seq. No. 


13858 


Seq. ID 


OJ991001_02.0202 


.CI 


Gene No. 


29561 


. Strand 


+ 




Start 


1 


End 


552 




Name 


OJ991001 02.0202.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


552 




GI 


2352927 


Score 


325 




Exons 


1..97, 385. .552 








GI Descrip. 


(AF012865) plastidic 3-deoxy- 


D-arabino 


-heptulosonate 7- 


phosphate 




synthase 1 [Petroselinum crispum] 






Seq. No. 


13858 


Seq. ID 


OJ991001_02.0202 


. CI 


Gene No. 


29561 


Strand 


+ 




Start 


1 


End 


552 




Name 


OJ991001 02.0202.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


552 




GI 


none 


Score 


121 




Exons 


1..69, 2. .106, 3. .98, 382. .552, 383. .550 




Seq. No. 


13858 


Seq. ID 


OJ991001_02.0202 


.CI 


Gene No. 


29561 


Strand 


+ 




Start 


1 


End 


552 




Name 


OJ991001 02.0202.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 


End 


552 




GI 


none 


Score 


122 




Exons 


2. .109, 3. .98, 382. .549, 383. 


.550, 424 


. .552 




Seq. No. 


13858 


Seq. ID 


OJ991001_02.0202 


.CI 


Gene No. 


29561 


Strand 


+ 




Start 


1 


End 


552 




Name 


OJ991001 02.0202.Cl.ol. tm 


Method 


TBLASTX: Maize 




Start 


382 


End 


550 




GI 


none 


Score 


224 




Exons 


382. .549, 383. .550 
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Seq. No. 


13859 


Seq. ID 


OJ991001 


_02 


. 0202 . 


. C2 


Gene No. 


29562 


Strand 


+ 








Start 


2622 


End 


3143 








Name 


OJ991001 02.0202.C2.ol.np 


Method 


AAT/NAP 








Start 


2622 


End 


3143 








GI 


6907086 


Score 


3ll 








Exons 


2622. .3143 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13859 


Seq. ID 


OJ991001 


_02 


. 0202 . 


,C2 


Gene No. 


29563 


Strand 










Start 


1014 


End 


2726 








Name 


OJ991001 02.0202.C2.ol.gp 


Method 


AAT/GAP 








Start 


905 


End 


1330 








GI 


4878407 


Score 


671 








Exons 


905. .1330 












GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 










Seq. No. 


13859 


Seq. ID 


OJ991001 


_02 


.0202. 


.C2 


Gene No. 


29563 


Strand 










Start 


1014 


End 


2726 








Name 


OJ991001 02.0202.C2.ol.gs 


Method 


GENSCAN 








Start 


1014 


End 


2726 








GI 


none 


Score 


.93 








Exons 


1014. .1148, 1816. .1970, 2699.. 


2726 










Seq. No. 


13860 


Seq. ID 


OJ991001 


_02 


.0202. 


.C3 


Gene No. 


29564 


Strand 


+ 








Start 


57 


End 


3669 








Name 


OJ991001 02.0202.C3.ol.gs 


Method 


GENSCAN 








Start 


57 


End 


3669 








GI 


none 


Score 


.81 








Exons 


57. .156, 479. .697, 2756. .2797, 


3446. .3669 








Seq. No. 


13860 


Seq. ID 


OJ991001 


_02 


.0202. 


,C3 ' 


Gene No. 


29565 


Strand 


+ 








Start 


8705 . 


End 


10574 








Name 


OJ991001 02.0202.C3.o3.gs 


Method 


GENSCAN 








Start 


8705 


End 


10574 








GI 


none 


Score 


.66 








Exons 


8705.. 8752, 9287.. 9418, 10323. 


.10574 










Seq. No. 


13860 


Seq. ID 


OJ991001 


_02 


.0202. 


,C3 


Gene No. 


29566 


Strand 


+ 








Start 


10658 


End 


11237 








Name 


OJ991001 02.0202.C3.o4.gs 


Method 


GENSCAN 








Start 


10658 


End • 


11237 








GI 


none 


Score 


.91 








Exons 


10658. .10922, 11026. .11237 












Seq. No. 


13860 


Seq. ID 


OJ991001 


_02 


.0202. 


.C3 


Gene No. 


29567 


Strand 


-f 








Start 


11397 


End 


11807 








Name 


OJ991001 02.0202.C3.ol.gp 


Method 


AAT/GAP 








Start 


11324 


End 


11685 








GI 


62886 1.R1084 


Score 


677 
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Exons 


11324 . . 11685 








GI Descrip. 


1 1084462/pir t 1 S53011 6.0e-14 


RCg2 protein - rice >gi 786130 






(L27209) RCc2 [Oryza sativa] 


>gi_786134 (L27210) root-specific 






"protein [Oryza sativa]' 








Seq. No. 


13860 


Seq. ID 


OJ991001_02 . 0202 .C3 




Gene No. 


29567 


Strand 


+ 




Start 


11397 


End 


11807 




Name 


OJ991001_02. 0202.C3.o5.gs 


Method 


GEN SCAN 




Start 


11397 


End 


11807 




GI 


none 


Score 


1 




Exons 


11397 . . 11807 








Seq. No. 


13860 


Seq. ID 


OJ991001 02. 0202. C3 




Gene No. 


29568 


Strand 


+ 




Start 


15527 


End 


15922 




Name 


OJ991001_02 . 0202 .C3 . 06. gs 


Method 


GEN SCAN 




Start 


15527 


End 


15922 




GI 


none 


Score 


1 




Exons 


15527 . . 15922 








Seq. No. 


13860 


Seq. ID 


OJ991001_02.0202.C3 


a 


Gene No. 


29569 


Strand 


+ 




Start 


18820 


End 


19215 




Name 


OJ991001_02 . 0202 .C3.o7.gs 


Method 


GENSCAN 


rf\ 

: s i i 


Start 


18820 


End 


19215 


: 

! L? 


GI 


none 


Score 


1 


o 


Exons 


18820 . . 19215 






\ i 1 


Seq. No. 


13860 


Seq. ID 


OJ991001_02.0202.C3 


i»i 1 


Gene No. 


29570 


Strand 


+ 


\ y 


Start 


23538 


End 


23966 


« 


Name 


OJ991001 02.0202.C3.o2.np 


Method ■ 


AAT/NAP 




Start 


23538 


End 


23963 




GI 


1084462 


Score 


536 




Exons 


23538. .23963 






si 


GI Descrip. 


RCg2 protein - rice gi 1786130 


(L27209) 


RCc2 [Oryza sativa] 


,'.s- t 




gi 1786134 (L27210) root-specific protein [Oryza sativa] 


Ui 
:«i 


Seq. No. 


13860 


Seq. ID 


.OJ991001_02.0202.C3 




Gene No. 


29570 


Strand 


+ 




Start 


23538 


End 


23966 




Name 


OJ991001 02.0202.C3.o9.gs 


Method 


GENSCAN 




Start 


23538 


End 


23966 




GI 


none 


Score 


1 




Exons 


23538. .23966 








Seq. No. 


13860 


Seq. ID 


OJ991001_02.0202.C3 




Gene No. 


29571 


Strand 


+ 




Start 


27893 


End 


28190 




Name 


OJ991001 02.0202.C3.o4.gp 


Method 


AAT/GAP 




Start 


27802 


End 


28190 




GI 


586 1.R1084 


Score 


750 




Exons 


27802. .28190 








GI Descrip. 


• 606964 3/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 1 
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Seq. No. 


13860 




Seq. ID 


OJ991001 


_02.0202 


.C3 


Gene No. 


29571 




Strand 


+ 






b car l 


z / oyj 




bna 


zo i yu 






Name 


n tqqi fim no nono z^o 

ojyyiuui uz.uzuz.cj. 


. olU . gs 


Method 


GENSCAN 






Start 


z /o y j 




T-l _J 

End 


1 O 1 A A 

28144 






GI 


none 




Score 


. 52 






Exons 


z /o y J . . Zo 14 4 












Seq. No. 


1 Jo bU 




Seq. ID 


OJ991001 


02 . 0202 


. C3 


Gene No. 


29571 




Strand 


+ 






Start 


27893 




End 


28190 






Name 


ujyyiuui uz.uzuz.gj. 


, o3 . np 


IUt a 4- l-i *-J 

Metnod 


AAT/NAP 






Start 


O T Q G O 

z /byj 




End 


28190 






GI 


1 AO vl A Cf\ 

1Uo4 4 bU 




Score 


c o c 

535 






Exons 


z fo y j . .zo ±yu 












GI Descrip. 


RCc2 protein - rice 












beq. JNo. 


13860 




Seq. ID 


OJ991001 


_02.0202, 


.C3 


Gene No. 


29572 




Strand 








Start 


4389 




End 


7573 






Name 


OJ991001 02. 0202. C3. 


o2 . gs 


Method 


GENSCAN 






Start 


4389 




End 


7573 






GI 


none 




. Score 


.81 






Exons 


4389.. 4856, 5721.. 6089, 6207 


..6350, 6447. .6537, 


6625. . 6729 




6844. .6965, 7095. .7216, 7429 


i. .7573 








Seq. No. 


13860 




Seq. ID 


OJ991001 


no nono 
U2 . UZUZ , 


r> o 


Gene No. 


29573 




Strand 








Of _ „!. 

otart 


20993 




End 


28177 






Name 


OJ991001 02. 0202. C3. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




btart 


5438 




End 


5769 




GI 


none 




Score 


107 






Exons 


5438. .5608, 5439. .5603, 5721 


..5753, 5725. .5769 






beq. no. 


13860 




Seq. ID 


OJ991001 


_02.0202. 


.C3 


Gene No . 


29573 




Strand 








btart 


20993 




End 


28177 






Name 


OJ991001 02. 0202. C3. 


ol . tm 


Method 


TBLASTX : 1 


Maize 




b tart 


11462 




End 


28129 






C T 

Gl 


none 




Score 


51 






Exons 


11462. .11482, 11463. 


.11483, 


11538. .11603, 11549 


. .11602, 






11640. . 11804, 11693. 


.11830, 


15544. .15717, 15593 


. .15619, 






15665. . 15718, 15680. 


.15718, 


15746. .15781, 15758 


. .15919, 






15760. . 15918, 15836. 


.15919, 


18867. .18944, 18868 


. .18966, 






18918. .19010, 18919. 


. 19011, 


19039. . 19212, 19051 


. .19212, 






23711. .23758, 23712. 


.23759, 


23795. .23884, 23796 


. .23885, 






23886. .23963, 27955. 


.27981, 


27956. .27982, 28081 


. .28128, 






28082. .28129 












Seq. No. 


13860 




Seq. ID 


OJ991001 


_02.0202. 


,C3 


bene ino . 


29573 




Strand 








Start 


20993 




End 


28177 






Name 


OJ991001 02. 0202. C3. 


ol.ts 


Method 


TBLASTX : : 


Soybean 




Start 


11553 




End ' 


23963 




GI 


none 




Score 


230 






Exons 


11553. .11804, 15667. 


.15912, 


15668. .15937, 18862 


. .19230, 






18960. .19229, 23712. 


.23885, 


23804. .23887, 23886 


. .23963 
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Seq. No. 13860 
Gene No. 29573 
Start 20993 

Name OJ991001_02 . 0202 . C3 . ol . tw 

Start 11553 
GI none 
Exons 11553. 

15668. 

15842. 

19054 . 

23712. 

28082. 



.11606, 11646. .11729 

,15721, 15760. .15843 

,15925, 15844 

,19137, 19135 

,23762, 23717 
,28132 



15936, 
19215, 
23947, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11727 

15761 

18928 

19135 

23802 



OJ991001 02. 0202. C3 



28177 

TBLASTX: Wheat 
28132 
67 

11807, 11729. .11815; 
15844, 15842. .15922, 
19014, 19053. .19136, 
19218, 19137. .19250, 
23966, 23883. .23957, 



Seq. No. 13860 
Gene No. 29573 
Start 20993 

Name OJ991001_02 . 0202 .C3 . ol . tc 

Start 11556 
GI none 
Exons 11556. 

15676. 

18969. 

23717. 

28082. 



.11651, 11640. 

.15759, 15760. 

,19052, 19053. 

.23800, 23796. 
.28177 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 02. 0202. C3 



.11807, 11687. 

.15912, 15761. 

.19205, 19054. 

.23885, 23819. 



28177 

TBLASTX : Cress 
28177 
92 

.11797, 15674. .15775, 
.15922, 18928. .19068, 
.19215, 23712. .23807, 
.23887, 23886. .23966, 



Seq. No. 13860 ~ Seq. ID 

Gene No. 29573 • Strand 

Start 20993 End 

Name OJ991001_02 . 0202 . C3 . 08 . gs Method 

Start 20993 End 

GI none Score 

Exons 20993. .21358, 21398.. 21475 



OJ991001_02.0202.C3 

28177 
GENSCAN 
21475 
.57 



Seq. No. 13861 Seq. ID 

Gene No. 29574 . Strand 

Start 1 End 

Name ^ OJ991001_02 . 0202 . C4 . ol . gp Method 

Start 1 End 

GI 586__1.R1084 Score 

Exons 1..204 

GI Descrip. 1 6069643/dbj | AP000616. 1 | AP000616 1 . Oe- 
DNA, chromosome 6, clone : P0514G12 ' 



OJ991001_02.0202.C4 
+ 

748 

AAT/GAP 

204 

342 

-152 Oryza sativa genomic 



Seq. No. 13861 Seq. ID 

Gene No. 29574 Strand 

Start 1 End 

Name OJ991001_02 . 0202 . C4 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 107, 597.. 748 



OJ991001_02.0202.C4 
+ 

748 

GENSCAN 

748 

.78 



Seq. No. 13862 Seq. ID 

Gene No. 29575 Strand 

Start 1 End 

Name OJ991001_02 . 0202 .C5.ol.np Method 

Start 1 End 



OJ991001_02.0202.C5 
+ 

677 

AAT/NAP 
668 



14548 




GI 


A ^ O C Q A C 

4 / ^ o y 4 D 






Score 


202 


Exons 




.428, 


465. .668 






GI Descrip. 




pEARLI 1-like protein [Arabidopsis thaliana] 


Seq. No. 


13862 






Seq. ID 


OJ991001_02.0202.C5 


Gene No. 


29575 






Strand 


+ 


otart 


1 






End 


677 


Name 


atqqi no 

ujyyiuui uz 


.0202 


.C5.ol.gs 


Method 


GEN SCAN 


btart 


lo y 






End 


677 


GI 


none 






Score 


1 


Exons 


lo y . . b / / 










Seq. No. 


13862 






Seq. ID 


OJ991001_02.0202.C5 


Gene No. 


29576 






Strand 


— 


Of n >~ 4- 

otart 


774 






End 


4341 


Name 


OJ991001 02 


.0202 


.C5.o2.gs 


Method 


GENSCAN 


Start 


774 






End 


4254 


GI 


none 






Score 


.51 


Exons 


774. .914, 2001.. 


2096, 3718.. 


3813, 3900 


..3986, 4117. .4254 


Seq. No. 


13862 






Seq. ID 


OJ991001_02.0202.C5 


Gene No. 


29576 






Strand 




brart 


774 






End 


4341 


Name 


OJ991001 02 


.0202 


.C5.ol.gp 


Method 


AAT/GAP 


Start 


1410*"" 






End 


4341 


GI 


none 






Score 


1218 


Exons 


1410. .1688, 


3718 


..3813, 3900 


..3986, 4117. .4341 


Seq. No. 


13862 






Seq. ID 


OJ991001_02.0202.C5 


Gene No . 


29576 






Strand 




Start 


774 






End 


4341 


Name 


OJ991001 02 


.0202 


.C5.ol.tm 


Method 


TBLASTX: Maize 


otart 


1628 






End 


4266 


GI 


none 






Score 


72 


Exons 


1628. . 1687, 


1629 


..1688, 1630 


..1689, 3703. .3819, 3722. .3775 




3728. .3832, 


3729 


. . 3827 , 3900 


..3977, 3900. .3986, 3901. .3984 




4117. .4206, 


4120 


..4161, 4156 


..4254, 4195. .4266 


Seq. No. 


13862 






Seq. ID 


OJ991001_02.0202.C5 


Gene No. 


29576 






Strand 




o tar r 


774 






End 


4341 


Name 


OJ991001 02 


.0202 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


O 4- ~~ 4- 

s tart 


3790 






End 


4272 


GI 


none 






Score 


136 


Exons 


3790. .3819, 


3900 


..3986, 3901 


..3984, 4117. .4272, 4120. .4269 


beq. no. 


13863 






Seq. ID 


OJ991001_02.0202:C6 


Gene No. 


29577 






Strand 


+ 


Start 


1686 






End 


3975 


Name 


OJ991001 02 


.0202 


. C6.ol.np 


Method 


AAT/NAP 


Start 


1686 






End 


3975 


GI 


6466937 






Score 


1038 


Exons 


1686. .2260, 


2288 


. .3975 







GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

Seq. No. 13863 Seq. ID OJ991001_02 . 0202 . C6 



14549 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29577 
1686 

OJ991001_02. 

2598 

none 

2598. .2903, 

13863 
29577 
1686 

OJ991001_02. 

3138 

none 

3138. .3620, 



0202.C6.o3.tm 
2730. .2903 

0202.C6.ol.tw 
3242.. 3562, 3258. 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3578 



+ 

3975 

TBLASTX: Maize 

2903 

248 



OJ991001_02.0202.C6 
+ 

3975 

TBLASTX: Wheat 

3620 

387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



III 

Q 
i il 

•s z: 



!=[} Seq. No. 

./ Gene No. 

!; si Start 

H Name 

N Start 

H= GI 

i~j Exons 

seq. no. 

::=? Gene No. 
Start 
Name 
Start 
GI 

Exons 



13863 
29577 
1686 

OJ991001_02, 

3174 

none 

3174. .3488 

13863 
29577 
1686 

OJ991001_02. 

3201 

none 

3201. .3674, 

13863 
29577 
1686 

OJ991001_02, 

3597 

none 

3597. .3956, 

13863 
29577 
1686 

OJ991001_02. 

3669 

none 

3669. .3962, 



0202.C6.o2.ts 



0202.C6.ol.tm 



3242. .3673 



0202.C6.ol.ts 



3668. .3943 



0202.C6.o2. tw 



3716. .3943 



Seq. ID OJ991001_02.0202.C6 

Strand + 

End 3975 

Method TBLASTX: Soybean 

End 3488 

Score 207 



Seq. ID OJ991001_02.0202.C6 

Strand + 

End 3975 

Method TBLASTX : Maize 

End 3674 

Score 607 



Seq. ID OJ991001_02.0202.C6 

Strand + 

End 3975 

Method TBLASTX : Soybean 

End 3956 

Score . 284 



Seq. ID OJ991001_02.0202.C6 

Strand + 

End 3975 

Method TBLASTX : Wheat 

End 3962 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13863 
29577 
1686 

OJ991001_02, 

3677 

none 

3677. .3961, 

13864 
29578 



0202.C6.o2.tm 



3678. .3962 



Seq. ID OJ991001_02.0202.C6 

Strand + 

End 3975 

Method TBLASTX : Mai ze 

End 3962 

Score 282 



Seq. ID OJ991001_02.0202.C7 
Strand + 



14550 




Start 


1 




End 


2171 




Name 


OJ991001_02.0202.C7. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2171 




GI 


6466937 




Score 


1024 




Exons 


-i ^ m rt rt rt i rt rt rt i ~i i 

1 . .1438, 2103. . 2171 










GI Descrip. 


(AC011621 ) putative 


retroelement pol polyprotein [Arabidop: 




thaliana] 










Seq. No. 


13864 




Seq. ID 


y*v ~r rt rt 1 rt rt *t rt rt rt rt rt rt 

OJ991001_02 . 0202 , 


>C7 


Gene No. 


29579 




Strand 






Start 


1463 




End 


1768 




Name 


OJ991001 02.0202.C7. 


ol . gs 


Method 


GENSCAN 




Start 


1463 




End 


1768 




GI 


none 




Score 


.56 




Exons 


1463. .1509, 1606. .1768 








Seq. No. 


13864 




Seq". ID 


OJ991001_02.0202. 


.C7 


Gene No. 


29580 




Strand 






Start 


1757 




End 


1833 




Name 


OJ991001 02. 0202. C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


429 




GI 


none 




Score 


185 




Exons 


5. .133, 7. .129, 115. 


.183, 


196. .429, 291. .395 




Seq. No. 


13864 




Seq. ID 


OJ991001_02,0202. 


. C7 


Gene No. 


29580 




Strand 






Start 


1757 




End 


1833 




Name 


OJ991001 02. 0202. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


205 




End 


600 




GI 


none 




Score 


247 




Exons 


205. .489, 295. .495, 


342..S99, 441. .599, 


547. .600 




Seq. No. 


13864 




Seq. ID 


OJ991001_02.0202, 


. C7 


Gene No. 


29580 




Strand 






Start 


1757 




End 


1833 




Name 


OJ991001 02. 0202. C7 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


433 




End 


1065 




GI 


none 




Score 


76 




Exons 


433. .495, '435. .1058, 


528. . 


737, 547.. 1065 




Seq. No. 


13864 




Seq. ID 


OJ991001_02.0202, 


. C7 


Gene No. 


29580 




Strand 






Start 


1757 




End 


1833 




Name 


OJ991001 02. 0202. C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


549 




End 


840 




GI 


none 




Score 


265 




Exons 


549. .839, 550. .840 










Seq. No. 


13864 




Seq. ID 


OJ991001_02.0202, 


,C7 


Gene No. 


29580 




Strand 






Start 


1757 




End 


1833 




Name 


OJ991001 02..0202.C7. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


688 




End 


1272 




GI 


none 




Score 


291 




Exons 


688. .1065, 783. .1019, 1183 


. .1272 






Seq. No. 


13864 




Seq. ID 


OJ991001_02.0202, 


,C7 



14551 



Gene No. 


29580 


Strand 




Start 


1757 


End 


1833 


Name 


ojyyiuui U2 . U2U2 . c / . o j . tm 


Method 


TBLASTX: Maize 


Start 


1 T 1 1 
1111 


End 


1736 


GI 


none 


Score 


315 


Exons 


1111 1 d O 1 O C 1 1 ji o /■ 1 C O O 

1111. .1536, 1251. .1436, 1532. 


.1579, 1536. .1583, 1537. .1581, 




i Tftf 1 TOO 1 "7 1 O 1 "7 O £T 

l/U6..1/2y, 1/13. .1/36 






Seq. No. 


13864 


beq. ID 


r\TQQi r\rii no n o n o a 


Gene No. 


29580 


Strand 




Start 


I / o / 


End 


1833 


Name 


OJyylOUl 02 . 0202 . C7 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


1 O ~7 O 

12/3 




1 A O Q 

i h o y 


GI 


none 


Score 


1 QQ 


Exons 


1 O "7 O 1 / 1 O "7 C 1/100. 1 O O 1 

12/3. .143/, 12 /5. .1439, 12ol. 


1/10/; 

.14 36 




Seq. No. 


13864 


O — r TVS 

beq. iu 


Uuyyuui 


Gene No. 


29580 


Strand 




Start 


1 1 C *7 

L Id 1 


End 


1833 


Name 


ojyyiuoi 02 . 0202 . C7 . ol . gp 


Method 


AAT/GAP 


Start 


1 *7 C 1 

175 / 


End 


1 o o o 
lo33 


GI 


48799 / 1 


Score 


o o 
oo 


Exons 


1 *7 C "7 1 O O O 

1 / 5 / . . lo33 






Seq. No. 


13865 


Seq. ID 


Ainrn Am no n o n o z^o 
OJyylUUl U2.U2U2.Co 


Gene No. 


29581 


Strand 




Start 


280 


End 


2oUU 


Name 


OJ991001 02.0202.C8.ol.gs 


Method 


GENSCAN 


Start 


280 


End 


2800 


GI 


none 


Score 


.43 


Exons 


280. .495, 1017. .1171, 2752. .2800 




Seq. No. 


13866 


Seq. ID 


OJ991001_02. 0202. C10 


Gene No. 


29582 


Strand 


+ 


Start 


148 


End 


2082 


Name 


OJ991001 02.0202.C10.ol.np 


Method 


AAT/NAP 


Start 


148 


End 


2082 


GI 


6907095 


Score 


672 


Exons 


148. .323, 506. .609, 898. .2082 






bi uescrip. 


(AP001129) Similar to Oryza sativa Sell protein (AF067401) 


Seq. No. 


13866 


Seq. ID 


OJ991001_02. 0202. C10 


Gene No. 


29582 


Strand 


+ 


Start 


148 


End 


2082 


Name 


OJ991001 02.0202.C10.ol.gp 


Method 


AAT/GAP 


Start 


1431 


End 


1849 


GI 


none 


Score 


803 


Exons 


1431. .1849 







Seq. No. 13866 Seq. ID 

Gene No. 29583 Strand 

Start 7592 End 

Name OJ991001_02 . 0202 . C10 . o3 . gp Method 

Start 7592 End 

GI none Score 

Exons 7592.. 7891 



OJ991001_02. 0202. C10 
+ 

7891 
AAT/GAP 
7891 
592 



14552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13866 
29584 
13413 

OJ991001_02. 0202. CIO. o2.np 

13413 

5777617 

13413. .13482, 13821. .13921, 



Seq. ID OJ991001_02. 0202. CIO 

Strand + 

End 14430 

Method AAT/NAP 

End 14430 

Score 89 
14298. .14430 



(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 13866 Seq. ID 

Gene No. 29585 Strand 

Start 2158 End 

Name OJ991001JD2 . 0202 . C10 . o2 . gp Method 

Start 2158 End 

GI none Score 

Exons 2158.. 2504 



OJ991001_02. 0202. C10 

2504 
AAT/GAP 
2504 
671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13866 
29586 
12124 

OJ991001_02. 0202. C10. ol.tm 
1033 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 02. 0202. C10 



15372 

TBLASTX: Maize 
2085 

none Score 4 8 

1033. .1086, 1051. .1086, 1089. .1157, 1093. .1161, 1191. 
1192. .1353, 1213. .1305, 1312. .1395, 1320. .1367, 1396. 
1413. .1562, 1542. .1607, 1612. .1878, 1629. .1850, 1944, 
1945. .2085, 1990. .2082 



, 1277, 
, 1563, 
2081, 



Seq. No. 13866 
Gene No. 29586 
Start 12124 

Name OJ991001_02 . 0202 . C10 . ol . ts 

Start 1057 
GI none 

Exons 1057. .1089, 1058. .1090, 1101. 

1197. .1457, 1399. .1608, 1410. 
1944. .2084, 1945. .2085 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 02. 0202. C10 



15372 

TBLASTX : Soybean 
2085 
44 

1145, 1102. .1173, 1195. .1386, 
1607, 1629. .1727, 1630. .1860, 



Seq. No. 13866 Seq. ID 

Gene No. 29586 Strand 

Start 12124 End 

Name OJ991001_02 . 0202 . C10 . ol . tc Method 

Start 1198 End 

GI none Score 
Exons 



OJ991001_02. 0202. C10 
15372 

TBLASTX: Cress 

1541 

208 



1198. .1464, 1210. .1410, 1405. .1536, 1410.;1541 



Seq. No. 13866 

Gene No. 29586 

Start 12124 

Name OJ991001_02 . 0202 . C10 . o2 . gs 

Start 12124 

GI none 

Exons 12124. .12137, 13304 
14525. .14932, 15069 



Seq. ID 
Strand 

End 15372 
Method GENSCAN 
End 15303 
Score .69 
13482, 13695. .13864, 13917 
15171, 15198.. 15303 



OJ991001 02. 0202. C10 



13962, 



Seq. No. 
Gene No. 



13866 
29586 



Seq. ID 
Strand 



OJ991001 02. 0202. C10 



14553 






Start 


12124 




End 


15372 






Name 


OJ991001 02. 0202. CIO 


.o3.np 


Method 


AAT/NAP 






Start 


13159 




End 


15372 






GI 


3236255 




Score 


165 






Exons 


13159. .13180, 15000. 


.15183, 


15342. .15372 






GI Descrip. 


(AC004 684) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


13866 




Seq. . ID 


OJ991001 02.0202 


.C10 




Gene No. 


29586 




Strand 








Start 


12124 




End 


15372 






Name 


OJ991001 02. 0202. C10 


,o2. tc 


Method 


TBLASTX: Cress 






Start 


15008 




End 


15179 






GI 


none 




Score 


73 






Exons 


15008. .15178, 15075 . 


. 15179 










Seq. No. 


13866 




Seq. ID 


OJ991001 02.0202 


.C10 




Gene No. 


29586 




Strand 








Start 


12124 




End 


15372 






Name 


OJ991001 02. 0202. C10 


. o2 . ts 


Method 


TBLASTX : Soybean 






Start 


15008 




End 


15179 






GI 


5666695 




Score 


71 






Exons 


15008.. 15178, 15051. 


. 15179 










GI Descrip. 














Seq. No. 


13867 




Seq. ID 


OJ991001 02.0202 


.Cll 


m 


Gene No. 


29587 




Strand 


+ 




j'jj 


Start 


1537 




End 


1685 






Name 


OJ991001 02.0202.C11 


. o 1 . gp 


Method 


AAT/GAP 






Start 


1537 




End 


1685 




Lit 


GI 


2797006 




Score 


277 






Exons 


1537 . . 1685 










ill 


Seq. No. 


13867 




Seq. ID 


OJ991001 02.0202 


.Cll 


.as; 


Gene No. 


29588 




Strand 


+ 






Start 


5428 




End 


5584 




\\ 


Name 


OJ991001_02.0202.C11 


,o3.np 


Method 


AAT/NAP 




:j s: 


Start 


5428 




End- 


5584 




! *b! 


GI 


5852172 




Score 


92 




; 5=J 


Exons 


5428 . . 5584 










i : a F 


GI Descrip. 


(AL117265) zhb0002.1 


[Oryza 


sativa] 








Seq. No. 


13867- 




Seq. ID 


OJ991001_02.0202 


. Cll 




Gene No. 


29589 




Strand 








Start 


417 




End 


531 






Name 


OJ991001 02.0202.C11 


. ol . np 


Method 


AAT/NAP 






Start 


417 




End 


531 






GI 


5777617 




Score 


75 






Exons 


417. .531 












GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza sativa] 






Seq. No. 


13867 




Seq. ID 


OJ991001_02.0202 


.Cll 




Gene No. 


29590 




Strand 








Start 


1052 




End 


8853 






Name 


OJ991001 02.0202.C11 


. o2 . gs 


Method 


GENSCAN 






Start 


1052 




End 


8853 






GI 


none 




Score 


.54 






Exons 


1052. .1233, 1327. .14 


94, 1762 


..1802, 1931. .2817, 3253. .3474, 



14554 



3534. .3806, 3816. .3983, 5469. .5568, 6421. .6607, 7224. .7270, 
8742. .8853 



Seq. No. 13867 

Gene No. 29590 

Start 1052 

Name OJ991001_02 . 0202 . CI 1 . o2 . tm 

Start " 1755 

GI none 

Exons 1755.. 1811, 1775.. 1804, 1925 
2002.. 2112, 2003.. 2116 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2083, 



OJ991001 02.0202.C11 



8853 

TBLASTX: Maize 
2116 
57 

1929. .2000, 1930. .2004, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13867 Seq. ID 

29590 Strand 
1052 End 

OJ991001_02 . 0202 . CI 1 . o2 . np Method 
1766 End . 

66857 98 ..S£ore 



OJ991001_02.0202.C11 

8853 
AAT/NAP 
3802" 
931 



1766. .1802, 1931. .2817, 3250. .3802 

PROLINE OXIDASE, MITOCHONDRIAL PRECURSOR (OSMOTIC STRESS-INDUCED 
PROLINE DEHYDROGENASE) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13867 
29590 
1052 

OJ991001_02.0202.Cll.ol.ts 
1769 

none : 

1769. .1804, 1895. .2095, 1930. 
2542. .2610, 2660. .2812, 2674. 

13867 
29590 
1052 

OJ991001__02.0202.Cll.ol.tc 

1930 

none 

1930.. 2055, 1930.. 2112, 1970. 
2476. .2607, 2672. .2812, 2674. 

13867 
29590 
1052 

OJ991001_02.0202.Cll.ol.tm 

2170 

none 

2170. .2472, 2249. .2464, 2338. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 02.0202.C11 



8853 

TBLASTX: Soybean 
3312 
139 

2112, 2170. .2217, 2197. .2553, 
2811, 3247. .3312 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 02.0202.C11 



8853 

TBLASTX: Cress 
3608 
68 

,2095, 2170.. 2205, 2212. 
.2817, 3247.. 3360, 3492. 



.2466, 
.3608 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2472 



Seq. No. 13868 Seq. ID 

Gene No. 29591 Strand 

'Start 173 End 

Name OJ991001_02 . 0202 . C12 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173.. 294 



OJ991001_02.0202.C11 
8853 

TBLASTX: Maize 

2472 

140 



OJ991001_02.0202.C12 
+ 

294 

GENSCAN 

294 

.56 



Seq. No. 



13868 



Seq. ID OJ991001 02.0202.C12 



14555 



Gene No. 


29592 






Strand 


+ 






Start 


1087 






End 


*3 A A O 

J 4 4 o 






Name 


OJ991001 02 


.0202.C12.ol. 


.np 


Method 


AAT/NAP 






Start 


1087 






End 


3448 






GI 


5922634 






Score 


73 






Exons 


1087. . 1190, 


3404. .3448 












GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 








gi| 6016867 |dbj IBAA85210, 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


13868 






Seq. ID 


OJ991001_02 


.0202 


.C12 


Gene No. 


29593 






Strand 








Start 


2779 






End 


5916 






Name 


OJ991001 02 


.0202.C12.o2. 


.np 


Method 


AAT/NAP 






Start 


2779 






End 


5916 






GI 


6633852 






Score 


311 






Exons 


2779. .2907, 


2968. .3133, 


3426. 


.4277, 5869. .5916 






GI Descrip. 


(AC008047) 


F2K11.12 [Arabidopsis thaliana] 






Seq. No. 


13868 






Seq. ID 


OJ991001_02 


.0202 


,C12 


Gene No. 


29593 






Strand 








Start 


2779 






End 


5916 






Name 


OJ991001 02 


.0202.C12.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


3506 






End 


3774 






GI 


none 






Score 


220 






Exons 


3506. .3772, 


3506. .3754, 


3507. 


.3773, 3568. .3774 






Seq. No. 


13868 






Seq. ID 


OJ991001_02 


.0202 


.C12 


Gene No. 


29593 






Strand 








Start 


2779 






End 


5916 






Name 


OJ991001 02 


.0202.C12.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


3868 






End 


4271 






GI 


none 






Score 


265 






Exons 


3868. .4218, 


3870. .4271 












Seq. No. 


13869 






Seq. ID 


OJ991001_02 


.0202 


.C13 


Gene No. 


29594 






Strand 








Start 


2369 






End 


2746 






Name 


OJ991001 02 


.0202.C13.o2. 


.gs 


Method 


GENSCAN 






Start 


2369 






End 


2746 






GI 


none 






Score 


.97 






Exons 


2369. .2746 














Seq. No. 


13870 






Seq. ID 


OJ991001 02 


.0202 


.C14 


Gene No. 


29595 






Strand 


+ 






Start 


1 






End 


5512 






Name 


OJ991001 02 


.0202.C14.ol. 


.np 


Method 


AAT/NAP 






Start 


1 






End 


774 






GI 


6006372 






Score 


95 






Exons 


1..56, 267. 


.357, 682.. 774 










GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


13870 






Seq. ID 


OJ991001_02 


.0202 


.C14 


Gene No. 


29595 






Strand 


+ 






Start 


1 






End 


5512 






Name 


OJ991001 02 


.0202.C14.ol, 


.gs 


Method 


GENSCAN 






Start 


21 






End 


3743 







14556 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .75 

21. .183, 188. .282, 554. .661, 1429. .1534, 1834. .2046, 3616. .3743 



13870 
29595 
1 

OJ991001_02.0202.C14 .o2.np 

1374 

3522956 



Seq. ID OJ991001_02.0202.C14 

Strand + 

End 5512 

Method AAT/NAP . 

End 5512 

Score 769 



1374. .1577, 1834. .2046, 3616. .3689, 3816. .3902, 4156. .4280, 
4385. .4491, 4699.-4776, 4870. .4975, 5182. .5327, 5408. .5512 



GI Descrip. (AC004411) putative pectinesterase [Arabidopsis thaliana) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ..... 
Start 
GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



13870 
29595 
1 

OJ991001_02.0202.CI4 .o2.ts 
1511 
none 

1511.. 1582, 1829.. 2026, 1830, 
3825. .3899, 4159. .4281, 4164. 

13870 

29595 Strand 

1 End 

OJ991001_02.0202.C14.ol.tc ' Method 

1823 End 

none Score 



OJ991001_02. 0202.C14 
-f 

5512 

TBLASTX : Soybean . 
4980 
219 

2045, 3614. .3685, 3615. .3683, 
4283, 4699. .4782, 4894. .4980 



Seq. ID OJ991001_02.0202.C14 

+ ' 

5512 

TBLASTX: Cress 
3683 
194 



1823. .1867, 1830. .2045, 1898. .2044, 3615. .3683 



Seq. No. 13870 

Gene No. 29595 

Start 1 

Name OJ991001_02 . 0202 . C14 . o2 . tm 

Start 1823 

GI none 

Exons 1823.. 1867, 1830.. 2045, 
3825/. 3902, 4153.. 4278, 



1898. 
4164 . 



Seq. ID OJ991001_ 

Strand + 

End 5512 

Method TBLASTX: Maize 

End 4785 

Score 220 
.2044, 3614. .3685, 3615. 
.4283, 4698. .4772, 4699. 



02.0202.C14 



,3677, 
,4785 



Seq. No. " 13870 Seq. ID OJ991001__02 . 0202 . C14 

Gene No. 29595 Strand + 

Start . 1 End 5512 

Name OJ991001_02 . 0202 . C14 . ol . gp Method AAT/GAP 

Start 3790 End 4451 

GI uC-osflcyp081bl0bl Score 690 

Exons 3790.. 3902, 4156.. 4451 

GI Descrip. 1 4 680190/gb | AAD27555 . 1 | AF111710_1 1.0e-19 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 1 



Seq. No. 13870 Seq. ID 

Gene No. 29595 Strand 

Start 1 End 

Name OJ991001_02 . 0202 . C14 . ol . tm Method 

Start 4862 End 

GI none Score 

Exons .4862.. 4975, 4866.. 4976, 4866.. 4976, 4867 

5180.. 5311, 5181.. 5336, 5181.. 5336, 5406 



OJ991001_02.0202.C14 
+ 

5512 

TBLASTX: Maize 
5488 
69 

4977, 5180.. 5311, 
5477, 5410. .5487, 



14557 



5411. .5488 



Seq. No. 13870 

Gene No. 29595 

Start 1 

Name OJ991001_02 . 0202 . C14 . o2 . tc 

Start 4900 

GI none 

Exons 4900.. 4980, 5166.. 5339, 5180. 
5462. .5506 



Seq. ID OJ991001_02.0202.C14 

Strand + 

End 5512 

Method TBLASTX : Cress 

End 5506 

Score 70 

5338, 5405.. 5446, 5413.. 5478, 



Seq. No. 13870 

Gene No. 29595 

Start 1 

Name OJ991001_02 . 0202 . C14 . ol . ts 

Start 5181 

GI none 

Exons 5181.. 5339, 5237.. 5311, 5405. 



Seq. ID OJ991001_02.0202.C14 

Strand + 

End 5512 

Method TBLASTX : Soybean 

End 5506 

Score 171 

5506, 5410.. 5490 



Seq. No. 13871 

Gene No. 29596 

Start 19 

Name OJ991001_02 . 0202 . C15 . ol . gs 

Start 19 

GI none 

Exons 19.. 324 



Seq. ID OJ991001_02.0202.C15 

Strand 

End 324 

Method GENSCAN 

End 324 

Score . 68 



Seq. No. 13871 Seq. ID 

Gene No. 29597 Strand 

Start 1655 End 

Name OJ991001_02 . 0202 . C15 . o2 . gs Method 

Start 1655 End 

GI none Score 

Exons 1655.. 2068 



OJ991001_02.0202.C15 

2068 
GENSCAN 
2068 
.64 



Seq. No. 13872 Seq. ID 

Gene No. 29598 Strand 

Start 2690 End 

Name OJ991001_02 . 0202 . CI 6 . ol . gs Method 

Start 2690 End 

GI none Score 

Exons 2690. .3128, 3205. .3368, 3474. .3548, 3633. .3941, 4417. .4761, 
5174 . .5290 



OJ991001_02.0202.C16 
+ 

5293 
GENSCAN 
5290 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



13872 
29598 
2690 

OJ991001_02.0202.C16.ol.np 

2729 

3386605 



Seq. ID OJ991001_02.0202.C16 



Strand 
End 

Method 

End 

Score 



+ 

5293 
AAT/NAP 
5293 
931 



2729. .3368, 3474. .3548, 3633. .3941, 4417. .4761, 5174. .5293 
(AC004665) hypothetical protein [Arabidopsis thaliana] 



13872 Seq. ID 

29599 Strand 
3547 End 

OJ991001 02.0202.C16.ol.tm Method 



OJ991001_02.0202.C16 
8101 

TBLASTX: Maize 



14558 



Start 
GI 

Exons 



3011 End 3371 

none Score 172 

3011.. 3133, 3011.. 3049, 3052.. 3120, 3212.. 3304, 3213.. 3305, 

3309.. 3371, 3314.. 3367 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13872 Seq. ID 

29599 Strand 

3547 End 
*OJ991001_02.0202.C16.o2.ts Method 

3011 End 

none Score 

3011. .3124, 3052. .3117, 3210. .3341 



OJ991001_02.0202.C16 
8101 

TBLASTX: Soybean 

3341 

149 



Seq. No. 13872 Seq. ID 

Gene No. 29599 Strand 

Start 3547 End 

Name OJ991001_02 . 0202 .C16.o3.ts Method 

Start 3491 End 

GI none Score 

Exons 3491.. 3556, 3492.. 3548, 3632.. 3676, 
3755. .3814 



OJ991001_02.0202.C16 
8101 

TBLASTX: Soybean 
3848 
76 

3633. .3677, 3753. .3848, 



Seq. No. 13872 Seq. ID 

Gene No. 29599 Strand 

Start 3547 End 

Name OJ991001_02 . 0202 . CI 6 . o2 . np Method 

Start . 3547 End 
GI 4680190 Score 

Exons 3547.. 3604, 6137.. 6233, 6304.. 6533 

GI Descrip. (AF111710) putative dnaJ-like protein 
indica] 



OJ991001_02.0202.C16 

8101 
AAT/NAP 
6533 
127 

[Oryza sativa subsp. 



Seq. No. 13872 

Gene No. 29599 

Start 3547 

Name OJ991001_02 . 0202 . CI 6 . o2 

Start 3632 

GI none 

Exons • 3632.. 3676, 3633.. 3677, 

Seq. No. 13872 

Gene No. 29599 

Start 3547 

Name OJ991001_02 . 0202 . C16 . o2 

Start 3864 

GI none 

Exons 3864.. 3941, 4414.. 4491, 
4672. .4767, 4698. .4769 

Seq. No. 13872 

Gene No. 29599 

Start 3547 

Name OJ991001_02 . 0202 . CI 6 . ol 

Start 4413 

GI none 

Exons 4413. .4439, 4414. .4770, 



Seq. ID OJ991001_02.0202.C16 
Strand 

End 8101 

.tc Method TBLASTX: Cress 

End 3953 

Score 50 
3753.. 3953, 3758.. 3940 

Seq. ID OJ991001_02.0202.C16 
Strand 

End 8101 

.tm Method TBLASTX: Maize 

End 4769 

Score 69 
4 471. .4 614, 4 645. .47 61, 4 671. .47 63, 



Seq. ID OJ991001_02.0202.C16 
Strand 

End 8101 

.tc Method TBLASTX : Cress 

End 4770 

Score 362 
4473. .4607 



14559 



Seq. No. 13872 

Gene No. 29599 

Start 3547 

Name OJ991001_02 . 0202 . C16 . ol . ts 

Start 4435 

GI none 

Exons 4435.. 4761, 5167.. 5283, 5174. 

Seq. No. 13872 

Gene No. 29599 

Start 3547 

Name OJ991001_02 . 0202 . CI 6 . o2 . gs 

Start 6110 

GI none 
Exons 



Seq. ID OJ991001_02.0202.C16 
Strand - - 

8101 

TBLASTX : Soybean 
5287 
365 



End 

Method 
End 
Score 
.5287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_02.0202.C16 

8101 
GEN SCAN 
8101 
.79 



6110. .6267, 7070. .7089, 7248. .7346, 7684. .7707, 7832. .7886, 
7944. .8101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



13872 
29599 
3547 

OJ991001_02.0202.C16.ol.gp 

6128 

700043 



Seq. ID OJ991001_02.0202.C16 
Strand 

End 8101 

Method AAT/GAP 

End 7330 

Score 786 



6128.. 6267, 6344.. 6533, 7248.. 7330 

4680190/gb|AAD27555.1 |AF111710_1 1.0e-19 (AF111710) putative 
dnaJ-like protein [Oryza sativa subsp. indica] 



13873 Seq. ID 

29600 Strand 
1 End 
OJ991001_02.0202.C17 .ol.np Method 
1 End 
2352927 Score 
1..101, 389. .557 

(AF0128 65 ) plastidic 3-deoxy-D-arabino-heptulosonate 7 -phosphate 
synthase 1 [Petroselinum crispum] 



OJ991001_02.0202.C17 
+ 

557 

AAT/NAP 

557 

336 



13873 " Seq. ID 

29600 Strand 

1 End 

OJ991001_02.0202.C17.ol.tc Method 

1 End 

none Score 



OJ991001_02.0202.C17 
+ 

557 

TBLASTX: Cress 

557 

131 



1..102, 1..105, 3. .110, 386. .556, 387. .557 



13873 Seq. ID 

29600 Strand 

1 End 

OJ991001_02. 0202.C17.ol.ts Method 

1 End 

none Score 
1..102, 3. .113, 386. .553, 387. .557 

13873 Seq. ID 

29600 Strand 

1 End 

OJ991001 02.0202.C17.ol.tm Method 



OJ991001_02.0202.C17 
+ 

.557 

TBLASTX: Soybean 

557 

132 



OJ991001_02. 0202.C17 
+ 

557 

TBLASTX: Maize 



14560 



Start 
GI 

Exons 



386 
none 

386. .553, 387. .557 



End 
Score 



557 
228 



Seq. No. 13874 Seq. ID 

Gene No. 29601 Strand 

Start 116 . End 

Name OJ991001_02 . 0202 . C18 . ol . gs * Method 

Start 116 End 
GI * none Score 

Exons 116. . 590 



OJ991001_02.0202.C18 
+ 

590 

GEN SCAN 

590 

.49 



Seq. No. 13875 

Gene No. 29602 

Start 1 

Name OJ991011_09 . 0215 . CI . ol . np 

Start 1 

GI 4680180 

Exons 1 . .566 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 13875 

Gene No. 29602 

Start 1 

Name OJ991011_09 . 02 15 . CI . ol . gs 

Start 102 

GI none 

Exons 102. .563 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_09.0215.C1 
566 

AAT/NAP 

566 

892 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_09.0215.C1 
566 

GEN SCAN 
563 
. 91 



Seq. No. 13875 

Gene No. 29602 

Start 1 

Name OJ991011_09 . 02 15 . CI . ol . tm 

Start 204 

GI none 

Exons 204.. 458, 343.. 450 



Seq. ID OJ991011_09. 0215. CI 
Strand 

End 566 

Method TBLASTX : Mai ze 

End 4 58 

Score 62 



Seq. No. 13875 

Gene No. 29602 

Start 1 

Name OJ991011_09 . 02 15 . CI . ol . tw 

Start 207 

GI none 

Exons 207.. 563, 352.. 564 

Seq. No. 13875 

Gene No. 29602 

Start 1 

Name OJ991011_09 . 02 15 . CI . ol . ts 

Start 331 

GI none 

Exons 331.. 558, 333.. 563 



Seq. ID OJ991011_09.0215.C1 
Strand 

End 566 

Method TBLASTX : Wheat 

End 564 

Score 168 



Seq. ID OJ991011_09.0215.C1 
Strand 

End 566 

Method TBLASTX : Soybean 

End 563 

Score 128 



Seq. No. 13876 

Gene No. 29603 

Start 120 

Name OJ991011 09 . 02 15 . C2 . ol . tw 



Seq. ID OJ991011_09.0215.C2 
Strand 

End 4 95 

Method TBLASTX : Wheat 



14561 






Start 


1 




End 


176 






GI 


none 




Score 


103 






Exons 


1 . . 159, 6. . 176 












Seq. No. 


13876 




Seq. ID 


OJ991011 09.0215. 


C2 




Gene No. 


29603 




Strand 








Start 


120 




End 


495 






Name 


OJ991011_09. 0215. C2 


. ol . np 


Method 


AAT/NAP 






Start 


120 




End * 


495 






GI 


5902444 




Score 


513 






Exons 


120. .495 












GI Descrip. 


(AB030283) GAG-POL ] 


precursor 


[Oryza sativa] 






Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 




Gene No. 


29604 




Strand 








Start 


361 




End 


704 






Name 


OJ991011 09. 0215. C3 


. ol . np 


Method 


AAT/NAP 






Start 


361 




End 


704 






GI 


3157949 




Score 


221 






Exons 


361. .704 












GI Descrip. 


(AC002131) Similar 


to glucan 


endo-1, 3-! 


beta-D-glucosidase 






precursor gb|Z28697 


from Nicotiana tabacum. ESTs gb|Z1818J 


n 

1 sbF 




gb|AA605362 come from this gene. [Arabidopsis thaliana] 




O 


Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 


m 


Gene No. 


29604 




Strand 






ru 


Start 


361 




End 


704 




□ 


Name 


OJ991011 09. 0215. C3 


. ol . tm 


Method 


TBLASTX: Maize 




hi 


Start 


407 




End . 


636 






GI 


none 




Score 


144 






Exons 


407. .580, 409. .612, 


410. .634, 


411. .635 


, 412. .636 




i U 


Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 


a 


Gene No. 


29604 




Strand 








Start 


361 




End 


704 






Name 


OJ991011 09. 0215. C3 


.ol.gp 


Method 


AAT/GAP 




jia: 


Start 


410 




End 


480 






GI 


286358 




Score 


122 




U 


Exons 


410. .480 










.131 


Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 




Gene No. 


29604 




Strand 








Start 


361 




End 


704 






Name 


OJ991011 09. 0215. C3 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


410 




End 


679 






GI 


none 




Score 


165 






Exons 


410. .613, 411. .614, 


436. .615, 


617. .679 








Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 




Gene No. 


29604 




Strand 








Start 


361 




End 


704 






Name 


OJ991011 09. 0215. C3 


.ol . tw 


Method 


TBLASTX: Wheat 






Start 


411 




End 


661 






GI 


none 




Score 


64 






Exons 


411. .530, 413. .577, 


581. .661, 


582. .653 








Seq. No. 


13877 




Seq. ID 


OJ991011_09.0215. 


C3 



14562 




Gene No. 


29604 




Strand 






Start 


361 




End 


704 




Name 


OJ991011 09 . 0215 . C3 . ol . 


gs 


Method 


GENSCAN 




Start 


A 1 O 

412 




End 


/TOO 

682 




GI 


none 




Score 


. 98 




Exons 


A 1 O /"OO 

412.. 682 










Seq. No. 


13877 




Seq. ID 


OJ991011 


_09.0215.C3 


Gene No. 


29604 




Strand 






Start 


361 




End 


704 




Name 


OJ991011 09 . 0215 . C3 . ol . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


COT 

521 




End 


"7 C\ A 

704 


GI 


none 




Score 


237 




Exons 


COT "I/"*"") COO ~~i C\ A 

521 . . 703, 522 . . 704 










Seq. No. 


13878 




Seq. ID 


OJ991011 


_09 . 0215 . C5 


Gene No . 


29605 




Strand 


+ 




•Start 


2461 




End 


5118 




Name 


OJ991011 09.0215.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


2461 




End 


4731 




GI 


18281 1.R1084 




Score 


1034 




Exons 


2461. .2785, 2957. .3028, 


3437. 


.3504, 4475. .4592, 


4684. .4731 


GI Descrip. 


, 4741923/gb|AAD28757.1|AF130849 1 5.0e 


-14 (AF130849) PIT1 




[Arabidopsis thaliana] ' 










Seq. No. 


13878 




Seq. ID 


OJ991011 


09 . 0215 . C5 


Gene No. 


29605 




Strand 


+ 




Start 


2461 




End 


5118 




Name 


OJ991011 09.0215.C5.ol. 


gs 


Method 


GENSCAN 




Start 


2603 




End 


5118 




GI 


none 




Score 


.87 




Exons 


2603. .2785, 3437. .3504, 


4475. 


.4592, 4633. .4767, 


4841. .4948 




5035. .5118 










Seq. No. 


13878 




Seq. ID 


OJ991011 


_09.0215.C5 


Gene No. 


29605 




Strand 


+ 




Start 


2461 




End 


5118 




Name 


OJ991011 09.0215.C5.ol. 


np 


Method 


AAT/NAP 




Start 


2650 




End 


4938 




GI 


4741923 




Score 


168 




Exons 


2650. .2785, 2957. .3028, 


3437. 


.3505, 4477. .4592, 


4684 . .4767 




4841. .4938 










GI Descrip. 


(AF130849) PIT1 [Arabidopsis 


thaliana] 






Seq. No. 


13878 




Seq. ID 


OJ991011 


_09.0215.C5 


Gene No. 


29605 




Strand 


+ 




Start 


2461 




End 


5118 




Name 


OJ991011 09.0215.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2694 




End 


4926 




GI 


none 




Score 


118 




Exons 


2694. .2783, 2699. .2785, 


2954. 


.3028, 2956. .3024, 


3434 . .3502, 




3436. .3504, 4560. .4592, 


4672. 


.4764, 4682. .4735, 


4683. .4760, 




4684. .4767, 4822. .4926, 


4823. 


.4909 






Seq. No. 


13879 




Seq. ID 


OJ991011 


_09.0215.C6 


Gene No. 


29606 




Strand 


+ 




Start 


1108 




End 


1681 





14563 




Name 


OJ991011_09 . 


0215 . 


,Cd . ol . 


gs 


Method 




Start 


1108 








Lna 


1 1 


GI 


none 








Score 


c 
. O 


Exons 


1108 . . 1192, 


i c a c 

1 665 , 


, . lool 








Seq. No. 


13879 








Seq. ID 


U j yyiuii uy.uzio.Lo 


Gene No. 


29607 








Strand 




Start 


3069 








End 


3454 


Name 


OJ991011 09. 


0215. 


.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


3069 








End 


lA^A 


GI 


LIB3434-053- 


P1-K1-D6 




Score 


"7 A "7 
/ H f 


Exons 


3069. .3454 












GI Descrip. 


'3426046 3.0e-14 


(AC005168) similar to 


sal t — inducible prot e 




[Arabidopsis 


thaliana] 1 








Seq. No. 


13879 








Seq. ID 


OJ991011_09.0215.C6 


Gene No. 


29603 








Strand 




Start 


2404 








End 




Name 


OJ991011 09. 


0215 


.C6.o2. 


gs 


Method 


bhjNoUAlN 


Start- 


2404 








End 


a t n o 


GI 


none 








Score 




Exons 


2404. .4302 












Seq. No. 


13879 








Seq. ID 


OJ991011_09.0215.C6 


Gene No. 


29608 








Strand 




Start 


2404 








End 


4302 


Name 


OJ991011 09 . 


0215 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2428 








End 


3267 


GI 


none 








Score 


547 


Exons 


2428 . . 2838, 


2432 


. . 2836, 


2761 . 


.2955, 2833. .3069, 2926. .3162, 




3031 . . 3162, 


3031 


. .3267 








Seq. No. 


13879 








Seq. ID 


OJ991011_09.0215.C6 


Gene No. 


29608 








Strand 




Start 


2404 








End 


4302 


Name 


OJ991011_09. 


0215 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2488 








End 


3249 


GI 


none 








Score 


235 


Exons 


2488. .2790, 


2489 


. .2761, 


2770. 


.2970, 2774. .2971, 2794. .3192, 




2899. .3249, 


2974 


. .3027 








Seq. No. 


13879 








Seq. ID 


OJ991011__09.0215.C6 


Gene No. 


29608 








Strand 




Start 


2404 








End 


4302 


Name 


OJ991011 09. 


0215 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2503 








End 


3339 


GI 


none 








Score 


77 


Exons 


2503. .2739, 


2761 


. .2919, 


2773. 


.3129, 27: 


82. .3000, 2858. .3130, 




2890. .3276, 


2965 


. .3171, 


2968. 


.3339, 2990. .3322, 3034. .3339, 




3070. .3315, 


3181 


. .3339 








Seq. No. 


13879 








Seq. ID 


OJ991011_09.0215.C6 


Gene No. 


29608 








Strand 




Start 


2404 








End 


4302 


Name 


OJ991011 09. 


,0215 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3303 








End 


3768 


GI 


none 








Score 


82 



14564 





Exons 


jjUo . . jjbo , 


5 JU4 . . 5 j I Z, 


O "5 C\ A 


.3372, 3382.. 3438, 3383.. 3439, 






Jjoo . . obJ 6, 


j Joo . . job j, 




.3664, 3685.. 3768, 3686.. 3748 




Seq. No. 


13880 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29609 






Strand 


+ 




Start 


266 






End 


737 




Name 


OJ991011 09. 


0215.C7.ol. 


gs 


Method 


GENSCAN 




Start 


266 






End 


7.37 




bl 


none 






Score 


.59 




Exons 


266. .460, 643. .737 










Seq. No. 


1 JooU 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29610 






Strand 






Start 


1 






End 


1789 




Name 


OJ991011 09. 


0215.C7.ol. 


np 


Method 


AAT/NAP 




otart 


1 






End 


1599 






99922 






Score 


723 




Exons 


1..125, 754. 


.1599 










GI Descrip. 


hypothetical 


protein - 


soybean gi | 930025 | emb | CAA31883 | (X13528) 






ORF (oJ4 AA) 


[Glycine max] 








Seq. No. 


13880 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29610 






Strand 






b tar z 


1 






End 


1789 


. =; 

'is? 


Name 


OJ991011 09. 


0215.C7.o2. 


gs 


Method 


GENSCAN 


ijf 


Start 


1095 






End 


1789 


ru 


bl 


none 






Score 


. 4 




Exons 


1095. .1233, 


1698. .1789 








: .1 


Seq. No. 


13880 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29611 






Strand 




! il 


CM i v- +- 

btart 


4796 






End 


8610 




XT _ _ 

Name 


OJ991011 09. 


0215.C7.o3. 


tm 


Method 


TBLASTX: Maize 




btart 


738 






End 


1162 




bl 


none 






Score 


92 


si 

:c; 


Exons 


738. .908, 75 


8. .907, 923 


. . 1156 


, 930. .1157, 1025. .1162 




beq. no. 


.. 13880 






Seq. ID 


OJ991011_09.0215.C7 


HI 


Gene No. 


29611 






Strand 






Start 


4796 






End 


8610 




Name 


OJ991011 09. 


0215.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


747 






End 


1213 




bl 


none 






Score 


69 




Exons 


747. .908, 74 


8. .909, 752 


. . 907, 


951. .1046, 953. .1048, 1055. .1159, 






1062. .1169, 


1149. .1205, 


1157. 


.1213 






Seq. No. 


13880 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29611 






Strand 






btart 


4796 






End 


8610 




Name 


OJ991011 09. 


0215.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1001 






End 


1351 




GI 


none 






Score 


49 




Exons 


1001. .1351, 


1002. .1076, 


1098. 


.1154, 1194. .1343 




Seq. No. 


13880 






Seq. ID 


OJ991011_09.0215.C7 




Gene No. 


29611 






Strand 






Start 


4796 






End 


8610 



14565 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991011_09. 

1073 

none 

1073. .1351, 

13880 
29611 
4796 

OJ991011_09, 

4796 

none 

4796. .5039, 
8141. .8263, 

13880 
29611 
4796 

OJ991011_09. 

4809 

none 

4809. .4964, 

13880 
29611 
4796 

OJ991011_09. 

5349 

none 

5349. .5519, 
58-25. .5992 



0215.C7.o3.ts 



1091.. 1312, 1101. 



0215.C7.o3.gs 



5253.. 6861, 7075. 
8504. .8610 



0215.C7.o4.ts 



4844. .4963, 4988, 



0215.C7.ol.ts 



5351.. 5779, 5351. 



Method TBLASTX : Soybean 
End 1499 
Score 98 

.1337, 1371. .1499, 1412. .1492 

Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method GEN SCAN 

End 8610 

Score . 9 

.7319, 7439. .7499, 7792. .7945, 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8 610 

Method TBLASTX : Soybean 

End 5341 

Score 131 

.5041, 5252. .5341, 5253. .5321 

Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Soybean 

End 5996 

Score 114 

.5995, 5715. .5948, 5820. .5996, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13880 
29611 
4796 

OJ991011_09. 

5351 

none 

5351. .5431, 
5669. .5737, 



0215.C7.o2.tm 



5352.. 5432, 5414. 
5687. .5755 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Mai ze 

End 5755 

Score 63 

.5662, 5418. .5645, 5419. .5652, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13880 
29611 
4796 

OJ991011_09, 

5816 

none 

5816. .6217, 
6205. . 6345, 

13880 
29611 
4796 

OJ991011_09. 

6057 

none 

6057. .6215, 



0215.C7.ol.tm 



5817.. 5960, 5817, 
6206.. 6358, 6210. 



0215.C7 .o2 .ts 



6059. .6214, 6194, 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Maize 

End 6358 

Score 154 

.6233, 5825. .6181, 6015. .6218, 
.6308, 6224. .6340 

Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Soybean 

End 6340 

Score 139 
.6340, 6210. .6311 



14566 



Seq. No. 13880 

Gene No. 29611 

Start 4796 

Name OJ991011_09 . 0215 . C7 . ol . gp 

Start 6122 

GI 3761423 

Exons 6122.. 6580 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method AAT/GAP 

End 6580 

Score 872 



Seq. No. 13880 

Gene No. 29611 

Start 4796 

Name OJ991011_09 . 0215 . C7 . ol . tc 

Start 6671 

GI none 
Exons 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Cress 

End 7138 

Score 179 



6671. .6862, 6684.-6863, 6697. .6864, 6912. .7016, 6939. .7010, 
6953. .7015, 7085. .7138 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n GI 

s :: Exons 

. -: 

'is? 

ffi 

*s* - i 

fit Seq. No. 

r s \ Gene No. 

! s= ; Start 

i5 jJ Name 

^ Start 

I'll GI 

Exons 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13880 
29611 
4796 

OJ991011__09.0215.C7.o4 . tm 

7224 

none 



Seq. ID OJ991011_09.0215.C7 
Strand 

End 8610 

Method TBLASTX : Maize 

End 8240 

Score 79 



7224. .7319, 7225. .7311, 7256. .7318, 7427. .7492, 7438.-7494, 
7438. .7500, 7776. .7979, 7793 .. 7945, ' 8141 .. 8209, 8208. .8240' 



13881 
29612 
296 

OJ991011_09.0215.C8.ol.tm 

296 
none 



Seq. ID OJ991011_09.0215.C8 
Strand 

End 1570 

Method TBLASTX : Mai ze 

End 1222 

Score 700 



296. .1222, 298. .564, 377. .706, 658. .1146 



13881 
29612 
296 

OJ991011_09.0215.C8.o3.tw 

34 4 

none 

344. .583, 370. .552, 404. .577 



Seq. ID OJ991011_09.0215.C8 
Strand 

End 1570 

Method TBLASTX : Wheat 

End 583 

Score 230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13881 
29612 
296 

OJ991011_09. 0215.C8 .o2.tw 

590 

none 



Seq. ID OJ991011_09.0215.C8 
Strand 

End 1570 

Method TBLASTX : Wheat 

End 1006 

Score 164 



590. .781, 661. .780, 781. .936, 782. .946, 782. .955, 947. .1006 



Seq. No. 13881 

Gene No. 29612 

Start 296 

Name OJ991011_09 . 0215 . C8 . ol . ts 

Start 863 

GI none 

Exons 863.. 1213, 1217.. 1423 



Seq. ID OJ991011_09.0215.C8 
Strand 

End 1570 

Method TBLASTX : Soybean 

End 1423 

Score 180 



14567 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
y GI Descrip. 

m 

f[j Seq. No. 
iasj Gene No. 

: s ;; start 

Name 
Start 
GI 

Exons 



r 'i 



i. s ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13881 Seq. ID 

29612 Strand 

296 End 

OJ991011_09 . 0215 . C8 . ol . tw Method 

1013 End 

none Score 



OJ991011_09.0215.C8 
1570 

TBLASTX: Wheat 

1564 

283 



1013. .1456, 1015. .1215, 1234. .1317, 1433. .1564 

OJ991011 09. 0215. C8 



13881 Seq. ID 

29612 Strand 

296 End 

OJ991011_09.0215.C8.o2. tm Method 

1226 End 

none Score 



1570 

TBLASTX: Maize 

1570 

150 



1226. .1387, 1258. .1326, 1259. .1378, 1451. .1570 



13882 
29613 
8410 

OJ991011_09.0215.C9.ol.np 
8410 
5902445 
8410. .10245, 10285. .11529 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991011_09.0215.C9 

Strand + 

End 11529 

Method AAT/NAP 

End 11529 

Score 3063 



13882 
29614 
16132 

OJ991011_09.0215.C9.o4 . gs 

16132 

none 



Seq. ID OJ991011_09.0215.C9 

Strand + 

End 19158 

Method GENSCAN 

End 18887 

Score .54 



16132. .16221, 16266. . 16410, 16545 .. 16637, 1754 8 .. 17687 , 
18000. .18227, 18465. . 18638, 18813.. 18887 

13882 . Seq. ID OJ991011J)9 . 0215 . C9 

29614 Strand + 

16132 End 19158 

OJ991011_09 . 0215 . C9 . o5 . np Method *AAT*/NAP 

17515 End 19158 

6069646 Score 513 

17515. . 17871, 18154.. 19158 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 13882 . 

Gene No. 29615 

Start 534 

Name OJ991011__09 . 0215 . C9 . ol . gs 

Start 534 

GI none 
Exons 



Seq. ID' OJ991011_09.0215.C9 
Strand 

End 2077 

Method GENSCAN 

End 2077 

Score .81 



534. .630, 1226. .1392, 1517. .1569, 1947. .2077 



Seq. No. 



13882 



Seq. ID OJ991011_09.0215.C9 



14568 



Gene No. 29615 Strand 

Start 534 End 2077 

Name OJ991011_09 . 0215 . C9 . ol . gp Method AAT/GAP 

Start 699 End 856 

GI 35458_1.R1084 Score 136 

Exons 699.. 779, 824.. 856 

GI Descrip. ' 3868853/dbj | BAA34247 | 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] 1 - 



Seq. No. 13882 
Gene No. 29616 
Start 12150 

Name OJ991011_09 . 0215 . C9 . o3 . gs 

Start 12150 
GI none 
Exons 12150. .12574, 

13863. .13921, 

14816. .14998, 



12766. .12911, 
13992. .14174, 
15156.. .15334, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13166. .13497, 
14242. .14366, 



OJ991011 09. 0215. C9 



15623 
GENSCAN 
15623 
.71 

13507. 
14576. 



13795, 
14694, 



15570. .15623 



Seq. No. 13882 

Gene No. 29616 

Start 12150 

Name ■ OJ991011_09 . 0215 . C9 . o2 . np 

Start 13033 

GI 6721561 

Exons 13033. .13795, 138 63 .. 13921 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score-' 



OJ991011_09.0215.C9 

15623 
AAT/NAP 
14642 
.1059 



13992. .14208, 14607, 



of the 



14642 

(AP001073) EST AU082058 (C1297 6) corresponds to a region 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 13882 Seq. ID OJ991011_09 . 0215 . C9 

Gene No. 29616 Strand 

Start 12150 End 15623 

Name OJ991011_09 ; 0215 . C9 . o3 . np Method AAT/NAP 

Start 13595 End * 15255 

GI 6721558 Score 248- 

Exons 13595. .13795, 14238 14 366, 15156.. 15255 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi| 6815083|dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


13882 


Seq. ID 


OJ991011_09.0215. 


.C9 


Gene No. 


29617 


Strand 






Start 


16085 


End 


17791 




Name 


OJ991011 09.0215.C9.o4.np 


Method 


AAT/NAP 




Start 


16085 


End 


17791 




GI 


6721512 


Score 


77 




Exons 


16085. .16216, 17751. .17791 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13882 


Seq. ID 


OJ991011_09.0215, 


.C9 


Gene No. 


29618 


Strand 






Start 


26766 


End 


30466 




Name 


OJ991011 09.0215.C9.o8.tw 


Method 


TBLASTX: Wheat 




Start 


6679 


End 


7074 





14569 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

6679. .6729, 

13882 
29618 
26766 

OJ991011_09. 

6724 

none 

6724 . .6963 



6730.. 6843, 6741. 



0215.C9.o6. tm 



Score 62 

.6791, 6802.. 7074, 6849.. 6962 

Seq. ID OJ991011_09.0215.C9 
Strand 

End 30466 

Method TBLASTX : Maize 

End 6963 

Score 200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13882 
29618 
26766 

OJ991011_09, 

7708 

none 

7708. .7890, 



0215.C9.o4 .tw 



Seq. ID OJ991011_09.0215.C9 
Strand 

End 30466 

Method TBLASTX : Wheat 

End 8163 

Score 147 



7719. .7889, 7927. .8163, 7929. .8153 



: = : 

": si 

iz rl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13882 
29618 
26766 

OJ991011_09. 

8355 

none 

8355. .8810, 



0215.C9.ol.tw 



8356. .8811 



Seq. ID OJ991011_09.0215.C9 
Strand 

End 30466 

Method TBLASTX : Wheat 

End 8811 

Score 531 ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13882 
29618 
26766 

OJ991011_09, 

8485 

none 

8485. .8841, 



0215.C9.ol.tm 



8539. .8787, 8547, 



Seq. ID OJ991011_09.0215.C9 
Strand 

End \- 30466 

Method TBLASTX : Maize 

End 8841 

Score 392 
.8840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13882 
29618 
26766 

OJ991011_09. 

8869 

none 

8869. .9252, 



0215.C9.o3. tm.. 



9036. .9251 



Seq. ID OJ991011_09.0215.C9 
Strand 

End 30466 

Method TBLASTX : Maize 

End 9252 

Score '332 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13882 
29618 
26766 

OJ991011_09. 

8926 

none 

8926. .9348, 



0215.C9.o2.tw 



8929.. 9315, 9036. 



Seq. ID OJ991011_09.0215.C9 
Strand 

End 30466 

Method TBLASTX : Wheat 

End 9350 

Score 463 
.9350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13882 
29618 
26766 

OJ991011_09, 

8980 

none 



0215.C9.ol.ts 



Seq. ID OJ991011_09.0215.C9 
Strand 

End 304 66 

Method TBLASTX : Soybean 

End 9405 

Score 308 



14570 




Exon s 


rqro Q4n^ 


QO^Q Q1 RR 








Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215 


.C9 


Gene No. 


29618 




Strand 






OUai U 






HtllU. 


*304 66 




Name 


O.TQQ1 nil HQ 

k^tJ :? .7 X U X X U -7 . 


091 R PQ r\ 6 f- ui 


4~ V* 


1 DJ_lH.o 1 A . nucaL 










Jjiia 


QQO ? 




oX 


none 




Score 


906 
ZUD 




Exons 


Q/lQQ Q799 


Q^QC Q790 Q7^0 


QQ0*3 






Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215, 


.C9 


Gene No. 


29618 




Strand 






Cf 3 v--f- 


967 66 
/ DD 






"304 66 
O U ft D O 




Name 


n tqqi mi HQ 
ujyyxuxx uy. 


09 1 R r^Q ^ o 4_ c 


4~ 

neLflOu 


i dlho i a . ooyoean 




otaiL 






CjilU 


1 0009 

X uuuz 




P.T 


none 




Score 


7 7 




Exons 


;7 0 Z. Z . . / fl fl , 


Q7 R 1 1 0009 








Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215, 


.C9 


Gene No. 


29618 




Strand 






o Lai T_ 


9 £7 66 
ZD/DD 






J U fl 0 O 




Name 


P> TQQI Oil HQ 


091R PQ ^ Q -J-uT 


ixie tnoa 


i dXjM.o i a . wnea l 






QQ4 ~ 

:? yfi o 




Cjiia 


1 0900 




PT 


none 




Score 


1 R 9 
loi 




Exons 


QQylO 1 A9O0 


Q Q 4 R 1 O 0 7 ^ 








Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215. 


.C9 


Gene No. 


29618 




Strand 






Q -f- r-4- 


ZD/DD 






O U fl D D 




Name 


n TQQI n 1 1 HQ 

ujyyxuxx uy . 


091 R PQ /-\9 +-m 

u^-XD.uy.oz. tin 


Me tnoa 


i dXj/\o i a ; Ma l z e 




O L ait 


1 04 n R — 






1 07 1 o 

x u / x u 




PT 


none 




Score 


? A A 
J fi 4 




Exon s 




1 04 4 "3 1 070Q 
, XUfiflO..XU/U:7 








Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215. 


.C9 


Gene No. 


29618 




Strand 






O +- 

otall. 


9 £.7 66 
/ Do 




Ejiia.*- 


O U fl D D 




Name 


r\ TQQI 011 0 Q 


091R PQ 


+- /"~\ /«3 

ixie tnoa 


i tsxjHo i a . wnea l 




Of a y 4- 


1 0 4 0 R _ 
X U fl U 3 




tna 


1 07RR 

iu / do 






none 




S core 


?7 1 
J / X 






1 04 0 S 1 07R R 


1041? 1 07 R7 








o e q . in o . 


13882 




Seq. ID 


OJ991011JD9.0215. 


P Q 


Gene No. 


29618 




Strand 






Start 


26766 




End 


30466 




Name 


OJ991011 09. 


0215.C9.o3.tw 


Method 


TBLASTX: Wheat 




Cf 2 r f- 
OLdLL 


10912 




End 


11520 




PT 


none 




Score 


338 




Exons 


10912. .11364, 10926. .11015, 


11061. .11168, 1138 9. .11520, 






11394. .11519 










Seq. No. 


13882 




Seq. ID 


OJ991011_09.0215. 


,C9 


Gene No. 


29618 




Strand 






Start 


26766 




End 


3046.6 




Name 


OJ991011 09. 


0215.C9.o7.tm 


Method 


TBLASTX: Maize 




Start 


11218 




End 


11484 




GI 


none 




Score 


140 





14571 




Ej 2\.kJH o 


1191ft 1 1 400 11401 1 1 4ft4 

1 X Z X O • ■ X X ft \J\J f X X fi V X . . 11404 










Seq. No. 


13882 


Seq. ID 


OJ991011 


JD9.0215 


.C9 


Gene No. 


29618 


Strand 










9 6766 

tD (DO 


£_i 1 1 LI 


-304 66 
O U fl O D 






Name 


PjTQQIOII HQ 091 ^ PQ n4 fm 
UU:7:7XVJXX U3.UZXD.Uy.Ofi.Liri 


rue cnoa 


TRT QCTY • 
I DXxtt.0 1 A . 


iriax ze 






i 7 m 4 

X / O 1 fl 


n*na 


1 ftORO 






V?l 


none 


Score 


on o 
JU j 






Exons 


i 7 si 4 i ft nft n 

X / 3 X fl . . lOUOU 










Seq. No. 


13882 


Seq. ID 


OJ991011 


_09.0215 


.C9 


Gene No. 


29618 


Strand 








OLdlL 


9 67 66 


PnH 


-504 66 
jU fl D D 






Name 


OTQQimi HQ 091 ^ PQ o7 -Hut 


rJcLnOQ 




wnea l 






17 7 9 7 
X / / £ f 


r nr i 

tjna 


1 ft 1 67 
10 10/ 






ol 


none 


Score 


9 90 






Exons 


17797 1ft09^ 17769 17QQ9 


i ft 00Q 1 ft 1 

luuu". . XOX 


67 1 ft0^4 
Of, X 0 U * fi 


1 ft 1 66 




Seq. No. 


13882 


Seq. ID 


OJ991011 


_09.0215 


,C9 


Gene No. 


29618 


Strand 










9 67 66 


r nr i 


10 4 66 
OU f4 Do 






Name 


PiTQQimi flQ H91 ^ PQ r\ S 4-m 




1 oxjAo 1 a : 


Mai ze 






1 ft 67 1 
lOD / 1 


Lna 


1 QQCC 

i o y DD 






PT 
kjl 


none 


Score 








XT' v An o 


1P671 IftQSS 1ft67ft IftQ^O 










Seq. No. 


13882 


Seq. ID 


OJ991011 


J39.0215, 


.C9 


Gene No. 


29618 


Strand 








Cf -a v-f- 


96766 




-304 66 
jU ft D D 






Name 


r|TQQ1fl11 OQ 091R PQ r\ £ rr o 

ujyyiuii uy.uziD.uy.OD.gs 


Method 








Cf 3 r*4- 
OLdlL 


9 67 66 
ZD / Do 




JU ft O D 






P,T 


none 


Score 


6ft 
. Do 






Exons 


96766 9 6Q ft 7 9Q4SQ 9QSQ7 
ZD/DD..ZD0O// ZjfiDy..zyDy/, 


9Q69/I OQl 

z y dz ft . . zy / 


/in on/I '3'7 
fi U , oUflO/ 


. . JU fi D D 






13883 


Seq. ID 


OJ991011 


HQ 091 


PI o 
.LIU 


Gene No. 


29619 


Strand 


+ 






Start 


-'I 


End 


2169 






LN dlllti 


OJ991011 09.0215.C10.ol.np 


Method 


AAT/NAP 








1 


End 


2169 






pt 


5042463 


Score 


130 






Exons 


1..21, 1021. .1216, 1883. .2063, 2109. .2169 








(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


13883 


Seq. ID 


OJ991011 


_09.0215. 


.CIO 


Gene No. 


29620 


Strand 


+ 






O CdX L 


9939 


End 


10322 






Name 


OJ991011 09.0215.C10.o2.gs 


Method 


GENSCAN 








9939 


End 


10322 






PT 


none 


Score 


.97 






Exons 


9939.. 10322 










Seq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215. 


,C11 


Gene No. 


29621 


Strand 


+ 






Start 


1 


End 


5851 






Name 


OJ991011 09.0215.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3821 






GI 


6598934 


Score 


1051 







14572 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..21, 303. .478, 2080. .2251, 2501. .2704, 3078. .3231, 3473. .3821 
(AC018721) unknown protein [Arabidopsis thaliana] 



13884 
29621 
1 

OJ991011_09. 0215. Cll. ol.gs 
57 

none 



Seq. ID OJ991011 09.0215.C11 



Strand 
End 

Method 

End 

Score 



+ 

5851 
GEN SCAN 
5851 
.58 



57.. 478, 2080.. 2251, 2501.. 2700, 3071.. 3163, 3473.. 3757, 
4960.. 4987, 5523.. 5615, 5735.. 5851 



Seq. No. 13884 

Gene No. 29621 

Start 1 

Name OJ991011_09 . 0215 . Cll . ol . gp 

St art 2115 

GI 15876_1.R1084 

Exons 2115.. 2251, 2501.. 2700, 3071.. 
GI Descrip. 1 1717793/sp | P53995 | TS24 MOUSE 



Seq. ID OJ991011_09. 0215. Cll 
Strand + 
End 5851 
Method AAT/GAP 
End 354 7 

Score 995 
.3231, 3473. .3547 
4.0e-20 PROTEIN TSG24 (MEIOTIC 

CHECK POINT REGULATOR) >gi_108 3553_pir A55117 tsg24 protein ■ 

mouse >gi 642252 emb CAA56450 (X80169) tsg24 [Mus musculus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13884 Seq. ID OJ991011 

29622 Strand + 

7476 End ' 10456 

OJ991011_09 . 0215 . Cll . o2 . gs Method GENSCAN 

7476 ' End 10456 

none Score .85 

74 76. .7543, 9021. .9143, 10291. .104 56 



09. 0215. Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13884 
29623 
11688 
OJ9910 
294 
none 
294 . 
2077 
2617 
3146 
3945 



11 09.0215.Cll.ol.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

70, 335.. 478, 2072.. 2251, 2075. 
2253, 2497.. 2616, 2498. .2614, 2615 
2769, 3071.. 3148, 3072.. 3143, 3077 



OJ991011 09. 0215. Cll 



17244 

TBLASTX: Maize 
3968 
290 

2251, 2076. .2252,. 

2695, 2615. .2695, 
3148, 3145.. 3231, 



3232, 3471, 
3968 



,3821, 3473. .3820, 3482. .3835, 3841. .3870, 



Seq. No. 13884 Seq. ID 

Gene No. 29623 Strand 

Start 11688 End 

Name OJ991011JD9 . 0215 . Cll . o3 . ts Method 

Start 306 End 

GI none Score 

Exons 306.. 458, 332.. 457 



OJ991011_09. 0215. Cll 
17244 

TBLASTX : Soybean 

458 

189 



Seq. No. 13884 Seq. ID 

Gene No. 29623 Strand 

Start 11688 End 

Name OJ991011_09 . 0215 . Cll . ol . tw Method 

Start 435 End 

GI ' none Score 



OJ991011_09. 0215. Cll 
17244 

TBLASTX: Wheat 

2697 

77 



^ •' 14573 






Exons 


435.. 470, 437.. 478, 2072.. 2248, 2081.. 


2251, 2497. .2697, 






- 














beq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215 


.Cll 




Gene No. 


29623 


Strand 










Start 


1 1 Do O 


tina 


1 "7 9 A A 
L 1 ZQh 








Name 




Method 


TDT 7A CTY • 


Soybean 






btart 


Zu / Z 


Hina 










p T 

bl 


none 


Score 


t a n 

1 H u 








Exons 


zu / z . .zzoy f zuyu. .zioo, zizd. 


9 9/11 9 A 
. ZZ h 1 , Z ft 


y y . . z d4 o , 


2500. .2649, 






ocni oc^n ocm occn 












Seq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215 


.Cll 




Gene No. 




Strand 










Start 


llDOO 


End 


17244 








Name 


/^TQQimi no noiR pi i _ i i- _ 


Method 


TBLASTX : 


Cress 






Start 


ocno 

^ j'jy 


End 


2709 








p t 


none 


Score 


281 








Exons 


^ Duy . . z / u o , zdiu. . z / u / , zDiy . 


.2707, 2521.. 2709 








Seq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215 


.Cll 




Gene No. 


29623 


Strand 










Start 


1 1 (TOO 

1 X Do o 


End 


17244 






: saf 
!. ~\ 


Name 


ujyyiuii uy . uzij.Lii .01 . ts 


Method 


TBLASTX: 


Soybean 






Start 


9 C c; i 
Z DO 1 


End 


3815 






cri 


GI 


none 


Score 


83 






\ u 


Exons 


OCC1 9TH1 *5 O "7 "7 "5 1 A Q "5 n "7 Q 


.3143, 3145. .3219, 


3146. .3232, 


i ss f 




o/nn "5cin *5/i"7i o^i i o^i o 
/ U . . J O 1 U , j4 / l. . jbll; jOIZ . 


.3815, 3614. .3793 






Ul 


Seq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215. 


.Cll 


'is! 


Gene No. 


zyD^ j 


Strand 








ru 


b tar t 


1 1 CQQ 
llDOO 


End 


17244 








Name 


HTQQ1 H1 1 HQ 091R pi 1 +- ^ 


Method 


TBLASTX : 


Cress 




.j at 
! : 


Start 


oci 9 


End 


3797 






: -. E 


bl 


none 


Score 


238 






! i 

jJCS 


Exons 


oci 9 OTQl TCI/l TTQQ 










CI 


beq. no. 


13884 


Seq. ID 


OJ991011 


_09.0215 


.Cll 


U! 


Gene No . 


29623 


Strand 










Start 


11688 


End 


17244 








Name 


OJ991011 09.0215.Cll.o3.gs 


Method 


GEN SCAN 








otart 


11688 


End 


17154 








bl 


none 


Score 


.85 








Exons 


11688. .11693, 12035. .12292, 12789. .128 


87, 13254 


. .13331, 








13424. .13563, 13637 .. 13700, 1 


4590. .147 


63, 15122 


. .15262, 








15741. .15842, 16016 .. 16129, 1 


6204. .162 


80, 17076 


. .17154 






beq. No. 


13884 


Seq. ID 


OJ991011 


_09.0215 


.Cll 




Gene No . 


29623 


Strand 










Start 


11688 


End 


17244 








Name 


OJ991011 09.0215.Cll.o2.tm 


Method 


TBLASTX:! 


Maize 






Start 


11931 


End 


13333 








GI 


none 


Score 


80 








Exons 


11931. .11999, 11938. .12003, 1 


1982. .122 


93, 11986 


. . 12282, 








11987. . 12310, 11987. .12301, 1 


2368. .12388, 12787 


. .12882, 








12828. . 12899, 12832 .. 12900, 1 


2960. . 13058, 12972 


. .13058, 








12976. . 13062, 12988 13059, 1 


3182. . 13331, 13183 


. .13332, 





14574 




13183. .13332, 13187. .13333 





beq . no. 


1 JO O H 


Seq. ID 


OJ991011_09.0215 


Pi 1 

. V_, J. X 






29623 


Strand 








o car l 


11688 


End 


17244 






Nam© 


OJ991011 09.0215.Cll.o2.np 


Method 


AAT/NAP 






Start 


12976 


End 


17244 ' - v ** 






GI 


6678834 


Score 


421 






Exons 


12976. .13032, 13165 .. 132 95, 


13430. .13522, 13611 .. 13700 , 








14590. .14763, 15122 152 62 , 


15741. .15842, 16016 .. 16100, 








16207. .16280, 17076. .17244 










GI Descrzp. 


meiotic check point regulator gi | 1717793 | sp | P53995 | TS24 








PROTEIN TSG24 (MEIOTIC CHECK 


POINT REGULATOR) 








gil 1083553|pir| IA55117 tsg24 


protein - 


mouse 








gi|642252|emb|CAA56450| (X80169) tsg24 


[Mus musculus] 






C r>r M 
bGCJ . WO . 


13884 


Seq. ID 


OJ991011_09.0215 


.Cll 




Gene No. 


29623 


Strand 








Start 


11688 


End 


17244 






Name 


OJ991011 09.0215.Cll.o2.gp 


Method 


AAT/GAP 








13441 


End 


15266 








2800538 


Score 


732 






Exons 


13441. .13563, 13637 .. 13700, 


14 590. .147 63, 15122. .15266 




l : - I 


GI Descrip. 


1717793/sp|P53995|TS24 MOUSE 


4.0e-20 PROTEIN TSG24 (MEIOTIC 


■ ~i 

III 




CHECK POINT REGULATOR) >gi 1083553 pir 


_A55117 tsg24 proteii 


£fi 




mouse >gi_642252_emb_CAA56450_ (X80169) 


tsg24 [Mus musculus 


r 1 1 

; cr 

.3 5; 


Seq. No. 


13884 


Seq. ID 


OJ991011_09.0215 


.Cll 




Gene No. 


29623 


Strand 






Ul 


b care 


11688 


End 


17244 






Name 


OJ991011 09.0215.Cll.o3.tm 


Method 


TBLASTX: Maize 




i u 


otart 


13477 


End 


14724 






p t 


none 


Score 


131 






Exons 


13477. .13560, 13478 .. 13564 , 


13479. .13565, 134 82 .. 13565, 




! ; a? 




13633. .13713, 13638 .. 13700, 


14587. .14721, 14590 .. 14724 , 








14592. .14723 








== J 


o e q . • wo. 


13885 


Seq. ID 


OJ99.1011_09.0215 


.C12 




Gene No . 


29624 


Strand 


+ 






OlaiL 


17932 


End 


18521 






Name 


OJ991011 09.0215.C12.o2.gs 


Method 


GENSCAN 






Q -I- -J yf 

otall 


17932 


End 


18521 






P T 


none 


Score 


.53 






Exons 


17932. . 17985, 18009.. 18521 










beq . NO . 


13885 


Seq. ID 


OJ991011_09.0215 


.C12 




Gene No . 


29625 


Strand 


+ 






btart 


19257 


End 


21013 






Name 


OJ991011 09.0215.C12.o3.gs 


Method 


GENSCAN 






Start 


19257 


End 


21013 






GI 


none 


Score 


.57 






Exons 


19257. .19455, 19627 .. 19789, 


20872.. 21013 






Seq. No. 


13885 


Seq. ID 


OJ991011_09.0215 


,C12 




Gene No. 


29626 


Strand 








Start 


624 


End 


22053 






Name 


OJ991011 09.0215.C12.ol.gs 


Method 


GENSCAN 





14575 



Start 
GI 

Exons 



624 End 15834 

none Score . 54 

624. .747, 2048. .2160, 2995. .3066, 3673. .3753, 3990. .4130, 

4280. .4378, 6469. .6801, 6875. .7334, 8121. .8596, 9975. .10145, 

11100. .11169, 11241. .11428, 12083. .12240, 12322. .12427, 

13107. .13304, 14 000. .14063, 15596. .15834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,3066, 3673 



OJ991011 09.0215.C12 



13885 
29626 
624 

OJ991011_09. 0215.C12.ol.np 
783 

6678834 

783. .879, 1731. .1798, 2991. 
4280. .4378, 4944. .4994, 5117. 
6686. .6801, 6875. .7334, 8121. .8362, 22027. .22053 
meiotic check point regulator gi | 17177 93 | sp | P53995 | TS24_MOUSE 
PROTEIN TSG24 (MEIOTIC CHECK POINT REGULATOR) 
gi I 1083553 Ipir | | A55117 tsg24 protein - mouse 
gil 642252|emb|CAA56450| (X80169) tsg24 [Mus musculus] 



22053 
AAT/NAP 
22053 
239 

.3753, 3990, 



4127, 



5218, 5547. .5630, 6469. .6589, 



Seq. No. 13885 

Gene No. 29626 

Start 624 

Name OJ991011_09 . 0215 . C12 . o4 . tw 

Start 18722 

GI none 

Exons 18722. .18835, 18846 /. 19046, 
19027. .19086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_09.0215.C12 
22053 

TBLASTX: Wheat 

19086 

103 



18956. . 19018, 19026. .19079, 



Seq. No. 13885 

Gene No. 29626 

Start 624 

Name OJ99101 1_09 . 0215 . C12 . ol . tm 

Start 19978 

GI none 

Exons 19978. .20334, 19992 .. 202 64 , 
20450. .20938, 204 52 .. 20598 , 



Seq. ID OJ991011_09.0215.C12 
Strand 

End 22053 

Method TBLASTX : Mai ze 

End 20938 

Score 284 
20310. .20450, 20333 .. 204 40 , 
20665. .20727, 20723. .20818 



Seq. No. 13885 

Gene No. 29626 

Start 624 

Name OJ991011_09 . 02 15 . C12 . ol . tw 

Start 20025 

GI none 

Exons 20025. .20270, 20026 .. 20307 , 



Seq. ID OJ991011_09.0215.C12 
Strand 

End 22053 

Method TBLASTX : Wheat 

End 20342 

Score 282 
20310. .20342 



Seq. No. 13885 

Gene No. 29626 

Start 624 

Name OJ991011_09 . 0215 . C12 . ol . ts 

Start 20540 

GI none 

Exons 20540. .20599, 20669 20896, 
21071. .21112 



Seq. ID OJ991011_09.0215.C12 
-Strand 

End 22053 

Method TBLASTX : Soybean 

End 21112 

Score 55 
20785. .20895, 20885 .. 2 1070, 



Seq. No. 



13885 



Seq. ID OJ991011 09.0215.C12 



14576 



Gene No. 


29626 




Strand 






btart 


624 




End 


22053 




Name 


OJ991011 09.0215.C12.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


20693 




End 


21243 




GI 


none 




Score 


268 




Exons 


20693. .21055, 20788 . . 20958 , 


21145. .21243 




Seq. No. 


13885 




Seq. ID 


OJ991011_09.0215 


-C12 


Gene No. 


29626 




Strand 






Start 


624 




End 


22053 




Name 


OJ991011 09.0215.C12.o2, 


. tm 


Method 


TBLASTX : Maize 




Start 


21142 




End 


21612 




GI 


none 




Score 


249 




Exons 


21142. .21513, 21148. .21342, 


21523. .21612 




Seq. No. 


13885 




Seq. ID 


OJ991011_09.0215 


• C12 


Gene No.' 


29626 




Strand 






otart 


624 




End 


22053 




Name 


OJ991011 09.0215.C12.o2, 


.tw 


Method 


TBLASTX: Wheat 




Start 


21343 




End 


21705 




GI 


none 




Score 


284 




Exons 


21343. .21702, 21544. .21705 








Seq. No. 


13886 




Seq. ID 


OJ991011_09.0215 


.C13 


Gene No. 


29627 




Strand 


+ 




Start 


701 




End 


1206 




Name 


ATQQ1 rtl 1 A Q ATI c r*~\ 'i ^1 


.gs 


Method 


GENSCAN 




Start 


701 




End 


1206 




GI 


none 




Score 


.58 




Exons 


701. .903, 1115. .1206 










Seq. No. 


13886 




Seq. ID 


OJ991011_09.0215 


.C13 


Gene No. 


29628 




Strand 






o tar l 


2294 




End 


3855 




Name 


OJ991011 09.0215.C13.o2, 


.gs 


Method 


GENSCAN 




Start 


2294 




End 


3855 




GI 


none 




Score 


.55 




Exons 


2294. .2450, 2684. .2763, 


2885 


..2995, 3266. .3494, 3662. .3855 


beq. No. 


13886 




Seq. ID 


OJ991011_09.0215 


.C13 


Gene No. 


29628 




Strand 






Start 


2294 




End 


3855 




Name 


OJ991011 09.0215.C13.ol. 


.np 


Method 


AAT/NAP 




btart 


2393 




End 


3840 




GI 


4585884 




Score 


482 




Exons 


2393. .2512, 2662. .2995, 


3094 


. .3840 






GI Descrip. 


(AC005850) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


13886 




Seq.' ID 


OJ991011_09.0215 


.C13 


Gene No. 


29628 




Strand 






Start 


2294 




End 


3855 




Name 


OJ991011 09.0215.C13.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


2641 




End 


3002 




GI 


none 




Score 


128 




Exons 


2641. .2880, 2659. .2859, 


2874 


..3002, 2884.. 2994 




Seq. No. 


13886 




Seq. ID 


OJ991011_09.0215 


.C13 



14577 




Gene No. 


29628 


Strand 






Start 


O O A A 

2294 


End 


3855 




Name 


OJ991011 09 . 0215 . ci3 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2698 


End 


3021 




GI 


none 


Score 


63 




Exons 


ocno 0 0 0 a 0 a a ~7 a 0 a 0 a 1 

2oyo..2ooU, 29U/..J020, 2yio 


..3020, 2920.. 3021 




Seq. No.' 


13886 


Seq. ID 


OJ991011_09.0215. 


C13 


Gene No. 


29628 


Strand 






Start 


2294 


End 


3855 




Name 


OJ991011 09 . 0215 . C13 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


3089 


End 


3460 




GI 


none 


Score 


115 




Exons 


30oy..oJJ4, 3092.. 3J/o, juyj 


..3338, 3380.. 3460 




Seq. No. 


13886 


Seq. ID 


OJ991011_09.0215. 


C13 


Gene No. 


29628 


Strand 






Start 


o o a 


End 


3855 




Name 


OJ991011 09 . 0215 . C13 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


3131 


End 


3577 




GI 


none 


Score 


94 




Exons 


3131.. 3394, 3398.. 3577 








Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215. 


C14 


Gene No. 


29629 


Strand 


+ 




Start 


369 


End 


6074 




Name 


/■ntaaiaii a a a o i c /*^iyi — . i 

OJ991011 09 . 0215 . C14 . ol . gs 


Method 


GENSCAN 




Start 


369 


End 


6074 




GI 


none 


Score 


.47 




Exons 


369. .512, 2238.-2354, 2359.. 


2806, 5411. 


.5754, 5765. .5830, 




CO/IT /"AT/1 

5847 . . 6074 








Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215. 


C14 


Gene No. 


29629 


Strand 


+ 




Start 


369 


End 


6074 




Name 


OJ991011 09 . 0215 . C14 . o2 . np 


Method 


AAT/NAP 




Start 


A O A O 

2303 


End 


3204 




GI 


5852178 


Score 


495 




Exons 


2303.. 2611, 2643.. 2 746, 3109 


. .3204 






GI Descrip. 


/TIT 1 1 \ _UU . A A A O T r ^ ^ 

(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


1 O O O 1 

13oo7 


Seq. ID 


OJ991011_09.0215. 


C14 


Gene No . 


2 y o2y 


Strand 


+ 




Start 


369 


End 


6074 




Name 


OJ991011 09. 0215.C14 .ol.gp 


Method 


AAT/GAP 




Start 


3339 


End 


3773 




GI 


2428185 


Score 


656 




Exons 


3339. .3773 








GI Descrip. 


. 5852170/embl AL117265. 1 I0ST17 


804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :tl7804 




Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215. 


C14 


Gene No. 


29630 


Strand 


+ 




Start 


8812 


End 


13862 




Name 


OJ991011 09.0215.C14.o3.gs 


Method 


GENSCAN 




Start 


8812 


End 


13862 




GI 


none 


Score 


.88 





14578 




Exons 8812.. 8867, 10918 11026, 11489 .. 11815, 12021 12190, - 

12273. .12631, 12709. . 12896, 12971 .. 1314 8 , 13411.. 13862 



oeq . no . 


13887 


Seq. ID 


OJ991011_09.0215 


• C14 


Gene No. 


29630 


Strand 


+ 




Start 


8812 


End 


13862 




Name 


OJ991011 09.0215.C14 .o4 .np 


Method 


AAT/NAP 




Start 


10931 


End 


13850 




GI 


6691716 


Score 


2573 




Exons 


10931. .11806, 11996. .12190, 


12273. . 12373, 12450 .. 12631, 






12709. .12896, 12971 13071 , 


13222. . 13337, 13411.. 13850 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


13887 


Seq. ID 


OJ991011__09.0215 


.C14 


Gene No. 


29631 


Strand 






Start 


5394 


End 


5983 




Name 


OJ991011 09.0215.C14.o3.np 


Method 


AAT/NAP 




Start 


5394 


End 


5983 




GI 


6907092 


Score 


492 




Exons 


5394. .5530, 5600. .5641, 5697. .5983 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215, 


.C14 


Gene No. 


29632 


Strand 






Start 


14198 


End 


16278 




Name 


OJ991011 09.0215.C14.o4.tw 


Method 


TBLASTX: Wheat 




Start 


11024 


End 


11341 




GI 


none 


Score 


203 




Exons 


11024. .11341 








Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215, 


.C14 


Gene No. 


29632 


Strand 






Start 


14198 


End 


16278 




Name 


OJ991011 09.0215.C14.o5.np 


Method 


AAT/NAP 




Start 


14198 


End 


16278 




c* t 

GI 


5902445 


Score 


2755 




Exons 


14198. .16278 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215. 


.C14 


Gene No . 


29632 


Strand 






Start 


14198 


End 


16278 




Name 


OJ991011 09.0215.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14207 


End 


14821 




C T 


none 


Score 


82 




Exons 


14207. .14344, 14330. . 14821, 


14538. . 146 


66, 14733. ..14801 




Seq. No. 


13887 


Seq. ID 


OJ991011J39.0215. 


,C14 


Gene No. 


29632 


Strand 






Start 


14198 


End 


16278 




Name 


OJ991011 09.0215.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


14246 


End 


14500 




GI 


none 


Score 


99 




Exons 


14246. .14347, 14247 14348, 


14327. .14500, 14328. .14447 





14579 




Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215.C14 


Gene No. 


29632 


Strand 




Start 


14 198 


End 


16278 


Name 


/*"\ THAI /""i 1 1 rt A r\ *~\ ~\ T~ n 1 A *~\ t_ 

OJ991011 09 . 0215 . C14 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


14 934 


End 


15322 


GI 


none 


Score 


56 


Exons 


14 934 . . 14 98 1 , 14 936 .. 15322 , 


15012. .15299 


Seq. No. 


13887 


Seq. ID 


OJ991011_09.0215.C14 


Gene No. 


29632 


Strand 




Start 


14 198 


End 


16278 


Name 


OJ991011 09 . 0215 . C14 . ol . tm 


Method 


TBLASTX : Maize 


Start 


14 966 


End 


15329 


GI 


none 


Score 


239 


Exons 


14 966 .. 15013, 15003 15329, 


15020. .15328 


Seq. No. 


13887 


Seq. ID 


OJ991011_09. 0215.C14 


Gene No. 


29632 


Strand 




Start 


14 198 


End 


16278 


Name 


OJ991011_09 . 0215.C14.o3.tw 


Method 


TBLASTX: Wheat 


Start 


15560 


End 


15966 


GI 


none 


Score 


76 


Exons 


15560 .. 15856, 15560 .. 15823, 


15826. .15966, 15836. .15922 


Seq. No. 


13888 


Seq. ID 


OJ991111_01.021S.C1 


Gene No. 


29633 


Strand 


+ ■ 


Start ' 


338 


End 


5479 


Name 


OJ991111_01 .0218.Cl.ol.gs 


Method 


GENSCAN 


Start 


338 


End 


5479 


GI 


none 


Score 


.92 


Exons 


338. .410, 1032. .1386, 2876. 


.2919, 3214 


..3396, 3541. .3929, 




4382. .4953, 5371. .5479 






Seq. No. 


13888 


Seq. ID 


OJ991111_01.0218.C1 


Gene No. 


29633 


Strand 


+ 


Start 


o o o 


End 


5479 


Name 


OJ991111 01.0218.Cl.ol.np 


Method 


AAT/NAP 


Start 


646 


End 


5109 


GI 


4903006 


Score 


1617 


Exons 


646. .826, 1103. .1386, 3083. 


.3396, 3547 


..3929, 4382. .4953, 




5058. .5109 






GI Descrip. 


(AB027458) ACE [Arabidopsis 


thaliana] 






gi|5903086|gb|AAD55644.1|AC008017 17 (AC008017) ACE [Arabidt 




thaliana] 






Seq. No. 


13888 


Seq. ID 


OJ991111_01.0218.C1 


Gene No. 


29633 


Strand 


+ 


b tart 


338 


End 


5479 


Name 


OJ991111 01.0218.Cl.ol.gp 


Method 


AAT/GAP 


Start 


3598 


End 


4493 


C T 


27472 1.R1084 


Score 


763 


Exons 


3598. .3929, 4382. .4493 






GI Descrip. 


f 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence Foj 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


13888 


Seq. ID 


OJ991111_01.0218.C1 



14580 



Gene No. 29633 Strand + 

Start 338 End 5479 

Name OJ991111_01 . 0218 .CI . o2 . gp Method AAT/GAP 

Start 4497 End 4952 

GI 65707_1.R1084 Score 859 

Exons" 4497.. 4952 • 

GI Descrip. ' 4 903006/dbj | BAA77837 . 1 | 2.0e-33 (AB027458) ACE [Arabidopsis 

thaliana] >gi_590308 6_gb_AAD5564 4 . 1_AC008017_17 (AC008017) ACE 
[Arabidopsis thaliana] 1 





Seq. No. 


13888 




Seq. ID 


OJ991111_01. 


.0218 


.CI 




Gene No. 


29634 




Strand 


+ 








Start 


10225 




End 


12169 








Name 


OJ991111_01 . 0218 .CI 


. o2 . np 


Method 


AAT/NAP 








Start 


10225 




End- 


10853 








GI 


6648159 




Score 


110 








Exons 


10225 . . 10275, 10643 


. . 10853 












GI Descrip. 


(AC010926) unknown 


protein 


[Arabidopsis thaliana] 








Seq. No. 


13888 




Seq. ID 


OJ991111 01. 


. 0218 


.CI 




Gene No. 


29634 




Strand 


+ 








Start 


10225 




End 


12169 








Name 


OJ991111_01 . 0218 .CI 


.o3.gp 


Method 


AAT/GAP 






! =eF 


Start 


10640 




End 


10875 






= =i 

[ U? 


GI 


none 




Score 


415 






U.i 


Exons 


10640 . . 10875 












I'll 

a 


Seq. No. 


13888 




Seq. ID 


OJ991111 01. 


.0218 


.CI 




Gene No. 


29634 




Strand 


+ 






W 


Start 


10225 




End 


12169 








Name 


OJ991111 01. 0218. CI 


.o3.gs 


Method 


GENSCAN 






: 

! if 
? = ' 


Start 


10689 




End 


12169 








GI 


none 




Score 


1 






r=; 


Exons 


10689. .10875, 11964 


. .12169 










y\ 


Seq. No. 


13888 




Seq. ID 


OJ991111JU. 


.0218 


.CI 


t i 

::c: 


Gene No. 


29634 




Strand 


+ 






i:i 


Start 


10225 




End 


12169 






.saj 


Name 


- OJ991111 01. 0218. CI 


. o3 . np 


Method 


AAT/NAP 






□ 


Start 


11028 




End 


12166 








GI 


6648159 




Score 


142 








Exons 


11028. .11085, 11964 


. .12166 












GI Descrip. 


(AC010926) unknown 


protein 


[Arabidopsis 


; thaliana] 







Seq. No. 13888 
Gene No. 29635 
Start 13542 

Name OJ991111_01 . 0218 . CI . o4 . np 

.Start ' 13542 
GI 4191773 

Exons 13542. .13768, 138 68 .. 13966, 

14554. .14 614, 14783. .14 836, 
1554 0. .1564 6, 15732. .15842, 



Seq. ID OJ991111_ 
Strand + 
End 17092 
Method AAT/NAP 
End 16836 
Score 608 

14062. .14138, 14385. 

15006. .15090, 15197. 

16750. .16836 



01. 0218. CI 



,14430, 
15232, 



GI Descrip. (AC005917) putative WD-40 repeat protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



13888 
29635 



Seq. ID OJ991111_01.0218.C1 
Strand + 



14581 



Start 


13542 


End 


17092 




Name 


OJ991111 01.0218.Cl.o5.gp 


Method 


AAT/GAP 




Start 


13847 


End 


15233 




GI 


uC-osflM20204 6hl2bl 


Score 


828 




Exons 


13847. .13966, 14062 .. 14 138 , 


14385. .14430, 14554. 


. 14 614 , 




14783. .14836, 15006 .. 1508 6, 


15193. .15233 




GI Descrip. 


•3135273 3.0e-46 (AC003058) 


hypothetical protein 


[Arabidopsis 




thaliana] >gi 4191773 (AC005917) putat 


ive WD-4 0 


repeat protein 




[Arabidopsis thaliana] ' 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01 . 0218 .CI 


Gene No. 


29635 


Strand 


+ 




Start 


13542 


End 


17092 




Name 


OJ991111 01.0218.Cl.o5.gs 


Method 


GENSCAN 




Start 


15024 


End 


16845 




GI 


none 


Score 


.93 




Exons 


15024. .15086, 15193 .. 15232, 


15540. .156 


46, 15732. 


. 15842, 




16523. .16639, 16750.. 16845 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01 . 0218 . CI 


Gene No. 


29635 


Strand 


+ 




Start 


13542 


End 


17092 




Name 


OJ991111 01.0218.Cl.o6.gp 


Method 


AAT/GAP 




Start 


15729 


End 


17092 




GI 


57414 1.R1084 


Score 


1078 




Exons 


15729. .15842, 16523 .. 16639, 


16750. .170 


92 




GI Descrip. 


'3135273 1.0e-10 (AC003058) 


hypothetical protein 


. [Arabidopsis 




thaliana] >gi 4191773 (AC005917) putat 


iye WD-4 0 


repeat protein 




[Arabidopsis thaliana] 1 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01. 0218. CI 


Gene No. 


29636 


Strand 


+ 




Start 


23513 


End 


24056 




Name 


OJ991111 01.0218.Cl.o8.gs 


Method 


GENSCAN 




Start 


23513 


End 


24056 




GI 


none 


Score 


.72 




Exons 


23513. .23523, 23807. .24056 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01.0218. CI 


Gene No. 


29637 


Strand 






Start 


6014 


End 


9491 




Name 


OJ991111 01.0218.Cl.o2.gs 


Method 


GENSCAN 




Start 


6014 


End 


9491 




GI 


none 


Score 


.94 




Exons 


6014. .6023, 7346. .7422, 7962 


:..8081, 82 


74. .8520, 


8780 . .8892, 




9008. .9189, 9302. .9491 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01. 0218. CI 


Gene No. 


29638 


Strand 






Start 


12106 


End 


12364 




Name 


OJ991111 01.0218.Cl.o4.gp 


Method 


AAT/GAP 




Start 


12106 


End 


12364 




GI 


3106760 


Score 


471 




Exons 


12106. .12364 








Seq. No. 


13888 


Seq. ID 


OJ991111_ 


01. 0218. CI 


Gene No. 


29639 


Strand 







14582 




Start 13395 End 14678 

Name OJ991111_01 . 0218 .CI . o4 . gs Method GENSCAN 

Start 13395 End 14678 

GI none Score .77 

Exons 13395. .14141, 14 406 . . 14 582, 14643.. 14678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13888 v - Seq. ID 

29640 Strand 

18537 End 

OJ991111_01.0218.Cl.o5.np Method 

18532 End 

4415936 Score 



OJ991111_01.0218.C1 

21620 
AAT/NAP 
20525 
358 



18532. .18958, 19661 .. 20021, 20142.. 20525 
(AC006418) unknown protein [Arabidopsis thaliana] 



Seq. No. 13888 Seq. ID 

Gene No. 29640 Strand 

Start 18537 End 

Name OJ991111_01 . 0218 . CI . 06 . gs Method 

Start 18537 End 

GI none Score 

Exons 18537. .19026, 19624.. 20525 



OJ991111_01.0218.C1 

21620 
GENSCAN 
20525 
.81 



Seq. No. 13888 Seq. ID OJ99111 1_01 . 0218 . CI 

Gene No. 29640 Strand 

Start 18537 End 21620 

Name OJ991111_01 . 0218 . CI . o7 . gp Method AAT/GAP 

Start 18589 End 20102 

GI 58733_1.R1084 Score 1646 

Exons 18589. .19026, 19624.. 20102 

GI Descrip. ? 4 4 15936/gb | AAD20166 | 9.0e-17 (AC006418) unknown protein 
[Arabidopsis thaliana] 1 



Seq. No. 13888 

Gene No. 29640 

Start 18537 

Name OJ991111_01 . 0218 .CI . 08 . gp 

Start 20234 

GI none 

Exons 20234 . .20550, 21178.. 21410 



Seq. ID OJ991111_0I.0218.Cl 
Strand 

End 21620 

Method AAT/GAP 

End 21410 

Score 1060 



Seq. No. 


13888 


Seq. ID 


OJ991111_01.0218.C1 


Gene No. 


29640 


Strand 




Start 


18537 


End 


21620 


Name 


OJ991111 01.0218.Cl.o7.gs 


Method 


GENSCAN 


Start 


21221 


End 


21620 


GI 


none 


Score 


.98 


Exons 


21221. .21343, 21603. .21620 






Seq. No. 


13888 


Seq. ID 


OJ991111_01.0218.C1 


Gene No. 


29641 


Strand 




Start 


25026 


End 


30507 


Name 


OJ991111 01.0218.Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


1055 


End 


3398 


GI 


none 


Score 


37 


Exons 


1055. .1105, 1102. .1167, 1103. 


.1168, 12 


43. .1377, 1247. .1378, 




3068.. 3397, 3081. .3398 







14583 



Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111_01 .0218 .CI .o4 . ts 

Start 1108 

GI none 

Exons .1108.. 1230, 1109.. 1264 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Soybean 

End 1264 

Score 213 



Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111_01 . 0218 . CI . o3 . tc 

Start 1109 

GI none 

Exons 1109.. 1387, 1111.. 1398 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Cress 

End 1398 

Score 294 



Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111_01 . 0218 . CI . o2 . ts 

Start 1282 

GI none 

Exons 1282.. 1377, 1283.. 1387, 3080. 

3528.. 3962, 4367.. 4441, 4379. 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Soybean 

End 4 441 

Score 124 

.3379, 3084.. 3401, 3521.. 3928, 
.4417 



Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111_01 . 0218 . CI . o2 . tc 

Start 3087 

GI none 

Exons 3087.. 3392, 3098.. 3376 

Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111_01 . 0218 . CI . ol . tm 

Start 3530 

GI none 

Exons 3530.. 3928, 3531.. 3932, 3539. 

4480. .4548, 4481. .4549 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Cress 

End 3392 

Score 330 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Mai ze 

End 4549 

Score 548 

.3955, 4367. .4504, 4381. .4476, 



Seq. No. 13888 
Gene No. 29641 
Start 25026 

Name OJ991111_01 . 0218 . CI . ol . tc 

Start 3641 
GI none 
Exons 3641. 

3906. 

4780. 



,3850, 3642.. 3836, 3819. 
,3962, 4394.. 4660, 4468, 
,4836, 4781. .4834, 4901, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 01. 0218. CI 



30507 

TBLASTX: Cress 
5112 
,245 

3878, 3833.. 3877, 3876. 
4614, 4681. .4767, 4682. 
4927, 4924. .4959, 4925. 



.3923, 
.4777, 
.4960, 



5055.. 5108, 5056.. 5112 



Seq. No. 
Gene No. 
Start 



13888 
29641 
25026 



Seq. ID 

Strand 

End 



OJ991111 01. 0218. CI 



30507 



14584 






Name 


OJ991111 01. 


A O T O 

0218 , 


. CI . ol . 


ts 


Method 


TBLASTX : 


Soybean 




Start 


A A A O 

4 448 








End 


5112 






GI 


none 








Score 


198 






Exons 


A A A Q /I CC 1 

44 48 . . 4 651 , 


A A C A 

4 4 62 , 


. . 4 623, 


A C O C 

4535 


..4624 # 4696. .4959, 


4 697 . . 4960, 






470 3 . . 4 9 60, 


C A C C 

5055 , 


C 1 A C 

. . 5105 , 


C. A C C 

5056 


C 1 "1 A 

. .5112 








Seq. No. 


13888 








Seq. ID 


OJ991111 


_01.0218.C1 




Gene No. 


29641 








Strand 








Start 


o c a o c 
25026 








End 


30507 






Name 


OJ991111_01 . 


0218 , 


. CI . o2 . 


tm 


Method 


TBLASTX : 


Maize 




Start 


4 631 








End 


4960 






GI 


none 








Score 


519 






Exons 


4 631 . . 4 960, 


4 631 . 


. . 4 960 












Seq. No. 


1 o o o o 

13888 








Seq. ID 


OJ991111 


01 . 0218 . CI 




Gene No. 


2964 1 








Strand 








Start 


25026 








End 


30507 






Name 


OJ991111_01. 


0218. 


.Cl.o9. 


tm . 


Method 


TBLASTX : 


Maize 




Start 


/94 b 








End 


8667 






GI 


none 








Score 


104 






Exons 


7946 . . 8053, 


7 947. 


. . 8084 , 


7 94 7 


..8087, 8262. .8300, 


O A /" A AAA - ! 

8262 . . 8303, 






o a t a n o 1 n 

8272 . . 8310, 


8316, 


. . 8351, 


8317 


..8352, 8318. .8353, 


8451 . . 8525, 


J !S f 




84 63 . . 8528 , 


O A a A 

84 64, 


O C A A 

. . 8529, 


OCA/" 

8596 


. .8667 






: = ! 

•;=? 

i;n 


Seq. No. 


13888 








Seq. ID 


OJ991111 


_01 . 0218 .CI 




Gene No. 


29641 








Strand 






rii 


Start 


25026 








End 


30507 




Q 


Name 


OJ991111_01. 


0218. 


■Cl.o4. 


tc 


Method 


TBLASTX : 


Cress 


Ul 


Start 


O A 1 a 

8019 








End 


9076 




: 5 i 


GI 


none 








Score 


79 




■>=.' 


Exons 


8019 . . 8084 , 


O A 1 A 

8019 , 


, . 8084 , 


8271 


..8354, 8271. .8354, 


8272 . . 8355, 


I'll 




84 60 . .8513, 


o a a n 
84 61. 


O C A A 

, .8529, 


84 63 


..8528, 8569. .8640, 


8570 . . 8647 , 






O T T A O A A ^ 

877 9. . 8 907 , 


O "7 O A 

8780 , 


O O A O 

, .88 93, 


A A A C 

9005 


..9076, 9006. .9074 




M 


Seq. No. 


13888 








Seq. ID 


OJ991111 


_0 1.0218. CI 


i : 
;mc 


Gene No. 


29641 








Strand 






si. 


Start 


25026 








End 


30507 




i. : 


Name 


OJ991111 01. 


A A 1 O 

0218 . 


,C1.oj. 


ts 


Method 


TBLASTX: 


Soybean 


i"S 

'is' 


Start 


84 51 








End 


9094 




.SSI 

-J 


GI 


none 








Score 


76 






Exons 


ft /I ri O C A VI 

84 51. . 8534 , 


84 63. 


O C A C 

. . 8525 , 


8569 


..8646, 8779. .8802, 


O "7 A 1 A A A IT 

8791 . . 8895, 






o t a o o a i 1 

87 98. .8 911, 


O A A C 

9005 . 


A A A A 

> . 9094 , 


A A A /" 

900 6 


. .9083 








Seq. No. 


13888 








Seq. ID 


OJ991111 


_0 1.0218. CI 




Gene No. 


29641 








Strand 








Start 


25026 








End 


30507 






Name 


OJ991111 01. 


0218. 


,Cl.o7. 


tm 


Method 


TBLASTX : 


Maize 




Start 


10639 








End 


12151 






GI 


none 








Score 


206 






Exons 


10639. .10860 


, 10639. .10860, 


10644. .10862, 11981 


. . 12067, 






11994. .12062, 11999. .12151, 


12001. .12126, 12005 


. . 12067 




Seq. No. 


13888 








Seq. ID 


OJ991111 


_01.0218.C1 




Gene No. 


29641 








Strand 








Start 


25026 








End 


30507 






Name 


OJ991111 01. 


0218. 


Cl.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


10686 








End 


12151 





14585 



GI 

Exons 



none 



Score 



229 



10686. .10865, 10686 .. 10874 , 10701 .. 10766, 1194 1 .. 12009, 
11963. .12010, 11991. .12059, 12001. .12138, 12002. .12151, 
12002. .12151, 12014. .12079, 12014. .12064, 12016. .12081 



Seq. No. 13888 

Gene No. 29641- 

Start 25026 

Name OJ991111 J)l . 0218 . CI . 08 . tm 

Start 13563 

GI none 
Exons 



Seq. ID OJ991111_01.0218.C1 
Strand 

End 30507 

Method TBLASTX : Mai ze 

End 14142 

Score 102 



13563. .13631, 13759 13908 , 13851 .. 13964 , 13853 13939, 
13853. .13966, 138 60 .. 13964 , 14058 .. 14138 , 14 060 14 137 , 
14098. .14142, 14099. .14140 



Seq. No. 13888 

Gene No. 29641 

Start - 25026 

Name OJ991111_01 . 0218 . CI . 06 . tm 

Start 15804 

GI none 

Exons 15804. .15845, 16513 
16749. .16835, 16749 



Seq. ID OJ991111_01.0218.C1 
Strand 

30507 

TBLASTX: Maize 
16859 
65 

16642, 
16846 



End 

Method 
End 
Score 

16638, 16520. .16642, 16523 
16859, 16750. .16845, -16766 



Seq. No. 13888 
Gene No. 29641 
Start 25026 

Name OJ991111_01 . 02 18 . CI . o3 . tm 

Start 18517 
GI none 
Exons 18517. 

18694 . 

19632. 

19745. 

19806. 

19853. 



.18582, 18530. 

.18738, 18708. 

.19691, 19645. 

.19801, 19745. 

.20018, 19806. 
.20020 



,18595, 
, 19049, 
, 19689, 
, 19777, 
,20021, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18531 

18732 

19645 

19755 

19810 



OJ991111 01. 0218. CI 



30507 

TBLASTX: Maize 
20023 
62 

18737, 18630. . 18740, 
19013, 18740. .19027, 
19746, 19653. .19748, 
19820, 19756. . 19821, 
20019, 19811. .20023, 



Seq. No. 13888 

Gene No. 29641 

Start 25026 

Name OJ991111JD1 . 0218 . CI . o5 . tm 

Start 20130 

GI none 

Exons 20130. .20162, 20131 
20163. .20483, 20227 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20181, 20140. .20472, 20163 
20505, 20228.. 20506 



OJ991111 01. 0218. CI 



30507 

TBLASTX: Maize 
20506 
46 

20483, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13888 
29641 
25026 

OJ991111_01.0218.Cl.o9.gs 

25026 



OJ991111 01. 0218. CI 



none 
25026. 
27118. 
28137. 
29794 . .30230 



Seq. ID _ 
Strand 

End 30507 
Method GEN SCAN 
End 30230 
Score .61 

,25139, 25300. .25421, 2554 1 .. 25662 , 25786 .. 26125, 
,27213, 27314 . .27421, 27505 .. 27630 , 27882 .. 28010, 
,28272, 28462. .28559, 29197 .. 29332 , 29539 .. 29680, 



14586 



Seq. No. 


1 "5 O O O 

1 3888 




Seq. ID 


OJ991111_01 


. 0218 . CI 


Gene No. 


29641 




Strand 






Start 


25026 




End 


30507 




Name 


OJ991111 01. 0218. CI 


. o7 . np 


Method 


AAT/NAP 




Start 


28717 




End 


30507 




GI 


4539363 




Score 


124 




Exons 


28717 28775, 29909 


. . 30234 , 


30403. .30507 




GI Descrip. 


(AL049525) putative 


protein 


[Arabiddpsis thaliana] 




Seq. No. 


13889 




Seq. ID 


OJ991111_01 


. 0218 . C2 


Gene No . 






Strand 


+ 




Start 


33898 




End 


34433 




Name 


OJ991111 01. 0218. C2 


. o5 . np 


Method 


AAT/NAP 




Start 


33898 




End 


34433 




GI 


4678197 




Score 


133 




Exons 


33898.-34329, 34357 


. .34433 








GI Descrip. 


(AC007134) putative 


retroelement pol polyprotein [< 


Arabidopsis 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



thaliana] 

13889 
29643 
1 

OJ991111_01.0218.C2.o2.np 
1 

5441880 

1..95, 2272. .2364, 2966. .3052, 6502. .6744, 7003. .7031, 
7476. .8487 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. ID OJ991111_01.0218.C2 
Strand 

End 8487 

Method AAT/NAP 

End 8487 

Score 1641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13889 Seq. ID 

29643 Strand 

1 End 

OJ991111J31 . 0218 . C2 . ol . gs Method 

956 End 

none ' Score 

956. .1068, 1464. .1688, 1752. .2160 



13889 
29643 
1 

OJ991111_01. 
1738 
5441880 
1738. .1917, 



0218.C2.ol.np 



5536. .5605 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

8487 
GENSCAN 
2160 
.5 



OJ991111_01.0218.C2 

8487 
AAT/NAP 
5605 
153 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa]- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13889 Seq. ID 

29643 Strand 

1 End 

OJ991111_01 . 0218 . C2 . ol . gp Method 

3224 End 

uC-osf Icyp088bl2bl Score 
3224. .3334 



OJ991111_01.0218.C2 

8487 
AAT/GAP 
3334 
159 



14587 



ilf! 

rtf 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 5257255/dbj IAP000364 . 1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

26526 
AAT/GAP 
9764 
169 



13889 
29644 
11007 

OJ991111_01.0218.C2.o2.gp 
9664 
none 

9664. .9764 

13889 
29644 
11007 

OJ991111_01.0218.C2 .o4 ,gs 
11007 
none 

11007. .11090, 11245. .11334, 11604 .. 11896, 11985 .. 12141, 
13066. . 13196, 13301. . 13589, 138 62 .. 14 999, 15789 .. 15903, 
16106. .16226, 16267.. 16431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

26526 
GENSCAN 
16431 
.61 



13889 
29644 
11007 

OJ991111_01.0218.C2 .o3.np 

11251 

5123569 



Seq. ID OJ991111_01.0218.C2 
Strand 

End 26526 

Method AAT/NAP 

End 2652% 

Score 1252 



11251. .11345, 11437. .11497, 11604 .. 11896, 11985 .. 1214 1 , 
12287. .12637, 13066 .. 13196, 13301 13628 , 13862 .. 14097 , 
14309. .14649, 147 10 .. 14 908 , 26337.. 26526 



GI Descrip. (AL079344) putative protein [Arabidopsis thaliana] 



is Seq. No. 

i"} Gene No. 

>!j Start 

: Name 

)S ! S Start 

W GI 

ill Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13889 
29644 
11007 

OJ991111_01. 0218 .C2 .o5.gs 

20267 

none 

20267. .20334, 204 4 9 .. 20610 , 
22003. .22015 

13889 
29644 
11007 

OJ991111_01.0218.C2.o6.gs 

22761 

none 

22761. .25808 

13889 
29645 
27045 

OJ991111_01. 0218.C2.o6.tm 

5422 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

26526 
GENSCAN 
22015 
.5 



21401. .21445, 21468. .21911, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

26526 
GENSCAN 
25808 
.75 



Seq. ID OJ991111_01.0218.C2 



Strand 
End 

Method 

End 

Score 



34433 

TBLASTX: Maize 

14098 

117 



5422.. 5550, 13284 .. 13517 , 13297 .. 13518 , 13940.. 14098 



14588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13889 
29645 
27045 

OJ991111_01.0218.C2.o2.tw 

7249 

none 



Seq. ID OJ991111_01.0218.C2 



Strand 
End 

Method 

End 

Score 



34433 

TBLASTX: Wheat 

7624 

66 



7249. .7422, 7260. .7400, 7355. .7423, 7447. .7623, 7472. .7624 



13889 
29645 
27045 

OJ991111_01.0218.C2.o3.tm 
7324 
none 

7324. .7395, 7442. .7915, 7453. .7920 



Seq. ID OJ991111_01.0218.C2 
Strand 
End 

Method 
End 
Score 



34433 

TBLASTX: Maize 

7920 

224 



13889 
29645 
27045 

OJ991111_01. 0218.C2.ol.tc 

11432 

none 

114 32. .114 94, 11598. .11897, 
12278. .12532, 12387 .. 12431, 

13889 
29645 
27045 

OJ991111_01.0218.C2.ol.ts 

11578 

none 

11578. .11892, 11598. .11897, 
11614 . .11898, 11956. .12141, 

13889 
29645 
27045 

OJ991111_01.0218.C2.o4 . tm 

11583 

none 

11583. .11897, 11614. .11898, 
12623. .12655 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 01. 0218. C2 



34433 

TBLASTX: Cress 
12626 
183 

11620. .118 98, 11974. .12141, 
12488. .12 625, 124 98. .12626 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 
34433 

TBLASTX : Soybean 

12430 

180 



11603. .11911, 
11969. .12142, 



11604 . .11897, 
12293. .12430 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 
34433 

TBLASTX : Maize 

12655 

157 



11956. .12093, 12527. .12619, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13889 
29645 
27045 
OJ991111 
11725 
none 
11725 
11983 
12319 



01.0218.C2.ol.tw 



11898, 11725. 
12147, 11986. 
12396 



,11886, 
,12138, 



Seq. ID OJ991111_01.0218.C2 
Strand 

End 34433 

Method TBLASTX : Wheat 

End 12396 

Score 262 
11727. .118 97, 11967. .12062, 
12287. .12391, 12287. .12388, 



Seq. No. 13889 Seq. ID 

Gene' No. 29645 Strand 

Start 27045 End 

Name OJ991111 01 . 0218 . C2 . o2 . ts Method 



OJ991111_01.0218.C2 
34433 

TBLASTX: Soybean 



14589 




Start 


21411 




End 


21694 




GI 


none 




Score 


55 




Exons 


214 11 21500, 21421 


. . 21534 , 


21469. .21693, 21481 


. .21681, 




21533 . . 21694 










Seq. No. 


1 1 o o o 

13889 




Seq. ID 


OJ991111 


01 . 0218 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


OJ991111_01.0218.C2 


.o2 . tm 


Method 


TBLASTX: 


Maize 


Start 


2150 / 




End 


22881 




GI 


none 




Score 


- 113 




Exons 


21507 .. 2168 9, 21520 


. . 21693, 


21533. .21694, 21569 


. . 21703, 




21795 .. 22031, 21804 


. . 22031, 


21805. .22032, 21805 


. . 22032, 




rt rt T *7 1 rt rt rt O 1 OOT A j1 

22771 .. 2288 1 , 22794 


. . 22880 








Seq. No. 


13889 




Seq. ID 


OJ991111 


_0 1 . 0 2 1 8 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


OJ991111 01. 0218. C2 


. o3 . tw 


Method 


TBLASTX: 


Wheat 


Start 


22812 




End 


23231 




GI 


none 




Score 


97 




Exons 


*~\ r\ r\ *i /-\ a A A 1 r\ rt rt rt rt f~ 

22812 .. 22910, 22825 


. . 22908, 


22884 . .230 


96, 22906 


. . 23094, 




23097 .. 2318 6, 23187 


. . 23231 








Seq. No. 


13889 




Seq. ID 


OJ991111 


01 . 0218 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


s-\ t A A I 1 T 1 /"\ rt. rt "1 rt /^i rt 

OJ991111 01 . 0218 . C2 


. o5 . tm 


Method 


TBLASTX: 


Maize 


Start 


23133 




End 


23609 




GI 


none 




Score 


75 




Exons 


rt rt 1 rt rt 001T*7 O rt -i O -7 

23133 .. 2317 7 , 23187 


. . 23231, 


23283.-23477, 23331 


. . 23471 , 




rt o rt rt rr on /in n O rt c A rt 

23335.. 234/8, 23502 


. .23609, 


23503. .23559 




Seq. No. 


13889 




Seq. ID 


OJ991111 


1 rt rt 1 rt 
_01 . 0218 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


OJ991111 01. 0218. C2 


. o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


23274 




End 


23642 




GI 


none 




Score 


65 




Exons 


rt "5 rt T /I rt rt rt /" rt "5 O rt 

23274.. 23366, 23296 


. . 23367 , 


23394 . .234 


77, 23502 


. . 23642, 




rt O C rt rt oof oo 

23523 . . 23633 










Seq. No. 


1388 9 




Seq. ID 


OJ991111 


rt 1 rt rt i rt 

01 . 0218 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


ATftm 1 1 1 A1 rtrt -1 O t~* rt 

OJ991111 01. 0218. C2 


. o7 . gs 


Method 


GENSCAN 




Start 


2704 5 




End 


33234 




GI 


none 




Score 


.54 




Exons 


ATA y| C O ~"7 1 /l rt rt "1 ^" *"7 rt 

27045.. 27149, 27678 


. . 27771, 


29663. .297 


75, 31147 


. . 31224 , 




rt 1 S~ <~\ /~ rt "1 1 rt /"" T A AT "J 

31696. .31706, 32077 


0 0 rt 0 A 
. . 32289, 


32376.-32667, 32919 


. . 33234 


Seq. No. 


13889 




Seq. ID 


OJ991111 


_01.0218 


Gene No. 


29645 




Strand 






Start 


27045 




End 


34433 




Name 


OJ991111 01. 0218. C2 


. o3 . gp 


Method 


AAT/GAP 




Start 


29216 




End 


29294 




GI 


none 




Score 


113 





14590 



Exons 


29216 . . 29294 


Seq. No. 


13889 


Gene No. 


29645 


Start 


2704 5 


Name 


OJ991111 01.0218.C2.* 


Start 


29289 


GI 


none 


Exons 


29289. . 2911 A 


Seq. No. 


13889 


Gene No. 


29645 


Start 


27045 


Name 


OJ991111 01.0218.C2.* 


Start 


29598 


GI 


A A n C o *5 

4 4 ddoZ 3 


Exons 


29598 .. 29775, 29860. 




314 94 .. 31612, 31696. 




32376 .. 32670, 34 397 . 


GI Descrip. 


(AL035525) aminopept. 


Seq. No. 


13889 


Gene No. 


29645 


Start 


27045 


Name 


OJ991111_01 . 0218 . C2 . < 


Start 


29608 


GI 


none 


Exons 


29608. .29775, 29636. 




31533 .. 31622, 31708. 


Seq. No. 


13889 


Gene No. 


29645 


Start 


27045 


Name 


OJ991111_01 . 0218 . C2 . < 


Start 


29675 


GI 


none 


Exons 


29675. .29776, 29677. 




31144 . .31236, 31146. 




31484 .. 31615, 31485. 




31708 .. 31869, 31709. 




31982.. 32 059, 31987. 




32163. .32303, 32345. 




32545 . . 32 652, 32548 . 


Seq. No. 


13889 


Gene No. 


29645 


Start 


27045 


Name 


OJ991111_01.0218.C2.< 


Start 


317 67 


GI 


uC-osf Icyp050d05bl 


Exons 


31767 . . 31870, 31979. 


GI Descrip. 


, 4455323/emb|CAB3678: 




protein [Arabidopsis 


Seq. No. 


13889 


Gene No. 


29645 


Start 


27045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_01.0218.C2 

34433 
AAT/GAP 
29774 
941 



OJ991111 01. 0218. C2 



Seq. ID 
Strand 

End 34433 
)4.np Method AAT/NAP 

End 34433 

Score 636 
,29937, 31147. .31224, 31308 .. 314 10 , 
31870, 31979. .32076, 32168 .. 32289, 
34433 



Seq. ID 
Strand 
End 

o2 . tc Method 
End 
Score 

.29794, 31484. .31621, 
.31881, 31709. .31882 



OJ991111 01. 0218. C2 



34433 

TBLASTX: Cress 
31882 
88 

31533. .31613, 



ol . tm 



.29811,. 
.31241, 
.31613, 
.31873, 
.32076, 
.32518, 
.32631, 



o5 . gp 



.32076, 
3.1| 4.0e 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991111JU.0218.C2 

34433 

TBLASTX: Maize 
32683 



32561. 



Seq 
Strand 
End 

Method 
End 
Score 



95 






29943, 


29904. 


.29942, 


31427, 


31345. 


.31428, 


31614, 


31708. 


.31860, 


32076, 


31976. 


.32077, 


32290, 


32158. 


.32286, 


32510, 


32374. 


.32535, 


32683, 


32567. 


.32668 


ID OJ991111 


01.0218 



.C2 



34433 
AAT/GAP 
32216 
346 

32168. .32216 
-09 (AL035525) aminopeptidase-like 



Seq. ID 

Strand 

End 



OJ991111 01. 0218. C2 



34433 



14591 



Name OJ991111_01 . 0218 . C2 . 06 . gp Method AAT/GAP 

Start 31818 End 32256 

GI uC-osflcyp050d05bl Score 396 

Exons 31818. .31870, 31979 .. 32076, 32168.. 32256 

GI Descrip. ' 4 455323/emb | CAB36783 . 1 | 4.0e-09 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



Seq. No. 13890 

Gene No. 29646 

Start 1 

Name OJ991111_01 . 0218 .C3 . ol . np 

Start 1 

GI 2961349 

Exons 1..489, 1015.. 2607 

GI Descrip. (AL022140) LTR retrotransposon like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991111_01.0218.C3 

Strand + 

End 2610 

Method AAT/NAP 

End 2607 

Score 1538 



Seq. No. 


13890 






Seq. ID 


OJ991111_01.0218 


.C3 


Gene No. 


0 Q c A a 

1 y b4 d 






Strand 


+ 




Start 


1 






End 


2ol(J 




Name 


ojyymi 01 


.0218.C3.ol 


.gs 


Method 


GENSCAN 




Start 


1 yu 






bna 


0 c 1 n 






none 






Score 


. yx 




Exons. 


iyu . . ^olU 












Seq. No. 


13890 






Seq. ID 


OJ991111_01 .0218 


.C3 


Gene No . 


0 n <Z A H 






Strand 






Start 


*■> n a a 

Z94 4 






End 


*7 O C T 




Name 


a Tfim 111 m 

ojyymi ui 


.0218.C3.o3 


. tw 


Method 


TBLASTX : Wheat 




Start 


1 






End 








none 






Score 


1 / y 




Exons 




224, 246. .308, 247 




j . . 4 b(J 




Seq. No. 


13890 






Seq. ID 


OJ991111_01.0218 


,C3 


Gene No. 


29647 






Strand 






Start 


2944 






End 


7853 




Name 


OJ991111 01 


.0218.C3.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


498 




GI 


none 






Score 


278 




Exons 


1..498, 33. 


.215 










Seq. No. 


13890 






Seq. ID 


OJ991111_01.0218 


.C3 


Gene No. 


29647 






Strand 






Start 


2944 






End 


7853 




Name 


OJ991111 01 


.0218.C3.o5 


ts 


Method 


TBLASTX: Soybean 




Start 


7 






End 


468 




GI 


none 






Score 


278 




Exons 


7. .468, 81. 


.311 










Seq. No. 


13890 






Seq. ID 


OJ991111_01.0218 


.C3 


Gene No. 


29647 






Strand 






Start 


2944 






End 


7853 




Name 


OJ991111 01 


.0218.C3.o4 


tc 


Method 


TBLASTX: Cress 




Start 


22 






End 


471 




GI 


none 






Score 


192 




Exons 


22. .261, 48 


..197, 292. 


471 









14592 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13890 
29647 
2944 

OJ991111_01.0218.C3.o2.ts 

1065 

5509260 



Seq. ID OJ991111_01.0218.C3 



Strand 
End 

Method 

End 

Score 



7853 

TBLASTX : Soybean 

1557 

424 



1065. .1355, 1066. .1557, 1277. .1444, 1401. .1553 



13890 
29647 
2944 

OJ991111_01. 

1192 

none 

1192. .1461, 



0218.C3.o3.tc 



1206.. 1373, 1258. 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

'Method TBLASTX : Cress 

End 1461 

Score 287 
.1452 



13890 
29647 
2944 

OJ991111_01. 

1242 

none 

1242:. 1469, 



0218.C3.ol.tw 



1243. .1587, 1579. 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Wheat 

End 1788 

Score 296 
.1788 



13890 
29647 
2944 

OJ991111_01, 

1242 

none 

1242. .1562, 



0218.C3.o2.tm 



1243. .1674 



Seq. ID OJ991111_01.0218.C3 

Strand - - 

End 7853 

Method TBLASTX : Mai ze 

End 1674 

Score 358 



13890 
29647 
2944 

OJ991111_01. 

1606 

none 

1606. .1884 



0218.C3.o5.tc 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Cress 

End 1884 

Score 189 



13890 
29647 
2944 

OJ991111_01. 

1798 

none 

1798. .1908, 



0218.C3.o2.tw 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Wheat 

End 2184 

Score 98 



1938. .2069, 1939. .2184, 2140. .2178 



13890 
29647 
2944 

OJ991111_01, 

1930 

none 

1930. .2286, 



0218.C3.ol.tm 



2184. .2336, 2367. 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Mai ze 

End 2634 

Score 306 
.2444, 2368.-2634 



14593 




Seq. No. 


13890 








Seq. ID 


OJ991111 


_01.0218.C3 


Gene No. 


29647 








Strand 






Start 


O f\ A A 

2944 








End 


7853 




Name 


OJ991111_01 


. 0218 . 


C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1948 








End 


2643 


GI 


none 








Score 


395 




Exons 


1948 . .2295, 


1950 . 


. 2120, 


2181 . 


.2450, 2356.. 2643, 


2497 . .2643 


Seq. No. 


13890 








Seq. ID 


OJ991111 


01 . 0218 .C3 


Gene No. 


29647 








Strand 






Start 


2944 








End 


7853 




Name 


OJ991111_01 


.0218. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


2944 








End 


7853 




GI 


none 








Score 


.85 




Exons 


2944 . . 2952, 


3073 . 


. 3255, 


4008 . 


.4172, 4329. .4442, 


4863. . 4979, 




5063 . . 5167 , 


5447 . 


. 5600, 


5738 . 


.5831, 5948. .6134, 


6270 . . 6372, 




7420 . . 7565, 


7644 . 


.7853 










Seq. No. 


138 90 








Seq. ID 


OJ991111 


01 . 0218 . C3 


Gene No. 


29647 








Strand 






Start 


2944 








End 


7853 




Name 


OJ991111 01 


.0218. 


C3.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3072 








End 


5806 




U GI 


none 








Score 


87 




Cj Exons"" 


TATA — v /X ^- -\ 

3072 . . 3263-, 


3073 . 


. 3264 , 


3073 . 


.3264, 3074.. 3271, 


* 4324 . .4443, 


i: rt 


4329. .4448, 


4330 . 


.4443, 


4860 . 


.4979, 4861. .4974, 


5045 . . 5164, 


rii 


5060 . . 5167 , 


5061 . 


. 5168 , 


5061 . 


.5192, 5062.. 5169, 


^ a rt r™ - r~ 1— rt rt 

5405 . . 5599, 


*c sr 


5445. .5597, 


5734 . 


. 5805, 


5735 . 


.5806 






! 1 

i^'f Seq. No. 


13890 








Seq. ID 


OJ991111 


_01 . 0218 .C3 


ij Gene No. 


29647 








Strand 






! ; [| Start 


2944 








End 


7853 




Name 


OJ991111J31 


.0218. 


C3.o2. 


np 


Method 


AAT/NAP 




t a 

l. t Start 


3073 








End 


7841 




GI 


4455323 








Score 


1208 




Exons 


3073 . . 3255, 


4329. 


.4442, 


4863. 


.4979, 5447. .5611, 


5862. .6134, 




6270 . . 6390, 


7393. 


.7579, 


7640. 


.7841 






i s j Descrip . 


/tit /"^octrocv 

(AL035525 ) 


aminopeptidase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


13890 








Seq. ID 


OJ991111 


_01.0218.C3 


Gene No . 


29647' 








Strand 






Start 


294 4 








End 


7853 




Name 


OJ991111 01 


.0218. 


C3.o6. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3073 








End 


3289 




GI 


none 








Score 


102 




Exons 


1 AH A A A ^ T 

3073 . . 324 6, 


3073. 


.3288, 


3098. 


.3289 






Seq. No. 


13890 








Seq. ID 


OJ991111 


_01.0218.C3 


Gene No. 


29647 








Strand 






Start 


2944 








End 


7853 




Name 


n tqqi 1 1 1 m 


.0218. 


C3.ol. 


tc 


Method 


TBLASTX:i 


Cress 


Start 


4329 








End 


5599 




GI 


none 








Score 


97 




Exons 


4329. .4448, 


4330. 


.4443, 


4860. 


.4979, 48 


61. .4977, 


5037. .5168, 




5052. .5150, 


5060. 


.5167, 


5405. 


.5599, 5439. .5597 




Seq. No. 


13890 








Seq. ID 


OJ991111 


_01.0218.C3 



14594 



Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29647 
2944 

OJ991111_01.0218, 

4855 

none 

4855. .4977, 4860, 
5405.. 5521 

13890 
29647 
2944 

OJ991111_01.0218. 

5791 

none 

5791. .5832, 5798, 



C3.o3. ts 
.4979, 5037. 



Strand 
End 

Method 

End 

Score 



7853 

TBLASTX : Soybean 

5521 

85 



C3.o7 .ts 
.5833, 5946. 



13890 
29647 
2944 

OJ991111_01. 0218.C3.o6. tm 

5943 

none 

5943. .6095, 5944. .6093 



13890 
29647 
2944 

OJ991111_01.0218, 

6096 

none 

6096.. 6137, 6260. 
7422.. 7562, 7647. 



C3.o4 . ts 



.6373, 6265. 
.7832 



13890 
29647 
2944 

OJ991111_01. 0218.C3.o2.tc 

6294 

none 

6294. .6383, 6295. .6384, 7422, 

13890 
29647 
2944 

OJ991111_01.0218.C3.o4.tm 

7422 

none 

7422. .7568, 7647. .7832 

13891 
29648 
11058 

OJ991111_01.0218.C4 .o2.gs 

11058 

none 

11058. .11531 



.5168, 5053. .5148, 5060. .5167, 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Soybean 

End 6096 

Score 47 
.6095, 5947.. 6096 

Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX: Maize 

End 6095 

Score 138 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Soybean 

End 7832 

Score 115 
.6381, 6267.. 6383, 6270.. 6383, 



Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX : Cress 

End 7832 

Score 78 
.7568, 7647. .7832 

Seq. ID OJ991111_01.0218.C3 
Strand 

End 7853 

Method TBLASTX: Maize 

End 7832 

Score 216 



Seq. ID OJ991111_01.0218.C4 

Strand + 

End 11531 

Method GENSCAN 

End 11531 

Score .82 



14595 



Seq. No. 


13891 


Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29649 


Strand 


+ 


OLaiL 




End 


15027 


Name 




Method 


GENSCAN 


otart 




End 


15027 


^ i 


none 


Score 


.89 


Exons 


i^niQ 1449^ i/nno 


14845. .15027 


Seq. No. 


13891 


Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 


Strand 




Of 3 

OLaiL 


i ^7 


End 


7799 


Name 


HTQQ1 1 1 1 HI f|01 Q C A /^1 rrr> 

uuyyiin u ± . uz i o . . o± . gp 


Method 


AAT/GAP 


b car l 


/ ^ c 

T JO 


End 


887 




none 


Score 


890 


Exons 


fl j O . .00/ 






beq. wo. 


1 "5Q Q 1 

i jo y ± 


Seq. ID 


OJ991111_01.0218.C4 


bene no . 


z y dj u 


Strand 




Start 


737 


End 


7799 


Name 


OJ991111_01 . 0218 .C4 .o4 . tm 


Method 


TBLASTX: Maize 


btaru 


-7-5/1 

/ J4 


End 


5856 




none 


Score 


102 


Exons 


/ jfl . .ol/, jUj/. . jIoj, OU oZ . . 


5181, 5067, 


..5186, 5567.. 5608, 




^^£0 RCnQ ^£1/1 tCQt; R£9/l 


..5677, 5754. .5855, 5769. .5855, 




0/ / U . . 30 D O 






beq. no. 


1 OOQI 

ljoyi 


Seq. ID 


OJ991111_01.0218.C4 


Gene No . 


z y 00 u 


Strand 




Of -a -K-4- 


707 


End 


7799 


Name 


OJ991111 01.0218.C4.ol.gs 


Method 


GENSCAN 


Start 


737 


End 


7799 


PT 


none 


Score 


.83 


Exons 


7^7 Q1Q 9PM7 919/1 10A£ 
/ j / . . y ± y , ZU4/..Z1Z4, ZZ ft 0 . . 


2313, 2406, 


..2520, 2662. .2839, 




z y / o . . ou / z , Jioz. . jz 0 0 , jjoi 


..3666, 4064. .4246, 5013. .5180, 




C770 R ft 7 £ £Pl 1 Q £17 9 7 Q 
J / / ^ . . JO / 0/ OU±y..O±/Z, Dj / y 


..6427, 6540. .6726, 7332. .7508, 




7^79 77QQ 






beq . no . 


1 jo y 1 


Seq. ID 


OJ991111_01.0218.C4 


bene no . 


z y 0 3 u 


Strand 




Of 2 -w-f- 

buar u 


707 

/ j / 


End 


7799 


Name 


OTQQ1 1 1 1 HI H91P C A r\1 mr>L 

u j yynii u±.uz±o.u4.oi. np 


Method 


AAT/NAP 


Start 


743 


End 


7769 


GI 


4455323 


Score 


1881 


Exons 


743. .919, 1013. .1090, 2047.. 


2160, 2241, 


..2313, 2406. .2520, 




2662. .2839, 2975. .3072, 3162 


..3283, 3381. .3666, 4064. .4246, 




5067. .5180, 5570. .5685, 6019 


..6172, 6433.-6726, 6857. .6999, 




7332. .7479, 7556. .7769 






bi uescrip. 


(AL035525 ) aminopeptidase-like protein 


[Arabidopsis thaliana 


Seq. No. 


13891 


Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 


Strand 




Start 


737 


End 


7799 


Name 


OJ991111 01.0218.C4.o3.tc 


Method 


TBLASTX: Cress 


Start 


749 


End 


3242 


GI 


none 


Score 


63 



Exons 



749. .844, 752. .919, 777. .920, 2402. .2521, 2404. .2523, 
2662. .2850, 2666. .2839, 3132. .3242 



14596 



Seq. No. 13891 
Gene No. 29650 
Start 737 

Name OJ991111_01 . 0218 .C4 . ol . tm 

Start 821 
GI none 

Exons 821.. 919, 821.. 919, 822.. 920, 

2045. .2125, 2047. .2124, 2218. 
2402. .2521, 2403. .2522, 2404. 
2661. .2834, 2662. .2835, 2662. 
2983.. 3099, 3152.. 3280, 3153. 
3377.. 3499, 3379.. 3534, 3473. 
4064. .4252, 4065. .4262 



Seq. ID OJ991111_01.0218.C4 
Strand 

End 7799 
Method TBLASTX : Mai ze 
End 4 2 62 

Score 7 0 

1019. .1099, 1031. .1096, 
.2304, 2243. .2293, 2244. .2327, 
.2574, 2407. .2523, 2646. .2837, 
.2838, 2663. .2842, 2972. .3073, 
.3284, 3157. .3291, 3375. .3527, 
.3682, 3547. .3651, 4064. .4252, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13891 
29650 
737 

OJ991111_01.0218.C4 .o3.ts 

2663 

none 



Seq. ID OJ991111_01.0218.C4 
Strand 

End 7799 

Method TBLASTX : Soybean 

End 4280 

Score 96 



2663..2836, 2665. .2850, 3159. .3284, 3377. .3517, 3379.-3522, 
3553. .3651, 3578. .3661, 4064. .4237, 4064. .4279, 4089. .4280 



13891 
29650 
737 

•OJ991111_01 . 0218 .C4 . o4 . tc 
3377 
none 



Seq. ID OJ991111_01.0218.C4 
Strand 
End 

Method 
End 
Score 



7799 

TBLASTX: Cress 

4129 

65 



3377. .3511, 3379. .3498, 3559. .3651, 3569. .3670, 4064. .4129 



u 
u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13891 
29650 
737 

OJ991111_01.0218.C4 .o2.tc 

5061 

none 

5061. .5183;' 5068. .5181, 5567. 
5769.-5873, 6011.. 6169, 6016. 

13891 
29650 
737 

OJ991111_01.0218.C4 .o2.ts 

5567 

none 

5567. .5605, 5568. .5609, 5614. 
5769.-5873, 6016. .6093 



Seq. ID OJ991111_01.0218.C4 
Strand 

End 7799 

Method TBLASTX : Cres s 

End 6186 

Score 101 

.5605, 5614. .5685, 5746.-5877, 
.6177, 6022. .6186 

Seq. ID OJ991111_01.0218.C4 
Strand 

End 7799 

Method TBLASTX : Soybean 

End 6093 

Score 53 

.5685, 5623. .5685, 5746. .5877, 



Seq. No. 13891 

Gene No. 29650 

Start 737 

Name OJ991111_01 . 0218 . C4 . o2 . tm 

Start 5856 

GI none 
Exons 



Seq. ID OJ991111_01.0218.C4 
Strand 
End 

Method 
End 
Score 



7799 

TBLASTX: Maize 

6411 

37 



5856.-5876, 6008. .6199, 6010. .6192, 6311. .6409, 6311. .6409, 



14597 






0 31/. . . 64 1U, 


fJI c 


a a i c\ 
. . OH 1U , 


bolb 


a a i i 
. . b4 11 




Seq. No. 


13891 








Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 








Strand 




Start 


"7 O T 

1 37 








End 


/ / y y 


Name 


ojyyim ui 


A *"> 1 O 

. Uz lo 


. C4 . Ob . 


tm 


• Method 


mn T TV O my . xi _ 1 _ _ 

TBLASTX : Mai ze 


Start 


c c i a 

6ol9 








End 


boo / 


GI 


none 








Score 


1 C 1 

lbl 


Exons 


^ c 1 a ccoft 
boiy . . OO/U , 


boob 


. . boo j , 


DDJO 


CCQ1 

. . bbo / 




Seq. No. 


13891 








Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 








Strand 




Start 


13 1 








End 


7799 


Name 


a Tnm 111 a i 

ojyyim oi 


A O 1 O 


. C4 . Ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


6688 








End 


7766 


GI 


none 








Score 


120 


Exons 


C £ O O CTOQ 
DDOO . . O / Z J f 


bd 4 y 


. . bybD, 


OOJ / 


..6961, 7334. .7474, 7575. .7766 


Seq. No. 


13891 








Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 








Strand 




Start 


737 








End 


7799 


Name 


/"\TAA1111 A 1 

OJ991111_01 


A O 1 O 

.0218 


. C4 . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6881 








End 


7766 


GI 


none 








Score 


74 


Exons 


6881. . 69 61 , 


^ o o o 

6882 


a a 

. . 6962 , 


7334 


..7480, 7575. .7766' 


Seq. No. 


13891 








Seq. ID 


OJ991111_01.0218.C4 


Gene No. 


29650 








Strand 




Start 


1 *3 T 

13 1 








End 


7799 


Name 


pv to n 1 i i 1 a i 

OJ991111_01 


A O 1 O 

.0218 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


7334 








End 


7766 


GI 


none 








Score 


67 


Exons 


/ 334 . . / 4 4 1 , 


/ 334 


""7 A O A 

. . /4oU, 


/J /D 


. .7766 




Seq. No. 


13892 








Seq. ID 


OJ991111_01.0218.C5 


Gene No. 


29651 








Strand 


+ 


Start , 


Q H O 

3/0 








End 


486 


Name 


i"\~mniiii a i 

ojyyiiii oi 


A O 1 O 

. 0218 


/*" C —.1 

. Co . ol . 


gs 


Method 


GENSCAN 


Start 


378 








End 


486 


GI 


none 








Score 


.61 


Exons 


OTQ A Q a 

3 1 o . . 4ob 












Seq. No. 


13892 








Seq. ID 


OJ991111_01.0218.C5 


Gene No. 


29652 








Strand 




Start 


1753 








End 


2052 


Name 


to n 1 i *i 1 a i 

OJ991111_01 


A A 1 O 

.0218 


. C5 . o2 . 


gs 


Method 


GENSCAN 


Start 


1753 








End 


2052 


GI 


none 








Score 


.87 


Exons 














Seq. No. 


13893 








Seq. ID 


OJ991111_01.0218.C7 


Gene No. 


29653 








Strand 


+ 


Start 


350 








End 


7666 


Name 


OJ991111 01 


.0218 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


350 








End 


7666 


GI 


none 








Score 


.68 


Exons 


350. .477, 1148..: 


1184, 2083..; 


2263, 2390, 


..2581, 3606. .3723, 



14598 



4770. .5250, 5271. .5429, 5905. .6169, 7459.-7666 



Seq. No. 13893 Seq. ID 

Gene No. 29654 Strand 

Start 8279 End 
Name • OJ991111_01 . 0218 . C7 . ol . gp • Method 

Start 8279 End 

GI 6027"6_1.R1084 Score 
Exons 8279.. 8786 

GI Descrip. 1 3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] ' 



OJ991111_01.0218.C7 
+ 

8786 
AAT/GAP 
8786 
944 



Seq. No. 13893 Seq. ID 

Gene No. 29655 Strand 

Start 15199 End 

Name OJ991 1 1 1_0 1 . 02 18 . C7 . o4 . gp Method 

Start 15199 End 

GI 3106969 Score 

Exons 15199. .15398 



OJ991111_01.0218.C7 
+ 

15398 
AAT/GAP 
15398 
372 



Seq. No. 13893 

Gene No. 29656 

Start 8233 

Name OJ991111_01 . 0218 . C7 . o3 . tm 

Start 5969 

GI none 

Exons 5969.. 5998, 6062.. 6190, 6084, 
7544. .7630, 7544. .7651 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 6188, 



OJ991111 01. 0218. C7 



16536 

TBLASTX: Maize 
7651 
192 

6086. . 6214, 7536. .7622, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13893 
29656 
8233 

OJ991111 
8233 
none 
8233. . 
11368. 
13531. 
15071. 



_01.0218.C7.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8527, 9591.. 9681, 10159 10297 , 
.11722, 12885. .12927, 13054 
.13641, . 14420. .14494, 14630 
.15188 



OJ991111_01.0218.C7 

16536 
GENSCAN 
15188 
.75 

10597. .10630, 
13151, 13288. .13372, 
14776, 14855. .14971, 



Seq. No. 13893 

Gene No. 29656 

Start 8233 

Name OJ991111_01 . 0218 . C7 . o2 . tm 

Start 9304 

GI none 
Exons 



Seq. ID OJ991111_01.0218.C7 
Strand 

End 16536 

Method TBLASTX : Maize 

End 13114 

Score 81 



9304. .9390, 9493. .9513, 9642. .9704, 9766. .9828, 12672 .. 12752, 
12673. .12762, 12674 .. 12754 , 12835 .. 12927 , 12836 .. 12928 , 
12837. .12929, 13054 .. 13113, 13055.. 13114 



Seq. No. 13893 

Gene No. 29656 

Start 8233 

Name OJ991111_01 . 0218 . C7 . ol . tm 

Start 9989 

GI none 
Exons 



Seq. ID OJ991111_01.0218.C7 
Strand 

End 16536 

Method TBLASTX : Mai ze 

End 14047 

Score 42 

9989. .10063, 10181 .. 10204 , 10202 .. 10228 , 13115 .. 13168 , 



14599 








1 "3 "3 "7 "3 
. loo 1 O f 


13292. .13375, 13293 13373, 






1 "3 C A "3 

. 1 .504 J , 


13544. .13651, 13772 1384 6, 




Ij / / O . . 1 Jo4 J, lj / 0 J . 




13963. .14046, 13963 .. 1404 6, 




1 OQTO i>in/i"7 
ioy / o • . 14 / 








beq. no. 






Seq. ID 


OJ991111_01.0218.C7 


Gene No. 


^. ybo d 




Strand 




otart 


QOT3 




End 


16536 


Name 


n tqqi 1 1 1 m noi q c*n 

ujyyiiii ui.u^io.L/ . 


ol . np 


Method 


AAT/NAP 


Start 


12700 




End 


16536 


GI 


3348077 




Score 


786 


Exons 


12700. .12749, 12835. 


.12927, 


13054. .13151, 13288. .13372, 




13531. .13637, 13779. 


.13840, 


13962. .14080, 14289 14357, 




14420. .14494, 14630. 


.14776, 


14855. .14971, 15071 .. 15188, 




16286. .16536 








GI Descrip. 


(AF078080) isochorismate synthase [Arabidopsis thaliana] 


Crt« XT^ 

beq. no. 


13893 




Seq. ID 


OJ991111_01.0218.C7 


f* onft XT/""* 


29656 




Strand 




Start 


8233 




End 


16536 


Name 


OJ991111 01. 0218. C7. 


o3.gp 


Method 


AAT/GAP 


btart 


12944 




End 


13696 




2427264 




Score 


824 


Exons 


12944. .13151, 13288. 


.13372, 


13531. .13696 


GI Descrip. 


3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 




thaliana] 








Seq. No. 


13894 




Seq. ID 


OJ991111_01.0218.C8 


Gene No. 


29657 




Strand 




Of v- +- 

otart 


97 




End 


247 


Name 


OJ991111 01. 0218. C8. 


ol . gs 


Method 


GENSCAN 


btart 


97 




End 


247 


C T 

bl 


none 




Score 


.71 


Exons 


97. .247 








beq. no. 


13895 




Seq. ID 


OJ991101_03.0218.C1 


Gene No. 


29658 




Strand 


+ 


Start 


1 




End 


13101 


Name 


OJ991101 03. 0218. CI. 


o2 . np 


Method 


AAT/NAP 


b cart 


1* 




End 


3172 


C T 


5852180 




Score 


405 


Exons 


1..55, 1705. .1792, 2798. .3172 




GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 




beq. no. 


13895 




Seq. ID 


OJ991101_03.0218.C1 


Gene No. 


29658 




Strand 


+ 


Start 


1 




End 


13101 


Name 


OJ991101 03. 0218. CI. 


o3. np 


Method 


AAT/NAP 


Start 


390 




End 


10673 




5852180 




Score 


540 


£_i 2S. Ulio 


390. .431, 3970. .4022 


, 5003.. 


5120, 5172 


..5588, 10577.. 10673 


GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 




Seq. No. 


■ 13895 




Seq. ID 


OJ991101_03.0218.C1 


Gene No. 


29658 




Strand 


+ 


Start 


1 




End 


13101 


Name 


OJ991101 03. 0218. CI. 


ol.gp 


Method 


AAT/GAP 



14600 



Start 2562 End 2632 

GI uC-osroM202024h08al Score 84 

Exons 2562.. 2632 

GI Descrip. • 5852170/emb | AL117265 . 1 | OST17804 5.0e-84 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 * 



Seq. No. 


13895 


Seq. ID 


OJyyiioi 


bene no. 


29658 


Strand 


+ 


Start 


1 


End 


13101 


Name 


OJ991101 03.0218.Cl.o5.np 


Method 


AAT/NAP 


Start 


10281 


End 


11437 




4097938 


Score 


1447 


Exons 


10281. .10356, 10506.. 11437 






GI Descrip. 


(U72250) beta-1, 3-glucanase precursor 


[Oryza sa 


Seq. No. 


13895 


Seq. ID 


OJ991101 


Gene No . 


29658 


Strand 


+ 


Start 


1 


End 


13101 


Name 


OJ991101 03.0218.Cl.o3.gs 


Method 


GENSCAN 


Start 


10284 


End 


13101 




none 


Score 


.76 


Exons 


10284. .10356, 10509 .. 11439, 


12702. .12919, 13010 


Seq. No. 


13895 


Seq. ID 


OJ991101 


Gene No. 


29658 


Strand 


+ 


Start 


1 


End 


13101 


Name 


OJ991101 03.0218.Cl.o3.gp 


Method 


AAT/GAP 


Start 


10320 


End 


11439 


GI 


807 1.R1084 


Score 


1576 


Exons 


10320. .10355, 10504.. 11439 






GI Descrip. 


'2623783 0.0e+00 (AF030166) 


glucanase 


[Oryza sa 


beq. no. 


13895 


Seq. ID 


OJ991101 


Gene No . 


29659 


Strand 




Start 


1 


End 


4252 


Name 


OJ991101 03.0218.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


583 


bl 


4512229 


Score 


889 


Exons 


1. .583 






GI Descrip. 


(AB014740) ORF0 protein [Oryza sativa] 




Seq. No. 


13895 


Seq. ID 


OJ991101 


Gene No. 


29659 


Strand 




Start 


1 


End 


4252 


Name 


OJ991101 03.0218-Cl.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


4074 


GI 


none 


Score 


.48 


Exons 


173. .583, 2869. .3090, 3096. 


.3193, 3999 


. .4074 


Seq. No. 


13895 


Seq. ID 


OJ991101 


Gene No. 


29659 


Strand 




Start 


1 


End 


4252 


Name 


OJ991101 03.0218.Cl.o2.gp 


Method 


AAT/GAP 


Start 


3925 


End 


4252 


GI 


uC-osflcyp033a04bl 


Score 


579 


Exons 


3925. .4252 






GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza ■ 



14601 




DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29660 






Strand 






Start 


' 5415 






End 


7934 




Name 


OJ991101 03. 0218. CI 


.64 . np 


Method 


7\ 7\ m / XT TV 1~> 

AAT / NAP 




Start 


5415 






End 


7 934 




GI 


6907086 




Score 


919 




Exons 


5415. . 


5460, 7012.. 7090, 7152 


:. .7934 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


. CI 


Gene No. 


29661 






Strand 






Start 


10465 






End 


11441 




Name 


OJ991101 03. 0218. CI 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10465 






End 


10936 




GI 


none 






Score 


230 




Exons 


10465. 


.10680, 10496 


. .10681, 


10682. . 10936, 10780.. 10926 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29661 






Strand 






Start 


10465 






End 


11441 




Name 


OJ991101 03. 0218. CI 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


10495 






End 


11437 




GI 


none 






Score 


169 




Exons 


10495. 


.10677, 10502 


. . 10678, 


10733. . 10813, 10780. .i0815, 






10876. 


.10953, 10877 


. . 10951, 


10958. . 11080, 10984. .11079, 






11108. 


.11317, 11206 


. . 11250, 


11317. . 11424, 11318. .11437 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29661 






Strand 






Start 


10465 






End 


11441 




Name 


OJ991101 03. 0218. CI 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


10516 






End 


11437 




GI 


none 






Score 


157 




Exons 


10516. 


.10677, 10517 


. . 10690, 


10733. . 10876, 10883 .. 10963, 






10958. 


.11098, 11102 


. .11437, 


11206. . 11319, 11327.. 11365 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29661 






Strand 






Start 


10465 






End 


11441 




Name 


OJ991101 03. 0218. CI 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


10601 






End 


10972 




GI 


none 






Score 


62 




Exons 


10601. 


.10672, 10601 


. . 10690, 


10694. .107 68, 10757. .10903, 






10783. 


.10917, 10882 


. . 10965, 


10883. .10972 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29661 






Strand 






Start 


10465 






End 


11441 




Name 


OJ991101 03. 0218. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11045 






End 


11441 




GI 


none 






Score 


593 




Exons 


11045. 


.11437, 11047 


. . 11433, 


11253. .114 35, 11301. .11441 




Seq. No. 


13895 






Seq. ID 


OJ991101_03.0218 


.CI 


Gene No. 


29661 






Strand 







14602 



Start 


10465 


End 


11441 




Name 


OJ991101 03.0218.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11156 


End 


11440 




GI 


none 


Score 


360 




Exons 


11156. .11440, 11206. .114 36, 


11256. .11438 




Seq. No". 


13896 


Seq. ID 


OJ991101_03.0218 


.C2 


Gene No. 


29662 


Strand 


+ 




Start 


157 


End 


1221 




Name 


OJ991101 03.0218.C2.ol.gs 


Method 


GENSCAN 




Start 


157 


End 


1221 




GI 


none 


Score 


.73 




Exons 


157 . . 226, 1192 . . 1221 








Seq. No. 


13896 


Seq. ID 


OJ991101_03.0218 


.C2 


Gene No. 


29663 


Strand 


+ 




Start 


1705 


End 


2884 




Name 


OJ991101 03.0218.C2.ol.np 


Method 


AAT/NAP 




Start 


1705 


End 


2881 




GI 


4097940 


Score 


1276 




Exons 


1705. . 1770, 1940. .2881 








GI Descrip. 


(U72251) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


13896 


Seq. ID 


OJ991101_03.0218 


. C2 


Gene No. 


29663 


Strand 






Start 


1705 


End 


2884 




Name 


OJ991101 03.0218.C2.o2.gs 


Method 


GENSCAN 




Start 


1705 


End 


2884 




GI 


none 


Score 


1 




Exons 


1705. .1777, 1944. .2884 









Seq. No. 13896 
Gene No. 29664 
Start 6162 

Name OJ991101_03 . 0218 . C2 . ol . ts 

Start 1936 
GI none 

Exons 1936.. 2127, 1940.. 2158, 2201. 

2362. .2487, 2567. .2761, 2569. 
6361.. 6540, 6372.. 6509, 6607. 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method TBLASTX : Soybean 

End 6648 

Score 186 

.2251, 2255. .2308, 2315. .2488, 
.2679, 2761.. 2862, 2762.. 2881, 
.6648, 6612.. 6644 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name OJ991101_03 . 0218 . C2 . ol . tm 

Start 1939 

GI none 

Exons 1939.. 2121, 1940.. 2122, 2192. 

6361.. 6534, 6361.. 6495, 6565. 



Seq. ID OJ991101JD3.0218 .C2 

Strand + 

End 6679 

Method TBLASTX : Mai ze 

End 6678 

Score 182 

.2368, 2225.. 2335, 6335.. 6454, 
.6606, 6604.. 6678, 6612.. 6677 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name OJ991101_03 . 0218 . C2 . ol . tc 

Start 1954 

GI none 

Exons 1954.. 2184, 1955.. 2194, 2194, 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method TBLASTX : Cress 

End 6648 

Score 193 

.2235, 2198.. 2308, 2315.. 2488, 



14603 



2362.. 2484, 2510.. 2881, 2515. 
6609.. 6647, 6610.. 6648 



2763, 6375.. 6509, 6376.. 6549, 



Seq. No. 13896 
Gene No. 29664 
Start 6162 

Name OJ991101_03 . 0218 .C2 . ol . tw 

Start 1982 
GI none 

Exons 1982.. 2236, 1987.. 2235, 2237. 

6403.. 6534, 6403.. 6495, 6408. 
6565. .6657 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method TBLASTX: Wheat 

End 6657 

Score 259 

.2338, 2237.. 2335, 2242.. 2337, 
.6512, 6561.. 6647, 6565.. 6648, 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name OJ991101_03 . 0218 . C2 . o2 . tin 

Start 2567 

GI none 

Exons 2567.. 2944, 2567.. 2650, 2578. 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method TBLASTX: Maize 

End 2944 

Score 276 

2844, 2723.. 2935 



: s 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name OJ991101JD3 . 0218 . C2 . o2 . tw 

Start 2603 

GI none 

Exons 2603.. 2884, 2608.. 2880 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method TBLASTX : Wheat 

End " 2884 

Score 286 



i 5:? 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name O J 9 9 1 1 0 1_0 3.0218.C2.o2.np 

Start 6162 

GI 4741846 

Exons 6162.. 6234, 6368.. 6679 

GI Descrip. (AF112965) beta-1 , 3-glucanase 



Seq. ID OJ991101__03.0218.C2 

Strand + 

End 6679 

Method AAT/NAP 

End 6679 

Score 275 

precursor [Triticum aestivum] 



Seq. No. 13896 

Gene No. 29664 

Start 6162 

Name OJ991101_03 . 0218 . C2 . o4 . gs 

Start 6162 

GI none 

Exons 6162.. 6234, 6281.. 6645 



Seq. ID OJ991101_03.0218.C2 

Strand + 

End 6679 

Method GENSCAN 

End 6645 

Score .45 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



13897 
29665 
1 

OJ991101_03.0218.C3.ol.np 
1 

3757682 
1. .292 

(Y18212) glucan endo-1 , 3-beta-D-glucosidase [Triticum aestivum] 



Seq. ID OJ991101_03.0218.C3 

Strand + 

End 301 

Method AAT/NAP 

End 292 

Score 389 



13897 
29665 



Seq. ID OJ991101_03.0218.C3 
Strand + 



14604 



Start 
Name 
Start 
GI 

Exons 



OJ991101_03.0218.C3.ol.gs 
8 

none 
8. .301 



End 

Method 

End 

Score 



301 

GENSCAN 

301 

.97 



Seq. No. 13897 Seq. ID 

Gene No. 29666 Strand 

Start 1428 End 

Name OJ991101_03 . 0218 . C3 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..291, 2.. 289, 121. .291 

Seq. No. 13897 Seq. ID 

Gene No. 29666 Strand 

Start 1428 End 

Name OJ991101_03 . 0218 . C3 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..99, 2. .166, 167. .289, 169. .291 

Seq. No. 13897 Seq. ID 

Gene No. 29666 Strand 

Start 1428 End 

Name OJ991101_03 . 0218 . C3 . ol . tw Method 

Start 8 End 

GI none Score 

Exons 8. .289, 16... .273 



OJ991101_03.0218.C3 
+ 

2917 

TBLASTX: Maize 

291 

346 



OJ991101_03.0218.C3 
+ 

2917 

TBLASTX : Soybean 

291 

151 



OJ991101_03.0218.C3 
+ 

2917 

TBLASTX: Wheat 
289 



347 



Seq. No. 13897 

Gene No. 29666 

Start 1428 

Name OJ991101_03 . 0218 . C3 . o2 . gs 

Start 1428 

GI none 

Exons 1428. .1462^ 2239. .2371, 2457, 

Seq. No. 13898 

Gene No. 29667 

Start 101 

Name OJ991101_03 . 0218 . C4 . ol . gs 

Start 101 

GI none 

Exons 101.. 174, 681.. 752 

Seq. No. 13898 

Gene No. 29668 

Start 1862 

Name OJ991101_03 . 0218 . C4 . o3 . np 

Start 1862 

GI 2702268 

Exons 1862.. 1886, 4257.. 4439 

GI Descrip. (AC003033) putative glucanse 

Seq. No. 13898 

Gene No. 29668 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2604, 2697.. 2917 



OJ991101_03.0218.C3 
+ 

2917 
GENSCAN 
2917 
.53 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_03. 0218. C4 
+ 

752 

GENSCAN 

752 

.45 



OJ991101_03.0218.C4 
+ 



5021 
AAT/NAP 
4439 
118 



[Arabidopsis thaliana] 

Seq. ID OJ991101_03.0218.C4 
Strand + 



14605 




Start 


1862 




End 






Name 


OJ991101 03 


. 0218 . C4 . o3 . gs 


Method 


rTM CP 7\ M 

GLNbCAN 




Start 


3650 




End 






GI 


none 




Score 


. 58 




Exons 


3650 . . 3731, 


4225 . . 4 558 , 5015 


c r\ o i 






Seq. No. 


13898 




Seq. ID 




r*> A 
. L,H 


Gene No. 


29669 




Strand 






Start 


1 




End 


331 




Name 


OJ991101_03 


.0218.C4.ol.np 


Method 


AAi / NAr 




Start 


1 




End 


3-51 




GI 


6069653 




Score 


1 C A 

154 




Exons 


1 . . 115, 167 


. .331 








GI Descrip. 


(AP000616) 1 


hypothetical protein [Oryza 


sativa ] 




Seq. No. 


13898 




Seq. ID 


atqqi i m m noi c 

ojyyiiui uj.uzio 




Gene No. 


29670 




Strand 






Start 


730 




End . 


3674 




Name 


OJ991101 03 


.0218.C4.o2.np 


Method 


AAI / NAP 




Start 


730 




End 


JO / H 




GI 


4680186 




Score 


i Oft 

lb y 




Exons 


730. .802, 1419. .1552, 2129.. 


2296, 3576, 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


13898 




Seq. ID 


OJ991101J33.0218 


.C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


O O A 1 1 




Name 


OJ991101 03 


.0218.C4.o4 .tm 


Method 


TBLASTX : Mai ze 




Start 


4229 




End 


A *3 O O 

4 Job 




GI 


none 




. Score 


O O 

223 




Exons 


4229. .4378, 


4230. .4388 








Seq. No. 


13898 




Seq. ID 


OJ991101_03.0218 


.C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


22417 




Name 


OJ991101 03 


.0218.C4.o4.gs 


Method 


GENSCAN 




Start 


5378 




End 


6998 




GI 


none 




Score 


.93 




Exons 


5378. .5590, 


5740.. 5914, 5998 


..6262, 6430. .6654, 6728.-6998 


Seq. No. 


13898 




Seq. ID 


OJ991101_03.0218 


.C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


22417 




Name 


OJ991101 03 


.0218.C4.o4.np 


Method 


AAT/NAP 




Start 


5378 




End 


6961 




GI 


6143862 




Score 


1078 




Exons 


5378. .5590, 


5740.. 5914, 5998 


..6262, 6433. .6654, 6728. .6961 


GI Descrip. 


(AC010927) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13898 




Seq. ID 


OJ991101_03.0218 


.C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


22417 




Name 


OJ991101 03 


.0218.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


5378 • 




End 


5542 




GI 


none 




Score 


130 




Exons 


5378. .5542, 


5382. .5537 









14606 



Seq. No. 13898 

Gene No. 29671 

Start 5378 

Name OJ991101_03 . 0218 . C4 . o2 . tm 

Start 5863 

GI none 

Exons 5863. .5916/ 5864. .5917, 5996. 
5998. . 6117 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_03.0218.C4 
22417 

TBLASTX: Maize 

6117 

75 



6109, 5996.. 6112, 5997. .6116, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13898 
29671 
5378 

OJ991101_03.0218.C4.o5.np 
6428 
1076211 
6428. .6483, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10650, 



OJ991101 03. 0218. C4 



22417 
AAT/NAP 
22417 
150 

7851. .7961, 10461. .10650, 12497 .. 12643, 
14968. .15077, 154 92 .. 15535, 20084 .. 20225 , 22349. .22417 
hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 
(L29029) amino acid feature: Rod protein domain, aa 266 .. 468; 
amino acid feature: globular protein domain, aa 32 .. 265 
[Chlamydomonas reinhardtii] 



13898 
29671 
5378 

OJ991101_03.0218.C4.o2.ts 

6497 

none 



Seq. ID OJ991101 03. 0218. C4 



Strand 
End 

Method 

End 

Score 



22417 

TBLASTX : Soybean 

6896 

132 



6497. .6664, 6S22..6665, 6729. .6896, 6730. .6858 



Seq. No. 


13898 


Seq. ID 


OJ991101_ 


03.0218 


.C4 


Gene No. 


29671 


Strand 








Start 


5378 


End 


22417 






Name 


OJ991101 03.0218.C4.o5.gs 


Method 


GEN SCAN 






Start 


7863 


End 


10851 






GI 


none 


Score 


.49 






Exons 


7863.. 8155, 8188.. 8323, 9144. 


.9464, 9782. .10496, 


10532. 


.10851 


Seq. No. 


13898 


Seq. ID 


OJ991101__ 


03.0218 


.C4 


Gene No. 


29671 


Strand 








Start 


5378 


End 


22417 






Name 


OJ991101 03.0218.C4.o6.gs 


Method 


GENSCAN 






Start 


11722 


End 


12876 






GI 


none 


Score 


1 






Exons 


11722. .12876 










Seq. No. 


13898 


Seq. ID 


OJ991101_ 


03.0218 


.C4 


Gene No. 


29671 


Strand 








Start 


5378 


End 


22417 






Name 


OJ991101 03.0218.C4.o7.gs 


Method 


GENSCAN 






Start 


14092 


End 


15074 






GI 


none 


Score 


. 95 






Exons 


14092. .14373,. 14427. .15074 










Seq. No. 


13898 


Seq. ID 


OJ991101_ 


03.0218 


.C4 


Gene No. 


29671 


Strand 








Start 


5378 


End 


22417 







14607 



Name 

Start 

GI 

Exons 



OJ991101_03 . 0218 . C4 . 08 . gs Method GEN SCAN 

15584 End 16906 

none Score .99 
15584. .16906 



Seq. No. 


13898 




Seq. ID 


OJ991101_03. 0218 


.C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


22417 




Name 


OJ991101_03.0218.C4 . 


.ol.gp 


Method 


AAT/GAP 




Start 


18651 




End 


18970 




GI 


2431181 




Score 


615 




Exons 


18651. .18970 










Seq. No. 


13898 




Seq. ID 


OJ991101_03.0218 


,C4 


Gene No. 


29671 




Strand 






Start 


5378 




End 


22417 




Name 


OJ991101 03. 0218. C4 . 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


18913 




End 


19839 




GI 


none 




Score 


209 




Exons 


18913. .19476, 18947, 


, .19279, 


19313. .19474, 19510. .19590, 






19597. .19623, 19663, 


. .19839 









Seq. No. 13898 Seq. ID 

Gene No. 29671 Strand 

Start -5378 End 

Name OJ991101_03 . 0218 . C4 . ol . ts Method 

Start 18916 End 

GI none Score 

Exons 18916. .19476, 1894 1 .. 19162 , 19217 .. 19477 , 19558 
19663. .19845 



OJ991101 03. 0218. C4 



22417 

TBLASTX: Soybean 
19845 
124 

19599, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13898 Seq. ID OJ991101_03 . 0218 . C4 

29671 Strand 

5378 End 22417 

OJ991101_03.0218.C4.o6.np ■ Method AAT/NAP 

18916 End 22324 

100591 Score 1064 

18916. .19850, 22252.. 22324 

licheninase (EC 3.2.1.73) I precursor, splice form a - barley 
gi I 18984 I emb I CAA40094 I (X56775) unnamed protein product [Hordeum 
vulgarej gi | 295806 | emb | CAA36801 | (X52572) 
(1-3, 1-4 ) -beta-D-glucanase [Hordeum vulgare] 

gi|4688930|emb|CAB41401.1| (X56260) lichenase [Hordeum vulgare] 



Seq. No. 13898 

Gene No. 29671 

Start 5378 

Name OJ991101JD3 . 0218 . C4 . ol . tm 

Start 18919 

GI none 
Exons 



Seq. ID OJ991101_03.0218.C4 



Strand 
End 

Method 

End 

Score 



22417 

TBLASTX: Maize 

19306 

106 



18919. .19023, 18919. .19023, 19033. .19305, 19034. .19306 



Seq. No. 13898 Seq. ID OJ991101_03 . 0218 . C4 

Gene No. 29671 Strand 

Start 5378 End 22417 

Name OJ991101_03 . 0218 . C4 . ol . tw Method TBLASTX : Wheat 

Start 18982 End 19197 



14608 



GI 


none 


Score 


58 




Exons 


ioooo i ft /"\ o /C 10000 1 

18982 19026, 18982 .. 19023, 


19033. .19197, 19034 


. .19162 


Seq. No. 


13898 


Seq. ID 


OJ991101 


_03.0218.C4 


Gene No. 


29671 


Strand 


- 




Start 


53/8 


End 


22417 




Name 


OJ991101_03 . 0218 . C4 . oo . tm 


Method 


TBLASTX : ! 


Maize 


Start 


19456 


End 


19854 




GI 


none 


Score 


135 




Exons 


1 n / r/* i n c n n i ft /- t ft t ft ft c >i 

194 56 19599, 19672.. 19854 








Seq. No. 


13898 


Seq. ID 


OJ991101 


_03.0218.C4 


Gene No. 


29671 


Strand 


- 




Start 


C. 1 ~7 O 

53 / o 


End 


22417 




Name 


A Tfim 1 fM /"» — ) ft ft 1 ft (~> A ~ ft 

OJ991101 03 . 0218 . C4 . o2 . gp 


Method 


AAT/GAP 




Start 


1 n t c ft 

19652 


End 


19900 




GI 


*I til C\f\ A 


Score 


405 




Exons 


-i ft /r c ft i c\c\c\n 

19652 . . 19900 








Seq. No. 


13898 


Seq. ID 


OJ991101 


_03 . 0218 .C4 


Gene No. 


29671 


Strand 






Start 


5378 


End 


22417 




Name 


OJ991101_03 . 0218 . C4 . olO . gs 


Method 


GENSCAN 




Start 


20387 


End 


22321 




GI 


none 


Score 


.67 




Exons 


ft ft ft ft ^7 ft ft yl ft l ft ft ft ft ft ft i ft ft ft 

20387 .. 204 91, 20988 .. 21092 , 


21797. .21916, 22077 


. . 22165, 




22252 . .22321 








Seq. No. 


13899 


Seq. ID 


OJ991101 


03 . 0218 . C5 


Gene No . 


29672 ■ 


Strand 


+ 




btart 


1472 


End 


2195 




Name 


OJ991101 03.0218.C5.ol.np 


Method 


AAT/NAP 




otiart 


1472 


End 


2195 




GI 


5922636 


Score 


194 




Exons 


1472. .1547, 2042. .2195 








GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319 ) 


correspond to 




region of the predicted gene 


.; hypothetical protein [Oryza 




sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 




C99517 (E20319) , AU078130 (E20319) correspond to a 


region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


13899 


Seq. ID 


OJ991101 


_03.0218.C5 


Gene No. 


29672 


Strand 


+ 




Start 


1472 


End 


2195 




Name 


OJ991101 03.0218.C5.ol.gp 


Method 


AAT/GAP 




Start 


2072 


End 


2195 




PT 


5816533 


Score 


193 




Exons 


2072. .2195 








GI Descrip. 


5922636/dbj IBAA84637.il 1 . Oe 


-14 (AP000492) ESTs 






C99517 (E20319) ,AU078130 (E20319) correspond to a 


region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




>gi 6016869 dbj BAA85212.1 


(AP000570) 


ESTs 






C99517 (E20319) ,AU078130 (E20319) correspond to a 


region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 



13900 
29673 



Seq. ID OJ991101_03.0218.C6 
Strand + 



14609 








fcjna 


iuoy 








Name 


ujyyiiui u o . uz io . lo . oi . gs 


Met noa 


bhNbLAN 










9PIQ 


bna 


1 ATA 

lujy 










none 


Score 


. / 








Exons 














beq. NO. 




Seq. ID 


/■\ to. m i rti 

ojy ynoi 


03 


0110 

. 0218 


. C7 


Gene No. 


29674 


Strand 










'Start 


1 


End 


2668 








Name 


OJ991101 03.0218.C7.ol.np 


Method 


AAi / NAr 








otart 


1 


End 


1 ^ O A 

1 /o4 










6907088 


Score 


OTA 








Exons 


1..365, 1227. .1470, 1648.. 


1784 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








oeq . no . 


13901 


Seq. ID 


ojy yi iui 


o *3 
U 3 , 


AA 1 O 

. U2 lo 


. C 7 


Gene No. 


29674 


Strand 










Start 


1 


End 


2668 








Name 


OJ991101 03.0218.C7.o2.np 


Method 


A A T 1 /MAD 










1 


End 


z4 b / 










5042454 


Score 










Exons 


1..322, 2199. .2467 












ul UcSCIip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 








Seq. No. 


13901 


Seq. ID 


OJ991101_ 


_03. 


.0218 


.C7 


Gene No. 


29674 


Strand 












1 


End 


0 c a o 

1 boo 








Name 


OJ991101 03.0218.C7.ol.gs 


Method 


GENSCAN 








O v~+- 

btart 


61 


End 


o o o 

382 










none 


Score 


O o 

. ya 








Exons 


61. .382 












beq . no . 


13901 


Seq. ID 


o jy y i iui 


Uj . 




. c / 


Gene No. 


29674 


Strand 










Start 


1 


End 


2668 








Name 


OJ991101 03.0218.C7.o3.np 


Method 


7\ 7\ T /MAD 

AA1 / NAr 








b car c 


2363 


End 


2bbo 










5042454 


Score 


/ 3 








Exons 


2363. .2418, 2644. .2668 












ox uescrip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 








Seq. No. 


13902 


Seq. ID 


OJ991101_ 


_03. 


.0218 


.C8 


Gene No. 


29675 


Strand 


+ 








Q 4- y-i- 
OLQIL 


192 


End 


z by 








Naine 


OJ991101 03.0218.C8.ol.gs 


Method 


GENSCAN 








b uarti 


192 


End 


o ^ o 

2 by 








P T 


none 


Score 


. D 1 








Exons 


192. .269 












beq. no. 


13902 


Seq. ID 


OJ99 1101 


03 . 


0218 


. C8 


f^p-no Kin 


29676 


Strand 


-I- 








Start 


871 


End 


4098 








Name 


OJ991101 03.0218.C8.ol.np 


Method 


AAT/NAP 








Start 


871 


End 


4095 








GI 


6907089 


Score 


4133 








Exons 


871. .2132, 2226. .4095 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









14610 




Seq. No. 


13902 


Seq. ID 


OJ991101_03.0218 


C8 


Gene No. 


29676 


Strand 


+ 




Start 


871 


End 


A A O O 

4 U9o 




Name 


OJ991101_03 . 0218 .C8 . o2 . gs 


Method 


GENSCAN 




Start 


871 


End 


A A n o 

4098 




GI 


none 


Score 






Exons 


871 . . 4098 








Seq. No. 


13902 


Seq. ID 


OJ991101_03.0218 


C8 


Gene No. 


29677 


Strand 


+ 




Start 


14335 


End 


20701 




Name 


OJ991101 03.0218.C8.o4.gs 


Method 


GENSCAN 




Start 


14335 


End 


20701 




GI 


none 


Score 


.95 




Exons 


14335. . 14402, 15934 1597 9, 16127.. 20701 




Seq. No. 


13902 


Seq. ID 


OJ991101__03.0218 


C8 


Gene No. 


29677 


Strand 






Start 


14335 


End 


20701 




Name 


OJ991101 03.0218.C8.o3.np 


Method 


AAT/NAP 




Start 


16124 


End 


20698 




GI 


4680179 


Score 


6604 




Exons 


16124. .20698 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


13902 


Seq. ID 


OJ991101_03.0218 


C8 


t^ene ino . 


29678 


Strand 






Start 


4717 


End 


20706 




Name 


OJ991101 03.0218.C8.o2.np 


Method 


AAT/NAP 




Start 


4717 


End 


10363 




GI 


6498441 


Score 


6790 




Exons 


4717. .4998, 5092. .6489, 6661. 


.7143, 7336. .7576, 7751. .7885, 




8069. .8442, 8506. .8969, 9300. 


.10363 






GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon 


RetroSorl . 


(AF098806) 


[Oryza sativa] 


Seq. No. 


13902 




Seq. ID 


OJ991101_03.0218.C8 


Gene No. 


29678 




Strand 




Start 


4717 




End 


20706 


Name 


OJ991101 03.0218 


.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5083 




End 


20320 


GI 


none 




Score 


669 


Exons 


5083.. 5199, 5254 


. .5412, 19694 . .20320, 


19750. .20319 


Seq. No. 


13902 




Seq. ID 


OJ991101_03.0218.C8 


Gene No. 


29678 




Strand 




Start 


4717 




End 


20706 


Name 


OJ991101 03.0218 


.C8.ol2.tw 


Method 


TBLASTX: Wheat 


Start 


5455 




End 


5844 


GI 


none 




Score 


66 


Exons 


5455. .5577, 5695 


..5844, 569 


6. .5821 




Seq. No. 


13902 




Seq. ID 


OJ991101_03.0218.C8 


Gene No. 


29678 




Strand 




Start 


4717 




End 


20706 



14611 




Name 


ujyyuui uj . 


rt O 1 Q 


. to . ob . tm 


Met nou 


TOT ACTV«Mii r-, 

i bLiAo i a . Mai ze 




Start 


a c o a 






End 


Do4 / 




GI 


none 






Score 


1 Q A 

i y 4 




Exons 




c: c. o n 


c; o t rt 








Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218, 


.C8 


Gene No. 


29678 






Strand 






Start 


H / 1 / 






End 


o m rt c 
£. u / u o 




Name 


ojyyiioi_u 3 . 


0218 


.C8.o4 .tw 


Method 


TBLASTX : Wneat 




Start 


C C ^ o 

j 578 






End 


lybcf / 




GI 


none 






Score 


Dob 




Exons 


DO / o . . D by4 , 


19208. .19687, 19226.. 19681 






Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218. 


.C8 


Gene No. 


29678 






Strand 






Start 


4 / 1 / 






End 


o rt ^ rt a 
<cU f Ub 




Name 


nTQGi 1 r>i rt Q 


0218 


.C8.ol3.tw 


Method 


i oiiAo i a : wnedt 




Start 


b04 U 






End 


C3 CO 




GI 


none 






Score 


C rt 

bU 




Exons 


£ a >i a *r o a n 
o04U . . D JUL) , 


6254 


. .6352 








Seq. No. 


T "3 A A O 

l jyo^ 






Seq. ID 


ATQQ1 1 m rt "3 rtOlO 


. Co 


Gene No. 


29678 






Strand 






Start 


4717 






End 


20706 - 




Name 


OJ991101 03. 


0218 


.C8.o3.ts 


Method 


l BLAb i a : boyoean 




Start 


6100 






End 


a c c c 
DDDD 




GI 


5666795 






Score 


c o 
DO 




Exons 


6100. . 6300, 


6355 


..6492, 6568. 


.6666 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218, 


.C8 


Gene No. 


29678 






Strand 






Start 


4717 






End 


20706 




Name 


OJ991101 03. 


0218 


.C8.o8.tw 


Method 


TBLASTX: Wheat 




Start 


6355 






End 


9815 




GI 


none 






Score 


86 




Exons 


6355. .6504, 


6356 


..6493, 6358. 


.6495, 6551.. 6724, 6565.. 6816, 




6565. .6789, 


9762 


. .9815 








Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218, 


.C8 


Gene No. 


29678 






Strand 






Start 


4717 






End 


20706 




Name 


OJ991101 03. 


0218 


.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


6706 






End 


19120 




GI 


none 






Score 


472 




Exons 


6706. .6846, 


18767. . 19120, 18769.. 19035 


, 18809.. 19105 




Seq. No. 


13902 






Seq. ID 


OJ99110I_03.0218, 


,C8 


Gene No. 


29678 






Strand 






Start 


4717 






End 


20706 




Name 


OJ991101 03. 


0218 


.C8.o5.tw 


Method 


TBLASTX: Wheat 




Start 


7444 






End 


18694 




GI 


none 






Score 


319 




Exons 


7444. .7863, 


7451 


. .7864, 18341 


. . 18694 






Seq. No. 


13902 






Seq. ID 


OJ991101JD3.0218. 


■ C8 


Gene No. 


29678 






Strand 







14612 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4717 End 

OJ991101_03 . 0218 . C8 . o5 . tm Method 

7480 End 

none Score 



20706 

TBLASTX: Maize 

18730 

151 



7480.. 7833, 7822.. 7944, 18239 .. 18409, 18395.. 18730 



13902 
29678 
4717 

OJ991101_03.0218.C8.ol. ts 

7522 

none 



Seq. ID OJ991101_03.0218.C8 

Strand - 

End 20706 

Method TBLASTX : Soybean 

End 18679 

Score 57 



7522. .7893, 18284 .. 18316, 18284 .. 18316, 18320 .. 18679, 
18323. .18397, 18327. .184 61, 184 36. .18 678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13902 
29678 
4717 

OJ991101_03.0218.C8.o3.tm 

7948 

none 



Seq. ID OJ991101_03.0218.C8 

Strand 

End 20706 

Method TBLASTX : Maize 

End - 18238 

Score 117 



7948.-8253, 7948.. 8304, 7958.. 8269, 17993.. 18238 



13902 
29678 
4717 

OJ991101_03.0218.C8.o3.tw 

7972 

none 



Seq. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 18223 

Score 382 



7972.. 8433, 7973.. 8434, 7992.. 8435, 17993.. 18223 



13902 
29678 
4717 

OJ991101_03.0218.C8.o4 . ts 

8029 

none 



Seq. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Soybean 

End 18172 

Score 111 



8029.. 8163, 8170.. 8394, 18038.. 18172 



13902 
29678 
4717 

OJ991101_03.0218.C8.o6.tw 

8602 

none 



Seq. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 9085 

Score 170 



8602.. 9084, 8630.. 8890, 8912.. 9085 



13902 
29678 
4717 

OJ991101_03.0218.C8.o9.tw 

9823 

none 



Seq. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 10215 

Score 89 



9823. .10080, 9857. .10096, 10063. .10161, 10064. .1014 4, 
10168. .10215 



Seq. No. 



13902 



Seq. ID OJ991101 03. 0218. C8 



14613 



Gene No. 29678 Strand 

Start 4717 End 

Name OJ991101_03 . 0218 . C8 . olO . tm Method 

Start 9925 End 

GI none Score 

Exons 9925. .10173, 9926. .10210 



Seq. No. 13902 

Gene No. 29678 

Start 4717 

Name OJ991101_03 . 0218 . C8 . olO . tw 

Start 16393 

GI none 

Exons 16393. .164 97, 16397. .16756, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20706 

TBLASTX: Maize 

10210 

103 



OJ991101_03.0218.C8 
20706 

TBLASTX: Wheat 

16756 

296 



16522. .16755 



Seq. No. 13902 Seq. ID 

Gene No. 29678 Strand 

Start 4717 End 

Name OJ991101_03 . 0218 . C8 . o9 . tm Method 

Start 16637 End 

GI none Score 

Exons 16637. .16933, 16654. .16824 



Seq. No. 13902 

Gene No. 29678 

Start 4717 

Name OJ991101_03 . 0218 . C8 . o7 . tm 

Start 17279 

GI none 

Exons 17279. .17599 



OJ991101_03.0218.C8 
20706 

TBLASTX: Maize 

16933 

200 



Seq. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Mai ze 

End 17599 

Score 209 



Seq. No. 13902 

Gene No. 29678 

Start 4717 

Name OJ991101_03 . 0218 . C8 . oil . tw 

Start 17332 

GI none 

Exons 17332. . 17427, 17333 .. 17686, 

Seq. No. 13902 

Gene No. 29678 

Start 4717 

Name OJ991101_03 . 0218 . C8 . ol4 . tw 

Start 18227 

GI none 

Exons 18227. .18340, 18229 .. 18339, 

Seq. No. 13902 

Gene No. 29678. 

Start 4717 

Name OJ991101_03 . 0218 . C8 . o2 . tw 

Start 18695 

GI none 

Exons 18695. .19204, 18727. .19113 

Seq. No. 13902 

Gene No. 29678 



Seq. ID OJ991101_03.0218 .C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 17686 

Score 262 
17516. . 17650 

Seq. ID OJ991101_03. 0218 .C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 18340 

Score 177 
18248.. 18340 

Seq.. ID OJ991101_03.0218.C8 
Strand 

End 20706 

Method TBLASTX : Wheat 

End 19204 

Score 630 



Seq. ID OJ991101_03.0218.C8 
Strand 



14614 




Start 


4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


18704 






End 


18946 


GI 


none 






Score 


188 


Exons 


18704. 


.18946 








Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


- 4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


19385 






End 


19711 


GI 


none 






Score 


90 


Exons 


19385. 


.19567, 19568. 


. 19711 






Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


o2 . ts 


Method 


TBLASTX : Soybean 


Start 


19475 






End 


19735 


GI 


none 






Score 


299 


Exons 


19475. 


.19735, 19480. 


. 19581, 


19667. .19735 


Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


19533 






End - 


19825 


GI 


none 






Score 


390 


Exons 


19533. 


.19724, 19535. 


. 19825, 


19604. .19816, 19636. .19821 


Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


19874 






End 


20461 


GI 


none 






Score 


226 


Exons 


19874 . 


.20035, 19880. 


. 20026, 


19882. .20028, 20033 .. 20131, 




20035--. 


.20130, 20192. 


. 20461, 


20200. .20460 


Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


4717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


o7 . tw 


Method 


TBLASTX: Wheat 


Start 


20320 






End 


20653 


GI 


none 






Score 


360 


Exons 


20320. 


.20589, 20321. 


. 20653 






Seq. No. 


13902 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29678 






Strand 




Start 


4 717 






End 


20706 


Name 


OJ991101 03. 0218. C8. 


08 . tm 


Method 


TBLASTX: Maize 


Start 


20462 






End 


20706 


GI 


none 






Score 


202 


Exons 


20462. , 


.20674, 20494. 


.20583, 


20644. .20706 


Seq. No. 


13903 






Seq. ID 


OJ991101_03.0218 


Gene No. 


29679 






Strand 





14615 






Start 


1896 


End 


2047 






Name 


OJ991101 03 . 0218 . C9 . o2 . gs 


Method 


GEN SCAN 






Start 


1896 


End 


2047 






GI 


none 


Score 


.79 






Exons 


1896. . 2047 










Seq. No. 


13904 


Seq. ID 


OJ991101_03. 0218 


,C10 




Gene No. 


29680 


Strand 


+ 






Start 


2327 


End 


2472 






Name 


OJ991101 03.0218.C10.ol.np 


Method 


AAT/NAP 






Start 


2327 


End 


2472 






GI 


6630697 


Score 


80 






Exons 


2327. .2472 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13904 


Seq. ID 


OJ991101_03.0218 


.C10 




Gene No. 


29681 


Strand 


+ 






Start 


2391 


End 


12806 






Name 


OJ991101 03.0218.C10.ol.gs 


Method 


GENSCAN 






Start 


2391 


End 


12599 






GI 


none 


Score 


.68 






Exons 


2391.. 2508, 6253.. 6413, 6816 


..7310, 7974. .8274, 8406. .8494, 






12024. .12182, 12498.. 12599 








Q 

': s? 


Seq. No. 


13904 


Seq. ID 


OJ991101_03.0218, 


.C10 


i;n 


Gene No. 


29681 


Strand 


+ 






Start 


2391 


End 


12806 




rll 


Name 


OJ991101 03.0218.C10.o2.np 


Method 


AAT/NAP 




r| 


Start 


4430 


End 


7202 




t : 

i.y 


GI 


1708618 


Score 


41 




: s * 


Exons 


4430. .4457, 7036. .7202 








rii 


GI Descrip. 


NUCLEAR FACTOR NF-KAPPA-B P100 SUBUNIT 


[CONTAINS: NUCLEAR FACTOR 






NF-KAPPA-B P52 SUBUNIT] gi 1407031 (U00111) NF-kB p52/p!00 


13 




[Gallus gallus] gi | 738738 | prf || 2001399A NF-kappa B plOO 


protein 


^! 

j t 

s i 

i 




[Gallus gallus] 








Seq. No. 


13904 


Seq. ID 


OJ991101_03.0218, 


.C10 


. ~: 


Gene No. 


29681 


Strand 


+ ■■ 




: ! = i 


Start 


2391 


End 


12806 




: : 
'.III 


Name 


OJ991101 03.0218.C10.ol.gp 


Method 


AAT/GAP 




Uf 


Start 


5013 


End 


7281 






GI 


none 


Score 


1726 






Exons 


5013.. 5211, 6253.. 6413, 6492 


..6566, 6816. .7281 






Seq. No. 


13904 


Seq. ID 


OJ991101_03.0218. 


.C10 




Gene No. 


29681 


Strand 


+ 






Start 


2391 


End 


12806 






Name 


OJ991101 03.0218.C10.o2.gp 


Method 


AAT/GAP 






Start 


10916 


End 


12806 






GI 


none 


Score 


1342 






Exons 


10916. .10946, 11035. .11078, 


11156. .11210, 12022. .12325, 








12498. .12806 










Seq. No. 


13904 


Seq. ID 


OJ991101_03.0218. 


.C10 




Gene No. 


29682 


Strand 








Start 


12933 


End 


13203 






Name 


OJ991101 03.0218.C10.o3.gp 


Method 


AAT/GAP 





14616 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12933 End 13203 

uOosroM202017a05al Score 542 

12933. .13203 

1 604 184 6/gb | AAF02155 . 1 1 AC009853_15 1.0e-09 (AC009853) unknown 
protein [Arabidopsis thaliana] ' 



13905 
29683 
399 

OJ991101_03. 0218.Cll.ol.np 
399 

2623783 
399. .573 

(AF030166) glucanase [Oryza sativa] 



Seq. ID OJ991101_03.0218 .Cll 
Strand 

573 

AAT/NAP 
573 
208 



End 

Method 
End 
Score 



13906 
29684 
189 

OJ991101_03. 0218.C12.ol.gs 

189 

none 

189. .293 



Seq. ID OJ991101_03.0218.C12 
Strand 

End '293 

Method GENSCAN 

End 293 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13907 Seq. ID OJ991101_03 . 0218 . C13 

29685 Strand - 

259 End 454 

OJ991101JD3.0218 .C13.ol.gp' Method AAT/GAP 
259 End 454 

uC-osflm202113d05bl Score 349 

259.-. 454 

f 5922636/dbj IBAA84637.il 1.0e-14 (AP000492) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
>gi_6016869_dbj_BAA85212.1_ (AP000570) ESTs 

C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 1 



Seq. No. 13908 Seq. ID 

Gene No. 29686 Strand 

Start 565 *' End 

Name OJ991111_02 . 021 1 . CI . ol . gs Method 

Start 565 End 

GI none Score 

Exons 565.. 962 



OJ991111_02.0211.C1 
+ 

962 

GENSCAN 

962 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



13908 
29687 
6354 

OJ991111_02.0211.Cl.o4.gs 

6354 

none 



Seq. ID OJ991111_02.0211.C1 

Strand + 

End 7022 

Method GENSCAN 

End 7022 

Score . 67 



6354. .6390, 6561. .6685, 6696. .6764, 6786. .7022 



13908 
29688 
9702 

OJ991111 02.0211.Cl.o2.np 



Seq. ID OJ991111_02.0211.C1 

Strand + 

End 13322 

Method AAT/NAP 



14617 



Start 9702 End 13322 

GI 3461838 Score 51 

Exons 9702.. 9729, 13103.. 13322 

GI Descrip. (AC005315) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 


13908 






Seq. ID 


^OJ991111_02. 


0211. 


CI 


Gene No. 


29689 






Strand 


+ 






Start 


23566 






End 


24225 






Name 


OJ991111 02.0211 


.CI.08. 


gp 


Method 


AAT/GAP 






Start 


23566 






End 


24225 






GI 


40485_1.R1084 - 






Score 


1153 






Exons 


23566 . .24225 














GI Descrip. 


f 3128209 2.0e-ll 


(AC004077) 


unknown protein [Arabidopsis 




thaliana] 1 














Seq. No. 


13908 






Seq. ID 


OJ991111_02. 


, 0211 . 


CI 


Gene No. 


29690 






Strand 








Start 


1939 






End 


3847 






Name 


OJ991111_02.0211 


.Cl.o2. 


gs 


Method 


GENSCAN 






Start 


1939 






End 


3847 






GI 


none 






Score 


.79 






Exons 


1939. . 2003, 2093 


. .2350, 


3447 


..3488, 3721. .3847 






Seq. No. 


13908 






Seq. ID 


OJ991111_02, 


, 0211 . 


CI 


Gene No. 


29691 






Strand 








Start 


4632 






End 


5408 






Name 


OJ991111_02.0211 


.Cl.ol. 


gp 


Method 


AAT/GAP 






Start 


4 541 






End 


5408 






GI 


none 






Score 


1694 






Exons 


4541. .5408 














Seq. No. 


13908 






Seq. ID 


OJ991111_02. 


. 0211 . 


CI 


Gene No. 


29691 






Strand 








Start 


4632 






End 


5408 






Name 


OJ991111_02.0211 


.Cl.o3. 


gs 


Method 


GENSCAN 






Start 


4 632 






End 


5342 






GI 


none 






.Score 


.57 






Exons 


4 632 . . 5342 














Seq. No. 


13908 






Seq. ID 


OJ991111_02, 


.0211. 


CI 


Gene No. 


29692 






Strand 








Start 


8251 






End 


23621 






Name 


OJ991111_02.0211 


.Cl.o5. 


gs 


Method 


GENSCAN 






Start 


Q o c: i 
o Z D 1 






End 


8621 






GI 


none 






Score 


.87 






Exons 


8251.. 8296, 8353 


. .8621 












Seq. No. 


13908 






Seq. ID 


OJ991111_02, 


.0211. 


,C1 


Gene No. 


29692 






Strand 








Start 


8251 . 






End 


23621 






Name 


OJ991111 02.0211 


.Cl.o2. 


gp 


Method 


AAT/GAP 






Start 


8335 






End 


8758 






GI 


none 






Score 


651 






Exons 


8335. .8655, 8681 


. .8758 












Seq. No. 


13908 






Seq. ID 


OJ991111_02 


.0211. 


XI 



14618 






Gene No. 


29692 


Strand 






C* 4- -w~ 4- 

btart 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.ol.np 


Method 


AAT/NAP 




Start 


8410 


End 


11421 




GI 


6815062 


Score 


448 




Exons 


8410. .8525, 10216. .11421 








-GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 






F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


13908 


Seq. ID 


OJ991111_02 . 0211 .CI 




Gene No. 


29692 


Strand 


— 




Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o3.gp 


Method 


AAT/GAP 




Start 


8704 


End 


9375 




GI 


52271 1.R1084 


Score 


1299 




Exons 


8704. .9375 








GI Descrip. 


'5042437/gb| AC007789.il AC007789 5.0e-14 


1 Oryza sativa BAC T4 9B20 






genomic sequence, complete 


sequence • 






Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 




Gene No. 


29692 


Strand 






Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o6.gs 


Method 


GENSCAN 


W 


Start 


9472 


End 


22588 




GI 


none 


Score 


.75 




Exons 


9472. .9966, 10135. .11439, 11542. .11811, 


12199. .12266,* 


rll 




12432. .12507, 13046. .13138, 


15615. .15963, 17670 .. 1778 6, 


: ; or 




18059. .18171, 18263. .18337, 


19025. .19215, 19233. . 19368, 


: . 1 




19545. .19760,- 198 61 .. 2004 5 , 


20614 . .20764, 21040 .. 21071, 


x ~i 

'bar 




22402. .22588 






t* J : 
i '=? 


Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 


:5 


Gene No. 


29692 


Strand 




j"i 
-.si 


Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o4.gp 


Method 


AAT/GAP 


L J. 


Start 


10318 


End 


10750 


i* 


GI 


4968607 


Score 


812 




Exons 


10318. .10750 








Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 




Gene No. 


29692 


Strand 






Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o6.gp 


Method 


AAT/GAP 




Start 


16768 


End 


17442 




GI 


2280902 


Score 


684 




Exons 


16768. .17079, 17370.. 17442 








Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 




Gene No . 


29692 


Strand 






Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o3.np 


Method 


AAT/NAP 




Start 


18950 


End 


23621 




GI 


6069646 


Score 


368 




Exons 


18950. .19760, 23585.. 23621 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 ! dbj I BAA90639 . 1 | (AP001129) Similar to 



14619 




Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



13908 
29692 
8251 

OJ991111_02.0211.Cl.o5.np 

19456 

3850576 



OJ991111 02. 0211. CI 



Seq. ID _ 
Strand 

End 23621 
Method AAT/NAP 
End 23588 
Score 56 
19456. .19524, 22512 .. 22592 , 23520.. 23588 

(AC005278) Strong similarity to gb|U04968 nucleotide excision 
repair protein (ERCC2) from Cricetulus grisseus. [Arabidopsis 
thaliana] 





Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 




Gene No. 


29692 


Strand 






Start 


8251 


End 


23621 




Name 


OJ991111 02.0211.Cl.o7.gp 


Method 


AAT/GAP 




Start 


19852 


End 


19986 




GI 


40306 1.R1084 


Score 


192 




Exons 


19852. .19986 








GI Descrip. 


•2443878 3.0e-16 (AC002294) 


Unknown protein [Arabidopsis 


□ 




thaliana] ' 








Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 


r li 


Gene No. 


29692 


Strand 






Start 


8251 


End 


23621 


ri 

•z sr 


Name 


OJ991111 02.0211.Cl.o4.np 


Method 


AAT/NAP 


: : 

: !: 


Start 


20582 


End 


22142 :. . 




GI 


6815053 


Score 


192 


; : t : 


Exons 


20582. .20660, 21996.. 22142 






:= 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211.C1 


i 

"•I 


Gene No. 


29693 


Strand 






Start 


23880 


End 


25299 




Name 


OJ991111 02.0211.Cl.o8.tm 


Method 


TBLASTX: Maize 




Start 


4878 


End 


5445 


a 

.3 Si 


GI 


none 


Score 


55 


u 


Exons 


4878. .4982, 5151. .5441, 5164 


..5286, 5168. .5440, 5356. .5445 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13908 
29693 
23880 

OJ991111_02.0211.Cl.o7.tm 

6481 

none 



Seq. ID OJ991111_02.0211.C1 
Strand 
End 

Method 
End 
Score 



25299 

TBLASTX: Maize 

6818 

91 



6481. .6555, 6574. .6678, 6575. .6679, 6590. .6679, 6660. .6818 



Seq. No. 13908 Seq. ID 

Gene No. 29693 Strand 

Start 23880 End 

Name OJ991111_02 . 0211 . CI . o2 . ts Method 

Start 6536 End 

GI none Score 

Exons 6536.. 6679, 6666.. 6824, 6891.. 6917 



OJ991111_02.0211.C1 
25299 

TBLASTX : Soybean 

6917 

83 



14620 



Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ9911 


11_02.0211.C1. 


.o2. tw 


Method 


TBLASTX : 1 


Start 


6560 






.End 


6803 


GI 


none 






Score 


111 


Exons 


6560. . 


6685, 6560.. 6679, 6660 


. . 6803 




Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ9911 


11_02.0211.C1. 


. o2 . tm 


Method 


TBLASTX:! 


Start 


9648 






End 


9959 


GI 


none 






Score 


553 


Exons 


9648 . . 


9959, 9648.. 9920 






Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ9911 


11_02.0211.C1. 


,o5 . tm 


Method 


TBLASTX: 1 


Start 


10132 






End 


10338 


GI 


none 






Score 


177 


Exons 


10132. 


.10338, 10133. 


. .10336, 


10135. .10338 


Seq. No. • 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ991111 02. 0211. CI. 


. 06. tm 


Method 


TBLASTX:! 


Start- 


10354,*. 






End 


10950 


GI 


none • 






Score 


99 


Exons 


10354. 


.10557, 10540. 


. .10713, 


10747. .108 


27, 10855 


Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ991111 02. 0211. CI. 


. o3 . tm 


Method 


TBLASTX:! 


Start 


11263 






End 


11738 


GI 


none 






Score 


246 


Exons 


11263. 


.11442, 11270. 


. .11440, 


11538. .117 


29, 11542 




11543. 


.11605, 11571. 


. .11738 






Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 


Name 


OJ991111 02. 0211. CI. 


. o4 . tw 


Method 


TBLASTX: 1 


Start 


17372 






End 


19988 


GI 


none 






Score 


126 


Exons - 


17372. 


.17440, 17373. 


. .17447,- 


17373. .174 


44, 17380 




17380. 


.17448, 17669. 


. .17788, 


17670. .177 


95, 18014 




18039. 


.18170, 18039. 


. .18170, 


18040. .181 


71, 18058 




18260. 


.18343, 18261. 


. .18338, 


18269. .183 


40, 19858 




19858. 


.19986, 19860. 


. .19988, 


19863. .19988 


Seq. No. 


13908 






Seq. ID 


OJ991111 


Gene No. 


29693 






Strand 




Start 


23880 






End 


25299 



02. 0211. CI 



11736, 



.CI 



, 17448, 
,18136, 
,18177, 
,19986, 



14621 



Name 

Start 

GI 

Exons 



OJ991111 02.0211.Cl.o9.tm 



Method TBLASTX : Mai ze 



17668 

none 

17668. 

18035. 

18260. 

19858. 



,17787, 17669, 

18133, 18057. 

,18370, 18261. 

,19986, 19862. 



End 20006 

Score 110 
17788, 17669. .17788, 17734 17790, 
18170, 18058. .18171, 18058 .. 18171, 
18338, 18266. .18340, 19858 19983, 
19990, 19863.. 20006 



OJ991111 02. 0211. CI 



Seq. No. 13908 Seq. ID 

Gene No. 29693 Strand 

Start 23880 End 

Name OJ991111_02 . 0211 . CI . o4 . tm Method 

Start 18977 End 

GI none Score 

Exons 18977. .19168, 19190 .. 19420, 19208 .. 19420, 194 34 .. 19508 , 
19439. . 19519 



25299 

TBLASTX: Maize 

19519 

80 



Seq. No. 13908 Seq. ID 

Gene No. 29693 Strand 

Start 23880 End 

Name OJ991111_02 . 0211 . CI . o3 . tw Method 

Start 19229 End 

GI none Score 

Exons 19229. . 19417 



OJ991111_02.0211.C1 
25299 

TBLASTX: Wheat 

19417 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13908 
29693 
23880 

OJ991111_02.0211.Cl.ol.tm 
23769 



none 

23769. 

23844. 

23984. 

24577. 

25022. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
23798, 23773 



OJ991111 02. 0211. CI 



.23798, 23772 

.24452, 23859. .24452, 23860 

.24457, 24180. .24248, 24330 

.24945, 24581. .24949, 25016 
.25192 



25299 

TBLASTX: Maize 
25192 
44 

23799, 23773. .23799, 
24453, 23912. .24457, 
24395, 24414 . .24452, 
25186, 25021. .25191, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



13908 
29693 
23880 

OJ991111_02.0211 .Cl.o6.np 

23880 

3128209 



Seq. ID OJ991111_02.0211.C1 
Strand 

End 25299 

Method AAT/NAP 

End 25299 

Score 1142 



23880. .24451, 24591 .. 24 926, 25023. .25299 
(AC004077) unknown protein [Arabidopsis thaliana] 



13908 
29693 
23880 

OJ991111_02.0211.Cl.ol.ts 

23943 

none 

23943. .24452, 23943.-24452, 
24581. .24784, 24790 .. 24900, 

13908 
29693 



Seq. ID OJ991111_02.0211.C1 
Strand 

End 25299 

Method TBLASTX : Soybean 

End 24900 

Score 229 
23944. .24456, 24577 .. 24783, 
24794. .24874 



Seq. ID 
Strand 



OJ991111 02. 0211. CI 



14622 



Start 


23880 


End 


25299 




Name 


niQQi 1 1 1 no no i i c\ ^ i 

ujyyiiii U2 . uz 1 1 . l, i . oi . tc 


Method 


TBLASTX: Cress 




Start 


2 3958 


End 


24771 




GI 


none 


Score 


52 




Exons 


O O A C O O A A A A OOOCO *^ A C\ C f\ 

23958 .. 24 4 4 9 , 2J959 . . 24 UbU , 


24124 . .24438, 24 604 247 65, 






a x £■ a a o/mi 
24 b22 . . 24 / / 1 








Seq. No. 


ijyuo 


Seq. ID 


OJ991111_02.0211. 


c 1 

Li 


uene no. 


2y by o 


Strand 






Start 


23880 


End 


25299 




Name 


OJ991111_02. 0211.Cl.o9.gp 


Method 


AAT/GAP 




Start 


24 1 /U 


End 


24620 




GI 


30904 93 


Score 


550 




Exons 


24 170 . . 24 4 5 1 , 24591. .24o2U 








GI Descrip. 


3128209 /.Oe-40 (ACUU4U//) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


T o a a o 

13908 


Seq. ID 


OJ991111_02.0211. 


Ll 


Gene No. 


2y oy o 


Strand 






Start 


23880 


End 


25299 




Name 


OJ991111_02. 0211.Cl.ol0.gp 


Method 


AAT/GAP 




Start 


O A A C C 

242D0 


End 


24707 




GI 


30904 9 J 


Score ' 


538 




Exons 


a « OC C A>1>ICT A VI C A 1 O^TAT 

24255 .. 24451, 24591. .24/0/ 








GI Descrip. 


A 1 A A A A A "7 A«. A f\ /TXOAAVIATTX 

3128209 /.Oe-40 (ACU04U//) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211. 




Gene No. 


29693 


Strand 






Start 


23880 


End 


25299 




Name 


otqqi 1 1 1 no noil r'l /^i 

ujyyiiii u2.D2ii.ui.oi.iiw 


Method 


TBLASTX: Wheat 




Start 


A A O C /l 

24354 


End 


24828 




GI 


none 


Score 


226 




Exons 


24 O04 . . 24 4 U / , 2 4 4 14 .. 24 4 4 J, 


24590. .247! 


31, 24592. .24780, 






A /l C A A O /ITOfl A /I T A C a /i o o o 

24 592 . . 24 / o 9 , 24/9b..24o2o 








Seq. No. 


1 O A A O 

13908 


Seq. ID 


OJ991111_02.0211. 


LI 


Gene No . 


0 Q C Q ^ 

z y by j 


Strand 






Start 


23880 


End 


25299 




Name 


OJ991111_02. 0211. CI. oil. gp 


Method 


AAT/GAP 




Start 


24 by4 


End 


25191 




GI 


A 1 T O /I 1 OlAO/t 

21/84 1 . KlUo4 


Score 


603 




Exons 


a /i /~ a /i o/inoc ocaoo a c i a i 
24 o94 . . 2 4 92 b, 25U2o. .25191 








GI Descrip. 


ioiaoaaa a a« a o /7\pr\n^rm\ 
31282U9 2,Ue-2o (ACUU4U//) 


unknown protein [Arabidopsis 




thaliana J 








Seq. No. 


13908 


Seq. ID 


OJ991111_02.0211. 


CI 


Gene No. 


29693 


Strand 






Start 


A A O O A 

23880 


End 


25299 




Name 


/™\TAA"1*11*1 A A A A 1 1 0 1 —A j_ _ 

OJ991111 02 . 0211 . CI . o2 . tc 


Method 


TBLASTX: Cress 




Start 


24 791 


End 


25191 




GI 


none 


Score 


124 




Exons 


24791. .24928, 24 7 93 .. 24 945, 


25021. .25113, 25126. .25191 




Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211. 


C2 


Gene No. 


29694 


Strand 


+ 




Start 


3838 


End 


11303 





14623 





Name 


OJ9911 11_02 . 0211 . C2 . o3 . gp 


Method 


AAT/GAP 




Start 


3709 


End 


6922 




GI 


204 62_2 . R1084 


Score 


929 




Exons 


3709.. 3891, 5211.. 5353, 5984 


..6113, 6851.. 6922 




GI Descrip. 


'3298540 6.0e-35 (AC004681) 


unknown protein [Arabidopsis 






thaliana] 








Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211.C2 




Gene No. 


29694 


Strand 


+ 




Start 


3838 


End 


11303 




Name 


OJ991111 02.0211.C2.o2.gs 


Method 


GENSCAN 




Start 


3838 


End 


10895 




GI 


none 


Score 


.6 




Exons 


3838.. 3891, 5211.. 5353, 5984 


..6113, 6851.. 7042, 7322.. 7530, 






9235.. 9390, 9898.. 10126, 10701.. 10895 






Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211.C2 




Gene No. 


29694 


Strand 


+ 




Start 


3838 


End 


11303 




Name 


OJ991111 02.0211.C2.ol.np 


Method 


AAT/NAP 




Start 


3844 


End 


7525 




GI 


3298540 


Score 


861 




Exons 


3844. .3891, 5211.. 5353, 5984 


..6113, 6851. .7042, 7322. .7525 


i-.S 


GI Descrip. 


(AC004 681) putative carboxymethylenebutenolidase [Arabidopsis 


!!! 
Ul 




thaliana] 






i 


Seq. No. 


13909 


Seq. ID 


OJ991111JD2.0211.C2 


r~i 


Gene No. 


29694 


Strand 


+ 


: i =f 

1 J 


Start 


3838 


End 


11303 




Name 


OJ991111 02.0211'.C2.o2.np- 


Method 


AAT/NAP 




Start 


10647 


End 


11303 


I s ; i 

! L! 


GI 


6539588 


Score 


219 




Exons 


10647. .10975, 11275.. 11303 






■: =; 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


: 'i ' 


Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211.C2 




Gene No. 


29695 


Strand 






Start 


1608 


End 


1858 


Q 


Name 


OJ991111 02.0211.C2.ol.gp 


Method 


AAT/GAP 




Start 


1608 


...End 


1858 




GI 


21784 1.R1084 


Score 


447 




Exons 


1608. .1858 








GI Descrip. 


■3128209 2.0e-23 (AC004077) 


unknown protein [Arabidopsis 






thaliana] 1 








Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211.C2 




Gene No. 


29696 


Strand 






Start 


2725 


End 


2793 . 




Name 


OJ991111 02.0211.C2.o2.gp 


Method 


AAT/GAP 




Start 


2725 


End 


2793 




GI 


2312838 


Score 


64 




Exons 


2725. .2793 








GI Descrip, 


1420932/gb|U61383|ORU61383 7 


. 0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


13909 


Seq. ID 


OJ991111_02.0211.C2 




Gene No. 


29697 


Strand 





14624 



Start 
Name 
Start 
GI 

Exons 



7344 

OJ991111_02 . 021 1 . C2 . ol . tm 

3834 

none 

3834.. 3890, 3837.. 3890, 5210, 
5967. .6113, 5983. .6114, 5984. 
6826. .7041, 6849. .6950, 6849. 
7322. .7534,, 7323. .7421, 7357. 



End 

Method 

End 

Score 



7700 

TBLASTX: Maize 

7586 

74 



,5353, 5211.. 5354, 5212.. 5364, 

,6121, 5992.. 6114, 6098.. 6142, 

,7046, 6850.. 7041, 6851.. 7057, 

,7530, 7361. .7534, 7470. .7586 



Seq. No. 13909 

Gene No. 29697 

Start 7344 

Name OJ991111_02 . 021 1 . C2 . o2 . tc 

Start 5190 

GI none 

Exons 5190.. 5309, 5210.. 5353, 5211, 
6826. .6936 



OJ991111_02.0211.C2 
7700 

TBLASTX: Cress 

6936 

210 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5354, 5967.. 6113, 5984.. 6121, 



Seq. No. 13909 

Gene No. 29697 

Start 7344 

Name OJ991111_02 . 0211 . C2 . o2 . ts 

Start 5210 

GI none 

Exons 5210.. 5353, 5211.. 5354, 5215, 
5998. .6114, 6826. .6897, 6854. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 02. 0211. C2 



7700 

TBLASTX : Soybean 
6898 
227 

5358, 5967. .6113, 5984. .6121, 
6898 



Seq. No. 13909 
Gene No. 29697 
Start 7344 

Name OJ991111_02 . 0211 . C2 . ol . tw 

Start 5967 
GI none 

Exons 5967.. 6113, 5973.. 6113, 5983. 

6826. .7041, 6848. .7057, 6849. 
7322. .7411, 7326. .7409, 7357. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 02. 0211. C2 



7700 

TBLASTX: Wheat 
7411 
213 

.6114, 5983. .6114, 5984. 
.6950, 6850. .7041, 6851. 
.7410 



.6121, 
.7057, 



Seq. No. 13909 

Gene No. 29697 

Start 7344 

Name OJ991111_02 . 021 1 . C2 . ol . ts 

Start 6902 

GI none 

Exons 6902.. 6946, 6908.. 6943, 6956. 

7322.. 7528, 7355.. 7510 



Seq. ID OJ991111_02.0211.C2 
Strand 

End 7700 

Method TBLASTX : Soybean 

End 7528 

Score 4 6 

7057, 6958. .7041, 7320. .7508, 



Seq. No. 13909 

Gene No. 29697 

Start 7344 

Name OJ991111_02 . 0211 .C2 . ol . tc 

Start 7322 

GI none 

Exons 7322.. 7522, 7357.. 7509 



Seq. ID OJ991111_02.0211.C2 
Strand 

End 7700 

Method TBLASTX : Cress 

End 7522 

Score 258 



Seq. No. 
Gene No. 
Start 



13909 
29697 
7344 



Seq. ID OJ991111_02.0211.C2 
Strand 

End 7700 



- 14625 




Name 


OJ991111_02.0211.C2.o4 . gp 


Method 


AAT/GAP 






Start 


1 ~i A A 
1 o4 4 


End 


7700 






GI 


o /o / 1 1 . KlOo 4 


Score 


636 






Exons 


O O /I vl "7 o n n 
/o4 4 . . / / 00 










GI Descrip. 


o29ob40 2.Ue-lo (ACUU4bol) 


unknown protein [Arabidopsis 




tnaliana J 










Seq. No. 


13910 . 


Seq. ID 


OJ99llll_02 . 


. 0211 . 


C3 


Gene No. 


29698 


Strand 


+ 






Start 


oeni 
ZoUl 


End 


4738 






Name 


ujyyiiii U2 . uz i i . Co . oi . gs 


Method 


GENSCAN 






Start 


ZoUl 


End 


4738 






GI 


none 


Score 


. 77 






Exons 


Otm nccc /IflOQ /TDQ 

^OUI. . /JoDj, 4UZy..4/oo 










Seq. No. 


13910 


Seq. ID 


OJ991111 02. 


. 0211 . 


C3 


Gene No. 


29699 


Strand 


+ 






Start 


o n a o 


End 


11053 






Name 


ATnm 111 no noil r~* ~> — o « ^ 

OJyyilll 02 . Uzll . Co . oo . gs 


Method 


GENSCAN 






Start 


OA/TO 

yoba 


End 


11053 






GI 


none 


Score 


.75 






Exons 


nn/ro nni/io inonc i i n c o 

90do. .10142, 10o0o..ll0bo 










Seq. No. 


13910 


Seq. ID 


OJ991111_02 . 


. 0211 . 


C3 


Gene No. 


29700 


Strand 


+ 






Start 


i none 
12oUb 


End 


13096 






Name 


/-\Tnni iii no noi i o ~c 

ojyyim u2.u211.co.oo.gs 


Method 


GENSCAN 






Start 


i o o n e 
iZbOb 


End 


13096 






GI 


none 


Score 


. 95 






Exons 


i o o n e i o o c e ionoo 1 onnc 

IZoUb . . Izooo, Io0o/..lo0yb 










Seq. No. 


13910 


Seq. ID 


OJ991111JD2. 


.0211. 


C3 


Gene No. 


29701 


Strand 








Start 


1 1 yuo 


End 


12193 






Name 


AT001 1 1 1 no noil o*3 _ a 

ojyyim u2.u211.co.04.gs 


Method 


GENSCAN . 






Start 


i i n n o 

nyoo 


End 


12193 






GI 


none ' 


Score 


.98 






Exons 


iinno ioino 

ii yuo . . i2iyo 










Seq. No. 


13910 


Seq. ID 


OJ991111_02. 


.0211. 


C3 


Gene No. 


29702 


Strand 








o rare 


1 A QO C. 

1 4 y / o 


End 


16108 






Name 


atooi 1 1 1 no noil f~" o ~ i j__ 

ujyyiiii U2 . uzi i . Co . oi . tm 


Method 


TBLASTX: Maize 




Start 


/line 

419b 


End 


4603 






GI 


none 


Score 


95 






Exons 


^ i a/; j^nc /ijiio zieno 
4iyb..44UD, 4412. .4bUo 










Seq. No. 


13910 


Seq. ID 


OJ991111_02. 


.0211. 


C3 


Gene No. 


29702 


Strand 








Start 


i a m /" 

14 y / b 


End 


16108 






Name 


OJ991111 02 . 0211 . C3 . 06 . gs 


Method 


GENSCAN 






Start 


14976 


End 


16108 






GI 


none 


Score 


.75 






Exons 


14 97 6. .15066, 16062. .16108 










Seq. No. 


13911 


Seq. ID 


OJ991111_02. 


,0211. 


C4 


Gene No. 


29703 


Strand 









14626 



Start 1458 End 7813 

Name OJ991111_02 . 0211 . C4 . o2 . np Method AAT/NAP 

Start 1458 End 7792 

GI 4544372 Score 1119 

Exons 1458. .2503, 2570. .2957, 3063. .3368, 4357. .4846, 6794. .7792 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

Seq. No. 13911 Seq. ID OJ991111_02 . 0211 . C4 

Gene No. 29703 Strand + 

Start 1458 End 7813 

Name OJ991 111_02 . 0211 . C4 . ol . gp Method AAT/GAP 

Start 5789 End 6170 

GI uC-osflcyp033a04bl Score 643 

Exons 5789. . 6170 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome l f clone : P07 11E10 1 



Seq. No. 


13911 








Seq. ID 


OJ991111 02.0211 


. C4 


Gene No. 


29703 








Strand 


+ 




Start 


1458 








End 


7813 




Name 


OJ991111 02, 


. 0211 


. C4 . o3 . 


gs 


Method 


GENSCAN 




Start 


6078 








End 


7813 




GI 


none 








Score 


. 73 




Exons 


6078. . 6122, 


7115 


. .7293, 


7309. 


.7813 






Seq. No. 


13911 








Seq. ^ ID 


OJ991111 02.0211 


.C4 


Gene No. 


29704 








Strand 






Start 


4403 








End 


4840 




Name 


OJ991111 02. 


. 0211 


. C4 . o2 . 


gs 


Method 


GENSCAN 




Start 


4403 








End 


4840 




GI 


none 








Score 


. 91 




Exons 


/ A r\ "D A O A f\ 

4 4 Uo . .4840 














Seq. No. 


13911 








Seq. ID 


OJ991111_02.0211 


.C4 


Gene No. 


29705 








Strand 






Start 


8280 








End 


11397 




Name 


OJ991111 02. 


.0211 


.C4 .o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


839 








End 


1177 




GI 


none 








Score 


194 




Exons 


839. .1177 














Seq. No. 


13911 








Seq. ID 


OJ991111_02.0211 


.C4 


Gene No. 


29705 








Strand 






Start 


8280 








End 


11397 




Name 


OJ991111 02, 


,0211 


.C4 ,o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


1587 








End 


1952 




GI 


none 








Score 


136 




Exons 


1587. . 1811, 


1818 


. . 1952 










Seq. No. 


13911 








Seq. ID 


OJ991111_02.0211 


.C4 


Gene No. 


29705 








Strand 






Start 


8280 








End 


11397 




Name 


OJ991111 02. 


.0211 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1749 








End 


2153 




GI 


none 








Score 


76 




Exons 


1749. . 1805, 


1800 


. .2153, 


1808. 


.2152 







14627 



□ 



LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13911 
29705 
8280 

OJ991111_02. 

1803 

none 

1803. .2021, 

13911 
29705 
8280 

OJ991111_02, 

2022 

none 

2022. .2483, 

13911 
29705 
8280 

OJ991111_02. 

2169 

none 

2169. .2450, 

13911 
29705 
8280 

OJ991111_02. 

2171 

none 

2171. .2344, 

13911 
29705 
8280 

OJ991111_02. 

2790 

none 

2790. .2927, 

13911 
29705 
8280 

OJ991111_02. 

2835 

none 

2835. .2924, 

13911 
29705 
8280 

OJ991111_02. 

7370 

none 

7370. .7777, 



0211.C4 .o2.tm 
1808. .2020 

0211.C4 .ol.tm 
2024 . .2299 

0211.C4.o2.ts 



Seq. ID OJ991111_02.0211.C4 
Strand 

End 11397 

Method TBLASTX : Mai ze 

End 2021 

Score 259 



Seq. ID OJ991111_02 .0211.C4 
Strand 

End 11397 

Method TBLASTX: Maize 

End 2483 

Score 536 



Seq. ID OJ991111_02 J0211.C4 
Strand 

End 11397 

Method TBLASTX : Soybean 

End 2 62 6 

Score 209 



2207.. 2299, 2451.. 2609, 2498.. 2626 



0211.C4.o4.tw 
2172.. 2489, 2451, 

0211.C4.ol.ts 
2792. .2941, 2948. 

0211.C4.o3.tw 
2964. .3233 

0211.C4.o2.tw 
7378. .7743 



Seq. ID OJ991111_02.0211.C4 
Strand 

11397 ' 
TBLASTX: Wheat 
2552 
189 



End 

Method 
End 
Score 
.2552 



Seq. ID OJ991111_02.0211.C4 
Strand 

End 11397 

Method TBLASTX : Soybean 

End 3200 

Score 155 
.3103, 2949.. 3200 

Seq. ID OJ991111_02.0211.C4 
Strand 

End 11397 

Method TBLASTX : Wheat 

End 3233 

Score 77 



Seq. ID OJ991111_02.0211.C4 
Strand 

End 11397 

Method TBLASTX: Wheat 

End 7777 

Score 219 
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Seq. No. 


13911 






Seq. ID 


OJ991111_02.0211 


.C4 




Gene No. 


29705 






Strand 








otart 








Ena 


I 1 "5Q7 

I I jy / 






Name 


ATQQ1 1 1 1 HO ATI 1 

ojyyiin vz.vzil 


. G4 . Oj . 


ts 


Metnoa 


l BitAb l X : boyoean 






C 1 4- 4- 

Start 


/odj 






Ena 


ii q a 
1 loo 






GI 


none 






Score 


Zoo 






Exons 


TCCO "7"7Q£ TCCO 

/ 00 J . . / /Ou, / jjj 


. . / f ZV r 


/ ooo . 


llO^x 11 

. / / ZD f II 


DJ . . / / O J 






Seq. No. 


uy 1 1 






beq. id 


atqqi i i i no noii 

ojyyim u^.u^n 


. C4 




Gene No. 


29705 






Strand 








Start 


8280 






End 


11397 






Name 


HTQQ1 1 i 1 no noii 

ujyyiin u^.uzn 


C A r\ A 

. G41 . Oh . 


gs 


Method 


GbNbGAJN 






Start 


oZoV 






End 


1 1 jy / 






GI 


none 






Score 


. / 






Exons 


QOQr\ o*7no OQ1T 


. . o y io , 


QQQ1 

o yy / . 


. yooD, yy 


io..iuuoy, 1U41/. 


i n a "7 1 
. 1U4 / 1 






1 m Q 1 1 "3 Q*7 














Seq. No. 


13912 






Seq. ID 


OJ991111_02.0211 


.C5 




Gene No. 


29706 






Strand 


+ 






btart 


i ^ o c 
141 z t> 






T7 1 _~ 


O C\QQ 

ZUoo 






Name 


niQQi 1 1 1 no noil 

ujyyiiii u^.uzii 


. GO . Ol . 


gs 


Mrt 4- V. y-vr-J 

Metnoa 


GENbGAN 






btart 


i a o a 
lhZo 






rp 

hna 


ZUoo 






GI 


none 






Score 


Q C 
. O D 




: ss fc 


Exons 


i/iO£ oni"3 onoi 
1 fl ^ o . . z U 1 o r ZuZ f 


o no q 










= : 


Seq. No. 


13913 






Seq. ID 


OJ991111_02.0211 


.C6 




Gene No. 


29707 






Strand 






m 


O 4- -» -v- 4- 

otart 


/ 1 






Ena 


R A Q 
04 0 






XT _ _ 

Name 


atqqi 1 1 1 no noil 

ujyyiiii u^.uzii 


. Go . Ol . 


gs 


Metnoa 


TT" KT O Z™ 1 7\ 

GEN SCAN 






Start 


/ 1 






End 


o4 o 






C T 

GI 


none 






Score 


Q 1 

. yi 






Exons 


/ 1 . .04 0 














Seq. No. 


13913 






Seq. ID 


OJ991111_02.0211 


.C6 


u 


Gene No. 


29708 






Strand 






- , ! 
-i 


C 4 , 4- 

btart 


O *7 1 Q 

z 1 1 y 








IOC/I 




! t 


Name 


atqqi 1 1 1 no noil 

ujyyiiii \jz.\jzll 


. Go . Ol . 


gp 


Metnoa 


AAT / GAP 




a; 

i 3 i 


btart 


z 1 1 y 






hna 


o^: b4 




'is? 


GI 


none 






Score 


i n o o 
lUZZ 




□ 


Exons 


Z / iy. . 














• 

Seq. No. 


i oy lo 






beq. ID 


atqqiiii no noii 

ojyyim u^.u^n 


. Cb 




bene lno . 


29709 






Strand 


+ 






Start 


19009 






End 


19155 






Name 


OJ991111 02.0211 


.C6.o5. 


gp 


Method 


AAT /GAP 






Of v-f 

btart 


19009 






End 


19155 






Gl 


286806 






Score 


253 






Exons 


19009. .19155 














GI Descrip. 


5441872/dbj | AP000366 .1 | 


AP000366 2.0e-21 Oryza sativa genomic 






DNA, chromosome 2, clone : P04 37H03 (contig a) 






Seq. No. 


13913 






Seq. ID 


OJ991111_02.0211 


.C6 




Gene No. 


29710 






Strand 








Start 


3815 






End 


18084 






Name 


OJ991111 02.0211 


;C6.o2. 


gp 


Method 


AAT /GAP 






Start 


3430 






End 


5183 






GI 


none 






Score 


764 





14629 



Exons 



3430. .3639, 3792.. 3949, 5146. .5183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13913 
29710 
3815 

OJ991111_02.0211.C6.o2.gs 
3815 



OJ991111 02. 0211. C6 



none 
3815. . 
8785. . 
10620. 
11526. 
14061. 
15750. 
17783. 



Seq. ID 
Strand 

End 18084 
Method GENSCAN 
End 18084 
Score .85 

3949, 5146. .5472, 5657. .5759, 6567. .6702, 7113. .7287, 
8892, 9239. .9286, 9645. .9743, 9824. .9940, 10156 .. 10248 , 
.10725, 10894. .10928, 11017 .. 11103, 11372 114 40, 



11624, 13342. 

14113, 14919. 

15855, 15954. 

17954, 18030. 



.13414, 13498. 

.14988, 15120. 

.16025, 16771. 
.18084 



,13826, 13914. .13971, 
.15181, 15296. .15384, 
,16823, 16889. .17043, 



Seq. No. 13913 

Gene No. 29710 

Start 3815 

Name OJ991111_02 . 0211 . C6 . o3 . gp 

Start 5218 

GI none 
Exons 



Seq. ID OJ991111_02.0211.C6 
Strand 

End 18084 

Method AAT/GAP 

End 9739 

Score 1370 

9149, 



5218. .5472, 5657.. 5759, 7696. .7760, 8785.. 8892, 9057 
9239.. 9286, 9645.. 9739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13913 
29710 
3815 

OJ991111_02.0211.C6.ol.tm 
5640 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 



OJ991111 02. 0211. C6 



18084 

TBLASTX: Maize 
10740 

none Score 105 

5640. .5717, 5655. .5759, 5705. .5761, 5707. .5763, 7695. .7775, 
7700. .7762, 8778. .8837, 8783. .8842, 8783. .8836, 8785. .8889, 
9051. .9149, 9075. .9158, 9233. .9289, 9234. .9287, 9645. .9746, 
9646. .9747, 9816. .9935, 9821. .9943, 9824. .9943, 10029 .. 10064 , 
10029. .10064, 10030. .10086, 10030 .. 1008 6, 1014 6 .. 10250, 
10147. .10251, 10156. .10254, 10337 104 20 , 10338 .. 10421 , 
10338. .10421, 10339. .10422, 10618 .. 1074 0 , 10619.^10723, 
10620.. 10727 



Seq. No. 13913 

Gene No. 29710 

Start 3815 

Name OJ991111_02 .0211 . C6 . ol . tc 

Start 9819 

GI none 
Exons 



Seq. ID OJ991111_02.0211.C6 
Strand 
End 

Method 
End 
Score 



18084 

TBLASTX: Cress 

10254 

67 



9819. .9911, 9821. .9931, 10030 .. 10086, 10030 .. 1008 6, 10156. .10254 



Seq. No. 13913 Seq. ID OJ991111_02 . 0211 . C6 

Gene No. 29710 Strand 

Start 3815 End 18084 

Name OJ991111_02 . 0211 . C6 . o4 . gp Method AAT/GAP 

Start 10203 End 11392 

GI uC-osflcypl73f02bl Score 721 

Exons 10203. .10248, 10339 .. 104 19, 10620 .. 10725 , 108 94 .. 10928 , 

11017. .11103, 11229. .11306, 11372.. 11392 

GI Descrip. '5081608/ gb| AAD394 63 . 1 1 AF1354 39_1 2.0e-22 (AF135439) formin 



14630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



binding protein 11 [Mus musculus] ' 



13913 
29710 
3815 
OJ99111 
10879 
none 
10879 
11034 
11343 
11374 
13497 
13751 
13912 
14913 



1 02.0211.C6.o2. tm 



10947, 
11105, 
11441, 
11442, 
13700, 
13825, 
13971, 
14990, 



10883. 
11229. 
11371. 
11517. 
13500. 
13753. 
14058. 
14919. 



,10954, 
,11309, 
, 11439, 
, 11630, 
,13622, 
,13824, 
, 14114, 
, 14957, 



Seq. I 
Strand 
End 

Method 

End 

Score 
11011. . 1 
11230. 
11372. 
11526. 
13536. 
13755. 
14058. 
15119. 



D OJ991111 02. 0211. C6 



18084 

TBLASTX:Ma 
15163 
55 

1112, 11015.. 
1337, 11232.. 
1440, 11373.. 
1624, 13342.. 
3739, 13598.. 
3826, 13905.. 
4114, 14060.. 
5163 



lze 



11104, 
11303, 
11441, 
13416, 
13669, 
13973, 
14116, 



13913 
29710 
3815 

OJ991111_02.0211.C6.ol.ts 
10887 



none 

10887. 

11052. 



Seq. ID OJ991111_02.0211.C6 
Strand 

18084 

TBLASTX: Soybean 
11441 
51 



End 

_ Method 

End 
Score 

10928, 10888. . 10935, 11015 .. 11104 , 11017 .. 11112, 
11105, 11229. . 11288, 11230 .. 11295, 11231 .. 11287, 



11232. .11306, 11343. . 11441, 11372 .. 11440, 11373. .11441 



Seq. No. 13914 

Gene No. 29711 

Start 1158 

Name OJ991111_02 . 0211 .C7 . ol . gs 

Start 1158 

GI none 

Exons 1158.. 1216, 1377.. 1464 

Seq. No. 13915 

Gene No. 29712 

Start 361 

Name OJ991021_06 . 0218 . CI . ol . gs 

Start 361 

GI none 

Exons 361.. 505 



Seq. ID OJ991111_02.0211.C7 

Strand + 

End 1464 

Method GEN SCAN 

End 14 64 

Score .81 



Seq. ID OJ991021_06.0218.C1 

Strand 

End 505 

Method GENSCAN 

End 505 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13916 Seq. ID 

29713 Strand 

1 End 

OJ991021_06.0218.C3.ol .np Method 

1 End 

6006359 Score 
1..32, 252. .352, 927. .945 

(AP000559) hypothetical protein [Oryza sativa] 



OJ991021_06.0218.C3 
+ 

945 

AAT/NAP 
945 
79 



13916 Seq. ID 

29714 Strand 

310 End 

OJ991021_06 . 0218 . C3 .ol . gs Method 

310 End 



OJ991021_06.0218.C3 
929 

GENSCAN 
929 



14631 



GI none 

Exons 310.. 471, 879.. 929 

Seq. No. 13917 

Gene No. 29715 

Start 87 

Name OJ99102 1_06 . 0218 . C4 . ol . gs 

Start 87 

GI" none 

Exons 87 . . 168 



Score .73 



Seq. ID OJ991021_06.0218.C4 

Strand + 

End 168 

Method GENSCAN 

End 168 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13918 
29716 
2413 

OJ991021 

2413 

none 



06.0218.C5.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_06.0218.C5 
+ 

4012 
GENSCAN 
4012 
.61 



2413. .2745, 2747. .2835, 3805. .4012 





o e q . in o . 


13919 


Seq. ID 


OJ991021_06. 


0218, 






Gene No. 


29717 


Strand 


+ 








Start 


880 


End 


2330 








Name 


OJ991021 06.0218.C6.ol-.gs 


Method 


GENSCAN 








Start 


880 


End 


2330 






~s 


GI 


. none 


Score 


.55 








Exons 


880. .1056, 1070. .1148, 1639.. 


1781, 1926.. 2330 






■ l 

zr 


Seq. No. 


13919 


Seq. ID 


OJ991021_06. 


0218, 


.C6 




Gene No. 


29718 


Strand 










Start 


3792 


End 


9462 






: 'it 
: 


Name 


OJ991021 06.0218.C6.ol.gp 


Method 


AAT/GAP 






:; t 


Start 


3686 


End 


4311 






Lf 


GI 


36743 1.R1084 


Score 


1208 








Exons 


3686. .4311 










'■'i 


GI Descrip. 


' 6018193/gb|AAF01786. 1 IAF114170 1 5.0e-30 (AF114170) 




i 




nucleotide-binding protein long form 


[Mus musculus] 


i 






Seq. No. 


13919 


Seq. ID 


OJ991021_06. 


0218, 


.C6 




Gene No. 


29718 


Strand 








: S j 

. -i 


Start 


3792 


End 


9462 






: S» 
i 

; = ? 


Name 


OJ991021 06.0218.C6.ol.np 


Method 


AAT/NAP 








Start 


3750 


End 


6183 








GI 


4505337 


Score 


875 








Exons 


3750. .3993, 4098. .4690, 6063. 


.6183 










GI Descrip. 


nucleotide binding protein 1 


(E.coli 1 


MinD like) 







gi|1709232|sp|P53384|NBP_HUMAN NUCLEOTIDE-BINDING PROTEIN (NBP) 
gi I 1082661 1 pir | IJC4010 nucleotide-binding protein - human 
gi 1 515644 (U01833) putative nucleotide-binding protein [Homo 
sapiens] . 



Seq. No. 13919 

Gene No. 29718 

Start 3792 

Name OJ99102 1_06 . 0218 . C6 . o2 . gs 

Start 3792 

GI none 
Exons 



Seq. ID OJ991021_06.0218.C6 
Strand 

End 94 62 

Method GENSCAN 

End 94 62 

Score .72 



3792. .4690, 6063. .6164, 6294. .6442, 7153. .7182, 8531. .8790, 



14632 






QrtOO QOQC Q/tnt; 


. . y4 b2 










Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218 


.*C6 


Gene No. 


29718 






Strand 






Start 


3 / 92 






End 


a a c o 

94 62 




Name 


ojyyiuzi Ub . 0218 


. Cb . Ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


"3 T ft C 

3795 






End 


3957 




GI 


none 






Score 


126 




Exons 


OQCC OTQQ 


. . 3yob, 


3823 . 


. 3y d i 






Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218 


.C6 


Gene No. 


29718 






Strand 






Start 


3792 






End 


9462 




Name 


ojyyiuzi ub . 0218 


. Cb . ol . 


tm ' 


Method 


TBLASTX: Maize 




Start 


o o r> i 

3803 






End 


6221 




GI 


none 






Score 


939 




Exons 


ioUo . . 4bb9, 3804 


. .4691, 


T O A A 

3804 . 


A C O, 1 O 1 

.4 691, 3! 


320.. 4692, 4345.-4692, 




bub4 . ,blb2, bUbo 


. . oloo, 


b0 / o . 


C O O 1 

. 622 1 






Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218 


.C6 


Gene No. 


29718 






Strand 






Start 


o i n o 
3 / 92 






End 


9462 




Name 


OJ991021 06.0218 


. C6 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


o o o o 

3888 






End 


4034 




GI 


none 






Score 


168 




Exons 


oooo /ir\*D/i ooon 
jooo. . 4 034 , oooy 


. .4029 










Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218 


.C6 


Gene No. 


29718 






Strand 






Start 


lino 
3 fyZ 






End 


9462 




Name 


ojyyiUzi 06.0218 


. Cb . ol . 


tc 


Method 


"TBLASTX: Cress 




Start 


4 08 4 






End 


4401 




GI 


none 






Score 


98 




Exons 


a no a zionn /i n o c 
4Uo4..42yO, 4Uob 


a o. an 
. . 4 3y / , 


/i no /■ 
4 08b. 


.4400, 4087. .4401 




Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218 


.C6 


Gene No. 


29718 






Strand 






Start 


*d t n o 

•3/92 






End 


94 62 




Name 


OJ991021 06.0218 


. C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


A o o n 

4 329 






End 


6163 




GI 


none 






Score 


481 




Exons 


/i o o n /i /~ n i /i o o n 

4329 . . 4691, 4330 


a r o o 

. . 4 692 , 


b0 b4 . 


.6162, 6065. .6163 




Seq. No. 


13919 






Seq. ID 


OJ991021_06.0218, 


.C6 


Gene No . 


29718 






Strand 






Start 


3792 






End 


9462 




Name 


OJ991021 06.0218 


.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


4492 






End 


6431 




GI 


62555 1.R1084 






Score 


825 




Exons 


4492.. 4690, 6063 


. .6164, 


6294. 


.6431 






GI Descrip. 


M056552/emb|CAA22587 | 


6.0e-33 (AL034583) putative nucleotide 




binding protein 


[Schizosaccharomyces pombe] 1 




Seq. No. 


13919 






Seq. ID 


OJ991021__06.0218, 


.C6 


Gene No. 


29718 






Strand 






Start 


3792 






End 


9462 




Name 


OJ991021 06.0218 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 





14633 






Start 


A C ft O 

4 503 


End 


6163 




GI 


none 


Score 


213 




Exons 


* c m vt£~rii a c r\i a c ft i a a ft "7 

4503. .4691, 4507. .4692, 450/ 


..4692, 5986.. 6030, 6064.. 6162, 






bubo . . bl bo 








Seq. No. 


13919 


Seq. ID 


OJ991021_06.0218.C6 




Gene No. 


29718 


Strand 






Start 


37 92 


End 


9462 




Name 


OJ991021 06 . 0218 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4 600 


End 


6324 




GI 


none 


Score 


147 




Exons 


A C C\r\ A fl ft ft Vl C ft ft ^ 0 ft >5 £T ft ft 

4600. .4692, 4600. .4689, 4602 


..4691, 6038.. 6169, 6064.. 6171, 






/~ ft ~7 ft /~ ft ft i /■ o a n /" o ft >i 

6072.. 6221, 6298.. 6324 








Seq. No. 


13919 


Seq. ID 


OJ991021_06. 0218X6 




Gene No. 


29718 


Strand 






Start 


3792 


End 


9462 




Name 


/*>Tftft1ftft*l ft/" A O 1 O /"» /" ~ O 

OJ991021 06 . 0218 . C6 . o2 . np 


Method 


AAT/NAP 




Start 


7 685 


End 


9110 




GI 


tr r* c ft ft o a 

5852084 


Score 


80 




Exons 


""J /" ft C! T A A C ft ft T ft ft 1 1 ft 

7685. .7805, 9078. .9110 








GI Descrip. 


/HT 1 1 TOf /I \ ™» ft ft ft ""7 1 f /-N . . _ _ 

(AL117264) zwnOOO/.l [Oryza 


sativa] 




i" j 


Seq. No. 


13920 


Seq. ID 


OJ991021_06.0218.C8 


. s » 


Gene No. 


29719 


Strand 


+ 


i;fl 


Start 


936 


End 


3935 




Name 


V*\Tftft1ftft1 ft/" ft ft 1 O /~» O _ -I 

OJ991021 06 . 0218 . C8 . ol . gs 


Method 


GEN SCAN 


i U 


Start 


936 


End 


3866 




GI 


none 


Score 


.66 


"'V. 


Exons 


936. .1139, 2217. .2378, 2760. 


.'2981, 3565.. 3680, 3767.. 3866 


ru 


Seq. No. 


1 U ft ft ft 

13920 


Seq. ID 


OJ991021_06.0218.C8 




Gene No . 


29719 


Strand 


+ 




Start 


936 


End 


3935 




Name 


OJ991021 06. 0218.C8.o2.gp 


Method 


AAT/GAP 




Start 


2525 


End 


3866 




GI 


407 1.R1084 


Score . 


718 




Exons 


2525. .2639, 2760. .2783, 2881 


..2981, 3565.. 3680, 3767. ..3866 ~ 


.B 3; 


GI Descrip. 


, 1184774 1.0e-171 (U45856) cytosolic glyceroldehyde-3-phosphate 


i" *i 




dehydrogenase GAPC3 [Zea mays] 1 






Seq. No. 


13920 


Seq. ID 


OJ991021_06.0218.C8 




Gene No . 


29719 


Strand 


+ 




Start 


936 


End 


3935 




Name 


OJ991021 06.0218.C8.ol.np 


Method 


AAT/NAP 




Start 


2756 


End 


3935 




GI 


1184776 


Score 


446 




Exons 


2756. -.2783, 2881.. 2981, 3565 


. .3680, 3767. .3935 




GI Descrip. 


(U45857) cytosolic glyceroldehyde-3-phosphate dehydrogenase 






GAPC4 [Zea mays] 








Seq. No. 


13920 


Seq. ID 


OJ991021_06.0218.C8 




Gene No. 


29720 


Strand 






Start 


719 


End 


1227 




Name 


OJ991021 06.0218.C8.ol.gp 


Method 


AAT/GAP 




Start 


719 


End 


1227 




GI 


LIB34 34-055-P1-K1-A2 


Score 


717 



14634 




Exons 719.. 887, 1006.. 1227 

GI Descrip. 1 4 521193/dbj | AB013450 . 1 | ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 





Seq. No. 


13920 








Seq. ID 


OJ991021 


_06 . 0218 . C8 




Gene No. 


29721 








Strand 








Start 


2578 








End 


3876 






Name 


OJ991021_06 


0218 


,C8 .ol . 


tm 


Method 


TBLASTX: 


Maize 




Start 


2578 








End 


3875 






GI 


none 








Score 


90 






Exons 


2578 . . 2640, 


2578 


. .2643, 


2737 . 


.2787, 2741.. 2785, 


2854 . . 2934 , 






2880. . 2981, 


2880 


. .2981, 


3563 . 


.3688, 3564.. 3680, 


3565 . . 3681, 






3732. .3866, 


3743 


. .3865, 


3753. 


.3875, 3767.. 3868 






Seq. No. 


13920 








Seq. ID 


OJ991021 


06 .0218. C8 




Gene No. 


29721 








Strand 








Start 


2578 








End 


3876 






Name 


OJ991021 06 


0218 


. C8 . ol . 


tc 


Method 


TBLASTX: 


Cress 




Start 


2731 








End 


3868 






GI 


none 








Score 


156 






Exons 


2731 . . 2808, 


2880 


. .2981, 


2883 . 


.2981, 3563.. 3655, 


3564 . . 3647, 






3565. .3681, 


3570 


. .3680, 


3732. 


.3866, 3764.. 3865, 


3766. .3867, 






3767. .3868 
















Seq. No. 


13920 








Seq. ID 


OJ991021 


_06 . 0218 .C8 


: : r ; 

;. i : 


Gene No. 


29721 








Strand 






I'll 


Start 


2578 








End 


3876 




i.-i 


Name 


OJ991021_06 


0218 


. C8 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Ll: 


Start 


2758 








End 


3868 






GI 


none 








Score 


45 




'let 


Exons 


2758. .2787, 


2759 


. .2785, 


2871. 


.2981, 28 


86. .2996, 


3568. .3681, 


ry 




3579. .3680, 


3753 


. .3866, 


3764 . 


.3865, 3767. .3868 






Seq. No. 


13920 








Seq. ID 


OJ991021 


06 . 0218 . C8 


•3 z : 


Gene No. 


29721 








Strand 






i_r 


Start 


2578 








End 


3876 






Name 


OJ991021_06 


0218 


. C8 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


St 

w 


Start 


2765 








End 


3876 


; i 


Gr 


none 








Score 


35 




Q 


Exons 


2765. .2785, 


2880 


. .2981, 


2883. 


.2981, 3564.. 3680, 


3565. .3681, 






3570 . . 3680, 


3732 


. . 3866, 


3743 . 


.3859, 3753.-3875, 


3766 . . 3876 




Seq. No. 


13921 








Seq. ID 


OJ991021 


_06 . 0218 . C9 




Gene No. 


29722 








Strand 


+ 






Start 


98 








End 


143 






Name 


OJ991021 06 


0218 


.C9.ol. 


gs 


Method 


GENSCAN 






Start 


98 








End 


143 






GI 


none 








Score 


.43 






Exons 


98. .143 
















Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 




Gene No. 


29723 








Strand 


+ 






Start 


98 








End 


423 






Name 


OJ991021 06. 


0218 


.C9.ol. 


gp 


Method 


AAT/GAP 






Start 


98 








End 


423 






GI 


407 3.R1084 








Score 


590 






Exons 


98. .423 















14635 




GI Descrip. 1 120668/sp | P08477 | G3PC_H0RVU 2.0e-31 GLYCERALDEHYDE 3-PHOSPHATE 

DEHYDROGENASE, CYTOSOLIC >gi_82399_pir A24159 

glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 1 



Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


.C9 


Gene No. 


29724 


Strand 


+ 




Start 


7452 


End 


10115 




Name 


OJ991021_06. 0218 .C9.o4 .gs 


Method 


GENSCAN 




Start 


7452 


End 


10109 




GI 


none 


Score 


.73 




Exons 


7452.. 7531, 8237.. 8397, 8595. 


.8691, 8705.. 10109 




Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


.C9 


Gene No. 


29724 


Strand 


+ 




Start 


7452 


End 


10115 




Name 


OJ991021 06.0218.C9.o3.gp 


Method 


AAT/GAP 




Start 


8487 


End 


8875 




GI 


3107601 


Score 


674 




Exons 


8487. .8875 








Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


,C9 


Gene No. 


29724 


Strand 


+ 




Start 


7452 


End 


10115 




Name 


OJ991021 06.0218.C9.o2.np 


Method 


AAT/NAP 




Start 


8829 


End 


10115 




GI 


6721172 


Score 


1091 




Exons 


8829. .10115 








GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


. C9 


Gene No. 


29725 


Strand 






Start 


1282 


End 


2963 




Name 


OJ991021 06.0218.C9.o2.gs 


Method 


GENSCAN 




Start 


1282 


End 


2963 




GI 


none 


Score 


.66 




Exons 


1282. .1778, 2092. .2152, 2214. 


.2963 






Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


.C9 


Gene No. 


29725 


Strand 






Start 


1282 


End 


2963 




Name 


OJ991021 06.0218.C9.o2.gp 


Method 


AAT/GAP 




Start 


1342 


End 


1844 




GI 


uC-osroM202037b06al 


Score 


92 6 




Exons 


1342. .1844 








GI Descrip. 


' 5915836/sp|P93531|C7D7 SOLCH 


2.0e-39 


CYTOCHROME P4 50 71D7 




>gi_1762144 (U48435) putative 


cytochrome P4 50 [Solanum 






chacoense] 1 








Seq. No. 


13921 


Seq. ID 


OJ991021_06.0218 


.C9 


Gene No. 


29726 


Strand 






Start 


5106 


End 


6814 




Name 


OJ991021 06.0218.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1282 


End 


5415 





14636 




GI 


none 








Score 


171 




Exons 


1282 . . 1566, 


1294 


. . 1566, 


1296. 


.1568, 1298.. 1576, 


1298 . . 1567, 




5133 . . 5405, 


5133 


. . 5405, 


5137 . 


.5415 






Seqr No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021_06 


. 0218 


.C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1291 








End 


5760 




GI 


none 








Score 


200 




Exons 


1291 . . 1650, 


1352 


. . 1720, 


5166. 


.5759, 5176.. 5607, 


5635. . 5760 


Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021_06 


. 0218 


•C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1300 








End 


5738 




GI 


none 








Score 


222 




Exons 


1300. . 1653, 


1319 


. . 1762, 


1467 . 


.1691, 1711. .1794, 


5139. . 5510, 




5146. . 5604, 


5550 


. . 5738, 


5635 . 


.5727 






Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021 06 


0218 


.C9.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1300 








End' 


6716 




GI 


none 








Score 


152 




Exons 


1300. . 1674, 


1300 


. .1671, 


1301 . 


.1678, 1697. .1798, 


1711 . . 1794, 




1790 . . 1855, 


1801 


. . 1854, 


2217 . 


.2546, 2715. .2780, 


2823. .2930, 




2987 . . 3040, 


5139 


. .5510, 


5140. 


.5517, 5277.. 5522, 


5536. . 5736, 




5550 . . 5789, 


5871 


. .5966, 


6003. 


.6206, 6390.. 6455, 


6620. . 6715, 




6675 . . 6716 














Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021_06 


0218 


.C9.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1594 








End 


5960 




GI 


none 








Score 


180 




Exons 


1594 . . 1794, 


1595 


. . 1780, 


1790 . 


.1849, 1797. .1856, 


2218. .2280, 




2220. .2303, 


2225 


. .2308, 


2229. 


.2306, 5433.. 5738, 


5433. . 5789, 




5434 . . 5796, 


5868 


. .5957, 


5874 . 


.5960 






Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021 06 


0218 


.C9.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2670 








End 


6716 




GI 


none 








Score 


95 




Exons 


2670 . . 2864, 


2715 


. .2930, 


2836. 


.2913, 2993. .3040, 


2997 . . 3017, 




6390. . 6539, 


6668 


. .6715, 


6672. 


.6716 






Seq. No. 


13921 








Seq. ID 


OJ991021 


_06.0218.C9* 


Gene No. 


29726 








Strand 






Start 


5106 








End 


6814 




Name 


OJ991021 06. 


0218 


.C9.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2679 








End 


6715 





14637 



GI 

Exons 



none Score 37 

2679.. 2753, 2715.. 2930, 2731.. 2910, 2993.. 3040, 6390.. 6539, 
6668. . 6715 



Seq. No. 13921 Seq. ID 

Gene No. 29726 Strand 

Start 5106 End 

Name OJ991021_06 . 0218 . C9 . o3 . gs .... Method 

Start 5106 End 

GI none Score 

Exons 5106. .5738, 58 68. . 674 9, 6755. . 6814 



OJ991021_06.0218.C9 

-6814 
GEN SCAN 
6814 
.72 



Seq. No. 13921 Seq. ID OJ991021_06 . 0218 . C9 

Gene No. 29726 Strand 

Start 5106 End 6814 

Name OJ991021_06 . 0218 . C9 . ol . np Method AAT/NAP 

Start 5127 End 6814 

GI 5915837 Score 973 

Exons 5127. .5738, 5868. .6279, 6313. .6814 

GI Descrip. CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA7 1517 | 
(Y10493) putative cytochrome P450 [Glycine max] 



Seq. ID OJ991021_06.0218.C9 
Strand 
End 

Method 
End 
Score 

.9434, 9249.. 9602, 9255.. 9398, 
9303. .9527, 9311. .9526, 934 8. .9650, 94 32. .9617, 94 62. .9653, 
9636. .9812, 9654. .9821, 9681. .9827, 9906. .9929, 9957. .10031 



Seq. No. 13921 

Gene No. 29727 

Start 9093 

Name OJ991021_06 . 0218 . C9 . o2 . tc 

Start 9093 

GI none 

Exons 9093. .9239, 9114. .9212, 9234. 



10031 

TBLASTX: Cress 

10031 

79 



Seq. No. 13921 

Gene No. 29727 

Start 9093 

Name OJ991021_06 . 0218 . C9 . o2 . ts 

Start 9099 

GI none 

Exons 9099. .9242, 9255. .9551, 9336. 

9455. .9637, 9627. .9812 



Seq. ID OJ991021_06.0218.C9 
Strand 

End 10031 

Method TBLASTX : Soybean 

End 9812 

Score 77 

.96477 9429. .9647, 9429. .9599, 



Seq. No. 13921 

Gene No. 29727 

Start 9093 

Name OJ991021_06 . 0218 . C9 . o4 . tm 

Start 9209 

GI none 

Exons 9209.. 9445, 9216.. 9476, 9357, 



Seq. ID OJ991021_06.0218.C9 
Strand 

End 10031 

Method TBLASTX: Maize 

End 9524 

Score 237 
, 9524 



Seq. No. 13921 

Gene No. 29727 

Start 9093 

Name OJ991021_06 . 0218 . C9 . o2 . tm 

Start 9545 

GI none 

Exons 9545.. 9829, 9546.. 9824 



Seq. ID OJ991021_06. 0218.C9 
Strand 

End 10031 

Method TBLASTX : Maize 

End 9829 

Score 406 



14638 



f! 
L! 



Seq. No. 


13922 




Seq. ID 


OJ991021 06.0218 


.C10 


Gene No. 


29728 




Strand 


+ 




Start 


2216 




End 


3985 




Name 


OJ991021 06. 0218. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


2216 




End 


3985 




GI 


none 




Score 


.59 




Exons 


2216. .2225, 2596. .2727, 


3921. . 


3985 






Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218 


.C10 


Gene No. 


29729 




Strand 


+ 




Start 


5246 




End 


9257 




Name 


OJ991021 06. 0218. CIO. o2 


.gs 


Method 


GENSCAN 




Start 


5246 




End 


8259 




GI 


none 




Score 


.76 




Exons 


524 6. . 5998, 6860 .. 7186, 


7400. . 


7896, 7926.. 8259 




Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218 


.C10 


Gene No. 


29729 




Strand 


+ 




Start 


5246 




End 


9257 




Name 


OJ991021 06. 0218. C10. ol 


.np 


Method 


AAT/NAP 




Start 


5261 




End 


9257 




GI 


6016732 




Score 


1168 




Exons 


5261.. 6001, 6860.. 7849, 


9176. . 


9257 






GI Descrip. 


(AC009325) hypothetical 


protein [Arabidopsis thaliana] 






gi | 6091719 |gb|AAF034 31. 


1IAC010797 7 (AC010797) hypothetical 




protein [Arabidopsis thaliana] 








Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218 


.C10 


Gene No . 


29729 




Strand 


+ 




Start 


5246 




End 


9257 




Name 


OJ991021 06. 0218. C10. o2 


• gp 


Method 


AAT/GAP 




Start 


5753 




End 


6920 




GI 


uC-osf lcypl58allbl 




Score 


594 




Exons 


5753. .5998, 6860. .6920 










GI Descrip. 


f 6016732/gb|AAF01558.1|. 


AC009325_28 9.1 


De-13 (AC009325) 





hypothetical protein [Arabidopsis ' thaliana] 
>gi_6091719__gb_AAF03431.1_AC010797_7 (AC010797) hypothetical 
protein [Arabidopsis thaliana]. 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13922 Seq. ID 

29729 Strand 

5246 End 

OJ991021_06. 0218. C10. o3.gp Method 

7322 End 

LIB34 77-006-P1-K1-H9 Score 
7322. .7607 

1 60154 37/dbj | AB008112 . 1 | ABO 08 112 1.0e-13 Homo sapiens PEX1 mRNA, 
complete cds ' 



OJ991021_06. 0218. C10 
+ 

9257 
AAT/GAP 
7607 
531 



13922 Seq. ID 

29729 Strand 

5246 End 
OJ99102 1_06 . 0218 . C10 . o4 . gp Method 

7769 End 

572337 Score 
7769. .8154 



OJ991021_06. 0218. C10 
+ 

9257 
AAT/GAP 
8154 
738 



14639 




Seq. No. 


13922 


Seq. ID 


OJ991021_ 


06.0218. 


C10 


Gene No. 


29730 


Strand 


+ 






Olail 


1 QA 1 1 


Hi I Id 


9 a r fin 






Name 


OTQQin91 fifi 091 R fl H r\A rro 


L v je Lnoa 








OLdi L 


1 y fi / 0 


r nr ) 

iLna 


9HQ/I 7 






b J. 


none 


Score 


A ^ 






Exons 


1Q/179 9H1Q9 9Hfi9^ 9HCM7 










oeq. 1NO . 


1 9 Q9 9 


Seq. ID 


OJ991021_ 


n fi no i o 


LIU 


Gene No. 


9 Q7 9 ft 


Strand 


+ 






Start 


19473 


End 


24560 






Name 


OJ991021 06.0218.C10.o3.np 


Method 


AAT/NAP 






Q-f- -a r-+- 
OLdiL 


9flfi1 9 


End 


24560 






bl 




Score 


1321 






Exons 




23647. .23775, 23869. 


.24004, 






o/fific; 9/1179 9/1970 949R1 


24461. .24560 






b± uescrip. 


j putdLive protein 


kinase [Arabidopsis 


thaliana] 


Q /-^ /-» Ma 

oeq. in 0 . 


1 9Q99 


Seq. ID 


OJ991021_ 


06.0218. 


C10 






Strand 


+ 






Start 


19473 


End 


24560 






Name 


OJ991021 06.0218.C10.o7.gp 


Method 


AAT/GAP 








Z U D 1 y 


End 


20894 






b± 


R7 HI £7 9 


Score 


461 






Exons 


zubiy . . zuyy4i 










GI Descrip . 


a ft 9 q n 9 r "] Ao-HQ / nr'ft ft r q 9 


putative DNA-binding 


protein 






[Arabidopsis thaliana] 










oeq . 1NO . 


1 9 Q9 9 


Seq. ID 


OJ991021_ 


06.0218. 


C10 


be lie LN(J . 


29730 


Strand 


+ 






Start 


19473 


End 


24560 






Name 


OJ991021 06. 0218. CIO. 08. gp 


Method 


AAT/GAP 








21799 


End 


22210 






C T 


uC-osrocyp003d03al 


Score 


693 






EjXOuS 


21799. .22210 










x 0 1~* 1 Y*\ 

bl UeoCJLip. 


, 5902672/gb|AAC79672.2| 2.0e-60 (AF034643) putative cdc2 


:-re. 




kinase [Haematobia irritans 


irritans] 1 








Cart M A 

0 e q . in 0 . 


13922 


Seq. ID 


OJ991021_ 


06.0218. 


C10 


Gene No. 


29730 


Strand 


+ 






Start 


19473 


End 


24560 






Name 


OJ991021 06.0218.C10.o5.gs 


Method 


GENS CAN 








22139 


End 


24381 






PT 
bl 


none 


Score 


.57 






Exons 


22139. .23553, 2364 7 .. 23775, 


23869. .24004, 24085. 


.24173, 






24270. .24381 










Can Ma 

oeq . NO . 


13922 


Seq. ID 


OJ991021_ 


06.0218. 


C10 


(~1 a r"i a M a 

bene lno . 


29730 


Strand 


-+ 






Of- -a r-+- 

OLdll 


19473 


End 


24560 






Name 


OJ991021 06.0218.C10.o9.gp 


Method 


AAT/GAP 






Start 


23163 


End 


24009 






GI 


4715805 


Score 


1245 






Exons 


23163. .23553, 2364 7 .. 23775, 


23869. .24009 






GI Descrip. 


5902672/gb| AAC79672.2 | 2 . Oe 


-60 (AF034643) putative cdc2- 


■rel; 




kinase [Haematobia irritans 


irritans] 









14640 




Seq. No. 


13922 










Seq. ID 


OJ991021 


_06. 0218. C10 


Gene No. 


29731 










Strand 






C -i , v4- 

otart 


8675 










End 


18055 




Name 


OJ991021 06 


. UZ lo 


. bit) . o / 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5255 










End 


5518 




bl 


none 










Score 


352 




Exons 


5255. 


.5296, 


o^ by 


. . Oft 1^ , 


conn 
O^ / U . 


.5518, , 5372. . 5518 




Seq. No. 


13922 










Seq. ID 


OJ991021 


_06. 0218. C10 


Gene No. 


29731 










Strand 






otart 


8675 










End 


18055 




Name 


OJ991021 06, 


a o i o 
. U2 lo , 


. C1U . Oo 


. tc 


Method 


TBLASTX: 


Cress 


btart 


5272 










End 


5518 




bl 


none 










Score 


257 




Exons 


5272. . 


.5412, 


DC 1 O . 


. . oolo 










beq. wo. 


13922 










Seq. ID 


OJ991021 


A £ A A 1 O pi A 

Ub . Uzlo . C1U 


bene no . 


29731 










Strand 






Start 


8675 










End 


18055 




Name 


OJ991021 06. 


.0218, 


.C10.O2 


.ts 


Method 


TBLASTX : 


Soybean 


Of n> .f 

btart 


5273 










End 


6931 


bl 


none 










Score 


282 




Exons 


5273. , 


.5530, 


C O H C 

olio, 


r / 1 A 

. .041^, 


OOfl . 


.5455, 5558. .5764, 


C C /" A r n j A 

5569 . . 574 8 , 




5657. , 


.5752, 




. .0/4 9, 


c o o o 


.5914, 5864.. 5917, 


5924 . . 6001, 




■5944 . , 


.6000, 


H O C A 

bo 54 . 


. . b9ol 










beq. No. 


13922 










Seq. ID 


OJ991021 


A/" A O 1 O /— i 1 /~\ 

06 . 0218 . C10 


bene no . 


29731 










" Strand 






Start 


8675 










End 


18055 




Name 


OJ991021 06, 


,0218. 


.C10.O4. 


.tm 


Method 


TBLASTX: 


Maize 


C -i , v- +- 

b tar u 


5519 










End 


6970 




bl 


none 










Score 


372 




Exons 


5519. . 


.5791, 


00 bu . 


C~l Q A 

. . 0 / o 4 , 


oby y . 


.5767, 5828.. 5926, 


5834 . . o93o , 




5835. . 


.5966, 


00 /4 . 


. . o y y y , 


C_ GO A 

oy^4 . 


.6001, 5938.. 6000, 


£2 G A £ fl AC A 

bo4 b . . 6950, 




6852. . 


.6950, 


bo 04 . 


/"ATA 

. . by /u, 


boo4 . 


.6964, 6856.. 6969 




beq. no. 


13922 










Seq. ID 


OJ991021 


A (Z A O 1 O /"» "1 A 

0b . 0218 . C10 


Gene No . 


29731 










Strand 






btart 


8675. 










End 


18055 




Name 


OJ991021 06. 


, ul lo . 


pi A _ O 

, blU . oz . 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7056 










End 


8284 




GI 


none 










Score 


106 




Exons 


7056. . 


,7130, 


/ UO / , 


, . f lO 1 , 


/ UOo . 


.7135, 7113. .7271, 


/ 1JU . . / b39 , 




7133. . 


,7270, 


/ loo . 


, . / 00 / , 


/ 1 bl . 


.7565, 7316. .7570, 


""7 C C A 1 f f 1 

7oo0 . . 7663, 




7571. . 


,7690, 


n a c r\ 
/ bbU , 


, . loo 1 , 


/ b / y . 


.7810, 76 


128. .7884, 


7847 . . 7894 , 




7847. , 


,7921, 


/ 9U2 . 


n AQO 

, . / 9o o , 


T AA 1 

/ 9o 1 . 


.8031, 7981. .8031, 


8110. .8262, 




8112. . 


,8261, 


o o o o 


O O O A 

, . ozo 4 










Seq. No. 


13922 










Seq. ID 


OJ991021 


_06. 0218. C10 


Gene No . 


29731 










Strand 






Start 


8675 










End 


18055 




Name 


OJ991021 06. 


0218. 


ClO.ol. 


, tw 


Method 


TBLASTX: 


Wheat 


Start 


7100 










End 


7483 




GI 


none 










Score 


472 




Exons 


7100. . 


7483, 


7102. 


.7482 










Seq. No. 


13922 










Seq. ID 


OJ991021 


_06. 0218. C10 



14641 



Gene No. 


29731 


Strand 


- 


Start 


8675 


End 


18055 


Name 


OJ991021 06. 0218 .CIO . o4 . ts 


Method 


TBLASTX : Soybean 


Start 


7165 


End 


7528 


GI 


none 


Score 


181 


Exons 


7165. .7350, 7166. .7411, 7418. 


. 7528 




Seq. No. 


13922 


Seq. ID 


OJ991021_06. 0218. C10 


Gene No. 


29731 


Strand 




Start 


8675 


End 


18055 


Name 


OJ991021 06.0218.C10.o5.gp 


Method 


AAT/GAP 


Start 


8675 


End 


10587 


GI 


15763 1.R1084 


Score 


2335 


Exons 


8675.. 9510, 9589.. 9710, 9794. 


.9836, 9923.. 10035, 10134.. 10193 




10507. .10587 






GI Descrip. 


*6016737/gb|AAF01563.1|AC009325 33 3.0e-ll (AC009325) 




hypothetical protein [Arabidopsis thai 


iana] 




>gi 6091741 gb AAF03453.1 AC010797 29 


(AC0107 97) hypothetical 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


13922 


Seq. ID 


OJ991021_06. 0218 .C10 


Gene No. 


29731 


Strand 




Start 


8675 


End 


18055 


Name 


OJ991021 06.0218.C10.o3.gs 


Method 


GENSCAN 


Start 


9247 


End 


18055 


GI 


none 


Score 


.42 


Exons 


9247.. 9710, 10134. .10193, 10507 .. 10576, 10922 .. 10986, 




11582. . 11719, 11798. .12011, 12042 .. 13084 , 13285 .. 134 25 , 




14688. .14978, 15230 .. 15432, 15583 .. 1568 6, 17969.. 18055 


Seq. No. 


13922 


Seq. ID 


OJ991021_06. 0218. C10 


Gene No. 


29731 


Strand 




Start 


8675 


End 


18055 


Name 


OJ991021 06.0218.C10.o2.np 


Method 


AAT/NAP 


Start 


9250 


End 


13596 


GI 


6016737 


Score 


651 


Exons 


9250.. 9510, 9S89..9733, 9787. 


.9829, 9919.. 10064, 11578.. 11702 




11844 .. 12861, 13492. .13596 






GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 




gi| 6091741 |gb| AAF03453.il AC010797 29 (AC010797) hypothetical 




protein [Arabidopsis thaliana 


] 




Seq. No. 


13922 


Seq. ID 


OJ991021_06. 0218 .C10 


Gene No. 


29731 


Strand 




Start 


8675 


End 


18055 


Name 


OJ991021 06.0218.C10.o5.ts 


Method 


TBLASTX : Soybean 


Start 


9262 


End 


9519 


GI 


none 


Score 


84 


Exons 


9262. .9468, 9280. .9474, 9353. 


.9481, 94 


81. .9519 


Seq. No. 


13922 


Seq. ID 


OJ991021_06. 0218 .C10 


Gene No. 


29731 


Strand 




Start 


8675 


End 


18055 


Name 


OJ991021 06.0218.C10.o6.tm 


Method 


TBLASTX: Maize 


Start 


9319 


End 


10578 


GI 


none 


Score 


184 


Exons 


9319. .9519, 9353. .9511, 9550. 


.9711, 9588. .9638, 9629. .9712, 



14642 



9784.. 9840, 9785.. 9841, 9914.. 10036, 9923.. 10036, 9927.. 10037, 
10126. .10164, 10134. .10178, 10495 .. 10578, 10506 .. 10556, 
10507. .10578 



Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 0218. C10. 


o6.gp 


Method 


AAT/GAP 




Start 


10733 




End 


11823 




GI 


LIB34 32-004-P1-K1-F10 


Score 


783 




Exons 


10733. . 10986, 11582. . 


11719, 


11798. .11823 




GI Descrip. 


M038035 1.0e-09 (AC005936) 


putative DNA-binding protein 




[Arabidopsis thaliana] 1 








Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 0218. C10. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11579 




End 


12081 




GI 


none 




Score 


105 




Exons 


11579. . 11701, 11581.. 


11700, 


11583. .11708, 11628. .11720, 






11647. .11727, 11787. . 


12044, 


11788. .12057, 12048. .12080, 






12049. . 12081 










Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 02 18. C10. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


12096 




End 


12278 




GI 


none 




Score 


182 




Exons 


12096. . 12278, 12127.. 


12276 








Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 0218. C10. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


12190 




End 


12564 




GI 


none 




Score 


91 




Exons- 


12190. . 12387, 12255.. 


12560, 


12315. .12482, 12412. .12564 




Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 0218. C10. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


12255 




End 


12480 




GI 


none 




Score 


141 




Exons 


12255. .12476, 12256.. 


12480 








Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 


Gene No. 


29731 




Strand 






Start 


8675 




End 


18055 




Name 


OJ991021 06. 0218. C10. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12279 




End 


12884 




GI 


none 




Score 


413 




Exons 


12279. . 12671, 12283.. 


12657, 


12657. .12884, 12661. .12882 




Seq. No. 


13922 




Seq. ID 


OJ991021_06.0218. 


C10 



14643 




Gene No. 


29731 






Strand 




Start 


8675 






End 


18055 


Name 


uj y y iuz 


t no i q pin 


. OD . LIU 


Method 


TBLASTX: Maize 


Start 


12885 






End 


13106 


GI 


none 






Score 


110 


Exons 


1 o o o c 

12885 . . 


lOQOO 1 O Q Q Q 

lzybo, I288y. 




12981. . 13082, 12984 . . 13106, 




i OOQ1 

I2y yi . . 


i *a n o o 








Seq. No. 


139*22 






Seq. ID 


OJ991021_06.0218 


Gene No. 


29732 






Strand 




Start 


23109 






End 


24559 


Name 


OJ99102 


1 06 . 0218 . C1U 


. ol . tm 


Method 


TBLASTX: Maize 


Start 








End 


24559 


GI 


none 






Score 


670 


Exons 


23109. . 


23552, 23116. 


.23553, 


23117. .23554, 23117 .. 23557 , 




23636. . 


23776, 23644. 


.23775, 


23844 . .23981, 23851 23985, 




23866. . 


24003, 23867. 


.24010, 


23867. .24004, 24082 24171, 




24084 . . 


24176, 24084. 


.24176, 


24271. .24387, 24285 .. 24 377 , 




24458. . 


24559, 24458. 


.24550, 


24460. .24558 



*3=F 



Seq. No. 13922 Seq. ID 

Gene No. 29732 Strand 

Start 23109 End 

Name OJ99102 1_06 . 0218 . C10 . ol . t s Method 

Start 23138 End 

GI none Score 

Exons 23138. .23398, 23140 .. 23361 , 

23408. .23554, 23636 .. 2377 6, 

23866. .23988, 238 67 .. 23977 , 

24082. .24171, 24274 24 387 , 

24458..24523, 24463. .24522 



i !3 l 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991021_06. 0218. C10 
24559 

TBLASTX: Soybean 

24523 

312 



23294 . 
23639. 
23877. 
24282. 



,23416, 
,23773, 
,24008, 
,24398, 



23404. 
23641. 
24078. 
24291. 



.23544, 
.23775, 
.24170, 
.24386, 



13922 

29732 Strand 

23109 End 
OJ991021_06.0218.C10.o2.tc Method 

23261 End 

none Score 

23261. .23458, 23263 .. 234 60, 23404. .23460 



Seq. ID OJ991021_06. 0218. C10 



24559 

TBLASTX: Cress 
23460 
289 



13922 
29732 
23109 

OJ991021_06.0218.C10.o2.tw 

23330 

none 

23330. .23554, 234 14 .. 23557 , 
23746. .23772, 23747 .. 23776, 

13922 
29732 
23109 

OJ991021_06. 0218. C10. ol.tc 

23461 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 06. 0218. C10 



24559 

TBLASTX: Wheat 
23920 
139 

23639. .23710, 23642 .. 23731 , 
23867. .23920 



Seq. ID OJ991021_06. 0218. C10 
Strand 

End 24559 

Method TBLASTX : Cress 

End 24171 

Score 138 



23461. .23529, 234 62 .. 23554 , 23636.-2377 6, 23641 .. 23781, 
23641. .23775, 23847 .. 23972, 23866 .. 23991 , 23867 .. 24010, 



14644 



23867. .24004, 24082 .. 24 171, 24084.. 24170 



Seq. No. 


13923 


Seq. ID 


OJ991021_06.0218. 


Cll 


Gene No. 


29733 


Strand 


+ 




Start 


1 


End 


117 




Name 


OJ991021 06.0218.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


117 




GI 


31827 1.R1084 


Score 


208 




Exons 


1. .117 








GI Descrip. 


1 4038035 1.0e-09 (AC005936) putative DNA-binding protein 




[Arabidopsis thaliana] 1 








Seq. No. 


13923 


Seq. ID 


OJ991021_06.0218. 


Cll 


Gene No. 


29734 


Strand 


_ 




Start 


1872 


End 


2520 




Name 


OJ991021 06.0218.Cll.ol.gs 


Method 


GENSCAN 




Start 


1872 


End 


2520 




GI 


none 


Score 


. 95 




Exons 


1872. .2032, 2514. .2520 








Seq. No. 


13924 


Seq. ID 


OJ991021_06.0218. 


C12 


Gene No. 


29735 


Strand 


+ 




Start 


433 


End 


3118 




Name 


OJ991021 06.0218.C12.ol.gs 


Method 


GENSCAN 




Start 


433 


End • 


2534 




GI 


none 


Score 


.74 




Exons 


433. .2092, 2167. .2534 








Seq. No. 


13924 


Seq. ID 


OJ991021_06.0218. 


C12 


Gene No. 


29735 


Strand 


+ 




Start 


433 


End 


3118 




Name 


OJ991021 06.0218.C12.ol.np 


Method 


AAT/NAP 




Start 


436 


End 


3118 




GI 


6016874 


Score 


1143 




Exons 


436. .508, 547. .667, 732. .972, 


1363. .1522, 1913. .2092, 






2197.. 2526, 2929.. 3118 








GI Descrip. 


'(AP000570) ESTs C1914 3 ( E10020 ) , D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


13924 


Seq. ID 


OJ991021_06.0218. 


C12 


Gene No. 


29735 


Strand 


+ 




Start 


433 


End 


3118 




Name 


OJ991021 06.0218.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


792 


End 


1053 




GI 


none 


Score 


64 




Exons 


792. .992, 795. .1046, 814. .1053 






Seq. No. 


13924 


Seq. ID 


OJ991021_06.0218. 


C12 


Gene No . 


29735' 


Strand 


+ 




Start 


433 


End 


3118 




Name 


OJ991021 06.0218.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1055 


End 


1926 




GI 


none 


Score 


146 




Exons 


1055.. 1171,. 1081.. 1311, 1330. 


.1449, 1522. .1626, 1660. .18 


106, 



1807. .1926 



14645 






Seq. No. 


13924 








Seq. ID 


OJ991021 


_06.0218 


.C12 




Gene No. 


29735 








Strand 


+ 








Start 


A O O 

4 J O 










-51 1 Q 

olio 








Name 


ujyyiuzi ud 


. v/lo 


. biz . Ol . 


4- m 


Metnoa 


rpni 7\ CTV • 

1 dLAoIa . 


Mai ze 






start 


zzo4 










O A £Q 
Z 4 DO 








GI 


none 








Score 


/. y / 








Exons 






. . Z 4 DO 














Seq. No. 


13925 








Seq. ID 


OJ991021 


U b . Uzlo 


. bio 




Gene No. 


29736 








Strand 


+ 








Start 


236 








End 


5299 








Name 


OJ991021 06 


.0218 


.C13.ol. 


gs 


Method 


GENSCAN 








Start 


236 








End 


5299 








GI 


none 








Score 


.82 








Exons 


236. .264, 357. .484, 581. 


. o o/ , 


1633. .1749, 1909. 


. lyol, 








2284. .2493, 


3229 


. .3376, 


ooo/ . . 


4540, 5192.. 5299 








Seq. No. 


13925 








Seq. ID 


OJ991021 


_06.0218 


.C13 




Gene No. 


29736 








Strand 


+ 








start 


236 








End 


5299 








Name 


OJ991021 06 


.0218 


.C13.ol. 


gp 


Method 


AAT/GAP 








Start 


581 








End 


2019 








GI 


none 








Score 


1059 






Exons 


581. .753, 8 


41. .8 


62, 1666.. 2019 








\'Jl 


Seq. No. 


13925 








Seq. ID 


OJ991021 


Ub . Uzlo 


. bio 




Gene No. 


29736 








Strand 


+ 








Start 


236 








End 


5299 






z 'l 


Name 


OJ991021 06 


.0218 


.C13.o2. 


np 


Method 


AAT/NAP 






I i ~ 

•3 ZT 


Start 


1604 








End 


4518 






3; 




2244816 








Score 


951 






ru 


Exons 


1604. .1628, 


3296 


. .3421, 


3537. . 


4518 










GI Descrip. 


(Z97336) hypothetical protein 


[Arabidopsis thaliana] 






seq. no. 


13925 








Seq. ID 


OJ991021 


_06.0218 


.C13 




Gene No . 


29737 








Strand 










Start 


5158 








End 


6964 








Name 


OJ991021 06 


.'0218 


.C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 




*i S7 


Start 


3355 








End 


4324 








bl 


none 








Score 


108 








Exons 


3355. .3483, 


3362 


. .3484, 


3542. . 


3688, 3544. .3684, 


3752. .3922, 






3764 . .4156, 


3774 


. .3932, 


3823. . 


4155, 4091. .4243, 


4105. .4242, 






4106. .4237, 


4250 


. .4324 














Seq. No. 


13925 








Seq. ID 


OJ991021 


JD6.0218 


C13 




Gene No. 


29737 








Strand 










Start 


5158 








End 


6964 








Name 


OJ991021 06 


.0218 


.C13.ol. 


tm 


Method 


TBLASTX : 


Maize 






Start 


3773 








End 


4249 








GI 


none 








Score 


54 








Exons 


3773. .3868, 


3878 


. .3994, 


3922. . 


4188, 3925.. 4179, 


3926. .4207, 






3932. .4207, 


4142 


. . 4249 














Seq. No. 


13925 








Seq. ID 


OJ991021 


_06.0218 


C13 




Gene No. 


29737 








Strand 










Start 


5158 








End 


6964 








Name 


OJ991021 06 


.0218 


.C13.o2. 


tm 


Method 


TBLASTX: 


Maize 





14646 



Start 


4273 








GI 


none 








Exons 


4273 . . 4299, 


4298 


A C O ^ 

. 4537, 


4 300 


Seq. No. 


13925 








Gene No. 


29737 








Start 


5158 








Name 


OJ991021_06 


. 0218 


C13. o2 


. ts 


Start 


4403 








GI 


none 








Exons 


4403. .4612, 


4414 


.4611 




Seq. No. 


13925 








Gene No. 


29737 








Start 


5158 








Name 


OJ991021_06 


.0218 


C13.o3 


.np 


Start 


5158 








GI 


6330157 








Exons 


5158 . . 5225, 


6290 


. 6576, 


6621 


GI Descrip. 


(AB032986) 


KIAA1160 protein 


Seq. No. 


13925 








Gene No. 


29737 








Start .. 


5158 








Name' 


OJ991021_06 


.0218 


C13.o3 


.tm 


Start 


6229 








GI 


none 








Exons 


6229. . 6258, 


6259 


.6441, 


6290 




6570 . .6593, 


6596 


. 6625 




Seq. No. 


13925 








Gene No. 


29737 








Start 


5158 








Name 


OJ991021_06 


.0218 


C13.o2 


.gs 


Start 


6302 








GI 


none 








Exons 


6302 . . 6535, 


6601 


.6750, 


6782 


Seq. No. 


13925 








Gene No. 


29737 








Start 


5158 








Name 


OJ991021_06 


.0218 


C13.o4 


. tm 


Start 


6751 








GI 


none 








Exons 


6751 . . 6849, 


6751 


.6846, 


6753 




6852 . . 6917 








Seq. No. 


13926 








Gene No. 


29738 








Start 


2354 








Name 


OJ991021 06 


.0218 


C16.ol 


.tm 


Start 


2349 








GI 


none 








Exons 


2349. .2549, 


2351 


.2593, 


2360 




2843. .2974, 


2856 


.2975, 


2857 



End 4537 

Score 288 
.4530, 4365.-4532 

Seq. ID OJ991021_06.0218.C13 
Strand 

End 6964 

Method TBLASTX : Soybean 

End 4 612 

Score 246 



Seq. ID OJ991021_06.0218.C13 
Strand 

End 6964 

Method AAT/NAP 

End 6964 

Score 292 
. . 6964 

[Homo sapiens] 

Seq. ID OJ991021_06.0218.C13 
Strand 

End 6964 

Method TBLASTX : Mai ze 

End 6625 

Score 36 
..6448, 6298.. 6372, 6303.. 6446, 



Seq. ID OJ991021_06.0218.C13 
Strand 

6964 
GENSCAN 
6910 
.61 



End 

Method 
End 
Score 
. 6910 



Seq. ID OJ991021_06.0218.C13 
Strand 

End 6964 

Method TBLASTX : Mai ze 

End 6919 

Score 147 

.6878, 6753..6848, 6851. .6919, 



Seq. ID OJ991021_06.0218.C16 
Strand 

End 3048 

Method TBLASTX : Mai ze 

End 2979 

Score 215 

.2548, 2618. .2668, 2622. .2672, 
,2979, 2862.. 2975 



Seq. No. 



13926 



Seq. ID OJ991021_06.0218.C16 



14647 




Gene No. 


29738 


Strand 


- 




Start 


2354 


End 


3048 




Name 


OJ991021_06. 02 18. CI 6. ol 


. gs Method 


GENSCAN 




Start 


2354 


End 


2973 




GI 


none 


Score 


. 77 




Exons 


2354 . . 2530, 2618 . .2663, 


2858 . .2973 






Seq. No. 


13926 


Seq. ID 


OJ991021_06. 0218 . 


C16 


Gene No. 


29738 


Strand 






Start 


2354 


End 


3048 




Name 


OJ991021 06.0218.C16.ol 


. np Method 


AAT/NAP 




Start 


2366 


End 


3048 




GI 


3021508 


Score 


414 




Exons 


2366. .2530, 2618. .2663, 


2858. .3048 






GI Descrip. 


(AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana 


t aba cum] 


Seq. No. 


13926 


Seq. ID 


OJ991021_06.0218. 


C16 


Gene No. 


29738 


Strand 






Start 


2354 


End 


3048 




Name 


OJ991021 06.0218.C16.ol 


. ts Method 


TBLASTX : Soybean 




Start 


2366 


End 


2979 




GI 


none 


Score 


118 




Exons 


2366. .2548, 2367. .2531, 


2618. .2668, 26 


19. .2672, 2857. .2979, 




2858. .2974 








Seq. No. 


13927 


Seq. ID 


OJ991021_06.0218. 


C17 


Gene No. 


29739 


Strand 


+ 




Start 


4822 


End 


9444 




Name 


OJ991021 06.0218.C17.o2 


. np Method 


AAT/NAP 




Start 


4822 


End 


9444 




GI 


5091513 


Score 


2359 




Exons 


4822. .4885, 6389. .7791, 


8534. .9444 






GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


13927 


Seq. ID 


OJ991021_06.0218. 


C17 


Gene No. 


29739 


Strand 


+ 




Start 


4822 


End 


9444 




Name 


OJ991021 06.0218.C17.o2 


. gp Method 


AAT/GAP 




Start 


5798 


End 


6049 




GI 


3761181 


Score 


430 




Exons 


5798. .6049 








GI Descrip. 


4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 






Seq. No. 


13927 


Seq. ID 


OJ991021_06.0218. 


C17 


Gene No. 


29740 


Strand 






Start 


1 


End 


6316 




Name 


OJ991021 06.0218.C17.ol 


. np Method 


AAT/NAP 




Start 


1 


End 


3133 




GI 


3021508 


Score 


1042 




Exons 


1..226, 356. .427, 744.. 


780, 1170. .1228 


, 1405. .1473, 154S 


I. . 1706, 




2172. .2358, 2428. .2476, 


2633. .2718, 2967. .3133 




GI Descrip. 


(AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana 


tabacum] 


Seq. No. 


13927 


Seq. ID 


OJ991021_06.0218. 


C17 


Gene No. 


29740 


Strand 






Start 


1 


End 


6316 





14648 



Name 

Start 

GI 

Exons 



OJ991021 06.0218.C17.ol.tm 



Method TBLASTX : Mai ze 



39 End 2225 

none Score 206 

39. .227, 59. .229, 78. .227, 79. .309, 83. .256, 338.-433, 344. .433, 
345. .437, 354. .437, 741. .779, 742. .780, 744. .821, 1156. .1248, 

1163. .1234, 1277. .1303, 1399. .1473, 1406. .1474, 1406. .1474, 

1546. .1707, 1547. .1600, 1549. .1692, 1554. ,1709, 2164. .2223, 
2171.. 2224, 2172.. 2225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13927 
29740 
1 

OJ991021_06.0218.C17.o2.tc 
59 

none 



Seq. ID OJ991021_06.0218.C17 
Strand 

End 6316 

Method TBLASTX : Cress 

End 1234 

Score 4 0 



59. .229, 76. .96, 78. .227, 130. .234, 344. .433, 351. .428, 
741. .779, 1163. .1234 



13927 
29740 
1 

OJ991021_06.0218.C17.ol.gp 
78 

LIB34 34-013-P1-K1-C10 
78.. 226, 356. .462 

, 5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ991021_06.0218.C17 
Strand 

End 6316 

Method AAT/GAP 

End 4 62 

Score 396 



13927 
29740 
1 

OJ991021_06.0218.C17.ol.gs 

101 

none 



Seq. ID OJ991021_06.0218.C17 
Strand 

End 6316 

Method GEN SCAN 

End 6316 

Score .78 



101. .226, 356. .427, 744. .780, 1170. .1228, 1549. .1706, 
2253. .2358, 2428. .2476, 2633. .2718, 2967. .3028, 6019. .6316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13927 Seq. ID 

29740 Strand 

1 End 

OJ991021_06. 0218 .C17 .ol. tw Method 

167 End 

none Score 



OJ991021_06.0218.-C17 
6316 

TBLASTX: Wheat 

1677 

80 



167. .229, 168. .227, 344. .433, 345. .437, 741. .779, 742. .780, 
744. .821, 1163. .1234, 1171. .1272, 1399. .1473, 1406. .1474, 
1430. .1474, 1546. .1677, 1549. .1677 



13927 
29740 
1 

OJ991021_06.0218.C17.ol.ts 

172 

none 



Seq. ID OJ991021_06.0218.C17 
.Strand 

End 6316 

Method TBLASTX : Soybean 

End 3060 

Score 51 



172. .234, 173. .229, 348. .431, 349. .432, 353. .433, 741. .779, 
1163. .1234, 1395. .1466, 1399. .1473, 1406. .1474, 1546. .1695, 
1549. .1695, 1568. .1702, 2176. .2373, 2177. .2371, 2632. .2718, 
2633. .2731, 2652. .2750, 2967. .3059, 2968. .3060 



14649 





Seq. No. 


13927 








Seq. ID 


OJ991021_06.0218 .C17 




Gene No. 


29740 








Strand 






Start 


1 








End 


6316 




Name 


OJ991021 06. 


0218 


.C17.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


1391 








End 


1719 




GI 


none 








Score 


83 




Exons 


1391. .1474, 


1402 


. . 1497, 


1543. , 


,1719, 1546.. 1695 




Seq. No. 


13927 








Seq. ID 


OJ991021_06.0218.C17 




Gene No. 


29740 








Strand 






Start 


1 








End 


6316 




Name 


OJ991021 06. 


0218 


.C17.o2. 


, tw 


Method 


TBLASTX: Wheat 




Start 


2172 








End 


2677 




GI 


none 








Score 


119 




Exons 


2172. .2279, 


2173 


. . 2274, 


2174 . . 


.2323, 2269..2373, 2276.. 2374, 






2419. .2481, 


2429 


. . 2482, 


2624 . , 


.2677 






Seq. No. 


13927 








Seq. ID 


OJ991021_06.0218.C17 




Gene No . 


29740 








Strand 






Start 


1 








End 


6316 




Name 


OJ991021 06, 


. 0218 


.C17.o2. 


. tm 


Method 


TBLASTX: Maize 


L-bF 


Start 


2227 








End 


3172 


i. z i 

s c; 


GI 


none 








Score 


162 


; s Fj 


Exons 


2227 . .2373, 


2228 


. .2371, 


2416. 


.2478, 2419. .2481, 2426. .2482, 


»| ! 




2624 . .2719, 


2632 


. .2718, 


2634 . 


.2720, 2945. .3064, 2960. .3064, 


.SSL 

U 




2967 . . 3065, 


2968 


. . 3066, 


3068 . 


.3169, 3075. .3167, 3146. .3172 


U! 


Seq. No. 


13928 








Seq. ID 


OJ991021_06.0218.C18 


:;=! 


Gene No. 


29741 








Strand 




rlf 


Start 


431 








End 


577 




Name 


OJ991021 06, 


.0218 


.C18.ol, 


.gs 


Method 


GENSCAN 




Start 


431 








End 


577 


i 3= l 


GI 


none 








Score 


.52 


H \ 


Exons 


431 . . 577 












jtss 


Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 




Gene No. 


29742 








Strand 


+ 


U 


Start 


1 








End 


5335 




Name 


OJ991021 06, 


.0218 


.C19.ol, 


■ gp 


Method 


AAT/GAP 




Start 


1 








End 


86 




GI 


3761181 








Score 


136 




Exons 


1. .86 














GI Descrip. 


4 521193/dbj | AB013450 . 1 | AB0134 50 1. Oe- 


99 Oryza sativa DNA, 






similar sequence 


to Pib 


gene 








Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 




Gene No. 


29742 








Strand 


+ 




Start 


1 








End 


5335 




Name 


OJ991021 06, 


.0218 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


4037 




GI 


2130121 








Score 


107 




Exons 


1..48, 1417 


..2028, 3941 


. .4037 








GI Descrip. 


cyclin II - 


maize gi|516550 (U10077) 


cyclin IlZm [Zea mays] 




Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 




Gene No. 


29742 








Strand 


+ 



14650 






Start 


1 








End 


5335 






Name 


OJ991021 06 


. 0218 . 


C19.ol 


.gs 


Method 


GENSCAN 






Start 


966 








End 


2259 






GI 


none 








Score 


. 52 






Exons 


966. . 1078, 


1212 . . 


2259 












Seq. No. 


13929 








Seq. ID 


OJ991021 


_06.0218.C19 




Gene No. 


29742 








Strand 


+ 






Start 


1 








End 


5335 






Name 


OJ991021_06 


. 0218 . 


C19.o2 


.gs 


Method 


GENSCAN 






Start 


3401 








End 


5055 






GI 


none 








Score 


.96 






Exons 


3401 . . 3700, 


3817 . 


. 3954, 


4067 . 


.4153, 4650. .4863, 


4940. .5055 




Seq. No. 


13929 








Seq. ID 


OJ991021 


_06. 0218 .C19 




Gene No. 


29742 








Strand 


+ 






Start 


1 








End 


5335 






Name 


OJ991021_06 


. 0218 . 


C19.o2 


.np 


Method 


AAT/NAP 






Start 


3532 








End 


4793 






GI 


6728875 








Score 


434 






Exons 


3532 . . 3700, 


3817 . 


.3954, 


4067. 


.4153, 4251. .4298, 


4650. .4793 




GI Descrip. 


(AC008113) 


F12A21 


.14 [Arabidopsis thaliana] 




!»? 


Seq. No. 


13929 








Seq." ID 


OJ991021 


_06. 0218 .C19 


ilfi 


Gene No. 


29742 








Strand 


+ 






Start 


1 








End 


5335 






Name 


OJ991021 06 


.0218. 


C19.o2 


,gp 


Method 


AAT/GAP 






Start 


4650 








End 


5335 




4: 


GI 


37294 1.R1084 






Score 


1027 




w 


Exons 


4650. .4863, 


5007. 


.5335 










i ! j E 


GI Descrip. 


'4 521193/dbj IAB0134 50.1 


IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 


, ( 




similar sequence 


to Pib 


gene 1 










Seq. No. 


13929 








Seq. ID 


OJ991021 


_06.0218.C19 


M 


Gene No. 


29743 








Strand 






!- J. 


Start 


5523 








End 


11625 




!. s i 


Name 


OJ991021 06 


.0218. 


C19.o2 


. tm 


Method 


TBLASTX: 


Maize 


ssr 

,:ei 

; : 


Start 


3598 








End 


4144 






Gf 


none 








Score 


129 




■ :s ! 


Exons 


3598. .3660, 


3620. 


.3703, 


3622. 


.3699, 3635.. 3703, 


3814 . . 3873, 






3816. .3956, 


3817. 


.3954, 


4046. 


.4144, 4059. .4142, 


4064 . .4144 




Seq. No. 


13929 








Seq. ID 


OJ991021 


_06. 0218 .C19 




Gene No. 


29743 








Strand 








Start 


5523 








End 


11625 






Name 


OJ991021 06 


.0218. 


C19.o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3611 








End 


4301 






GI 


none 








Score 


113 






Exons 


3611. .3703, 


3634 . 


.3699, 


3798. 


.3956, 3799..3954, 


4064 . .4153, 






• 4099. .4155, 


4244 . 


.4300, 


4251. 


.4301 








Seq. No. 


13929 








Seq. ID 


OJ991021 


_06.0218.C19 




Gene No. 


29743 








Strand 








Start 


5523 








End 


11625 






Name 


OJ991021 06 


.0218. 


C19.o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3614 








End 


4301 






GI 


none 








Score 


114 





14651 



Exons 



3614. .3703, 3634. .3699, 3799. .3954, 3816. .3956, 4064. .4153, 
4067. .4207, 4251. .4301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13929 Seq. ID OJ991021_06 . 0218 . C19 

29743 Strand 

5523 End 11625 

OJ991021_06.0218.C19.o3.gp Method . AAT/GAP 

5523 End 6481 

78815_1.R1084 Score 1248 

5523. .5961, 6076. .6244, 6340. .6481 

'2982297 1.0e-43 (AF051233) KIAA0107-like protein [Picea 
mariana] ' 



Seq. No. 13929 

Gene No. 29743 

Start 5523 - 

Name OJ991021_06 . 0218 . CI 9 . ol . ts 

Start 5766 

GI none 
Exons 



Seq. ID OJ991021_06.0218.C19 
Strand 

End 11625 

Method TBLASTX : Soybean 

End 9820 

Score 14 6 



5766. .5960, 5784. .5948, 5791. .5961, 5803. .5961, 6072. .6245, 

6078. .6245, 6079. .6246, 6082. .6255, 6341. .6451, 6342. .6449, 

6508. .6735, 6511. .6732, 6512. .6820, 6582. .6737, 6824. .6973, 

6827. .6982, 6829. .6975, 7022. .7144, 7057. .7146, 7057. .7149, 
9551.. 9820 



Seq. No. 13929 
Gene No. 29743 
Sta'rt 5523 

Name OJ991021_06 . 0218 . CI 9 . ol . tm 

Start 5779 
GI none 

Exons 5779.. 5961, 5784.. 5960, 5787. 

6058. .6243, 6075.. 6245, 6339. 
6354. .6476, 6508.. 6735, 6512, 
6829. .6975, 7025. .7144, 7051. 
9551. .9886, 9566.. 9694, 9669, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991021 06.0218.C19 



11625 

TBLASTX: Maize 
9886 
229 

5963, 5791. .5961, 6058. .6243, 
6449, 6341. .6451, 6341. .6451, 
6733, 6825. .6920, 6827. .6973, 
7146, 7056. .7145, 7057. .7149, 
9794 



Seq. No. 13929 Seq. ID 

Gene No. 29743 Strand 

Start 5523 End 

Name OJ991021_06 . 0218 . CI 9 . ol . tc Method 

Start 5787 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991021_06.0218.C19 
11625 

TBLASTX: Cress 

6742 

256 



5787. .5963, 5788. .5961, 6066. .6245, 6075. .6245, 6076. .6246, 
6338. .6397, 6341. .6451, 6342. .6449, 6508. .6696, 6512. .6697, 
6582. .6710,. 6701. .6742, 6706. .6732 



13929 
29743 
5523 

OJ991021_06.0218.C19.o3.gs 

5787 

none 



Seq. ID OJ991021_06.0218.C19 



Strand 
End 

Method 

End 

Score 



11625 
GENSCAN 
11625 
.56 



5787. .5961, 6076. .6244, 6340. .6448, 6514. .6733, 6827. .6972, 
7057. .7147, 9576. .9838, 11125. .11625 



Seq. No. 



13929 



Seq. ID OJ991021_06.0218.C19 



14652 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29743 Strand 
5523 End 11625 

OJ991021_06 . 0218 . C19 . o3 . np Method AAT/NAP 
5790 End 9829 

4678261 Score 1425 

5790.. 5961, 6076.. 6297, 6334.. 6448, 6514.. 6733, 6827.. 6972, 
7057. .7147, 9576. .9829 

(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 


Gene No. 


29743 








Strand 




Start 


5523 








End 


11625 


Name 


OJ991021 06. 


0218, 


,C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6589 








End 


6880 


GI 


none 








Score 


195 


Exons 


6589. .6732, 


6590. 


. .6736, 


6819. 


.6875, 6829.. 6876, 6833.. 6880 


Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 


Gene No. 


29743 








Strand 




Start 


5523 








End 


11625 


Name 


OJ991021 06. 


0218. 


.C19.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


6817 








End 


9823 


GI 


none 








Score 


126 


Exons 


6817. .6951, 


6824, 


. . 6973, 


6826. 


.6975, 6827.. 6982, 7025 714 4 




7048. .7146, 


7057. 


. .7149, 


7070. 


.7150, 9551.. 9823 


Seq. No. 


13929 








Seq. ID 


OJ991021_06.0218.C19 


Gene No. 


29743 








Strand 




Start 


5523 








End 


11625 


Name 


OJ991021 06. 


0218, 


,C19.o4 


.gp 


Method 


AAT/GAP 


Start 


7061 








End 


9900 


GI 


82047 1.R1084 






Score 


708 


Exons 


7061. .7147, 


9576. 


. . 9900 









GI Descrip. 1 4 678261/emb I CAB4 1122 . 1 | 4.0e-16 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] 1 



Seq. No. 13929 Seq. ID OJ99102 1_06 . 02 18 . C19 

Gene No. ■ 29743 Strand 

Start 5523 End 11625 

Name OJ991021_06 . 0218 . C19 . o4 . np Method AAT/NAP 

Start 8672 End 10385 

GI 499014 Score 103 

Exons 8672.. 8708, 10238.. 10385 

GI Descrip. (X79609) putative heme ABC transporter membrane domain [Triticum 
aestivum] gi | 1395188 | dbj | BAA10942 | (D64067) ABC- type heme 
transporter subunit [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13930 Seq. ID 

29744 Strand 

1 End 

OJ991021_06.0218.C20.ol.np Method 

1 End 

4584525 Score 



OJ991021_06.0218.C20 

1926 
AAT/NAP 
1926 
248 



1..70, 173. .317, 780. .915, 1008. .1113, 1622. .1688, 1810. .1926 
(AL04 9607) protein phosphatase 2C-like protein [Arabidopsis 
thaliana] 



14653 



Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218.C20 


Gene No. 


29745 


Strand 




Start 


1 6348 


End 


18453 


Name 


OJ991021 06 . 0218 . C20 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


5153 


End 


5768 


GI 


none 


Score 


66 


Exons 


5153. .5242, 5242. .ooU4, ddIZ 


..5464, 5373. .5456, 5461. .5505, 




5511.. 5576, 5512.. 5565, 5667 


. .5768 




Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218.C20 


Gene No. 


29745 


Strand 




Start 


16348 


End 


18453 


Name 


OJ991021 06 . 0218 . C20 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


12793 


End 


12909 


GI 


none 


Score 


185 


Exons 


127 93 .. 12 903, 12799.. X2909 






Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218.C20 


Gene No. 


29745 


Strand 




Start 


16348 


End 


18453 


Name 


OJ991021 06 . 0218 . C20 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


13963 


End 


14279 


GI 


none 


Score 


199 


Exons 


13963 .. 14217 , 14 037 .. 14216, 


14232. .14279 


Seq. No. 


13930 


Seq. ID 


OJ991021_06..0218.C20 


Gene No. 


2974 5 


Strand 




Start 


16348 


End 


18453 


Name 


OJ991021_06 . 0218.C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


14360 


End 


14656 


GI 


none 


Score 


200 


Exons 


14360 .. 14656, 14365. .14508 






Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218.C20 


Gene No. 


29745 


Strand 




Start • 


16348 


End 


18453 


Name 


OJ991021 06.0218.C20.o2.np 


Method 


AAT/NAP 


Start 


15916 


End 


18453 


GI 


4505999 


Score 


'- 134 


Exons 


15916. .15936, 17383 .. 17475, 


17568. .17644, 17752 .. 17806, 




17858. .17929, 18032 .. 18142 , 


18429. .18453 


GI Descrip. 


protein phosphatase 1G (formerly 2C) , 


magnesium-dependent, gamma 




isoform gi| 3122589 |sp| 015355 IP2CG HUMAN PROTEIN PHOSPHATASE 2C 




GAMMA ISOFORM (PP2C-GAMMA) (PROTEIN PHOSPHATASE 1C) 




gi| 2315202 | emb | CAA74 24 5 | (Y13936) protein phosphatase 2C gamma 




[Homo sapiens] 






Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218.C20 


Gene No . 


29745 


Strand 




Start 


16348 


End 


18453 


Name 


OJ991021 06.0218.C20.ol.gp 


Method 


AAT/GAP 


Start 


16178 


End 


16624 


GI 


3761484 


Score 


793 


Exons 


16178. .16624 






Seq. No. 


13930 


Seq. ID 


OJ991021_06.0218 .C20 



14654 




Gene No . 


29745 


Strand 






Start 


16348 


End 


18453 




Name 


OJ991021 06.0218.C20.o3.gs 


Method 


GENSCAN 




Start 


16348 


End 


18151 




GI 


none 


Score 


.93 




Exons 


16348. .1684 5, 17217. .17268, 


17423. .17475, 17568 


. . 17644, 




17896. .17929, 18032. .18151 








Sea. No. 


13931 


Seq. ID 


OJ991021 


06.0218.C21 


Gene No. 


29746 


Strand 


+ 




Start 


516 


End 


1399 




Name 


OJ991021 06.0218.C21.ol.gs 


Method 


GENSCAN 




Start 


516 


End 


1399 




GI 


none 


Score 


.9 




Exons 


516. . 609, 1053. . 1193, 1281. . 


1399 






Seq. No. 


13932 


Seq. ID 


OJ991021 


_06.0218.C22 




29747 


Strand 






Start 


253 


End 


7984 




Name 


OJ991021 06.0218.C22.ol.gs 


Method 


GENSCAN 




Start 


253 


End 


7902 




GI 


none 


Score 


.62 




Exons 


253. .405, 841. .962, 1877. .1912, 2096.. 


2161, 2879.. 2954, 




3190.. 3338, 3916.. 4081, 4151 


. .4242, 6449. .6817, 


7842. .7902 


Sea No 


13932 , 


Seq. ID 


OJ991021 


06. 0218 ,C22 


Gene . No . 


29747 


Strand 






Start 


253 


End 


7984 




Name 


OJ991021 06.0218.C22.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1789 


End 


2319 




GI 


none 


Score 


68 




Exons 


1789.. 1905, 1789.. 1914, 1995 


..2225, 19 


96. .2184, 


2296. .2319 


Seq. No. 


13932 


Seq. ID 


OJ991021 


_06.0218.C22 


Gene No. 


29747 


Strand 






Start 


253 ' 


End 


7984 




Name 


OJ991021 06.0218.C22.ol.gp 


Method 


AAT/GAP 




Start 


1883 


End 


3321 




GI 


LIB3477-002-P1-K1-D5 


Score 


860 




Exons 


1883.. 1912, 1996.. 2161, 2306 


..2356, 2457. .2547, 


3190. .3321 


GI Descrip. 


, 4521193/dbj | AB0134 50 . 1 | AB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib gene 


t 






Seq. No. 


13932 


Seq. ID 


OJ991021 


_06.0218.C22 


Gene No. 


29747 


Strand 






Start 


253 


End 


7984 




Name 


OJ991021 06.0218.C22.ol.np 


Method 


AAT/NAP 




Start 


3801 


End 


7984 




GI 


5777623 


Score 


1245 




Exons 


3801.. 3898, 5387.. 5629, 6436 


..6944, 7124. .7261, 


7512. .7691, 




7948. .7984 








GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 




Seq. No. 


13932 


Seq. ID 


OJ991021 


_06.0218.C22 


Gene No. 


29747 


Strand 






Start 


253 


End 


7984 




Name 


OJ991021 06.0218.C22.o2.gp 


Method 


AAT/GAP 





14655 





Start 


4260 


End 


4756 




GI 


38782 1.R1084 


Score 


806 




Exons 


4260. .4756 








GI Descrip. 


1 6069643/dbj IAP000616. 1 IAP000616 0.0e+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 




Gene No. 


29748 


Strand 


+ 




Start 


7910 


End 


10793 




Name 


OJ991021 06.0218.C23.ol.gp 


Method 


AAT/GAP 




Start 


7910 


End 


10793 




GI 


none 


Score 


1210 




Exons 


7910. .7942, 8576.-8769, 9586. 


.9636, 10013. . 10083, 10173 .. 10327 , 






10568. .10793 








Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 




Gene No. 


29748 


Strand 


+ 




Start 


7910 


End 


10793 




Name 


OJ991021 06.0218.C23.o2.gs 


Method 


GEN SCAN 




Start 


9141 


End 


10250 




GI 


none 


Score 


.78 




Exons 


9141. .9165, 9586.-9636, 10168 


. .10250 




i.j 


Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 


'is: 


Gene No . 


29749 


Strand 




rfi 

•a* ■ 


Start 


202 


End 


6962 


n \ 

: 


Name 


OJ991021 06.0218.C23.ol.gs 


Method 


GENSCAN 


2; 


Start 


202 


End 


6962 


•: 

1 . I 


GI 


none 


Score 


.41 


i.j.: 


Exons 


202. .1231, 1592. .1847, 2477.. 


2546, 2874. .3056, 3248. .3398, 


'S3? 

rli 




3430. .3970, 4280. .4691, 5841. 


.6962 






Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 




Gene No. 


29749 


Strand 




s? 


Start 


202 


End 


6962 




Name 


OJ991021 06.0218.C23.ol.np 


Method 


AAT/NAP 


Let 


Start 


2816 


End 


4044 


. =s 


GI 


5922636 


Score 


474 


5 : 


Exons 


2816. .2954, 3248. .3482, 3966. 


.4044 




f !j 


GI Descrip. 


(AP000492) ESTs C99517 ( E20319 ) , AU078 130 (E20319) correspond to a 






region of the predicted gene. 


; hypothetical protein [Oryza 






sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 






C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 




Gene No. 


29750 


Strand 






Start 


11237 


End 


11845 




Name 


OJ991021 06.0218.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


8575 


End 


10261 




GI 


none 


Score 


279 




Exons 


8575. .8766, 8576. .8770, 8577. 


.8771, 9588. .9644, 10011 .. 10058 , 






10170. .10259, 10170. .10250, 10172. .10261 




Seq. No. 


13933 


Seq. ID 


OJ991021_06.0218.C23 




Gene No. ' 


29750 


Strand 






Start 


11237 


End 


11845 



14656 



Name 

Start 

GI 

Exons 



OJ991021_06 . 0218 . C23 . o3 . gs Method GENSCAN 

11237 End 11845 

none Score .84 
11237. .11845 



Seq. No. 13934 

Gene No. 29751 

Start 444 

Name OJ991021_06 . 0218 . C24 . ol . gs 

Start 444 

GI none 

Exons 444 . . 510 



Seq. ID OJ991021_06.0218.C24 
Strand 

End 510 

Method GENSCAN 

End 510 

Score .55 



Seq. No. 13935 

Gene No. 29752 

Start 9 

Name OJ991021_06 . 0218 . C25 . ol . gp 

Start 9 

GI ' 4715481 

Exons 9. .459 



Seq. ID OJ991021_06.0218.C25 

Strand + 

End 4 59 

Method AAT/GAP 

End 4 59 

Score 819 



Seq. No. 13935 

Gene No. 29753 

Start 324 

Name OJ991021_06 . 0218 . C25 . ol . gs 

Start 324 

GI none 

Exons 324. .403 



Seq. ID OJ991021_06.0218.C25 
Strand 

End 403 

Method GENSCAN 

End 403 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13936 
29754 
1 

OJ991021_06.0218.C26.ol.np 
1 

462137 

1..157, 263. .360, 737. .1007 

GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE, CYTOSOLIC 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method AAT/NAP 

End 1007 

Score 371 



13936 
29754 
1 

OJ991021_06.0218.C26.ol.tc 
88 

none 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method TBLASTX : Cress 

End 880 

Score 101 



88. .156, 96. . 155, 258. .359, 259. .360, 305. .361, 726. .812, 
735. .878, 736. .879, 737. .880 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13936 
2 975.4 
1 

OJ991021_06. 0218 .C2 6.o2. ts 
88 

none 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method TBLASTX : Soybean 

End 360 

Score 82 



88. .156, 95. .175, 258. .359, 259. .360 



13936 
29754 



Seq. ID OJ991021_06.0218.C26 
Strand + 



14657 



Start 
Name 
Start 
GI 

Exons 



OJ991021_06.0218.C26.ol. tm 
88 

none 



End 

Method 

End 

Score 



1007 

TBLASTX: Maize 

880 

101 



88. .156, 95. .175, 258. .359, 259. .360, 308. .361, 735. .878, 
735. .872, 736. .879, 737. .880 



Seq. No. 13936 

Gene No. 29754 

Start 1 

Name OJ991021_06 . 0218 . C26 . ol . gs 

Start 97 

GI none 

Exons 97.. 157, 263.. 360, 737.. 879 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method GENSCAN 

End 879 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13936 
29754 
1 

OJ991021_06.0218.C2 6.ol.tw 
111 
none 

111. .152, 111. .155, 112. .156, 113. .175, 258. .356, 259. .360, 
305. .361, 726. .878, 726. .872, 733. .879, 736. .879, 737. .880 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method TBLASTX : Wheat 

End 880 

Score 67 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method AAT/GAP 

End 879 

Score 424 



13936 
29754" " 
1 

OJ991021_06.0218.C26.ol.gp 
250 

407_2.R1084 
250. .360, 737. .879 

, 120668/sp|P08477|G3PC_HORVU 1.0e-75 GLYCERALDEHYDE 3-PHOSPHATE 

DEHYDROGENASE, CYTOSOLIC >gi_82399_pir A24159 

glyceraldehyde-3-phosphate dehydrogenase (EC 1.2.1.12), 
cytosolic - barley (fragment) >gi_167044 (M36650) 
glyceraldehyde-3-phosphate dehydrogenase [Hordeum vulgare] 

>gi_225347_prf 1301218A dehydrogenase, glyceraldehydephosphate 

[Hordeum vulgare var. distichum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13936 
29754 
1 

OJ991021_06.0218.C26.ol.ts 

736 

none 

736..879, 737. .880 



Seq. ID OJ991021_06.0218.C26 

Strand + 

End 1007 

Method TBLASTX : Soybean 

End 880 

Score 216 



Seq. No. 13937 

Gene No. 29755 

Start 1 

Name OJ991021_06 . 0218 . C27 . ol . np 

Start 1 

GI 5091513 

Exons 1..588 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991021_06.0218.C27 

Strand + 

End 588 

Method AAT/NAP 

End 588 

Score 832 



Seq. No. 



13937 



Seq. ID OJ991021 06.0218.C27 



14658 




Gene No. 


29755 




Strand 


+ 




i 

JL 




Hill Q. 


ft 


Name 


D7QQ1 06 091ft C01 r\1 
Uu 331U^1 UD . UZlu . V.,^ / .OX 


. CfS 


a r% s~\ /"J 






Tin 

1 1 u 




tno 


c; t; "7 




none 




Score 




Exons 


i i n SRI 










1 "^cnft 






A7QQ1 H91 


Gene No 


29756 




Strand 


+ 


Start 


1 




End 


1024 


Name 


OJ991021 06.0218.C28.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1024 


GI 


5091513 




Score 


825 


Exons 


1..1024 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 



Seq. No. 13938 Seq. ID 

Gene No. 29756 Strand 

Start 1 End 

Name OJ991021_06 . 0218 . C28 . ol . gs Method 

Start 90 End 

GI none Score 

Exons 90. .806, 823. .1013 . 



OJ991021_06.0218.C28 
+ 

1024 
GEN SCAN 
1013 
.84 



Seq. No. 13939 
Gene No. ' 29757 

Start 218 

Name OJ991021_06 . 0218 . C29 . ol . gs 

Start 218 

GI none 

Exons 218. .286, 359. .396, 806. .848 



Seq. ID OJ991021_06.0218.C29 

Strand + 

End 848 

Method GENSCAN 

End 848 

Score .59 



Seq. No. 13940 

Gene No. 29758 

Start 97 

Name OJ991021_06 . 0218 . C30 . ol . gs 

Start 97 

GI none 

Exons 97. .287, 1731. .1869, 1956.. 
3902. .4012 



Seq. ID OJ991021_06.0218.C30 

Strand + 

End 4012 

Method GENSCAN 

End 4012 

Score .77 
2096, 2205.. 2329, 3576.. 3823, 



Seq. No. 13940 Seq. ID OJ991021JD6 . 0218 . C30 

Gene No. 29759 Strand 

Start 1197 ' End 1288 

Name OJ991021_06 . 0218 . C30 . ol . gp Method AAT/GAP 

Start 1197 End 1288 

GI LIB3477-003-P1-K1-E9 Score 108 

Exons 1197.. 1288 

GI Descrip. ' 2498586/sp I Q40638 | MP01_0RYSA 2.0e^24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 13941 Seq. ID 

Gene No. 29760 Strand 

Start 277 End 

Name OJ991021_06 . 0218 . C31 . ol . gs Method 

Start 277 End 



OJ991021_06.0218.C31 
564 

GENSCAN 
564 



14659 




GI 


none 


Score 


Q Q 
. OO 




Exons 


277 . .564 








Seq. No. 


13942 


Seq. ID 


OJ991021_06.0218. 


C32 


Gene No. 


29761 


Strand 






Start 


1 


hna 






Name, 


OJ991021 0o.Uzlo.CJ2.ol.gp.- 


Method . 


AAT/GAP 




Start 


1 


End 


4 Ub 




GI 


4715481 


Score 


/ 99 




Exons 


1 . . 4 Uo 








Seq. No. 


13943 


Seq. ID 


OJ990421_21.0211. 


CI 


Gene No. 


29762 


Strand 






Start 


13 J 


hna 


21 y 




Name 


OJ990421 21 . 0211 . CI . ol . gs 


Method 


GENSCAN 




Start 


133 


End 


219 




GI 


none 


Score 


. 9 




Exons 


133 . . 219 








Seq. No. 


1394 4 


Seq. ID 


OJ99U421 21.U211. 


C2 


Gene No. 


29763 


Strand 


+ 




Start 


1 


End 


7223 




Name 


OJ990421 21.0211.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1889 




GI 


6815072 


Score 


1053 




Exons 


1..1019, 1084. .1889 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


. BAC 


T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




Seq. No. 


13944 


Seq. ID 


OJ990421_21.0211. 


C2 


Gene No. 


29763 


Strand 


+ 




Start 


1 


End 


7223 




Name 


OJ990421 21.0211.C2.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


7223 




GI 


none 


Score 


.6 




Exons 


122. .1086, 1244. .1437, 2066.. 


2251, 2334 


I. .2436, 2961. .3081, 




3173. .3236, 3250. .3327, 3483. 


.3674, 3702. .3940, 4042.. 4121, 




4214. .4294, 4516. .4583, 6979. 


.7223 






Seq. No. 


13944 


Seq. ID 


OJ990421_21.0211. 


C2 


Gene No. 


29763 


Strand 


+ 




Start 


1 


End 


7223 




Name 


OJ990421 21.0211.C2.ol.gp 


Method 


AAT/GAP . 




Start 


4206 


End 


4754 




GI 


2800439 


Score 


786 




Exons 


4206. .4294, 4360. .4754 








Seq. No. 


13944 


Seq. ID 


OJ990421_21.0211. 


C2 


Gene No. 


29764 


Strand 


+ ■ 




Start 


7899 


End 


9132 




Name 


OJ990421 21.0211.C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


65 


End 


484 




GI 


none 


Score 


72 




Exons 


65. .133, 269. .484 








Seq. No. 


13944 


Seq. ID 


OJ990421_21.0211. 


C2 


Gene No. 


29764 


Strand 


+ 





14660 




Start 


7899 








End 


9132 


Name 


OJ990421 21 


.0211. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


627 








End 


1084 


GI 


none 








Score 


95 


Exons 


627. .818, 629. .1084, 632. .820 


, 760. .996, 875. .1081 


Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 








Strand 


+ 


Start 


7899 








End 


9132 


Name 


OJ99U4zl zl 


. (JZ 1 1 . 


<ZZ . 04 . 


tm 


Method 


i dLiAo ia . Maize 


Start 


1347 








End 


1688 


GI 


none 








Score 


161 


Exons 


1347. .1595, 


1614. 


.1688 








Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 








Strand 


+ 


Start 


7899 








End 


9132 


Name 


OJ990421_21 


.0211. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1614 








End 


1796 


GI 


none 








Score 


196 


Exons 


1614. .1796, 


1616. 


.1792 








_ 9U Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 








Strand 


+ 


Q Start 


7899 








End 


9132 


jj; Name 


OJ990421_21 


.0211. 


C2.o2. 


tm 


Method 


- TBLASTX: Maize 


pji Start 


O f c o 
Z DOO 








End 


3661 


n GI 


none 








Score 


72 


:% Exons 


2658. .2723, 


2799. 


.2891, 


2800. 


.2859, 3193.. 3336, 3227.. 3295 


i ; i 

''3.1* 
; =j 


3412. .3531, 


.3416. 


.3532, 


3517. 


.3657, 3545.. 3661 


j'jj Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 








Strand 


+ 


Is 

Start 


7899 








End 


9132 


I s ? J Name 


OJ99U4Z1 zl 


. OZ 1 1 . 


CZ . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7815 








End 


8333 


i=== GI 


none 








Score 


151 


ij Exons * 


7815. .8021, 


8029. 


.8163, 


8171. 


.8239, 8247 . .8333 


!"} 

.-X Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 


L -~ } Gene No. 


29764 








Strand 


+ 


Start 


7899 








End 


9132 - 


Name 


OJ990421 21 


.0211. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7815 








End 


8106 


GI 


none 








Score 


155 


Exons 


7815. .8015, 


7859. 


.8008, 


8029. 


.8106, 8031. .8105 


Seq. No. 


13944 








Seq. ID 


OJ990421_21.0211.C2 




29764 








Strand 


+ 


Start 


7899 








End 


9132 


Name 


OJ990421 21 


.0211. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


7854 








End 


9132 


GI 


4972051 








Score 


262 


Exons 


7854. .8373, 


9108. 


. 9132 








GI Descrip. 


(AL078470) 


serine/ threonine-specif ic 


kinase like protein 



[Arabidopsis thaliana] 



14661 




Seq. No. 


13944 






Seq. ID 


OJ990421 21. 0211. C2 


Gene No. 


29764 






Strand 


+ 


Start 


7899 






End 


9132 


Name 


OJ990421_21 


.0211.C2.o2 


.gs 


Method 


GENSCAN 


Start 


7899 






End 


8687 


GI 


none 






Score 


. 85 


Exons 


7899. . 8333, 


8580 . . 8687 








Seq. No. 


13944 






Seq. ID- 


OJ990421 21. 0211. C2 


Gene No. 


29764 






Strand 




Start 


7899 






End 


9132 


Name 


OJ990421__21 


.0211.C2.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


8380 






End' 


8752 


GI 


none 






Score 


53 


Exons 


8380. . 8418, 


8573. .8617 


, 8585. 


.8635, 8615. .8752, 8615. .8746 


Seq. No. 


13944 






Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 






Strand 


+ 


Start 


7899 






End 


9132 


Name 


OJ990421_21 


.0211.C2.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


8380 






End 


8752 


GI 


none 






Score 


53 


Exons 


8380 . .8418, 


8573. .8617 


, 8585. 


.8635, 8615. .8752, 8615. .8746 


Seq. No. 


13944 






Seq. ID 


OJ990421_21.0211.C2 


Gene No. 


29764 






Strand 


+ 


Start 


7899 






End 


9132 


Name 


OJ990421 21 


.0211.C2.o3 


.np 


Method 


AAT/NAP 


Start 


8587 






End 


8857 


GI 


4455206 






Score 


112 


Exons 


8587 . . 8857 










GI Descrip. 


(AL035440) 


putative beta-1, 3 


-glucanase [Arabidopsis thaliana] 


Seq. No. 


13945 






Seq. ID 


OJ990421_21.0211.C3 


Gene No. 


29765 






Strand 


+ 


Start 


1 






End 


10294 


Name 


OJ990421 21 


.0211.C3.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


10294 


GI 


5852180 






Score 


388 


Exons 


1 . .27, 3564 


. .3627, 4603. .4721 


, 4773. '.5174, 10259. .10294 


GI Descrip . 


(AL117265) 


zhbOOOlO. 1 


[Oryza 


sativa] 




Seq. No. 


13945 






Seq. ID 


OJ990421_21.0211.C3 


Gene No. 


29765 






Strand 


+ 


Start 


1 






End 


10294 


Name 


OJ990421_21 


.0211.C3.o2 


.gs 


Method 


GENSCAN 


Start 


5424 






End 


9246 


GI 


none 






Score 


.52 


Exons 


- 5424 . . 5477, 


7051. .7124 


, 7864. 


.7964, 8989. . 9056, '9172. .9246 


Seq. No. 


13945 - 






Seq. ID 


OJ990421_21.0211.C3 


Gene No. 


29766 






Strand 




Start 


79 






End 


1667 


Name 


OJ990421 21 


.0211.C3.ol 


.gp 


Method 


AAT/GAP 


Start 


79 






End 


1667 


GI 


3090611 






Score 


330 


Exons 


79. .219, 1560. .1667 









14662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13945 Seq. ID 

29767 Strand 

1991 End 

0 J9 90 4 2 1_2 1 . 02 1 1 . C3 . ol . gs Method 

1991 End 

none Score 
1-991. .238 6^=3-608. .367 9 



OJ990421_21.0211.C3 

3857 
GENSCAN 
3679 
.66 



OJ990421 21. 0211. C3 



13945 Seq. ID 

29767 Strand 

1991 End 3857 

OJ990421_21.0211.C3.o2.gp Method AAT/GAP 

3476 End 3857 

uC-osflcyp033a04bl Score 655 

3476. .3857 

'6016845/dbj | AP000570 . 1 i AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

13945 Seq. ID OJ990421_21 . 0211 . C3 

29768 Strand 

11118 . End 11303 

OJ990421_21.0211.C3.o3.gp Method AAT/GAP 

11118 End 11303 

LIB3434-015-P1-K1-A6 Score 352 

11118. .11303 

, 6041757/gb|AC011806.1|AC011806 2.0e-16 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ990421_21.0211.C4 

Strand + 

End 13233 

Method AAT/GAP 

End 13233 

Score 110 



13946 
29769 
13150 

OJ990421_21.0211.C4 .o5.gp 
13150 

99002_1.R1084 
13150. . 13233 

1 287392/dbj | D13112 | RICMT16 0.0e+00 Oryza sativa mitochondrial 
gene for t RNAs , complete sequences 1 



13946 
29770 
13232 

OJ990421_21.0211.C4.o6.gp 
13232 
0_2.R1084 
13232. . 13382 

1 417 64 20/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. ID OJ990421_21.0211.C4 

Strand + 

End 13382 

Method AAT/GAP 

End 13382 

Score 253 



13946 Seq. ID 

29771 Strand 

4 4 End 

OJ990421_21 . 0211 .C4 . ol .gp Method 

4 4 End 

LIB34 34-015-P1-K1-A6 Score 
44. .548 



OJ990421_21.0211.C4 
548 

AAT/GAP 

548 

937 



14663 



GI Descrip. 1 604 1757/gb | AC011806 . 1 1 AC011806 2.0e-16 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13946 
29772 
3420 

OJ990421_21. 

3415 

none 

3415. .3573, 
3789. .3980, 
4485. .4670, 
6726. .6953, 
7373. .7522, 
8634. .8795 



0211.C4 .ol.ts 



3417. 
3794 . 
4929. 
6745. 
7721. 



,3572, 3603. 

.4048, 4164. 

.5063, 4944. 

.6990, 6753. 

.7786, 8151. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 21. 0211. C4 



18276 

TBLASTX : Soybean 
8795 
70 

3704, 3604.. 3687, 3609.. 3686, 

4340, 4165. .4323, 4484. .4705, 

5063, 6064.. 6147, 6089.. 6139, 

7043, 7186.. 7521, 7193.. 7333, 

8288, 8400.. 8486, 8415.. 8492, 



Seq. No. 13946 
Gene No. 29772 
Start 3420 

Name OJ990421_21 . 0211 . C4 . ol . tc 

Start 3420 
GI none 
Exons 3420. . 

3803. . 

4929. . 

6758. . 



3563, 3603.. 3689, 3634. 

4000, 4161. .4340, 4192. 

5063, 6064.. 6147, 6065. 

6898, 9100.. 9279 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990421 21. 0211. C4 



18276 

TBLASTX: Cress 
9279 
42 

3687, 3789.;3902, 3794. 
4323, 4446. .4694, 4484. 



,4048, 
.4693, 



.6148, 6750.. 6899, 6757.. 6897, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13946 
29772 
3420 

OJ990421_21.0211.C4 .o2.gs 
3420 



Seq. ID OJ990421_21.0211.C4 
Strand 

18276 
GENSCAN 
18276 
.72 



End 

Method 
End 

none Score 
3420. .3689, 3794. .3930, 3978.-3978, 4167. .4338, 4924. .5057, 
6756. .7046, 7189. .7521, 7718. .7791, 7865. .8002, 8144. .8297, 
8355. : . 8497, 8633. .8780, 9984. .10265, 10832 .. 10983, 11577 11667 , 
11769. .11822, 13318. . 13451, 13733 13831 , 17 179 .. 17339, 
17672.. 18276 



Seq. No. 13946 
Gene No. 29772 
Start 3420 

Name OJ9904 21_21 . 0211 . C4 . ol . tm 

Start 3420 
GI none 

Exons 3420.. 3563, 3421.. 3561, 3561, 

3801. .3974, 4016. .4042, 4161, 
4484. .4690, 4929. .5063, 4954. 



Seq. ID OJ990421_21.0211.C4 
Strand 

End 18276 
Method TBLASTX : Mai ze 
End 6147 
Score 88 

.3692, 3604.. 3687, 3800. .4048, 
.4340, 4192. .4332, 4476.-4688, 
.5064, 6064.. 6147 



Seq. No. 13946 

Gene No. 29772 

Start 3420 

Name OJ9904 21^21 . 0211 . C4 . ol . np 

Start 3423 

GI 6729499 

Exons 3423.. 3689, 3794.. 4048, 4167. 



Seq. ID OJ990421_21.0211.C4 
Strand 

End 18276 

Method AAT/NAP 

End 18228 

Score 3809 

.4338, 4476.. 4703, 4924.. 5057, 



14664 




6064. .6147, 6756. .7046, 7189. .7521, 7718. .7791, 7865. .8002, 
8144. .8297, 8394. .8497, 8633. .8793, 9128. .9441, 9984. .10265, 
10832. .11133, 11577. .11667, 117 69 11822 , 17015 .. 17091, 
17179. .17338, 17508 .. 17592, 17672.. 18228 



GI Descrip. 


(AL1329 oo) 


ABC transporter-like protein [Arabidopsis thaliana] 


Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


.0211.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3603 




End 


8492 


GI 


none 




Score 


61 


Exons 


3603. .3704, 


3791. .4042, 3851. 


.4051, 8415. .8492 


Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


. 0211.C4 .o2.gp 


Method 


AAT/GAP 


Start 


3788 




End 


4303 


GI 


LIB3433-025 


-P1-K1-B4 


Score 


729 


Exons 


3788. .4048, 


4167. .4303 






GI Descrip. 


f 5080820/gb| AAD39329. 1 | AC007258 18 3.0e-37 (AC007258) Putative 




ABC transporter [Arabidopsis 


thaliana] 1 




Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


.0211.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4476 




End 


11011 


GI 


none 




Score 


107 


Exons 


4476. .4706, 


4484. .4690, 4919. 


.5059, 4923. .5063, 4924. .5064, 




6064. .6147, 


6726.. 6884, 6750. 


.6884, 6751. .6885, 10910. .11011 


Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


. 0211.C4 .o5. tm 


Method 


TBLASTX: Maize 


Start 


6745 




End 


6909 


GI 


none 




Score 


150 


Exons 


6745. .6909, 


6752.. 6895, 6753. 


.6908 




Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


.0211.C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


6900 




End 


17284 


r* t 
GI 


none 




Score 


115 


Exons 


6900. .7043, 


6901.. 6990, 7207. 


.7521, 7208. .7522, 7721. .7786, 




17207. .1728 


4 






Seq. No. 


13946 




Seq. ID 


OJ990421_21.0211.C4 


Gene No. 


29772 




Strand 




Start 


3420 




End 


18276 


Name 


OJ990421 21 


.0211.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


6942 




End 


7786 


GI 


none 




Score 


80 


Exons 


6942. .7043, 


6946.. 6996, 7186. 


.7521, 7205. .7522, 7721. .7786 



14665 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211, 


,C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421_21 . 


0211 . C4 . o4 . 


tc 


Method 


TBLASTX: Cress 




Start 


8145 






End 


9375 




GI 


none 






Score .._ 


79 




Exons 


8145 . . 8279 # 


8400 . . 8495, 


8401 


. .8496, : 8637.' .8795, 9283. .9375 


Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


. C4 


Gene No. 


o r\ *i *i o 

29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21 . 


0211.C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8634 






End 


9301 




GI 


none 






Score 


88 




Exons 


8634 . .8795, 


9125 . . 9301, 


9125 


..9289, 9127.. 9300 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211, 


.C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21 . 


0211 . C4 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


9130 






End 


9372 




GI 


none 






Score 


78 




Exons 


9130 . . 9228, 


9211 . . 9372, 


9232 


. .9321 






Seq. No. 


13946." 






Seq. ID 


OJ990421_21.0211, 


. C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 


0211 . C4 . 06 . 


tin 


Method 


TBLASTX: Maize 




Start 


9133 






End 


9310 




GI 


none 






Score 


69 




Exons 


9133 . . 9309, 


9134 . . 9310 










Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211, 


. C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 


0211.C4.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


10140 






End 


11017 




GI 


none 






Score 


151 




Exons 


10140. .10265, 10820. .11017, 


10830. . 11012 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211, 


.C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 


0211.C4.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


10170 






End 


11096 




GI 


none 






Score 


169 




Exons 


10170. .10265, 10820. .11092, 


10830. . 11096 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211, 


,C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 


0211.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


10916 






End 


11667 




GI 


none 






Score 


164 




Exons 


10916. .11134 


, 10917. .11135, 


11563. . 11667 





14666 



Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


Cd 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Kit — n 

Name 


OJ990421 21. 0211. C4 


. O-J . to 


Method 


TBLASTX: Cress 




Start 


12315 






End 


12462 




GI 


none 






Score 


92 




Exons 


12315. 


.12359, 12316 


1 9 *37 ft 


12321. .12437, 12322 .. 12366, 






12368. 


.-12460, 12369 


. . J. , 


12370. .12462 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


C4 


Gene No. 


29772 






Strand 






btart 


3420 






End 


18276 




Name 


OJ990421 21. 0211. C4 


. Oj • tW 


Method 


TBLASTX: Wheat 




Start 


12316 






End 


12445 




GI 


none 






Score 


190 




Exons 


12316. 


.12429, 12320 


19497 


12322. .12429, 12323. .12445 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


C4 


Gene No. 


29772 






Strand 






O 4- -i 4- 

btart 


3420 






End 


18276 




Name 


OJ990421 21. 0211. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12316 






End 


12466 




GI 


none 






Score 


259 




Exons 


12316. 


.12462, 12320 




12322. .12462, 12323. .12466 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


Cd 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 0211. C4 


.o3.gp 


Method 


AAT/GAP 




Start 


12321 






End 


12462 






2669 1 


.R1084 




Score 


230 




Exons 


12321. 


.12462 










GI Descrip. 


, 3914470/sp|Q40070| PSBR HORVU 8.0e-26 


PHOTOSYSTEM II 10 




POLYPEPTIDE PRECURSOR >gi_1321868_emb_ 


_CAA66373_ (X97771) 


1 ( 




PSII protein [Hordeum vulgare] 1 






Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 




Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 0211. C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12547 






End 


12808 






none 






Score 


60 




Exons 


12547. 


.12603, 12557 


. .12607, 


12559. . 12597, 12561 ... 12608, 






12650. 


.12667, 12669 


. . 12707, 


12671. .12706, 12708. .1274 0, 






12708. 


.12737, 12709 


. . 12738, 


12722. . 12808, 12723. .127 94, 






12733. 


.12804 










Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


C4 


Gene No. 


29772 






Strand 






Start 


3420 






End 


18276 




Name 


OJ990421 21. 0211. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12924 






End 


13065 




GI 


none 






Score 


93 




Exons 


12924. 


.13064, 12953 


. . 13063, 


12988. .13065 




Seq. No. 


13946 






Seq. ID 


OJ990421_21.0211. 


C4 


Gene No. 


29772 






Strand 







14667 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3420 End 18276 

OJ990421_21.0211.C4 .o4.gp Method AAT/GAP 

12929 End 13066 

2231_2.R1084 Score 191 
12929.. 13066 

' 11957/emb I X15901 | CHOSXX 1.0e-145 Rice complete chloroplast 
genome 1 



13947 
29773 
1 

OJ990421_21. 0211.C5.ol.np 

1 

728835 
1. .157 

**** ALU SUBFAMILY SC WARNING 

13948 
29774 
1 

OJ990421_21. 0211.C6.ol.np 
1 

4185131 
1. .172 

(AC005724) putative RING zinc 
thaliana] 

13948 
29775 
130 

OJ990421_21.0211.C6.ol.tm 
31 

none 

31. .171, 44. .169 

13948 
29775 
130 

OJ990421_21. 0211.C6.ol.ts 
31 

none 

31. .168, 44. .157 



Seq. ID OJ990421_21.0211.C5 

Strand + 

End 157 

Method AAT/NAP 

End 157 

Score 169 

ENTRY **** 

Seq. ID OJ990421_21.0211.C6 

Strand 

End 172 

Method AAT/NAP 

End 172 

Score 155 

finger protein [Arabidopsis 



Seq. ID OJ990421_21.0211.C6 
Strand 

End 175 ' 

Method TBLASTX : Mai ze 

End 171 

Score 133 



Seq. ID OJ990421_21.0211.C6 

Strand 

End 175 

Method TBLASTX : Soybean 

End 168 

Score 105 



Seq. No. 13948 

Gene No. 29775 

Start 130 

Name OJ990421_21 . 0211 . C6 . ol . tc 

Start 40 

GI none 

Exons 40.. 168, 44.. 175 



Seq. ID OJ990421_21.0211.C6 

Strand 

End 175 

Method TBLASTX : Cress 

End 175 

Score 61 



Seq. No. 13948 

Gene No. 29775 

Start 130 

Name OJ990421_21 . 0211 . C6 . ol . gs 

Start 130 

GI none 



Seq. ID OJ990421_21.0211.C6 

Strand 

End 175 

Method GENSCAN 

End 169 

Score .41 



14668 



Exons 



130. .169 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13949 Seq. ID 

29776 Strand 

1 End 

OJ990421_21.0211.C7 .ol.np Method 

1 End 

6539572 Score 



OJ990421_21.0211.C7 
+ 

3259 
AAT/NAP 
3209 
906 



1..220, 2114. .2171, 2400. .2710, 2944. .3209 
(AP000836) hypothetical protein [Oryza sativa] 



13949 
29776 
1 

OJ990421_21. 0211.C7 .ol.gs 

125 

none 



Seq. ID OJ990421_21.0211.C7 

Strand + 

End 3259 

Method GENSCAN 

End 3259 

Score .42 



125. .299, 883. .1097, 2400. .2710, 2944. .3259 



Seq. No. 13949 Seq. ID 

Gene No. 29777 Strand 

Start 6826 End 

Name OJ990421_21 . 0211 . C7 . o2 . gs Method 

Start 6826 End 

GI none Score 

Exons 6826. .8394 



OJ990421_21.0211.C7 
+ 

8394 
GENSCAN 
8394 
. 99 



Seq. No. 13949 

Gene No. 29778 

Start 9701 

Name OJ990421_21 . 0211 . C7 . o3 . gs 

Start 9701 

GI none 

Exons 9701.. 9703, 9846.. 10010 



Seq. ID OJ990421_21.0211.C7 

Strand + 

End 10010 

Method GENSCAN 

End 10010 

Score .88 



Seq. No. 13949 

Gene No. 29779 

Start 10605 

Name OJ990421_21 . 0211 . C7 . o4 . gs 

Start 10605 

GI none 

Exons 10605. .10798, 10828.. 11065 



Seq. ID OJ990421_21.0211.C7 

Strand + 

End 11065 

Method GENSCAN 

End 11065 

Score .55 



Seq. No. 13949 

Gene No. 29780 

Start 11723 

Name OJ990421_21 . 0211 . C7 . ol . ts 

Start 7312 

GI none 

Exons 7312.. 7440, 7314.. 7370, 7489, 
7714. .7836, 7918. .8112 



Seq. ID OJ990421_21.0211.C7 
Strand 

End 11995 

Method TBLASTX : Soybean 

End 8112 

Score 105 

.7593, 7491. .7589, 7663.. 7713, 



Seq. No. 13949 

Gene No. 29780 

Start 11723 

Name OJ9904 21_21 . 0211 . C7 . ol . tm 

Start 9604 



Seq. ID OJ990421_21.0211.C7 
Strand 

End 11995 

Method TBLASTX : Mai ze 

End 9780 



14669 




GI 


none 








Score 


o o c 

Z Jb 




Exons 


y bU4 . . y / oU, 


you / 


Q "7 q n 










Seq. No. 


13949 








Seq. ID 


OJ990421_21.0211 


.C7 


Gene No. 


29780 • 








Strand 






Start 


11723 








T-l J 

hnd 


1 1 y yo 




Name 


OJ990421 21. 


0211 


. C / . ob . 


gs 


Method 


GENSCAN 




Start 


11723 








End 


i i n o c 

liyyo 




GI 


none 








Score 


i 




Exons 


11723. . 11995- 












Seq. No. 


13950 








Seq. ID 


OJ990421_21.0211 


.C8 


Gene No. 


29781 








Strand 


+ 




Start 


645 








hnd 


1 o o o 
LZZo 




Name 


OJ990421 21. 


0211 


. C8 . ol . 


gs 


Method 


GENSCAN 




Start 


645 








End 


1ZZ3 




GI 


none 








Score 


. bZ 




Exons 


645. .702, 11 


83. . 


1 o o o 
\ZZ5 










Seq. No. 


13950 








Seq. ID 


OJ990421_21.0211 


.C8 


Gene No. 


29782 








Strand 


+ 




Start 


3382 








End 


"D O A C 

JO 4 0 




Name 


OJ990421 21. 


0211 


. C8 . o2 . 


gs 


Method 


T™i XlO TV XT 

GENSCAN 




Start 


3382 








End 


384 6 




GI 


none 








Score 


. 95 




Exons 


-3382. .3846 














Seq. No. 


13950 








Seq. ID 


OJ990421_21.0211 


. C8 


Gene No. 


29783 








Strand 






Start 


5257 








End 


8556 




Name 


OJ990421 21. 


0211 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


5257 








End 


8556 




GI 


3860258 








Score 


301 




Exons 


5257. .5331, 


6509 


. .6589, 


6733. 


.6843, 6936. .7090, 8505. .8 


c. c c 

bob 


GI Descrip. 


(AC005824) unknown protein [Arabidopsis thaliana] 




Seq. No. 


13950 








Seq. ID 


OJ990421_21.0211 


. Co 


Gene No. 


29784 








Strand 






Start 


8532 








End 


20537 




Name 


OJ990421 21. 


0211 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6506 








End 


6996 




GI 


none 








Score 


97 




Exons 


6506. . 6649, 


6507 


. .6596, 


6728. 


.6793, 6731. .6847, 6733. .6 


O 4 D , 




6913. . 6981, 


6936 


. .6983, 


6943. 


.6996 






beq . no . 


13950 








Seq. ID 


OJ990421_21.0211 




Gene No. 


29784 








Strand 






Start 


8532 








End 


20537 




Name 


OJ990421 21. 


0211 


.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


'8175 








End 


19559 




GI 


95 1.R1084 








Score 


5459 




Exons 


8175. .8615, 


8694 


. .8768, 


9394 . 


.9549, 10051. .10128, 10363 


. .10 



10605. .10752, 11207. .11351, 11838 .. 1194 1, 13292. .13420, 

13561. .13671, 137 69. .13898, 14 950. .15069, 15395. .15516, 

16000. .16083, 16276. .16392, 16477. .16557, 17173. .17232, 

174 33. .17475, 17563 .. 17661 , 18388. .18599, 18 999. .19126, 
19281. .19559 



14670 



GI Descrip. ' 477282/pir | i A4 8537 O.Oe+00 starch branching enzyme isoform RBE3 
- rice >gi_4 36052_dbj_BAA03738_ (D16201) branching enzyme-3 
precursor [Oryza sativa] ' 



fLS 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



u 

; = i 

s? 

Cfi 

rjj Seq. No. 
r=i Gene No. 
Start 



Name 

Start 

GI 

Exons 



13950 

29784 

8532 

OJ9904 

8511 

none 

8511. . 

8693. . 

9393. . 

10055. 

10598. 

11202. 

11794. 

13286. 

13559. 

14946. 

15394. 

16003. 

16288. 

17173. 

17437. 



21 21.0211.C8.ol.tm 



8645, 

8770, 

9557, 

.10129 

.10753 

.11357 

.11937 

.13456 

.13672 

.15083 

.15516 

.16080 

.16392 

.17202 

.17478 



8532. .8 
8694. .8 
10017. . 
10359 
10606 
11206 
11834 
13287 
13742 
14952 
15396 
16272 
16472 
17204 
17564 



Seq. ID OJ990421_21.0211.C8 
Strand - 
End 20537 
Method TBLASTX: Maize 
End 17627 
Score' 59 
615, 8533.. 8616, 8692.. 8769, 8692.. 8769, 
774, 9387.. 9551, 9391.. 9555, 9392.. 9550, 
10124, 10023. . 10124, 10054 .. 10128, 
..10463, 10363. .10536, 10363 .. 10530, 
.10755, 10606. .10755, 10671 .. 10787 , 
.11352, 11207. .11359, 11794 .. 1194 0 , 
.11944, 11837. .11941, 13283 .. 13423 , 
.13427, 13557. .13670, 13558 .. 13674 , 
.13900, 13767. .13895, 13768 .. 13896, 
.15086, 14992. .15093, 15392 .. 15517 , 
.15518, 15396. .15518, 15991 .. 16098 , 
.16394, 16273. .16395, 16275 .. 16394 , 
.16558, 16475. .16558, 16480 .. 16560 , 
.17233, 17436. .17471, 174 36 .. 1748 6, 
.17620, 17568. .17627, 17568.. 17627 



13950 
29784 
8532 

■"OJ9904 21_21.0211.C8.o4 . gs 
8532 
none 
8532. . 
10605. 
13561, 
16276. 
17563. 



OJ990421 21. 0211. C8 



Seq. ID 
Strand 

End 20537 
Method GEN SCAN 
End 20537 
Score . 6 

8615, 8694.. 8768, 9394.. 9549, 10051 .. 10128 , 10363 .. 104 63, 
.10752, 11207. . 11351, 11838 .. 1194 1 , 13292 .. 13420 , 
.13671, 13769. .13898, 14 950 .. 15069, 15395 .. 1551 6, 
.16392, 16477. . 16557, 17173 .. 17232 , 17433 .. 17475, 
.17661, 18388. . 18599, 18999 .. 19209, 19281 .. 19355, 



19443. .19707, 20112 .. 20305, 20359.. 20537 



Seq. No. 13950 
Gene No. 29784 
Start 8532 
Name OJ990421 
Start 8535 
GI 477282 

Exons 8535.. 8615, 8694.. 8768, 9394 

10605. .10752, 11207. .11351, 
13561. .13671, 13769. .138 98, 
160'00: .16083, 16276. .16392, 
17433. .17475, 17563 .. 17 661 , 
19281. .19431 

GI Descrip. starch branching 



21.0211.C8.o2.np 



Seq. ID OJ990421_21.0211.C8 
Strand 

End 20537 

Method AAT/NAP 

End 19431 

Score 3815 
.9549, 10051. . 10128, 



11838. 
14950. 
16477. 
18388. 



11941, 
15069, 
16557, 
18599, 



13292. 
15395. 
17173. 
18999. 



10363. 
13420, 
15516, 
17232, 
19126, 



enzyme isoform RBE3 - rice 



10463, 



gi | 436052 | db j IBAA03738 
[Oryza sativa] 



1| (D16201) branching enzyme-3 precursor 



Seq. No. 
Gene No. 



13950 
29784 



Seq. ID 
Strand 



OJ990421 21. 0211. C8 



14671 



# 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8532 End 

OJ990421_21 . 0211 . C8 . o2 . tc Method 

8535 End 

none Score 



20537 

TBLASTX: Cress 

10132 

165 



8535. .8615, 8694. .8774, 9391. .9555, 9395. .9547, 9418. .9549, 
10033. .10128, 10052. .10129, 10052.. 10132 



13950 
29784 
8532 

OJ990421_21.0211.C8.ol.ts 
9451 



none 
9451. , 
10052, 
10363, 
10674 , 



Seq. ID OJ990421_21.0211.C8 
Strand 

20537 

TBLASTX: Soybean 
11332 
85 



End 

_ Method 

End 
Score 

9555, 9455.. 9556, 10033 10128, 10052 .. 10129, 
.10129, 10362. .10460, 10362 .. 104 63, 10363 .. 104 61 , 
10753, 10605. . 10754, 10606 .. 10755, 
10828, 11207. . 11329, 11207.. 11332 



,10530, 10598. 
,10784, 10796. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13950 
29784 
8532 

OJ990421_21 . 0211 . C8 . ol . tc 

10363 

none 

10363. .10386, 10384 .. 10530, 
10609. . 10755, 11203. .11334, 

13950 
29784 
8532 

OJ990421_21.0211.C8.o4.ts 

11794 

none 

11794. .11937, 
13286. .13420, 



11834. .11944, 
13287. .13427 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10598 

11207 



OJ990421 21. 0211. C8 



20537 

TBLASTX: Cress 
11335 
204 

10753, 10606. . 10755, 
11335, 11207. . 11335 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_21.0211.C8 
20537 

TBLASTX : Soybean 

13427 

129 



11837. .11941, 13272. .13418, 



13950 
29784 
8532 

OJ990421_21. 0211.C8.o2.ts 
13604 
none 

13604. .13669, 13606 .. 13674 , 13742 .. 13900, 13770 .. 13901, 
14952.. 15002 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421 21. 0211. C8 



20537 

TBLASTX : Soybean 

15002 

70 



Seq. No. 13950 
Gene No. 29784 
Start 8532 

Name OJ9904 21_21 . 0211 . C8 . o3 . tc 

Start 13847 
GI none 
Exons 13847. 

15392. 

16000. 



,13900, 14946. 
,15517, 15394. 
,16086 



15083, 
15516, 



Seq. ID OJ990421_21.0211.C8 
Strand 

End 20537 

Method TBLASTX : Cress 

End 16086 • 

Score 69 
14 952. . 1508 6, 14 992. .15093, 
15998. . 16084, 15998. .16084, 



Seq. No. 
Gene No. 



13950 
29784 



Seq. ID 
Strand 



OJ990421 21. 0211. C8 



14672 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



8532 

OJ990421_21.0211.C8 .o3.ts 
16318 
none 
16318. 
17173. 
17437. 



End 20537 

Method TBLASTX : Soybean 

End 17618 

Score 97 



13951 
29785 



16392, 16319. .16390, 16474 .. 16560, 16481 .. 16558 , 
17235, 17174 .. 17233, 17179 .. 17256, 174 36 .. 17474 , 
17487, 17562. .17618, 17569.. 17616 

Seq. ID OJ990421 21. 0211. C9 



OJ990421_21.0211.C9.o2.np 
1 

6721516 



Strand 
End 

Method 

End 

Score 



9281 
AAT/NAP 
9281 
347 



1..168, 2038. .2278, 2687. .2884, 4379. .4417, 9240. .9281 
(AP001072) hypothetical protein [Oryza sativa] 



13951 
29785 
1 

OJ990421_21 .0211.C9.ol.gs 
73 

none 

73. .176, 232. .372 

13951 
25785 
1 

OJ990421_21.0211.C9.o3.gs 

6198 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990421_21.0211.C9 
+ 

9281 
GENSCAN 
372 
.68 



OJ990421_21.0211.C9 
+ 

9281 
GENSCAN 
9083 
.48 



6198. .6219, 6741. .6793, 6953. .7137, 7231. .7347, 7759. .7809, 
8243. .8355, 9016. .9083 



OJ990421_21.0211.C9 
+ 

9927 
AAT/NAP 
9927 
190 



13951 Seq. ID 

29786 Strand 
9585 End 
0 J9904 2 1_2 1 . 02 1 1 . C9 . o3 . np Method 
9585 End 
6815072 Score 
9585. .9927 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 

13951 Seq. ID OJ990421_21 . 0211 . C9 

29787 Strand 

1 End 565 

OJ990421_21 . 0211.C9.ol.np Method AAT/NAP 

1 End 565 

6721512 Score 63 
1..34, 482. .565 

(AP001072) hypothetical protein [Oryza sativa] 



13951 Seq. ID 

29788 Strand 

1286 End 

OJ9904 21_21 . 0211 . C9 . o2 . gs Method 



OJ990421_21.0211.C9 

4980 
GENSCAN 



14673 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1286 End 4980 

none Score .43 

1286. .1316, 1579. .1812, 2302. .2367, 4100. .4241, 4878. .4980 



13952 Seq. ID 

29789 Strand 

1 End 
OJ990421_21 . 0211 .C10 . ol . np Method 

1 End 

4585985 Score 
1..227, 322. .803 

(AC005287) Hypothetical protein [Arabidopsis thaliana 



OJ990421_21. 0211. C10 
+ 

803 

AAT/NAP 
803 
599 



13952 Seq. ID 

29789 Strand 

1 End 
OJ990421_2 1.0211 .C10. ol.tm Method 

1 End 

none Score 

1..96, 2. .103, 94. .225, 107. .226, 327. 

13952 Seq. ID 

29789 Strand 

1 End 
OJ990421_21. 0211 .C10. ol.gs Method 

17 End 

none Score 
17. .227, 322. .479 



OJ990421_21. 0211. C10 
+ 

803 

TBLASTX: Maize 
383 
143 
.383 

OJ990421_21. 0211. C10 
+ 

803 

GENSCAN 

479 

.62 



OJ990421_21.0211.C12 
+ 

1151 
AAT/GAP 
715 
582 



13953 Seq. ID 

29790 Strand 
1 End 
OJ990421_21 . 0211 .C12 . ol . gp Method 
1 End 
33509_1.R1084 Score 
1..265, 627. .715 

' 1173073/sp|P4 6252|RLA2_MAIZE- 2.0e-24 60S ACIDIC RIBOSOMAL 

PROTEIN P2 >gi_1076787_pir S54179 acidic ribosomal protein 60S 

- maize >gi_2130117_pir S65781 acidic ribosomal protein P2 - 

maize >gi_790508_emb_CAA60251_ (X86553) 60S acidic ribosomal 
protein [Zea mays] ' 



13953 
29790 
1 

OJ990421_21.0211.C12.ol.np 
2 

4204376 
2. .265, 627. .650 

(U62750) acidic ribosomal protein P2a-4 [Zea mays] 



Seq. ID OJ990421_21.0211.C12 

Strand + 

End 1151 

Method AAT/NAP 

End 650 

Score 337 



13953 Seq. ID 

29790 Strand 

1 End 

OJ990421_21 . 0211 .C12 . ol . gs Method 

65 End 

none Score 



OJ990421_21.0211.C12 
+ 

1151 
GENSCAN 
1151 
.57 



14674 



Exons 65.. 265, 1008.. 1151 



Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 


Gene No. 


29791 


Strand 


+ 




Start 


2758 


End 


4191 




Name 


OJ990421 21.0211.C12.o2.np 


Method 


AAT/NAP 




Start 


2743 


End 


4191* 




GI 


6539240 


Score 


1599 




Exons 


2743. .3112, 3170. .4191 








GI Descrip. 


(AC011765) putative alpha qalactosyltransf erase 


[Arabidopsi; 




thaliana] 








Seq. No. 


13953 


Seq. ID 


OJ990421 


21.0211. C12 


Gene No. 


29791 


Strand 


+ 




Start 


2758 


End 


4191 




Name 


OJ990421 21.0211.C12.o2.gs 


Method 


GENSCAN 




Start 


2758 


End 


4185 




GI 


none 


Score 


.5 




Exons 


2758. .4185 








Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 


Gene No. 


29791 


Strand 


+ 




Start 


2758 


End 


4191 




Name 


OJ990421 21.0211.C12.o3.gp 


Method 


AAT/GAP 




Start 


2822 


End 


3317 




GI 


55035 1.R1084 


Score 


967 




Exons" 


2822. .3317 








GI Descrip. 


1 3892054 /gb|AAC78266. 1 IAAC78266 2. 0e-: 


16 (AC002330) putative 




glycosyltransf erase [Arabidopsis thaliana] 1 




Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 


Gene No. 


29792 


Strand 


+ 




Start 


8868 


End 


8952 




Name 


OJ990421 21.0211.C12.o3.np 


Method 


AAT/NAP 




Start 


8868 


End 


8952 




GI 


6721547 


Score 


91 




Exons 


8868. .8952 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 


Gene No. 


29793 


Strand 






Start 


2516 


End 


2825 




Name 


OJ990421 21.0211.C12.o2.gp 


Method 


AAT/GAP 




Start 


2516 


End 


2825 




GI 


5038999 


Score 


612 




Exons 


2516. .2825 








Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 


Gene No. 


29794 


Strand. 






Start 


3983 


End 


4432 




Name 


OJ990421 21.0211.C12.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


3019 


End 


3567 




GI 


none 


Score 


44 




Exons 


3019.. 3057, 3178.. 3234, 3181 


. .3282, 3249. .3518, 


3253. .3513, 




3520. .3567 








Seq. No. 


13953 


Seq. ID 


OJ990421 


_21.0211.C12 



14675 






Gene No. 


29794 








Strand 






Start 


o o o o 








End 


4432 




Name 


OJ990421 21. 


noil 
0211 . 


LIZ . OZ . 


4- m 


Method 


TBLASTX: Maize 




Start 


3162 








End 


3345 




GI 


none 








Score 


62 




Exons 


3162 . . 3341, 


ol f Z • 






.3235, 3181.. 3345 




Seq. No. 


13953 








Seq. ID 


OJ990421_21.0211.C12 




Gene No. 


29794 








Strand 






Start 


3983 








End 


4432 




Name 


OJ990421 21. 


,0211. 


Liz . Ol . 


4- ^ 

tc 


Method 


TBLASTX: Cress 




Start 


3306 








End 


3855 




GI 


none 








Score 


748 




Exons 


3306 . . 354 5, 


3 30 / . 


. 0 / 0 y , 


OU . 


.3645, 3564. .3782, 37b ..3855 




Seq. No. 


13953 








Seq. ID 


OJ990421_21.0211.C12 




Gene No. 


29794 








Strand 






Start 


3983 








End 


4432 




Name 


OJ990421 21. 


.0211. 


.C12.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


3348 








End 


4393 




GI 


none 








Score 


367 




Exons 


3348 . . 3551, 


334 9. 


. . 3ooz , 


.30.50 . 


.3874, 3541.. 4188, 3! ..3645, 


•: a; 




3564 . . 4067, 


"d r c n 

3650 . 


yi 1 0 c 
. . 4 lo 0, 


JD? i . 


.4191, 3932.. 4192, 41bb..4265, 






4198 . . 4263, 


4203 , 


A O H 1 

. . 42 / 1 , 


4 Z04 . 


.4266, 4208.. 4306, 4259.. 4306, 


i M 




4286 . . 4351, 


a 0 n 0 

4298 , 


yi 0 n 0 








Seq. No. 


13953 








Seq. ID 


OJ990421_21.0211.C12 


■« si 
! . : 


Gene No. 


29794 








Strand 




: ; t 
*: ir 


Start 


3983 








End 


4432 


. »: 


Name 


OJ990421_21 


ATI 1 

.0211 


. C12 . Ol 


. ts 


Method 


TBLASTX : Soybean 


I'll 


Start 


3568 








End 


3969 


ii 


GI 


none 








Score 


646 




Exons 


3568 . . 3966, 


35 / / 


*3 Q n A 




.3965, 3919.. 3969 


™\ 


Seq. No. 


13953 








Seq. ID 


OJ990421_21.0211.C12 


M> 


Gene No. 


29794 








Strand 




: **i 


Start 


3983 








End 


4432 


5j 


Name 


OJ990421_21 


. 0211 


. Clz . Ol 


4- t t 


Method 


TBLASTX: Wheat 


; : sf 


Start 


3678 








End 


4044 




GI 


none 








Score 


398 




Exons 


3678 . .4043, 


O "7 O 

3b / 0 


a n yi "3 
. . 4 04 J , 


00 / y . 


.4044 






Seq. No. 


13953 •■ 








Seq. ID 


OJ990421_21.0211.C12 




Gene No. 


29794 








Strand 






Start 


0 C\ 0 0 

3983 








End 


4432 




Name 


OJ990421_21 


.0211 


. LIZ . OZ 


4- /-» 


Method 


TBLASTX: Cress 




Start 


3856 








End 


4161 




GI 


none 








Score 


449 




Exons 


3856 . .-4161, 


3858 


« ATA 

. . 4070, 


3o o3 . 


.4102, 3913. .4158 




Seq. No. 


t *5 n c 0 

13953 








Seq. ID 


OJ990421_21.0211.C12 




Gene No. 


29794 








Strand 






Start 


3983 








End 


4432 




Name 


OJ990421 21 


.0211 


.C12.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


3969 








End 


4173 




GI 


none 








Score 


263 




Exons 


3969. .4070, 


3970, 


. .4161, 


3973. 


.4173 





14676 





beq. wo. 


13953 


Seq. ID 


OJ990421_21.0211.C12 




Gene No. 


29794 


Strand 






Start 


3983 


End 


4432 




Name 


OJ990421 21.0211.C12.o4.gp 


Method 


AAT/GAP 




Start 


3983 


End 


4432 




GI 


uC-osroM202029a03bl 


Score 


868 




Exons 


3983..4432 








GI Descrip. 


, 3892054/gb|AAC78266. 1 IAAC78266 5.0e-16 (AC002330) putative 






glycosyltransf erase [Arabidopsis thaliana] 1 




Seq. No. 


13954 


Seq. ID 


OJ990421_21.0211.C13 




Gene No . 


29795 


Strand 






Start 


703 


End 


2814 




Name 


OJ990421 21.0211.C13.ol.gs 


Method 


GENSCAN 




Start 


703 


End 


2462 




GI 


none 


Score 


. 99 




Exons 


703. .802, 1133. .1230, 1337. .1458, 1562 


..1655, 2097. .2462 




beq. iNo . 


13954 


Seq. ID 


OJ990421_21.0211.C13 




Gene No . 


29795 


Strand 






Start 


703 


End 


2814 




Name 


OJ990421 21.0211.C13.ol.np 


Method 


AAT/NAP 




Start 


706 


End 


2349 


I s ?: 


GI 


5731763 


Score 


521 


f ; i ' 
I'l : 


Exons 


706. .802, 1133.. 1230, 1337 .. 1458 , 1-562 


..1655, 2097.. 2349 


: i : 
: s ■ 


GI Descrip. 


(X92419) SNAP25A protein [Arabidopsis 


thaliana] 


r 3 i 




gi I 5731764 lemb ICAB52583.il (X92420) SNAP25AB protein 


: ; Li 




[Arabidopsis thaliana] 






■iii 


Seq. No. 


13954 


Seq. ID 


OJ990421_21.0211.C13 


i hi 


Gene No . 


29795 


Strand 






Start 


703 


End 


2814 


i" "i 

•-.si 


Name 


OJ990421 21.0211.C13.ol.gp 


Method 


AAT/GAP 


V 1 

- 1 


otart 


2173 


End 


2814 


1. i. 




45770 1.R1084 


Score 


770 


. " : 


Exons 


2173. .2504, 2723. .2814 






.33; 


GI Descrip. 


l 5731763/emb| CAB52582.il 4 . 0e- 


-10 (X92419) SNAP25A protein 






[Arabidopsis thaliana] >gi 5731764 emb 


CAB52583. 1 (X92420) 


'13? 




SNAP25AB protein [Arabidopsis 


thaliana] 1 




beq. no. 


13954 


Seq. ID 


OJ990421_21.0211.C13 




bene no . 


29796 


Strand 






Start 


5067 


End 


8759 




Name 


OJ990421 21.0211.C13.o3.tm 


Method 


TBLASTX: Maize 




btart 


676 


End 


2447 




GI 


none 


Score 


111 




Exons 


676. .804, 701. .805, 702. .809, 


721. .804 


, 1099. .1236, 1133. .1192, 






1137. .1217, 1334. .1459, 1347. 


.1460, 1543. .1644, 1551. .1616, 






1573. .1653, 1574. .1654, 1574. 


.1657, 1575. .1658, 2073. .2342, 






2074. .2226, 2302. .2346, 2391. 


.2447, 2392. .2439 




Seq. No. 


13954 


Seq. ID 


OJ990421_21.0211.C13 




Gene No. 


29796 


Strand 






Start 


5067 


End 


8759 




Name 


OJ990421 21.0211.C13.o4.ts 


Method 


TBLASTX : Soybean 




Start 


703 


End 


2420 



14677 




GI 


none 






Score 


72 


Exons 


703. .804, 1132. .1236, 1334.. 


1369, 1373 


. . 1459, 1389. .1460, 




1575 . .1616, 15/6 


1 c c c 

. . ID JO; 


Zv f 3 


..2351, 2104. .2223, 2302.. 2331, 




2391 . . 2420 










Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End 


8759 


Name 


OJ990421 21.0211 


.C13.o2. 


gp 


Method 


AAT/GAP 


Start 


4769 






End 


7628 


GI 


13240 1.R1084 






Score 


2620 


Exons 


4769.. 5375, 5531 


. .5579, 


5665 


..6158, 7234. .7445, 7538.-7628 


GI Descrip. 


'28327 17 /emb|CAA058 69 I C 


. 0e+00 (AJ003114) alkaline/neutral 


invertase [Lolium temulentum 


] ' 




Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End 


8759 


Name 


OJ990421 21.0211 


.C13.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5064 






End 


5357 


GI 


none 






Score 


207 


Exons 


5064.. 5108, 5083 


. .5355, 


5094 


. .5357 




Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End ' 


- 8759 


Name 


OJ990421 21.0211 


.C13.o2. 


gs 


Method 


GENSCAN 


Start 


5067 






End 


8759 


GI 


none 






Score 


.7 


Exons 


5067.. 5375, 5531 


. .5579, 


5665 


..6158, 7234. .7445, 7538. .7703, 




8169. .8759 










Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End 


8759 


Name 


OJ990421 21.0211 


.C13.o2. 


np 


Method 


AAT/NAP 


Start 


5070 






End 


8660 


GI 


2832717 






Score 


2554 


Exons 


5070.. 5375, 5531 


. .5579, 


5665 


..6158, 7234. .7445, 7538. .7703, 




8169. .8660 










GI Descrip. 


(AJ003114) alkaline/neutral 


invertase 


[Lolium temulentum] ■ 


Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End 


8759 


Name 


OJ990421 21.0211 


.C13.o3 


tc 


Method 


TBLASTX: Cress 


Start 


5094 






End 


5369 


GI 


none 






Score 


127 


Exons 


5094. .5369, 5131 


. .5367 








Seq. No. 


13954 






Seq. ID 


OJ990421_21.0211.C13 


Gene No. 


29796 






Strand 




Start 


5067 






End 


8759 


Name 


OJ990421 21.0211 


.C13.ol 


tm 


Method 


TBLASTX: Maize 


Start 


5106 






End 


7363 


GI 


none 






Score 


38 


Exons 


5106.. 5135, 5130 


. .5378, 


5137 


..5379, 5510. .5578, 5532. .5582, 



14678 






5664 . . 


6158, 


5665 


.5787, 


5667. 


.6152, 5824. .6171, 


7215. .7361, 




7225. . 


7362, 


7229 


.7363 










Seq. No. 


13954 










Seq. ID 


OJ990421 


_21.0211.C13 


Gene No. 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5510 










End 


6000 




GI 


none 










Score 


59 




Exons 


5510. . 


5578, 


5531 


.5578, 


5532. 


.5582, 5664.. 5963, 


5664 . .5999, 




5833. . 


6000 














Seq. No. 


13954 










Seq. ID 


OJ990421 


21 . 0211. C13 


Gene No. 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.o5 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5510 










End 


5774 




GI 


none 










Score 


78 




Exons 


5510. . 


5578, 


5532 


.5582, 


5533. 


.5601, 5664. .5774, 


5667 . . 5774 


Seq. No. 


13954 










Seq. ID 


OJ990421 


21 . 0211 .C13 


Gene No. 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5776 . 










End 


7269 




GI 


none 










Score 


400 




Exons 


5776. . 


6171, 


5778 


. 6158, 


7225 . 


.7269 






Seq. No. 


13954 










Seq.- ; ID 


OJ990421 


21.0211.C13 


Gene No. 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5910 










End 


6158 




GI 


none 










Score 


79 




Exons 


5910. . 


6158, 


5917 


. 6033 










Seq. No. 


13954 










Seq. ID 


OJ990421 


_21.0211.C13 


Gene No. 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6048 










End 


8390 




GI 


none 










Score 


76 




Exons 


6048. . 


6158, 


6055 


. 6165, 


7206. 


.7445, 7225. .7449, 


7234 . .7350, 




7238. . 


7453, 


7536 


.7736, 


7536. 


.7703, 7598. .'7732, 


8169. .8390, 




8188. . 


8385 














Seq. No. 


13954 










Seq. ID 


OJ990421 


_21.0211.C13 


Gene No . 


29796 










Strand 






Start 


5067 










End 


8759 




Name 


OJ9904 


21_21 


.0211 


C13.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


7238 










End 


7692 




GI 


none 










Score 


151 




Exons 


7238. . 


7453, 


7240 


.7449, 


7536. 


.7625, 7537. .7569, 


7638. .7670, 




7639. . 


7692 














Seq. No. 


13954 










Seq. ID 


OJ990421 


_21.0211.C13 


Gene No. 


29796 










Strand 







14679 






Start 


5067 




End 


8759 




Name 


OJ9904 21_21.0211.C13.o2 


.ts 


Method 


TBLASTX : Soybean 




b tar l 


*7 o i n 




End 


8402 




GI 


none 




Score 


111 




Exons 


^ O "7 <\ TOQH "70QQ "7 "5 1 *7 


/ J 1 D 


..7453, 7318. .7449, 7536. .7700, 






nc-jC Tim TTH/l 


Ol / J 


..8282, 8194. .8334, 8305. .8391, 
















Seq. No. 


1 Jy on 




Seq. ID 


OJ990421_21.0211.C13 




Gene No. 


29796 




Strand 






Start 


5067 




End 


8759 




Name 


r^TQQfi/toi o i noil pi ^ A o 
ujyyu^zi zi .u^ii.tij.Oi 


. LIU 


Method 


TBLASTX: Maize 




Start 






End 


7706 




GI 


none 




Score 


129 




Exons 


toco n a a c\ i c a ^ a q n 
Moo. . /44y, / jd4 . . ihdu, 


/ J / u 


..7453, 7536. .7706, 7536. .7703, 






"7Cn*3 T7H/I 
/ dUj . . / / U H 










Seq. No. 


13954 




Seq. ID 


oTQQA/toi oi noil r*i "5 
ujyyufizi ^i.utii.iij 




Gene No. 


29796 




Strand 






Start 


DUD/ 




End 


o / d y 




Name 


n TQori/i 01 01 noil n "3 oi/i 


. urn 


Method 


TOT A C TV • M -i -i 

i n j_i/\b i a : Ma i z e 




Start 


O 1 DO 




End 


8399 




GI 


none 




Score 


63 


. = i 
_E 


Exons 


oloj. .ojby, olb/. .ojoZ, 


o i by 


. .8399 




; 3 ?l 


Seq. No. 






Seq. ID 


OJ990421_21.0211.C14 


: : | { 

i y 


Gene No . 


z y / y / 




Strand 


+ 


i. ~ ' 


OH > >- +- 

btart 


i 




End 


1280 




Name 


OJ990421 21.0211.C14.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1280 


Q 


GI 


oboUoyy 




Score 


83 


ni 


Exons 


i /in lonn ioon 








fa 


GI Descrip. 


(Aruuuyoyj nypouneticai 


protein [Oryza 


sativa] 






gi d / ^Ijjd 1 aD j | bMo y o do 


.11 (AP001073) 


hypothetical protein 






[Oryza sativa] 








|SSt 


Seq. No. 


13955 




Seq. ID 


OJ990421_21.0211 .C14 


i. **! 


bene lno . 


29798 




Strand 


+ 


,; ai 
1 » 
ts; 


Start 


10055 




End 


11581 


r "J 


Name 


OJ990421 21.0211.C14 .o4 


.np 


Method 


AAT/NAP 




otart 


10055 




End 


11581 






6598366 




Score 


146 




Exons 


10055. .10120, 11156. .11202, 


11273. .11396, 11486.. 11581 




GI Descrip. 


(AC002387) putative microtubule-associated protein [Arabido] 






thaliana] 










Seq. No. 


13955 




Seq. ID 


OJ990421_21.0211.C14 




Gene No. 


29799 




Strand 






Start 


1 




End 


11572 




Name 


OJ990421 21.0211.C14 .ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2238 




GI 


3289002 




Score 


233 




Exons 


1..56, 582. .988, 2153.. 


2238 








GI Descrip. 


(AF073522) CRP1 [Zea mays] 








Seq. No. 


13955 




Seq. ID 


OJ990421_21.0211.C14 




Gene No. 


29799 




Strand 





14680 



Start 
Name 
Start 
GI 

Exons 



OJ990421_21.0211.C14 .ol.gs 

530 

none 



End 

Method 

End 

Score 



11572 
GENSCAN 
11324 
.43 



530.. 995, 1485.. 1575, 2070.. 2205, 3127.. 3192, 3230.. 3320, 
4781. .4868, 5086. .5197, 5441. .5494, 7937. .8229, 8473. .8630, 
8940.. 9024, 10100 .. 10288 , 10290 10528, 10588 .. 10709, 
11277. .11324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
f*\ Name 
! "? Start 

!:;! GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



' r ' s [ Seq. No. 

Gene No. 
p Start 



i ! 



Name 

Start 

GI 

Exons 



13955 
29799 
1 

OJ990421_21.0211.C14 .o3.np 

7685 

3236253 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method AAT/NAP 

End 11328 

Score 619 



7685.. 8531, 8772.. 8826, 11273.. 11328 

(AC004684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



13955 
29799 
1 

OJ990421_21.0211.C14 .o2.tm 

7784 

none 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX: Maize 

End 8041 

Score 193 



7784. .7897, 7792. .8040, 7794. .8036, 7943. .8041 



13955 
29799 
1 

OJ990421_21.0211.C14 .ol.tc 

7814 

none 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX: Cress 

End 8534 

Score 94 



7814.. 8062, 7830.. 8060, 7999. .8196, 8036.. 8197, 8180.. 8338, 
8181. .8342, 8193. .8345, 8194. .8343, 8342. .8533, 8352. .8534 



13955 
29799 - 
1 

OJ990421_21.0211.C14 .ol ,tw 

8053 

none 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX : Wheat 

End 84 64 

Score 68 



8053. .8196, 8226. .8345, 8345. .8464 



Seq. No. 13955 

Gene No. 29799 

Start 1 

Name OJ990421_21 . 0211 . C14 . ol . tm 

Start" 8062 

GI none 
Exons 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX : Mai ze 

End 8543 

Score 126 



8062. .8196, 8063. .8203, 8193. .8345, 8197. .8343, 8336. .8386, 
8399. .8533, 8418. .8543 



Seq. No. 13955 

Gene No. 29799 

Start 1 

Name OJ990421 21 . 0211 . C14 . ol . ts 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX : Soybean 



14681 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8196 End 8534 

none Score 106 

8196. .8345, 8197. .8340, 8345. .8533, 8352. .8534 



13955 Seq. ID 

29799 Strand 

1 End 

OJ990421_21 . 0211 . C14 . o2 . tc Method 

11226 End 

none Score 



OJ990421_21.0211.C14 
11572 

TBLASTX: Cress 

11572 

154 



11226. .11390, 11276. .11383, 11277 .. 11393, 11278 11394 , 
11462. .11521, 11518. .11571, 11519. .11572 



13955 
29799 
1 

OJ9904 21_21.0211.C14 . o2 . ts 

11253 

none 



Seq. ID OJ990421_21.0211.C14 
Strand 

End 11572 

Method TBLASTX : Soybean 

End 11569 

Score 152 



11253. . 11285, 11271. . 11390, 11273 11383, 11462 .. 11521, 
11525. .11569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990421_21.0211.C15 
+ 

1459 
AAT/NAP 
1459 
81 



13956 Seq. ID 

29800 Strand 
115 End 
0 J9 904 2 1_2 1 . 02 1 1 . CI 5 . o2 . np <- Method 
115 End 
6630699 Score 
115. .153, 1382. .1459 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 

13956 Seq. ID OJ990421_21 . 0211 . C15 

29801 . Strand 

1 End 3267 

OJ990421_2 1.0211.C15.ol.np Method AAT/NAP 

1 End ■ 1321 

5922620 Score 327 

1..45, 218. .428, 659. .744, 1088. .1242, 1283. .1321 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 

corresponds to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



13956 
29801 
1 

OJ990421_21.0211.C15.ol.gs 
18 

none 

18. .358, 1059. .1083, 1129. .1242, 1260. 
2890. .3192 



Seq. ID OJ990421_21.0211.C15 
Strand 
End 

Method 
End 
Score 



3267 
GENSCAN 
3192 
.61 

.1346, 1370. 



, 1453, 



Seq. No. 
Gene No. 



13956 
29801 



Seq. ID 
Strand 



OJ990421 21.0211.C15 



14682 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3267 
AAT/NAP 
3267 
330 



OJ990421_21.0211.C15.o3.np 
1598 
5922620 
1598. .1779, 3027. .3267 

(AP000492) EST D15357 {C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa].. 
gi|6016853|dbj |BAA85196.1t (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


13957 


Seq. ID 


OJ990621_10.0228 


C5 


Gene No. 


29802 


Strand 






Start 


2 


End 


272 




Name 


OJ990621 10-0228. C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


272 




GI 


none 


Score 


305 




Exons 


2. .265, 3. .272, 6. .245 








Seq. No. 


13958 


Seq. ID 


OJ990621_10.0228 


Cll 


Gene No. 


29803 


Strand 






Start 


536 


End 


614 




Name 


OJ990621 10.0228.Cll.ol.gp 


Method 


AAT/GAP 




Start 


536 


End 


614 




GI 


uC-osroM202013b04bl 


Score 


147 




Exons 


536. .614 








GI Descrip. 


, 2191172 1.0e-ll (AF007270) 


contains similarity to GATA- 


-type 




zinc fingers (PS:PS00344) [Arabidopsis 


t ha liana] 1 




Seq. No. 


13959 


Seq. ID 


OJ990621_10.0228 


pi -3 


Gene No. 


29804 


Strand 






Start 


65 


End 


575 




Name 


OJ990621 10.0228.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


65 


End 


502 




GI 


none 


Score 


58 




Exons 


65. .502, 68. .181, 132. .431 








Seq. No. 


13959 


Seq. ID 


OJ990.621_10.0228 


C13 


Gene No. 


29804 


Strand 






Start 


65 


End 


575 




Name 


OJ990621 10.0228.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


89 


End 


575 




GI 


none 


Score 


160 




Exons 


89. .571, 98. .442, 132. .575 








Seq. No. 


13959 


Seq. ID 


OJ990621_10.0228. 


C13 


Gene No. 


29804 


Strand 






Start 


65 


End 


575 




Name 


OJ990621 10.0228.C13.ol.ts 


Method 


TBLASTX : Soybean 




Start 


221 


End 


502 




GI 


none 


Score 


55 




Exons 


221. .502, 222. .419 








Seq. No. 


13959 


Seq. ID 


OJ990621_10.0228. 


C13 


Gene No. 


29805 


Strand 






Start 


503 


End 


661 




Name 


OJ990621 10.0228.C13.o2.tm 


Method 


TBLASTX: Maize 





14683 






Start 


503 








bna 


DDI 






none 








Score 


1 O A 
1Z H 




Exons 


503. .661, 504. .653 










Seq. No. 


13960 








Seq. ID 


OJ990621_10.0228.C22 




Gene No. 


29806 








Strand 






b tar t. 


1237 








Lna 


z i y / 




Name 


OJ990621 10 


0228. 


C22.o3 


. tw 


Method 


i bitAb i a : wneat 




Start 


1237 








tna 


1 0 / u 




GI 


none 








Score 


1 JD 




Exons 


1Z j / . . iDoy, 


izo y . 


. 10 / U 










beq. No. 


13960 








Seq. ID 


OJ990621_10. 0228.C22 




Gene No. 


29806 








Strand 






Start 


1237 








End 


2197 




Name 


OJ990621 10 


0228. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1432 








End 


2016 




GI 


none 








Score 


100 




Exons 


1432. . 1857, 


1433. 


.1630, 




.1698, 1694. .1858, 1855. .1902, 






io dz . . lo , 


l y uz . 


. z uu y , 


i yu j . 


.2016, 1905.. 2015 




beq. No. 


13960 








Seq. ID 


OJ990621_10 . 0228 . C22 




Gene No. 


29806 








Strand 




.t 3j 


Start 


1237 








End 


2197 


i. i 

c sr 


Name 


OJ990621 10 


0228. 


C22.ol 


4- T T 

tw 


Method 


TBLASTX: Wheat 


■ 3 3 V 

i.ll 


Start 


1570 








End 


2197 


fil 


GI 


none 








Score 


44 




Exons 


1570. .1917, 


1571. 


.1630, 


1 by 1 . 


.1909, 1902. .2051, 1911. .2084, 






iy iz . . zuoo , 


z uo y . 


. z loo, 


Z loo . 


.2197, 2168. .2194 


! s ^ ? 
W 


Seq. No. 


13960 








Seq. ID 


OJ990621_10. 0228.C22 


Gene No. 


29807 








Strand 




! 3* 


Start 


2138 








End 


2443 


13 


Name 


OJ990621 10 


0228. 


C22.o2 


tin 


Method 


TBLASTX: Maize 


r 3 ! 

*s sr 


Start 


2138 








End 


2394 


''k. i 


bl 


none 








Score 


100 


hit 


Exons 


Z 1 jo . . J / , 


Z 1 *i O . 


. ZZOO , 


zzoo . 


.2389, 2255.-2368, 2257. .2394, 


. a i 




2257. .2391 












Q 


Seq. No. 


13960 








Seq. ID 


OJ990621_10.0228.C22 


,sa| 


Gene No. 


29807 








Strand 






OLdlt 


2138 








End 


2443 




Name 


OJ990621 10 


0228. 


C22.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


2156 








End 


2415 




bl 


none 








Score 


76 




Exons 


2156. .2257, 


2157. 


.2273, 


ZZOO. 


.2404, 2255. .2371, 2257. .2415 




Seq. No. 


13960 








Seq. ID 


OJ990621_10.0228.C22 




Gene No. 


29807 








Strand 






Start 


2138 








End 


2443 




Name 


OJ990621 10. 


0228. 


C22.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


2204 








End 


2443 




GI 


none 








Score 


43 




Exons 


2204. .2257, 


2208. 


.2255, 


2255. 


.2443, 2255. .2437, 2257. .2442 




Seq. No. 


13961 








Seq. ID 


OJ990621_10.0228.C23 




Gene No. 


29808 








Strand 





14684 



Start 
Name 
Start 
GI 

Exons 



OJ990621_10.0228.C23.ol.tw 
3 

none 

3. .80, 7. .153, 186. .332 



End 

Method 

End 

Score 



332 

TBLASTX: Wheat 

332 

128 



Q 

*j t: 

r Li 



Seq. No. 13962 

Gene No. 29809 ^ : *"- 

Start 186 

Name OJ990621_10 . 0228 . C27 . ol . tc 

Start 186 

GI none 

Exons 186.. 380, 486.. 638 

Seq. No. 13962 

Gene No. 29809 

Start 186 

Name OJ990621_10 . 0228 . C27 . ol . tm 

Start 186 

GI none 

Exons 186.. 425, 516.. 638 

Seq. No. 13962 

Gene No. 29809 

Start 186 

Name OJ990621_10 . 0228 . C27 . ol . ts 

Start 243 

GI none 

Exons 243.. 398, 513.. 638, 515.. 637 

Seq. No. 13962 

Gene No. 29809 

Start 186 

Name OJ990621_10 . 0228 . C27 . ol . tw 

Start 296 

GI none 
Exons 



Seq. ID OJ990621_10.0228.C27 
Strand 

End 638 

Method TBLASTX : Cress 

End 638 

Score 112 



Seq. ID OJ990621_10.0228.C27 
Strand 

End 638 

Method TBLASTX : Mai ze 

End 638 

Score 148 



Seq. ID OJ990621_10.0228.C27 
Strand 

End 638 

Method TBLASTX : Soybean 

End 638 

Score 114 



Seq. ID OJ990621_10.0228.C27 
Strand 

End 638 

Method TBLASTX : Wheat 

End 638 

Score 84 



296. .370, 297. .371, 298. .378, 298. .378, 499. .636, 501. .638, 
507. .638 



Seq. No. 13963 

Gene No. 29810 

Start 1 

Name OJ990621_10 . 0228 . C29 . o2 . ts 

Start 1 

GI none 

Exons 1..195, 5.. 196, 10.. 198 



Seq. ID OJ990621__10.0228.C29 
Strand 

End 728 

Method TBLASTX : Soybean 

End 198 

Score 117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13963 
29810 
1 

OJ990621_10.0228.C29.ol.tw 
49 

none 



Seq. ID OJ990621_10.0228.C29 
Strand 

End 728 

Method TBLASTX : Wheat 

End 593 

Score 50 



49. .255, 59. .190, 250. .336, 333. .446, 336. .593 



13963 
29810 



Seq. ID OJ990621_10.0228.C29 
Strand 



14685 




otart 


1 


hna 


1 OQ 

/ 2o 




Name 


ojyyob2i 10 . 0220 . C2 y . oi . tm 


MetnOa 


1 BLtAb i X : Ma i z e 




Start 


t *3A 
130 


hna 


c. Q A 

by4 




GI 


none 


Score 


"7 A 
/O 




Exons 


i ta ">*3/r m cio oo^r c a o 

130.. 33b, 333.. 57b, 33o..5y3 # 


412. . by 4 






beq. no. 


juy do 


beq. IU 


ujyyob2i 10.0220 


. C2 y 


Gene No. 


29810 


Strand 






Start 


1 


End 


728 




Name 


ojyyub^i iu . ozzo . C2 y . oi . ts 


Me tnoa 


I BiiAb I x : boyoean 




Start 


o ^ c 
2bb 


r-t _j 
End 


TOO 

/2o 




GI 


Dbuy^bo 


Score 


b0 




Exons 


^bo..33b, 284.. 328, 360.. 72o, 


A 1 C CIA 

415. .blO, 


CCA Cil 

oby . . b2 / 




GI Descrip. 










Seq. No. 


13963 


Seq. ID 


OJ990621_10.0228 


.C29 


Gene No. 


29810 


Strand 






Start 


1 


hna 


/2o 




Name 


ojyyob2i 10 . 0220 . C2 y . oi . tc 


Me tnoa 


i BLAb l a : cress 




Start 


o *? c 

37b 


End 


b Jo 




GI 


none 


Score 


b2 




Exons 


OTC COC tCC C3Q 

3/b..b3b, bbb..bJ3 








Seq. No. 


13963 


Seq. ID 


OJ990621_10.0228 


.C29 


Gene No. 


29811 


Strand 






Start 


C A O 

b4o 


End 


1 1 C 

1 Id 




Name 


OJyyObzl 10 . 022o . C2 y . o2 . tw 


Method 


TBLASTX : wheat 




Start 


b4 o 


End 


inc. 
1 1 D 




GI 


none 


Score 


y b 




Exons 


C AO TCO £T /I O "7 "7 O f /|Q 11 A 

o4o. . /bo, o4o..//3, b4y..//4, 


/"/"C "7 "7 C 

bbb . . / / b 






Seq. No. 


13964 


Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29812 


Strand 


+ 




btart 


4 o y4 


End 


8027 




Name 


ojyyo /2i io . 02 1 1 . ci . oi . gs 


Method 


GENSCAN 




btart 


4 o y4 


End 


7679 




GI 


none 


Score 


.7 




Exons 


4oy4..o022, b301..bo2o, /lob., 


.7374, 7494. .7679 




beq. No. 


1 jy b4 


Seq. ID 


OJ990721_10.0211 


. CI 


Gene No . 


29812 


Strand 


+ 




Start 


4894 


End 


8027 




Name 


OJ990721 10.0211.Cl.ol.gp 


Method 


AAT/GAP 




btart 


7013 


End 


8027 




GI 


822 1.R1084 


Score 


1629 




Exons 


7013. .7374, 7494. .8027 . 








GI Descrip. 


'2773154 2.0e-20 (AF039573) abscisic acid- and stress-inducible 




protein [Oryza sativa] ' 








Seq. No. 


13964 


Seq. ID 


OJ990721_10.0211 


.CI 


bene lno . 


29812 


Strand 


+ 




Start 


4894 


End 


8027 




Name 


OJ990721 10.0211.Cl.ol.np 


Method 


AAT/NAP 




Start 


7144 


End 


7676 




GI 


2773154 


Score 


719 




Exons 


7144. .7374, 7494. .7676 








GI Descrip. 


(AF039573) abscisic acid- and 


stress-inducible protein 


[Oryza 



14686 




sativa] 



Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211.C1 


Gene No. 


29813 




Strand 


+ 


C 4- -a 


13380 




End 


19859 


Name 


OJ990721 10.0211.Cl.o2.np 




Method 


AAT/NAP 


C +- 2 >- 4- 

o t arc 


13380 




End 


19859 


P T 


6069667 




Score 


922 


Exons 


13380. . 13527, 14034 .. 14 14 1, 


14 4 96. . 14 605, 1554 0. . 15720, 




15780. .15808, 15840 .. 16121, 


19781. . 19859 


GI Descrip. 


(AP000616) similar to UMP/CMP 


kinase (AF000147) [Oryza sativa 


Cart Mr. 

oeq . ino . 


13964 




Seq. ID 


OJ990721_10.0211.C1 


Gene No . 


29813 




Strand 


+ 


0+- -i y~ f~ 


13380 




End 


19859 


Name 


OJ990721 10.0211.Cl.o2.gp 




Method 


AAT/GAP 


OLdll 


18105 




End 


18362 


P T 


none 




Score 


512 


Exons 


18105. .18362 








Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211.C1 


bene ino . 


29814 




Strand 




Of 2 -y-4- 

o nar l 


9064 




End 


14110 


Name 


OJ990721 10.0211.Cl.o2.gs 




Method 


GENSCAN 


C 4 i -K- +- 

btart 


9064 




End 


14110 


p t 


none 




Score 


.77 


Exons 


9064. .9265, 9660. .9772, 10732 


. .10812, 


11977. .12146, 




12218. .12351, 13396. .13546, 


13847. .13964, 13982. .14110 


oeq . no . 


13964 




Seq. ID 


OJ990721_10.0211.C1 


bene NO . 


29815 




Strand 






18264 




End 


21213 


Name 


OJ990721 10.0211.Cl.o4.gs 




Method 


GENSCAN 


o L.air u 


18264 




End 


20341 


P T 


none 




Score 


.89 


Exons 


18264. .19454, 19460. .20341 










13964 




Seq. ID 


OJ990721_10.0211.C1 




29815 




Strand 




Start 


18264 




End 


21213 


Name 


OJ990721 10.0211.Cl.o3.np 




Method 


AAT/NAP 


Cf a y~ 4- 


18270 




End 


21213 


P T 


100226 




Score 


764 


Exons 


18270. .19115, 19161. . 19649, 


21119. .21213 


GI Descrip . 


hypothetical protein - tomato 


gi| 19275 


|emb|CAA78112 | (Z12127) 




protein of unknown function 


[Lycopersicon esculentum] 




gi|445619|prf | I1909366A Leu 


zipper protein [Lycopersicon 




esculentum] 








Seq. No. 


13964 




Seq. ID 


OJ990721__10.0211.C1 


Gene No. 


29816 




Strand 




Start 


23176 




End 


23383 


Name 


OJ990721 10.0211.Cl.o6.gs 




Method 


GENSCAN 


Start 


23176 




End 


23383 


GI 


none 




Score 


.48 


Exons 


23176. .23383 









14687 




Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29817 




Strand 






Start 


o a a c n 




End 


24650 




Name 


s-\ Tnnmoi i n no i i i 

OJ990721 10. 0211. CI 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


18270 




End 


18857 




GI 


none 




Score 


80 




Exons 


1 o o "7 n ~\ o n. a c i o c o c 

18270 18545, 18585. 


i o *7 n A 

. . 18704 , 


18708. .1885.7, 18720.. 18851 




Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29817 




Strand 






Start 


O A A f\ 

24 4 50 




End 


24 650 




Name 


t~\ loom o i i n n o i i i 

ojyyo/2i io. 0211. ci. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 O O O O 

1828,3 




End 


18657 




GI 


none 




Score 


374 




Exons 


1 O O O O 1 O H C A 1 O O O C 

18283 18 654 , 18285, 


1 o (Z c o 

. . 18 653, 


18499. .18657 




Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29817 




Strand 






Start 


O A A c n 

24 450 




End 


24650 




Name 


OJ990721 10. 0211. CI. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


i o o n i 

18291 




End 


18909 




GI 


none 




Score ■ 


560 




Exons 


1 O O f \ 1 1 O O /" 1 O O n O 

18291 .. 18866, 18292. 


, . 188 67 , 


18844. .18909 




Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


. CI 


Gene No. 


29817 




Strand 






Start 


24450 




End 


24650 




Name 


OJyyo/2i io. 0211. ci. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 O A O O 

18432 




End 


18996 




GI 


none 




Score 


64 




Exons 


i o >i o o i o c *r n i o c i n 

184 32 18560, 18579. 


1 o o <z o 

. . 18863, 


18583. .18759, 18823. .188 67, 






i o n i o i o n n c i o o i ^ 

18 912 18 995, 18916. 


i o n n ^ 

, . 18996 








Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29817 




Strand 






Start 


O A a en 

24 4 50 




End 


24650 




Name 


a Tftnmoi in noii i 

OJ990721 10. 0211. CI, 


, o2 . tm 


Method 


TBLASTX: Maize ' 




Start 


i o n i o 

18912 




End 


19576 




GI 


none 




Score 


123 




Exons 


18912 .. 19079, 19173, 


i n o o c 

, . 19235, 


19346. .19576 




Seq. No. 


13964 




Seq. ID 


OJ990721_10.0211 


.CI 


Gene No. 


29817 




Strand 






Start 


O A A c n 

24 450 




End 


24650 




Name 


/"\Tnnmoi in noii /^>i 

OJ990721 10. 0211. CI, 


.o3.gp 


Method 


AAT/GAP 




Start 


24 4 50 




End 


24650 




GI 


37 63456 




Score 


282 




Exons 


24 4 50. .24 650 










Seq. No. 


13965 




Seq. ID 


OJ990721_10.0211 


. C2 


Gene No . 


OQQ1 Q 

2 yy io 




Strand 






Start 


60 




End 


4580 




Name 


OJ990721 10. 0211. C2. 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


51 




End 


510 




GI 


none 




Score 


44 




Exons 


51. .92, 60. .89, 67., 


,165, 90. 


.167, 90.. 


164, 91. .171, 151 


. .357, 




160. .366, 168. .380, 


171. .359 


, 284. .367, 449. .508, 451..: 


510, 



14688 



451. .495 



Seq. No. 13965 Seq. ID 

Gene No. 29818 Strand 

Start . 60 - End 

Name OJ990721_10 . 0211 . C2 . ol . gs ' Method 

Start 60 End 

GI none Score 
Exons 



OJ990721_10.0211.C2 

4580 
GENSCAN 
4320 
.85 



60. .356, 451. .501, 642. .847, 925. .1105, 1413. .1670, 2349. .2550, 
3026.. 3217, 3362.. 3426, 3502.. 3656, 3956.. 4041, 4253.. 4320 



Seq. No. 13965 

Gene No. 29818 

Start 60 

Name OJ990721_10 . 02 11 . C2 . o2 . tm 

Start 60 

GI none 
Exons 



Seq. ID OJ990721_10.0211.C2 
Strand 
End 

Method 
End 
Score 



4580 

TBLASTX: Maize 

677 

125 



60. .164, 61. .165, 151. .357, 160. .366, 165. .359, 168. .380, 
206. .364, 449. .508, 451. .522, 630. .677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13965 Seq. ID 

29818 Strand 

60 End 

OJ990721_10 . 0211 . C2 . ol . np Method 

63 End 

6520167 ' Score 



OJ990721_10.0211.C2 

4580 
AAT/NAP 
4580 
1475 



63. .356, 451. .501, 642. .847, 925. .1183, 1278. .1529, 1611. .1670, 
1792. .1972, 2123. .2270, 2411. .2599, 2951. .3210, 3358. .3426, 
3502.. 3656, 3956.. 4041, 4253.. 4326, 4497.. 4580 



GI Descrip. ( ; AB028199) ZW18 [Arabidopsis thaliana] 



Seq. No. 13965 Seq. ID 

Gene No. 29818 Strand 

Start 60 End 

Name OJ990721_10 . 0211 . C2 . ol . ts Method 

Start 222 End 

GI none Score 
Exons 



OJ990721_10.0211.C2 
4580 

TBLASTX : Soybean 

1219 

59 



222. .356, 235. .366, 240. .305, 244. .357, 326. .364, 451. .522, 
455. .508, 632. .787, 636. .851, 640. .855, 642. .851, 879. .1190, 
879. .1184, 920. .1219, 926. .1207 



Seq. No. 13965 

Gene No. 29818 

Start 60 

Name OJ990721_10 . 0211 . C2 . ol . tc 

Start 636 

GI • none 
Exons 



Seq. ID OJ990721_10.0211.C2 
Strand 
End 

Method 
End 
Score 



4580 

TBLASTX: Cress 

1124 

113 



636. .839, 637. .840, 642. .848, 724. .840, 896. .1123, 918. .1124 



Seq. No. 13965 

Gene No. 29818 

Start 60 

Name OJ990721_10 . 02 1 1 . C2 . ol . tm 

Start 723 

GI none 
Exons 



Seq. ID OJ990721_10.0211.C2 
Strand 
End 

Method 
End 
Score 



4580 

TBLASTX: Maize 

1662 

63 



723. .827, 724. .828, 729. .830, 746. .847, 770. .832, 924. .1100, 
925. .1185, 926. .1186, 927. .1184, 1276. .1521, 1277. .1513, 



14689 








1 OTQ 1 QO O 

1Z / O . . lj^ J / 


1 A T "3 
1 4 1 O 


1 C/1 

..104// 


1 0 / Z . 


.1661, 1603.. 1662, 


1 CI O 1 ceo 

1 blZ . . 1 bbZ 




Seq. No. 


loybo 








Seq. ID 


OJ990721 


in noii o 
IU . Uzll . Cz 




Gene No . 


zyoio 








Strand 








Start 


60 








End 


4580 






Name 


OJ990721_10 


.0211 


,C2.o3. 


tm 


Method . 


TBLASTX: 


Maize 




otart 


O /I 1 O 
Z4 1Z 








End 


4055 






GI 


none 








Score 


58 






Exons 


^.^1^ . . Z bUo , 


ZoUo 


o /r n /; 


o n o o 
oUZz . 


.3180, 3029.. 3181, 


OObl . . o4 Z y , 






JJD^ . . J4 Z y , 




"5 C £ O 


o c no 
OOUz . 


.3651, 3503.. 3670, 


jyo / . . 4UDO, 






QQCQ /I A/11 
















Seq. No. 


13966 








beq. ID 


r\ TQQm O 1 

uj yyu / z l 


_10.0211.C3 




Gene No. 


29819 








Strand 


+ 






O \ i v- +- 

otdit 










hnd 


i "7 o n 

1 /zy 






Name 


/^Tonmoi in 

uj yyu / zi iu . 


noil 
. Uz 1 1 


o — i 

. Lj . Ol . 


gs 


Method 


GENSCAN 








1ZOO 










i *7 o n 






Gl 


none 








Score 


n o 

. yz 






Exons 


toco 1 "7 O Q 

iz oo . . i / z y 
















Seq. No. 


13966 








beq. iu 


uj yyu / z i 


_10.0211.C3 




Gene No. 


29820 








Strand 


+ 






otart 


ZOl / 








hnd 


O O O A 

zoz4 




i E -i 


Name 


oj yyu / zi iu , 


noii 
. 0 z l v l 


/"^ O ^ 1 

. Co . Ol . 


tm 


Method 


TBLASTX : 


Maize 




Start 


IZo 1 






hnd 


1 bob 




t ; 


GI 


none 








Score 


/i i 
4 1 




i L? 


Exons 


1 O O O 1 O O O 

Izo 1 . . ioo^ , 


i/ii 
1411 


1 CO c 


1 A 1 O 

14 lo . 


. 1636 






I s "\ 
; <! 


Seq. No. 


13966 








Seq. ID 


OJ990721 


_10.0211.C3 


!; It 
31. 


Gene No. 


29820 








Strand 


+ 




t. ! 


> v- 4- 

otart 


0 "3 1 "7 
Z J 1 / 








End 


2824 




! to 


Name 


ATQomoi i n. 

uj yyu / zi iu , 


noii 


. LJ . Ol . 


t s 


Method 


TBLASTX: 


Soybean 


it 


otart 


14 ZO 








End 


2287 


□ 


Gl 


none 








Score 


191 




M 


Exons 


i4zo . . io^y, 


1 /I O /l 
14 Z4 


. . Iboo, 


o o m 
zZUl . 


.2287 






: t 
tss: 
i 


beq. No. 


ijy bo 








Seq. ID 


OJ990721 


in noii oo 

10 . 0211 . Co 




Gene No. 


29820 








Strand 


+ 




; a = : 


Start 


2317 








End 


2824 






Name 


ri TQom oi in 


noii 


. Lj . O 1 . 


tc 


Method 


TBLASTX: 


Cress 




otart 


z i y / 








End 


2527 






Gl 


none 








Score 


187 






Exons 


Zxjf* . ZOOO , 


z i y o 


. . Z JDZ , 


o o m 
ZZUl. 


.2362, 2375.. 2521, 


ootc ocn^ 
zo / b . . ZOU4 , 






o o o n OCOC 
^joU. . ZDZ b , 


0 "3 Q 1 
Z JO 1 


. .ZDZ 1 












Seq. No. 


13966 








Seq. ID 


OJ990721 


_10.0211.C3 




Gene No. 


29820 








Strand 


+ 






btar z 


O O 1 "7 
ZO 1 / 








End 


2824 






Name 


ojyyu t zi iu . 


noii 
. 02 1 1 


. Co . ol . 


gp 


Method 


AAT/GAP 






Start 


O O 1 T 

Z ol / 








End 


2824 






GI 


none 








Score 


1012 






Exons 


2317. .2824 
















Seq. No. 


13966 








Seq. ID 


OJ990721 


_10.0211.C3 




Gene No. 


29821 








Strand 








Start 


2980 








End 


3239 






Name 


OJ990721 10. 


0211, 


.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 



14690 






Start 


2980 






End 


3239 






GI 


none 






Score 


121 






Exons 


2980. . 3156, 


2982. 


.3170, 2994. 


.3146, 2996. .3199, 


3107. .3232, 






3152 . . 3232, 


3198 . 


. 3239 










Seq. No. 


13966 






Seq. ID 


OJ990721 


_10.0211.C3 




Gene No. 


29822 






Strand 








Start 


3517 






End 


3826 






Name 


OJ990721_10 


. 0211 . 


C3.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


3517 






End 


3826 






GI 


none 






Score 


196 






Exons 


3517 . . 3822, 


3557 . 


.3823, 3569. 


.3826, 3576.. 3824 






Seq. No. 


13967 






Seq. ID 


OJ990721 


_10.0211.C6 




Gene No. 


29823 






Strand 








Start 


189 






End 


335 






Name 


OJ990721_10 


. 0211 . 


C6 . ol . gs 


Method 


GENSCAN 






Start 


189 






End 


335 






GI 


none 






Score 


.84 






Exons 


189. . 335 














Seq. No. 


13968 






Seq. ID 


OJ990721 


_10.0211.C8 


: 3 r 


Gene No. 


29824 






Strand 


+ 






Start 


1543 






End 


5307 




m 


Name 


OJ990721_10 


. 0211 . 


C8 .ol .gs 


Method 


GENSCAN 




rii 


Start 


1543- 






End 


5307 






GI 


none 






Score 


.72 




; i;f 

S J 


Exons 


1543. . 1677, 


2005. 


.2036, 4696. 


.4972, 5017.. 5307 




W 

ri! 


Seq. No. 


13968 






Seq. ID 


OJ990721 


_10.0211.C8 


Gene No. 


29825 






Strand 








Start 


2304 






End 


5286 






Name 


OJ990721_10 


. 0211 . 


C8 .ol .np 


Method 


AAT/NAP 




q 


Start 


2304 






End 


5286 






GI 


6554203 






Score 


92 




H- 


Exons 


2304 . . 2338, 


5073. 


.5286 








: a * 


GI Descrip. 


(AC011661) 


T23J18 


.3 [Arabidopsis thaliana] 




□ 

,: S3; 


Seq. No. 


13968 






Seq. ID 


OJ990721 


_10.0211.C8 




Gene No. 


29825 






Strand 








Start 


2304 






End 


5286 






Name 


OJ990721 10 


. 0211 . 


C8.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4750 






End 


5017 






GI 


none 






Score 


77 






Exons 


4750 . . 4809, 


4758 . 


.4808, 4763. 


.4810, 4763. .4810, 


4795 . . 5013, 






4796. .5017, 


4811 . 


.5014 










Seq. No. 


13969 






Seq. ID 


OJ990721 


10. 0211. C10 




Gene No. 


29826 






Strand 


+ 






Start- 


2293 






End 


5537 






Name 


OJ990721 10 


.0211. 


C10.ol.gs 


Method 


GENSCAN 






Start 


2293 






End 


5537 






GI 


none 






Score 


.79 






Exons 


2293. .2298, 


3056. 


.3376, 3468. 


.4447, 4453. .4657, 


5322. .5537 




Seq. No. 


13969 






Seq. ID 


OJ990721 


_10. 0211. C10 




Gene No. 


29826 






Strand 







14691 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2293 End 5537 

OJ990721_10 . 0211 . CIO . ol . gp Method AAT/GAP 
3145 End 3576 

2442735 Score 593 

3145.. 3376, 3468.. 3576 

4803938/gb|AAD29811.1 |AC006264_19 1.0e-18 (AC006264) putative 
aromatic amino acid permease [Arabidopsis thaliana] 
>gi_5139337_emb_CAB45643.1_ (AJ24322-1) putative AUXl-like 
permease [Arabidopsis thaliana] 



□ 

r Li 



<>.? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13969 Seq. ID OJ990721_10 . 0211 . CIO 

29826 Strand + 

2293 End 5537 

OJ990721_10 . 0211 .CIO . ol . np Method AAT/NAP 

3179 End 4711 

6437520 Score 1932 

3179. .3262, 3290. .3376, 3468. .4711 

(AC012193) putative AUXl-like permease [Arabidopsis thaliana] 



Cress 



13969 
29827 
6246 

OJ99072 1_10 . 02 1 1 . C10 . o3 . tc 
3167 
none 

3167.. 3223, 3302.. 3394, 3325.. 3378, 3452.. 3658, 3459.-3686, 
3465. .3659 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 10. 0211. C10 



17767 
TBLASTX: 
3686 
46 



13969 Seq. ID 

29827 Strand 

6246 End 
OJ990721_10. 0211. C10. ol.ts Method 

3322 End 

none Score 

3322.. 3378, 3326.. 3394, 3452.. 3955, 
3992. .4027 

13969 

29827 Strand 

6246 End 
OJ990721_10. 0211. C10. o6.tm Method 

34 67 End 

none Score 

3467. .3643, 3468. .3644, 3468. .3644 



OJ990721JL0. 0211. C10 
17767 

TBLASTX: Soybean 
4028 
111 

3459.-3956, 3984.. 4028, 



Seq. ID OJ990721_10. 0211. C10 



17767 

TBLASTX: Maize 

3644 

267 



Seq. No. 


13969 








Seq. ID 


OJ990721_10. 0211. C10 


Gene No. 


29827 








Strand 




Start 


6246 








End 


17767 


Name 


OJ990721 10. 


.0211 


.ClO.ol, 


,tm 


Method 


TBLASTX: Maize 


Start 


3645 








End 


4205 


GI 


none 








Score 


508 


Exons 


3645. .3965, 


3647 


. .3763, 


3798 


..3965, 3990. .4205, 3992. .4201 


Seq. No. 


13969 








Seq. ID 


OJ990721JL0. 0211. C10 


Gene No. 


29827 








Strand 




Start 


6246 








End 


17767 


Name 


OJ990721 10. 


.0211 


.CIO.06, 


. tc 


Method 


TBLASTX: Cress 



14692 




O 4- -v4- 

btart 










End 


jouy 


C T 
bX 


none 








Score 


1 QO 

x yz 


Exons 






oq n q 
. . oouy 








Seq. No. 


13969 








Seq. ID 


OJ990721JL0. 0211. C10 


Gene No. 


29827 








Strand 




Q 4- — 4- 


bZ 41 D 








End 


17767 


Name 


uj y yu / z i iu . 


noi 1 

. UZ X X . 


pin _ o 
.LIU. OZ 


. zc 


Method 


TBLASTX: Cress 


O 4 1 -*-4- 

otart 


tqi n 
jo XU 








End 


4262 


bX 


none 








Score 


234 


Exons 


joiu . . jyoy , 


jo XZ . 


. . j^jo, 


*3 q on 

jy yu . 


.4169, 3992. .4150, 4185. .4262 


Seq. No. 


13969 








Seq. ID 


OJ990721 10. 0211. C10 


Gene No. 


29827 








Strand 


- 


O 4- -v-4- 

b tar t 


bZ41 b 








End 


17767 


Name 


uj y yu /z x xu . 


noii 
. UZ X X . 


r* i n ^ t 
. bXU . 0.3 , 


. ts 


Method 


TBLASTX: Soybean 


Start 


ft UZb 








End 


4195 


GI 


none 








Score 


243 


Exons 


4t uz o . . 4i x y o , 


4t uz y . 


. . h x y o 








Seq. No. 


i jy by 








Seq. ID 


OJ990721_10. 0211. C10 


Gene No. 


29827 








Strand 


- 


Start 


6246 








End 


17767 


Name 


uj y y u / z x iu. 


noii 
, UZ X X , 


r*i n 
. bX U . OZ , 


4- — 

. uS 


Method 


TBLASTX: Soybean 


Start 


/line 

4 i y b 








End 


4702 


G I, „ 


none 








Score 


184 


Exons 


4 x y b . .4 JZ 1 , 


A 1 Q "7 

4i i y / . 


A "3 O R 

. . 41 oZO, 


a o o tr ■ 
4 JZD . 


.4579, 4 


351. .4542, 4577. .4696, 




41 b J41 . .41 / UZ 












beq. no. 


loy by 








Seq. ID 


OJ990721JL0. 0211. C10 


Gene No. 


29827 








Strand 




Start 


6246 








End 


17767 


Name 


u j y y u / z x xu . 


noii 
, UZ X X , 


. LIU . Oj . 




Method 


TBLASTX: Maize 


otart 


A O R "7 








End . 


4699 


bl 


none 








Score 


119 


Exons 


/I O R "7 yi TO ^ 
41 Z D / . . 41 JZ 0 , 


A O c: "7 
4 Z3 / . 


. . 41 JIO, 


/i n c Q 

4Z oy . 


.4333, 4 


325. .4579, 4348. .4698, 




hd i i . . 4i by y , 


41 b J4 . 


. . 4i by y 








Seq. No. 


13969 








Seq. ID 


OJ990721_10. 0211. C10 


Gene No. 


29827 








Strand 




b tar l 


OZ 41 D 








End 


17767 


Name 


uj y yu /z x iu, 


noii 
, UZ X X , 


c 1 n /*v c; 
. b XU . Oj , 


. tc 


Method 


TBLASTX: Cress 


Start 


41 Z bo 








End 


4426 


C T 

bl 


none 








Score 


115 


Exons 


/! O £ "3 A ^ O c: 
41 Z bO . .41 JZ D , 


A O C R 

41 Z bo , 


>1 1 0 1 
. . 4 JZ X , 


/I "3 /I Q 


.4426, 4351. .4422 


oeq . in o . 










Seq. ID 


OJ990721_10. 0211. C10 


Gene No. 


29827 








Strand 




Start 


6246 








End 


17767 


Name 


OJ990721 10. 


,0211. 


.C10.o2. 


■ qs 


Method 


GENSCAN 


Start 


6246 








End 


17767 


GI 


none 








Score 


.69 


Exons 


6246. . 6497, 


6536. 


. . 6710, 


6792. 


.6933, 8497. .8621, 8889. .8977, 



10509. . 10577, 10659. . 12194, 12290 .. 127 99, 13420 .. 13572 , 
14329. . 14472, 15074 .. 15355, 16423 .. 16797, 16960 .. 17132, 
17704 . . 17767 



14693 




Seq. No. 


13969 


Seq. ID 


OJ990721_10.0211, 


.C10 


Gene No. 


29827 


Strand 






OLdlt 




fcjnQ 


1 / / D / 




Name 


/^iTQomoi in noil n n — .o 


Method 






O 4- — , v~ 4- 

btart 


o you 




y 4 u u 








Score 


Q A Q 
O 3 O 




Exons 


oyou . . uu 








beq. No. 


13969 


Seq. ID 


OJ990721JL0.0211, 


.C10 


bene No . 


29827 


Strand 






Start 


6246 


End 


17767 




Name 


OJ990721 10.0211.C10.o7.tm 


Method 


TBLASTX: Maize 




btart 


9417 


End 


10808 




GI 


none 


Score 


96 




Exons 


9417. .9500, 9425. .9499, 9445. .9504, 9457 .. 9501 , 94 68 9503, 




9503.. 9568, 9504.. 9566, 9508.. 9567, 104 67 10580, 10503. 


. .10: 




10507. .10581, 10659. .10808, 


10696. .10806 




Seq. No. 


13969 


Seq. ID 


OJ990721_10.0211, 


pi r\ 


Gene No . 


29827 


Strand 






Start 


6246 


End 


17767 




Name 


OJ990721 10.0211.C10.o2.np 


Method 


AAT/NAP 




btart 


9441 


End 


15022 






4512682 


Score 


1685 




Exons 


9441. .956,5, 10509. .10577, 10659. .12194, 12290. .124 83, 






12637. .12766, 134 59 .. 13572 , 


14329. .14472, 14975. .15022 




GI Descrip. 


(AC006931) unknown protein 


[Arabidopsis thaliana] 




beq. No. 


13969 


Seq. ID 


OJ990721_10.0211. 


pi n 

. L> 1 U 


Gene No. 


29827 


Strand 






Start 


6246 


End 


17767 




Name 


OJ990721 10.0211.C10.o4.tc 


Method 


TBLASTX: Cress 




btart 


9448 


End 


10943 




GI 


none 


Score 


69 




Exons 


9448.. 9504, 9468.. 9503, 10506 10580, 


10507. .10572, 






10659. .10739, 10830. .10943 








beq. wo. 


13969 


Seq. ID 


OJ990721_10.0211, 


.C10 


Gene No. 


29827 


Strand 






Start 


6246 


End 


17767 




Name 


OJ990721 10.0211.C10.o4.tm 


Method 


TBLASTX: Maize 




C+- -a v- 4- 

b tart 


10809 


End 


11231 




bl 


none 


Score 


56 




Exons 


10809. .10892, 10809. .10889, 


10869. .10931, 10884. .10943, 






10886. .10942, 11003 .. 11227 , 


11019. .11225, 11046.. 11231 




Seq. No. 


13969 


Seq. ID 


OJ990721_10.0211, 


,C10 


Gene No. 


29827 


Strand 






Of -i v~4- 

bt art 


6246 


End 


17767 




Name 


OJ990721 10.0211.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


11280 


End 


11740 




GI 


none 


Score 


423 




Exons 


11280. .11738, 11282. .11740, 


11285. .11740 




Seq. No. 


13969 


Seq. ID 


OJ990721_10.0211. 


C10 


Gene No. 


29827 


Strand 






Start 


6246 


End 


17767 





14694 



Name 

Start 

GI 

Exons 



OJ990721 10.0211.C10.ol.tc 



Method TBLASTX : Cress 



11799 End 12778 

none Score 118 

11799. .11951, 12006. .12059, 12040. .12195, 12041. .12196, 

12042. .12194, 12080. .12196, 12278 .. 124 12, 12281 .. 12616, 

12291. .12497, 12659.. 12778 



Seq. No. 13969 

Gene No. 29827 

Start 6246 

Name OJ990721_10 . 0211 . C10 . o4 . ts 

Start 12701 

GI none 
Exons 



Seq. ID OJ990721_10. 0211. C10 
Strand 

End 17767 

Method TBLASTX : Soybean 

End 14476 

Score 83 



12701. .12805, 13414. .13536, 13414. .13557, 134 72. .1354 3, 
14312. .14 476, 14 32 6. .14 4 75 



W 

rli 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13969 
29827 
6246 

OJ990721_10. 0211. C10. o3.np 
16291 
5091610 
.16291. .16847, 16946. .17211 
(AC007858) 10A19I.15 [Oryza sativa] 



Seq. ID OJ990721_10. 0211. C10 
Strand 

17767 
AAT/NAP 
17211 
932 



End 

Method 
End 
Score 



13969 
29827 
6246 

OJ990721_10. 0211. C10. 08 . tm 

16297 

none 



Seq. ID OJ990721_10. 0211. C10 
Strand 

End 177 67 

Method TBLASTX : Maize 

End 16563 

Score 94 



16297. .16458, 16298 16441, 16456 16563, 16469. .16561 



C3 

:. : 
'~\ 

\th 

si 
: : 

□ 

ri 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



13969 
29827 
6246 

OJ990721_10. 0211. C10. o5.tm 

16759 

none 



Seq. ID OJ990721_10. 0211. C10 
Strand 

End 17767 

Method TBLASTX : Mai ze 

End 17191 

Score 4 5 



16759. .16806, 1684 6 .. 16962 , 16884 .. 1 694 9, 1 6927 17 190, 
16929. .17183, 16952.. 17191 



Seq. No. 13969 
Gene No. 29827 
Start 6246 

Name OJ990721_10 . 0211 . C10 . o3 . gp 

Start 17228 

GI LIB3477-003-P1-K1-E9 
Exons 17228. .17327 

GI Descrip. ? 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990721_10. 0211. C10 
Strand 

End 17767 

Method AAT/GAP 

End 17327 

Score 118 



Seq. No. 13970 

Gene No. 29828 

Start 2868 

Name OJ990721_10 . 0211 . CI 1 . o2 . np 



Seq. ID OJ990721_10.0211.C11 

Strand + 

End 3107 

Method AAT/NAP 



14 69,5 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2868 End 3107 

5734621 Score 73 

2868. .3107 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



13970 
29829 
7 

OJ990721_10.0211.Cll.ol.np 
7 

4585884 



Seq. ID OJ990721_10.0211.C11 
Strand 

End 34 93 

Method AAT/NAP 

End 34 93 

Score 278 



7. .30, 1388. .1534, 1616. .1841, 1929. .2260, 2712. .2753, 
3431. .3493 

(AC005850) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 10.0211.C11 



13970 * 
29829 
7 

OJ990721_10.0211.Cll.ol.gp 
1371 

uC-osflcypl43f05bl 
1371. .1531, 1616. .1841, 2711. .2746, 2831. .2872 
' 4585884 /gb | AAD25557. 1 |AC005850_14 2.0e-24 (AC005850) 
Hypothetical protein [Arabidopsis thaliana] 1 



3493 
AAT/GAP 
2872 
654 



13970 
29830 
13353 

OJ990721_10. 0211.Cll.o2.tm 

1363 

none 

1363. .1413, 1389. .1418, 1400. 
1414. .1590, 1415. .1558, 1612. 
1614. .1721 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 10.0211.C11 



13701 

TBLASTX: Maize 
1722 
56 

1558, 1410.. 1559, 1414. 
1722, 1612.. 1719, 1613. 



1533, 
1720, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13970 
29830 
13353 

OJ990721_10. 0211. Cll. ol.tm 
1722 
none 
1722. 
1917. 
1998. 



.1844, 1722. .1844, 1723. 
.1979, 1918.. 1992, 1987. 
.2261, 2007.. 2255 



13970 
29830 
13353 

OJ990721_10 . 0211 . Cll . o2 . gs 

13353 

none 

13353. . 13697 



Seq. ' ID 
Strand 
End 

Method 
End 
Score 



OJ990721 10. 0211. Cll 



13701 

TBLASTX: Maize 
2261 
123 

.1845, 1901. .1984, 1905. .1991, 
.2256, 1988.. 2179, 1997.. 2260, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_10. 0211. Cll 

13701 
GENSCAN 
13697 
.82 



Seq. No. 
Gene No. 



13970 
29830 



Seq. ID 
Strand 



OJ990721 10. 0211. Cll 



14696 




Start 


13353 


End 


13701 






Name 


nTQQfl791 10 0911 Pi 1 o'* no 


Method 


AAT/NAP 






oLarL 


1 7^77 
1 jj / / 


End 


13701 






P T 


C.A c: *3 on s 


Score 


86 






Exons 


1 Jj / /. . 1j/U1 










uescrip. 


tAi/UiiDDjj putative protein 


kinase [Arabidopsis 


thaliana] 


oeq . no * 


1 1Q1 1 
1j3 / 1 


Seq. ID 


OJ990721_ 


10.0211. 


C12 


bene ino * 


29831 


Strand 


+ 






O Lai L 


2841 


End 


5977 






Name 


OJ990721 10.0211.C12.ol.np 


Method 


AAT/NAP 






Start 


2841 


End 


5977 






GI 


5091503 


Score 


112 






Exons 


2841. .2881, 5815. .5977 










\jL uescrip. 


(AB023482) EST AU055776 (S20048 ) corresponds to a 


region 


of ' 




predicted gene.; Similar to 


Arabidopsis thaliana 


AP2 domain 




containing protein RAP2.10 mRNA, partial cds.(AF 


003103) 


[Or; 




sativa] 










Seq. No. 


13972 


Seq. ID 


OJ990721_ 


10.0211. 


P 1 *5 


Gene No. 


29832 


Strand 


+ 






Of a y~ 4- 


718 


End 


972 






Name 


OJ990721 10.0211.C13.ol.gs 


Method 


GENSCAN 






C 4 > v- 4- 

o tar t 


718 


End 


972 






P T 


none 


Score 


.53 






Exons 


718. .972 










o€Cj. IN O . 


13973 


Seq. ID 


OJ990721_ 


10.0211. 


P 1 A 
Cl 4 




29833 


Strand 


+ 






Start 


5512 


End 


5842 






Name 


OJ990721 10.0211.C14.o2.np 


Method 


AAT/NAP 






Q4- -3 r-4- 


5512 


End 


5842 






P T 


81286 


Score 


118 






Exons 


5512. .5842 










\j l uebcnp. 


extensin - Volvox carteri (fragment) < 


gil 21992 |emb|CAA462 


;83 | 




(X65165) extensin [Volvox carteri] 








oeq. no . 


13973 


Seq. ID 


OJ990721_ 


10.0211. 


C14 


bene no . 


29834 


Strand 








Start 


1 


End 


15004 






Name 


OJ990721 10.0211.C14 .ol.np 


Method 


AAT/NAP 








1 


End 


4697 






PT 


6721113 


Score 


331 






Exons 


1..22, 1174. .1224, 1307. .1526, 1872..: 


1975, 2055. 


.2118, 






2396.-2526, 2561. .2659, 3249 


..3317, 4542. .4697 






o i uescrip. 


(AC007396) T4012.19 [Arabidopsis thaliana] 






Seq. No. 


13973 


Seq. ID 


OJ990721_ 


10.0211. 


C14 


Gene No. 


29834 


Strand 










1 


End 


15004 






Name 


OJ990721 10.0211.C14.ol.gp 


Method 


AAT/GAP 






Start 


853 


End 


1412 






GI 


none 


Score 


881 






Exons 


853. .1227, 1316. .1412 










Seq. No. 


13973 


Seq. ID 


OJ990721_ 


10.0211. 


C14 


Gene No. 


29834 


Strand 









14697 



Start 
Name 
Start 
GI 

Exons 



OJ990721_10. 0211. C14.o2. tin 

973 

none 

973.. 1011, 1175. 
2060. .2116, 2061 
2225. .2317, 2225 
2557.. 2655, 2S68 
4545. .4670, 4554 



End 

Method 

End 

Score 



15004 

TBLASTX: Maize 

4671 

63 



1243, 1337. .1465, 1911. .1976, 1915. .1986, 
.2117, 2061.. 2117, 2068.. 2118, 2220.. 2315, 
.2317, 2382.. 2486, 2395.. 2490, 2404.. 2493, 
.2654, 2570. .2665, 2573. .2662, 4544. .4669, 
.4670, 4597. .4671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13973 
29834 
1 

OJ990721_10.0211.C14 .ol.gs 
1120 



OJ990721 10.0211.C14 



Seq. ID 
Strand 

End 15004 
Method GENSCAN 
End 15004 
none Score . 66 

1120. .1217, 1316. .1578, 1833. .2013, 2060. .2118, 2244. .2318, 
2396.-2484, 2573.-2653, 4545. .4669, 5341. .5427, 5771. .5934, 
6075. .6260, 7154. .7387, 7514. .7923, 8046. .8350, 8632. .8742, 
9138. .9315, 1054 5. .10658, 11174 .. 11264 , 114 97. .11654, 
11743. .11856, 12104. .12217, 12954. .13035, 13088. .13223, 
14893. .15004 



rji 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13973 
29834 
1 

OJ990721_10.0211.C14.o2.ts 

1912 

none 

1912. .1959, 1917. .1955, 2058. 
2225. .2317, 2395. .2490, 2396. 
4544. .4666, 4545.-4667, 4554. 

13973 
29834 
1 

OJ990721_10.0211.C14.o2.tc 
2058 
none 
2058. 
2396. 



.2117, 2059. .2118, 2220. 
.2419, 2400. .2486, 2404. 



Seq. ID OJ990721_10.0211.C14 
Strand 

End . 15004 

Method TBLASTX : Soybean 

End 4 67 3 

Score 4 0 

.2120, 2058.. 2117, 2220.. 2318, 
.2485, 2568.. 2663, 2573.. 2662, 
.4673, 4597.. 4668 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 10.0211.C14 



15004 

TBLASTX: Cress 
4679 
56 

.2318, 2225.. 2317, 2395. 
.2499, 2568.. 2663, 2573. 



.2490, 
.2662, 



4554. .4679, 4597. .4668 



Seq. No. 

Gene No. 

Start 

Name 

Start 

■GI 

Exons 



13973 Seq. ID 

29834 Strand 

1 End 

OJ990721_10 . 0211 . C14 . o2 . gp Method 

2244 End 

none Score 



OJ990721_10.0211.C14 

15004 
AAT/GAP 
5972 
848 



2244. .2318, 2396. .2484, 2573. .2653, 4545. .4669, 5864. .5972 



Seq. No. 13973 Seq. ID 

Gene No. 29834 Strand 

Start 1 End 

Name OJ990721_10 . 0211 .C14 . o2 . tw Method 

Start 6105 End 

GI none Score 



OJ990721_10.0211.C14 
15004 

TBLASTX: Wheat 

9516 

49 



14698 



Exons 



6105. .6155, 6184. .6261, 8163. .8354, 8206. .8355, 8218. .8355, 
8626. .8733, 8627. .8743, 8631. .8744, 9429. .9515, 9429. .9515, 
9433. .9516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13973 Seq. ID OJ990721_10 . 0211 . C14 

29834 Strand 

1 End 15004 

OJ990721_10 . 0211 . C14 . o3 . gp Method AAT/GAP 

6907 End 7613 

594_2.R1084 Score 1092 

6907. .7387, 7514. .7613 

'548770/sp|P35684|RL3_ORYSA 1.0e-61 60S RIBOSOMAL PROTEIN L3 

>gi_481228_pir S38359 ribosomal protein L3 - rice 

>gi_303853_dbj_BAA02155_ (D12630) ribosomal protein L3 [Oryza 
sativa] 1 



Seq. No. 13973 
Gene No. 29834 
Start 1 

Name OJ990721_10 . 0211 . C14 . ol . ts 

Start 7126 
GI none 

Exons 7126.. 7389, 7145.. 7393, 7507. 

8041. .8163, 8041. .8163, 8043. 
8627. .8743, 8634. .8744, 8640. 
9433. .9537 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7926, 7513 
.8354, 8048 



OJ990721 10.02I1.C14 



15004 

TBLASTX : Soybean 
9537 
342 

7926, 7709.. 7927, 
8278, 8206. .8343, 



,8744,. 8641. .8745, 9429. .9527, 



Seq. No. 13973 
Gene No. 29834 
Start 1 

Name OJ990721JL0 . 0211 . C14 . ol . tm 

Start 7129 
GI none 
Exons 7129. 

7513. 

8059. 

8631. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_10.0211.C14 
15004 

TBLASTX: Maize 

9515 

303 



,7389, 7129. .7389, 7145. .7393, 7476.-7823, 7507. .7833, 

,7824, 7820. .7924, 7822. .7926, 8043. .8081, 8043. .8354, 

,8163, 8063. .8278, 8205. .8282, 8206. .8349, 8627. .8743, 

.8744, 9429. .9512, 9429. .95,15, 9430. .9513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13973 
29834 
1 

OJ990721_10.0211.C14 .o3.np 

7132 

548770 

7132. .7387, 7514. .7923, 8046 



OJ990721 10.0211.C14 



Seq. ID 
Strand 

End 15004 
Method AAT/NAP 
End 9512 
Score 1925 

8350, 8632. .8742, 9428. .9512 
60S RIBOSOMAL PROTEIN L3 gi | 4 81228 | pir | | S38359 ribosomal protein 
L3 - rice gi | 303853 | dbj | BAA02155 | (D12630) ribosomal protein L3 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13973 Seq. ID 

29834 Strand 

1 End 

OJ990721_10. 0211.C14 .ol. tc Method 

7138 End 

none Score 



OJ990721_10.0211.C14 
15004 

TBLASTX: Cress 

9528 

276 



7138. .7389, 7145. .7390, 7151. .7393, 7507. .7926, 7513. .7926, 
7709. .7927, 8041. .8121, 8043. .8354, 8048. .8164, 8206. .8343, 



14699 



8627..8743 # 8631. .8744, 8633. .8752, 9429. .9527, 9454. .9528 



Seq. No. 13973 

Gene No. 29834 

Start 1 

Name OJ990721_10 . 021 1 . CI 4 . ol . tw 

Start 7186 

GI none 
Exons 



Seq. ID OJ990721_10.0211.C14 
Strand 
End 

Method 
End 
Score 



15004 

TBLASTX: Wheat 

7758 

164 



7186. .7314, 7187. .7312, 7264. .7344, 7288. .7368, 7292. .7369, 
7332. .7388, 7345. .7389, 7346. .7393, 7512. .7754, 7513. .7758 



Seq. No. 13973 Seq. ID OJ99072 1_10 . 0211 . C14 

Gene No. 29834 Strand 

Start 1 End 15004 

Name OJ990721_10 . 0211 .C14 . o4 . gp Method AAT/GAP 

Start 8073 End 9738 

GI LIB3475-007-P1-K1-B9 Score 955 

Exons 8073.. 8350, 8632.. 8742, 9428.. 9534, 9707.. 9738 

GI Descrip. ' 4803938/gb | AAD29811 . 1 | AC006264_19 1.0e-18 (AC006264) putative 
aromatic amino acid permease [Arabidopsis thaliana] 
>gi_5139337_emb_CAB4 564 3.1_ (AJ243221) putative AUXl-like 
permease [Arabidopsis thaliana] 1 





Seq. No. 


13973 


Seq. ID 


OJ990721 


i. "» 

"rof 


Gene No. 


29834 


Strand 






Start 


1 


End 


15004 


m 


Name 


OJ990721 10.0211.C14.o4.np 


Method 


AAT/NAP 


: cr 
: : s i 


Start 


11165 


End 


13007 


;. = i 


GI 


498040 


Score 


419 


i ! i 

*3 'iT 


Exons 


11165. .11264, 11497. .11655, 11740 .. 11856, 12104 


•bj 




12954. .13007 






rii 


GI Descrip. 


(L33793) ORF [Senecio odorus] 








Seq. No. 


13974 


Seq. ID 


OJ990721 


,==! 


Gene No. 


29835 


Strand 




\! 
•i 


Start 


107 


End 


1058 


1 . 
it 31 


Name 


OJ990721 10.0211.C15.ol.gs 


Method 


GENSCAN 


. 'i 
s 


Start 


107 


End 


1058 


ist 

.33; 


GI 


none 


Score 


.71 


':»! 

Q 


Exons 


107. .205, 353.-375, 689. .782, 


984. .1058 




Seq. No. 


13975 


Seq. ID 


OJ990721 




Gene No. 


29836 


Strand 






Start 


68 


End 


297 




Name 


OJ990721 12.0210.Cl.ol.gp 


Method 


AAT/GAP 




Start 


68 


End 


297 




GI 


3768755 


Score 


342 




Exons 


68. .297 








Seq. No. 


13976 


Seq. ID 


OJ990721 




Gene No. 


29837 


Strand 


+ 




Start 


191 


End 


569 




Name 


OJ990721 12.0210.C4.ol.gs 


Method 


GENSCAN 




Start 


191 


End 


569 




GI 


none 


Score 


. 91 




Exons 


191. .306, 387. .569 







12217, 



14700 






Seq. No. 


13977 




Seq. ID 


OJ990721_12 


.0210. 


C5 




Gene No. 


29838 




Strand 


+ 








Start 


55 




End 


4 U3 








Name 


OJ990721 12. 0210. C5. 


ol . gs 


Method 


GENSCAN 








Start 


55 




End 


403 








GI 


none 




Score 


. 7 9 








Exons 


55 . .95, 310 . . 403 














Seq. No. 


13978 




Seq. ID 


OJ990721_12 


.0210. 


C8 




Gene No. 


29839 




Strand 


+ 








Start 


267 




End 


391 








Name 


OJ990721_12 . 0210 . C8 . 


ol.gs 


Method 


GENSCAN 








Start 


267 




End 


391 








GI 


none 




Score 


. 88 








Exons 


267 . . 391 














Seq. No. 


13979 




Seq. ID 


OJ990721_I2 


.0210. 


C9 




Gene No. 


29840 




Strand 


+ 








Start 


228 




End 


4 85 








Name 


OJ990721 12. 0210. C9. 


ol . gs 


Method 


GENSCAN 








Start 


228 




End 


4 85 








GI 


none 




Score 


. 62 






t. _S 


Exons 


228 . . 359, 444 . . 485 












• "l 


Seq. No . 


13979 




Seq. ID 


OJ990721 12 


. 0210 . 


C9 


ff'l 


Gene No. 


29840 




Strand 


+ T. . 






: ! : i 


Start 


228 




End 


485 






; '*} 


Name 


OJ990721 12 . 0210 .C9 . 


ol . np 


Method 


AAT/NAP 








Start 


228 




End 


485 






! : s 
! 5tr 


GI 


4455367 




Score 


121 






; ~ j 

'is? 


Exons 


228 . . 359, 444 . .485 












ill 


GI Descrip. 


(AL035524 ) putative 


protein 


[Arabidopsis thaliana] 








Seq. No. 


13980 




Seq. ID 


OJ990721JL2 


. 0210 . 


C14 


□ 


Gene No. 


29841 




Strand 


+ 






V! 


Start 


167 




End 


. 1968 






|: as 


Name 


OJ990721 12.0210.C14 


. ol . np 


Method 


AAT/NAP 








Start 


167 




End 


1968 








GI 


4234953 




Score 


373 






O 

r c i 


Exons 


167. .602, 654. .909, 


971. .1551, 1933. . 


1968 








GI Descrip. 


(AF098970) NBS-LRR-like protein cD7 [Phaseolus vulgaris] 






Seq. No. 


13980 




Seq. ID 


OJ990721JL2 


.0210. 


C14 




Gene No. 


29841 




Strand 


+ 








Start 


167 




End 


1968 








Name 


OJ990721 12.0210.C14 


.ol.ts 


Method 


TBLASTX: Soybean 






Start 


272 




End 


589 








GI 


none 




Score 


164 








Exons 


272. .499, 494 . .589 














Seq. No. 


13980 




Seq. ID 


OJ990721_12 


.0210. 


C14 




Gene No. 


29841 




Strand 


+ 








Start 


167 




End 


1968 








Name 


OJ990721 12.0210.C14 


. ol . gs 


Method 


GENSCAN 








Start 


323, 




End 


1128 








GI 


none 




Score 


. 67 








Exons 


323. .692, 964. .1128 













14701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13981 Seq. ID 

29842 Strand 

1 End 

OJ990721_12 . 0210 . C15 . ol . np Method 

1 End 

2943742 Score 
1..281, 486. .782 
(AB002266) XA1 [Oryza sativa] 



OJ990721_12.0210.C15 
+ 

782 

AAT/NAP 

782 

159 



13982 Seq. ID 

29843 Strand 
777 End 
OJ990721_12.0210.C16.ol.np Method 
777 End 
1947160 Score 
777. .948, 1132. .1253, 3159. .3178 

(AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 



OJ990721_12.0210.C16 
+ 

3178 
AAT/NAP 
3178 
68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990721_12.0210.C16 
+ 

3178 
AAT/GAP 
2994 
424 



13982 Seq. ID 

29843 Strand 
777 End 
OJ990721_12 .0210.C16.ol.gp Method 
2752 End 
34661_1.R1084 Score 
2752.. 2994 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 

13982 Seq. ID OJ990721_12 . 0210 . C16 

29844 Strand 

2897 End 3178 

OJ990721_12 . 0210 .C16 . o2 . np Method AAT/NAP 

2897 End 3178 

4584541 Score 65 
2897. .2992, 3159. .3178 

(AL04 9608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 



13983 Seq. ID 

29845 Strand 

15140 End 

OJ990721_12 . 0210 .C17 . o2 . np Method 

15140 End 

6683052 Score 
15140. .15665 

(AB027455) anthocyanin 5-O-glucosyltransf erase [Petunia x 
hybrida] 



OJ990721_12.0210.C17 
+ 

15665 
AAT/NAP 
15665 
243 



13983 
29846 
210 

OJ990721_12 .0210.C17 .ol.np 
210 

4584541 



Seq. ID OJ990721_12.0210.C17 



Strand 
End 

Method 

End 

Score 



12321 
AAT/NAP 
5973 
1000 



210. .305, 685. .790, 905. .1032, 1178. .1356, 1755. .1884, 



14702 



2860. .2956, 3064. .3198, 4795. .4859, 4984. .5085, 5868.-5973 
GI Descrip. (AL049608) 3-hydroxyisobutyryl-coenzyme A hydrolase-like protein 
[Arabidopsis thaliana] 



Seq. No. 13983 

Gene No. 29846 

Start 210 

Name OJ990721_12 . 0210 . G17 . ol . gs 

Start 641 

GI none 
Exons 



Seq. ID OJ990721_12.0210.C17 
Strand 

End 12321 

Method GENSCAN 

End 12321 

Score .44 

1884, 2190.. 2252, 



641. .823, 905. .1032, 1178. .1356, 1755 
2860. .2956, 4795. .4949, 4984. .5085, 5868. .6045, 8301. .8388, 
8608. .8780, 11923. .12321 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13983 Seq. ID 

29846 Strand 

210 End 
OJ990721_12 . 0210 .C17 . ol . gp Method 

685 End 

34661_1.R1084 Score 

685. .790, 905. .1032, 1178. .1356, 1755. 



OJ990721_12.0210.C17 

12321 
AAT/GAP 
2961 
1160 

.1884, 2860. .2961 



1 417 64 20/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



13983 Seq. ID 

29846 Strand 
210 End 
OJ990721_12 . 0210 . C17 . o2 . gp Method 
4808 End 
26677JL.R1084 Score 
4808. .4859, 4984. .5085, 5868. .6179 

1 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



OJ990721_12.0210.C17 

12321 " 
AAT/GAP 
6179 
767 



Seq. No. 13983 
Gene No. 29847 
Start 14671 

Name OJ990721_12 . 0210 . C17 .'ol . 

Start 689 
GI none 
Exons 689. . 

1178. 

1755. 

2859. 

4787. 

5869. 



811, 690. .791, 899 
.1351, 1179. .1355, 
.1886, 1757 
2891 



,2957, 

,4864, 4982. 
,6009, 5870. .5956, 



,1870, 
,2974, 
,5095, 



Seq. ID OJ990721_12.0210.C17 
Strand 

End 15661 
tm Method TBLASTX : Mai ze 

End - 6078 

Score 149 
.1036, 902. .1039, 903. .1037, 910. .1038, 
1180. .1356, 124 3. .1356, 1754. .1885, 
2703. .2753, 2839. .2961, 2839. .2940, 
3055. .3201, 3065. .3199, 4786. .4866, 
4983. .5087, 4986. .5096, 4988. .5095, 
6025. .6078, 6027. .6068 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13983 
29847 .. 
14671 

OJ990721_12.0210.C17.ol.ts 

1817 

none 

1817. .1870, 
3074. .3199, 
5869. 



1818. .1886, 2891. 
3076. .3201, 4840. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990721 12.0210.C17 



15661 

TBLASTX : Soybean 
5956 
68 

2965, 2907.. 2960, 3055. .3201, 
4863, 4982. .5095, 4983. .5087, 



,5955, 5870. .5956 



14703 






13983 




Seq. ID 


OJ990721_12.0210 


.C17 


Gene No. 


29847 




Strand 






Start 


14671 




End 


15661 




LMcLiUC 


OJ990721 12.0210.C17. 


o2.tc 


Method 


TBLASTX: Cress 




Of a yf- 


3130 




End 


5988 




r T 


none 




Score 


103 




jjXuns 


3130.. 3201, 4786.. 4863, 4787 


..4864, 4787. .4864, 4794. .4865, 




4982. .5095, 4983.. 5087, 5009 


..5095, 5869.. 5988, 5870.. 5956 


Seq. No. 






Seq. ID 


OJ990721_12.0210 


n 7 


Gene No. 


29847 




Strand 






Of- -a y-+- 


14671 




End 


15661 




Name 


OJ990721 12.0210.C17. 


o2 .gs 


Method 


GEN SCAN 




Of 2 

olail 


14671 




End 


15640 




P T 


none 




Score 


.85 




LAUllo 


14671. .14690, 15121.. 


15640 








Seq. No. 


i -a qo ~i 




Seq. ID 


OJ990721JL2.0210 


PI 7 


Gene No. 


29847 




Strand 








14671 




End 


15661 




Name 


OJ990721 12.0210.C17. 


ol.tc 


Method 


TBLASTX: Cress 




O L.a.17 L 


15149 




End 


15661 






none 




Score 


80 




Exons 


15149. .15280, 15389.. 


15661, 


15481. .15603 




Seq. No. 


13983 




Seq. ID 


OJ990721_12.0210 


.C17 


Gene No. 


29847 




Strand 






Of- r-f- 


14671 




End 


15661 




Name 


OJ990721 12.0210.C17. 


o2 . tm 


Method 


TBLASTX: Maize 




Of- -j y+- 
OT_a.IT U 


15373 




End 


15618 






none 




Score 


218 




Exons 


15373. .15618, 15374.. 


15616 








Ocljt IN v_J . 


13984 




Seq. ID 


OJ990721_12.0210 


.C18 




29848 




Strand 


+ 




Start 


1 




End 


363 




Name 


OJ990721 12.0210.C18. 


ol .np 


Method 


AAT/NAP 




OLal L 


1 




' : End 


354 






2829862 




Score 


299 




Exons 


1. .354 












(AC002396) Similar to glucosyltransf erases [Arabidopsis 






thaliana] 










Seq. No. 


13984 




Seq. ID 


OJ990721_12.0210 


.C18 


Gene No. 


29848 




Strand 


+ 




O tal L 


1 




End 


363 




Name 


OJ990721 12.0210.C18. 


ol.ts 


Method 


TBLASTX: Soybean 






1 • 




End 


342 




p t 


none 




Score 


172 




LiXons 


1..171, 12. .110, 247. 


.342 








Seq. No. 


13984 




Seq. ID 


OJ990721JL2.0210 


.C18 


Gene No. 


29848 




Strand 


+ 




Start 


1 




End 


363 




Name 


OJ990721 12.0210.C18. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


342 




GI 


none 




Score 


193 





14704 



Exons 



1..159, 18. .95, 232. .342 



Seq. No. 13984 

Gene No. 29848 

Start 1 

Name OJ990721_12 . 0210 . C18 . ol . tm 

Start 1 

GI none 

Exons 1..156, 9. .116, 25. .144 



Seq. ID OJ990721_12.0210.C18 

Strand + 

End 363 

Method TBLASTX : Mai ze 

End ' 156 

Score 193 



Seq. No. 13984 

Gene No. 29848 

Start 1 

Name OJ990721JL2 . 0210 . C18 . ol . gs 

Start 82 

GI none 

Exons 82 . .363 



Seq. ID OJ990721_12.0210.C18 

Strand + 

End 363 

Method GENSCAN 

End 363 

Score . 98 



Seq. No. 13985 

Gene No. 29849 

Start 446 

Name OJ990721_12 . 0210 . C19 . ol . gs 

Start 446 

GI none 

Exons 446.. 535, 580.. 807 



Seq. ID OJ990721_12.0210.C19 

Strand + 

End 807 

Method GENSCAN 

End 807 

Score .81 



Seq. No. 13985 

Gene No. 29850 

Start 1147 

Name OJ990721JL2 . 0210 . C19 . o2 . gs 

Start 1147 

GI none 

Exons 1147.. 1183, 1215.. 1520, 1609. 

3455. .3631, 3707. .5296 



Seq. ID OJ990721_12.0210.C19 

Strand + 

End 5359 

Method GENSCAN 

End 5296 

Score .74 

.1992, 2268. .3097, 3227. .3400, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1609. .1743, 1987. .2413, 2456. .2711, 2838. .3643, 



13985 Seq. ID OJ990721_12 . 0210 . C19 

29850 Strand + 

1147 End 5359 

OJ990721_12.0210.C19.o2.np Method AAT/NAP 
1456 End 5359 

5922631 Score 1843 

1456. . 1552, 
4250. .5359 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



13985 Seq. ID 

29851 Strand 

1 End 

OJ990721___12.0210.C19.ol.np Method 

1 End 

6721512 Score 



OJ990721_12.0210.C19 

2105 
AAT/NAP 
2105 
72 



14705 




Exons 1..95, 301.. 370, 399.. 547, 2080.. 2105 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 










beq. id 


vjjyyu/21 12.U21U. 


. ciy 


Gene No . 


O O O C O 








btrana 






Start 


2U14 








bna 


O A "3 1 

Zh ol 




Name 


oj yyu i z i 12 , 


. U21U . 


Li y . o j 


. cm 


Method 


i bLAb i a : Ma i z e 




Start 


O O 1 A 

2U14 








tna 


o o c c\ 

zzby 




GI 


none 








Score 


181 




Exons 


2014. .2088, 


2030. 


.2269 










Seq. No. 










beq. id 


ATQomoi io noin 

ujyyu/2i i2.u2iu. 


. ciy 


Gene No . 


o o o c o 
Z9oOZ 








btrana 






Start 


O O 1 VI 

2U14 








bna 


O A O 1 




Name 


uj yyu / 2 1 12 . 


. UZ1U. 


ci y . oo 


4- f T 


Method 


i bLAb i a : wneac 




Start* 


2U J J 








bna 


O /I O 1 

24 




GI 


none 








Score 


243 




Exons 


2033. .2431, 


2047. 


.2085, 


2158. 


.2340 






Seq. No. 


1 *3 Q O C 

l jyy d 








Seq. ID 


OJ990721_12.0210. 


.C19 


Gene No. 


o n o c o 

2yo5 j 








Strand 






Start 


J014 








End 


3469 




Name 


ojy yu / z i 12 , 


. U2 iU . 


ciy . oo 


. tw 


Method 


TBLASTX: Wheat 




Start 


OA1 /I 

JU14 








End 


3469 




GI 


none 








Score 


154 




Exons 


3014 . .3196, 


3022. 


.3195, 


3233. 


.3469, 3235.. 3351, 3245. .3454 


Seq. No. 


lo9ob 








Seq. ID 


OJ990721_12.0210. 


.C19 


Gene No . 


O O O C /I 








Strand 






Start 


obbl 








End 


4147 




Name 


uj y yu / 2 1 12 . 


. U2 1U . 


ci y . oi 


. tw 


Method 


TBLASTX: Wheat 




Start 


JDDl 








End 


4116 




GI 


none 








Score 


537 




Exons 


3661. .4116, 


3662. 


.4105, 


3700. 


.4116 






beq. no. 










Seq. ID 


OJ990721JL2.0210. 


.C19 


Gene No . 


^yy d4 








Strand 






Start 


obbl 








End 


4147 




Name 


oj yy u i z i 12 , 


. U2 1U . 


ci y . oi 


. tm 


Method 


TBLASTX: Maize ■ 




Start 


j / yi 








End 


4147 




GI 


none 








Score 


406 




Exons 


3791. .4147, 


3826. 


.4146 










Seq. No. 










Seq. ID 


OJ990721_12.0210. 


.C19 


Gene No. 


o n o c c 

29855 








Strand 






Start 


4175 








End 


4711 




Name 


OJ990721 12. 


.0210. 


ciy . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4175 








End 


4558 




GI 


none 








Score 


312 




Exons 


4175. .4558, 


4210. 


.4287, 


4342. 


.4557 






Seq. No. 


13985 








Seq. ID 


OJ990721_12.0210, 


,C19 


Gene No. 


29855 








Strand 






Start 


4175 








End 


4711 




Name 


OJ990721 12, 


,0210. 


C19.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4232 








End 


4656 




GI 


none 








Score 


445 





14706 



Exons 



4232..46S4, 4235. .4621, 4342. .4656 



Seq. No. 13985 

Gene No. 29855 

Start 4175 

Name OJ990721_12 . 0210 . C19 . ol . ts 

Start . 4343 

GI none 

Exons 4343.. 4711, 4345.. 4461 

Seq. No. 13985 

Gene No. 29856 

Start 4801 

Name OJ990721_12 . 0210 . C19 . o4 . tw 

Start 4801 

GI none 

Exons 4801.. 5028, 4802.. 5026, 5036. 

Seq. No. 13986 

Gene No. 29857 

Start 1 

Name OJ990721_12 . 0210 . C20 . ol .np 

Start 1 

GI 5902445 

Exons 1..1348 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 13986 

Gene No. 29857 

Start 1 

Name OJ990721_12 . 0210 . C20 . ol . gs 

Start 54 

GI none 

Exons 54. .191, 240. .409, 593. .907, 

Seq. No. 13986 

Gene No. 29858 

Start 2217 

Name OJ990721_12 . 0210 . C20 . ol . tm 

Start 224 

GI none 

Exons 224.. 529, 241.. 528 



OJ990721_12 . 0210 . C19 
4711 

TBLASTX : Soybean 

4711 

270 - 



OJ990721_12. 0210. CI 9 
5209 

TBLASTX: Wheat 
5209 
196 

.5209, 5054. .5206 

Seq. ID OJ990721_12.0210.C20 

Strand + 

End 1351 

Method AAT/NAP 

End 1348 

Score 1195 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



[Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1073. .1351 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721_12.0210.C20 
+ 

1351 
GENSCAN 
1351 
. 69 



OJ990721_12.0210.C20 
3652 

TBLASTX: Maize 

529 

331 



Seq. No. 13986 

Gene No. 29858 

Start 2217 

Name OJ990721_12 . 0210 . C20 . o2 . tw 

Start 224 

GI none 

Exons 224.. 607, 232.. 606 

Seq. No. 13986 

Gene No. 29858 

Start 2217 

Name OJ9907 21_12 . 0210 . C20 . ol . tw 

Start 731 

.GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_12.0210.C20 
3652 

TBLASTX: Wheat 

607 

339 



OJ990721_12.0210.C20 
3652 

TBLASTX: Wheat 

1339 

342 



14707 



Exons 


/ jl . . llo J, /4o..o41, ooU 


. . yo / 


, lZUo . . 








Seq. No. 


13986 




Seq. ID 


OJ990721_12. 


0210 


C20 


Gene No. 


29858 




Strand 








Start 






End 


3652 






Name 


ojyyu/^i iz . uziv . c^u . oz . 


gs 


Method 


GENSCAN 






Start 


221 / 




End 


3554 






GI 


none 




Score 


.56 






Exons 


001T O ^ C O O C O ^ O "7 O CI 


OQCQ 

zooo . 


.3153, 3190.. 3554 






Seq. No. 


1 J9o D 




Seq. ID 


OJ990721_12. 


n o i n 
Uz I U 


LZ U 


Gene No . 


29858 




Strand 








Start 


2217 




End 


3652 






Name 


OJ990721 12.0210.C20.o2. 


np 


Method 


AAT/NAP 






otart 


2857 




End 


3652 






GI 


6721561 




Score 


847 






Exons 


2857. .3652 












GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 






gi I 681508 6 | dbj | BAA90372 . 


11 (AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of the predicted gene.; hypothetical 




protein [Oryza sativa] 












Seq. No. 


13987 




Seq. ID 


OJ990721_12. 


0210 


.C21 


Gene No. 


29859 




Strand 








Start 


1 




End 


1358 






Name 


OJ990721 12 . 0210 . C21 . ol . 


np 


Method 


AAT/NAP 






Start 


1 




End 


617 






GI 


6539586 




Score 


136 






Exons 


1 . . 97, 145. . 617 












GI Descrip. 


(AP000837) hypothetical 


protein [Oryz 


a sativa] 






Seq. No. 


13987 




Seq. ID 


OJ990721_12. 


0210 


.C21 


Gene No. 


29859 




Strand 








b tar t 


1 




End 


1358 






Name 


OJ990721 12.0210.C21.o2. 


np 


Method 


AAT/NAP 






Start 


1 




End 


592 






GI 


6721558 




Score 


117 






Exons 


1..41, 461. .592 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryz 


a sativa] 








gil 68150831 dbj IBAA90369. 


1 | (AP001081) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


13987 




Seq. ID 


OJ990721_12. 


0210 


.C21 


Gene No. 


29859 




Strand 








Start 


1 




End 


1358 






Name 


OJ990721 12.0210.C21.ol. 


gs 


Method 


GENSCAN 






Start 


8 




End 


1358 






GI 


none 




Score 


.87 






Exons 


8. .180, 493. .620, 1197.. 


1218, 


1274. .1358 






Seq. No. 


13987 




Seq. ID 


OJ990721_12 . 


0210 


.C21 


Gene No. 


29860 




Strand 








Start 


1423 




End 


1540 






Name 


OJ990721 12.0210.C21.o3. 


np 


Method 


AAT/NAP 






Start 


1423 




End 


1540 






GI 


6721512 




Score 


68 







14708 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1423. . 1540 

(AP001072) hypothetical protein [Oryza sativa] 



13987 Seq. ID 

29861 Strand 

3246 End 
OJ990721_12 . 0210 . C21 . o2 . gs Method 

3246 £nd 

none Score 

3246.. 3302, 3520.. 3540 



OJ990721_12.0210.C21 

3540 
GEN SCAN 
3540 
.67 



13988 
29862 
2184 

OJ990721_12.0210.C22.o2.gs 

2184 

none 



Seq. ID OJ990721_12.0210.C22 



Strand 
End 

Method 

End 

Score 



5159 
GEN SCAN 
5159 
.66 



2184. .3185, 3261. .3434, 3439. .3544, 4848. .5038, 5136. .5159 



Seq. No. 13988 Seq. ID OJ990721JL2 . 0210 . C22 

Gene No. 29862 Strand + 

Start 2184 End 5159 

Name OJ990721_12 . 02 10 . C22 . ol . np Method AAT/NAP 

Start 2193 End 3246 

GI 130582 Score 530 

Exons 2193. .3246 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 13988 

Gene No. 29863 

Start 5922 

Name OJ990721_12 . 0210 . C22 . o3 . np 

Start 5922 

GI 4895224 

Exons 5922.. 5964, 7322.. 7537, 8784 
GI Descrip. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
8812 

(AC007660) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990721_12.0210.C22 
+ 

8812 
AAT/NAP 
8812 
43 



Seq. No. 13988 Seq. ID 

Gene No. 29864 Strand 

Start 14304 End 

Name OJ990721_12 . 0210 . C22 . o5 . gs Method 

Start 14304 End 

GI none Score 

Exons 14304. .14597 



OJ990721_12.0210.C22 
+ 

14597 
GEN SCAN 
14597 
.86 



Seq. No. 13988 Seq. ID 

Gene No. 29865 Strand 

Start 17061 End 

Name OJ990721_12 . 0210 . C22 . o7 . gs Method 

Start 17061 End 

GI none Score 

Exons 17061. .17433, 17913 .. 18086, 1818 6 .. 184 4 6, 18962 .. 19198 , 
19246. .19370 



OJ990721_12.0210.C22 
+ 

20298 
GENSCAN 
19370 
.41 



14709 



Seq. No. 13988 

Gene No. 29865 

Start 17061 

Name OJ990721_12 . 0210 .C22 . 06 . np 

Start 17142 

GI 6016874 

Exons 17142. . 17360, 
18712. .18867, 

GI Descrip. 



12.0210.C22 



Seq. ID OJ990721_ 
Strand + 
End 20298 
Method AAT/NAP 
End 20298 
Score 280 
18047. .18118, 18218. .18301, 
20063. .20104, 20185.. 20298 
(AP00057Ql, : ESTs C1914 3 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



17419. 
18964 . 



17656, 
19353, 



Seq. No. 13988 Seq. ID 

Gene No. 29866 Strand 

Start 134 End 

Name OJ990721_12 . 0210 . C22 . ol . gp Method 

Start 134 End 

GI 2309682 Score 

Exons 134 . . 595 



OJ990721_12 . 0210 . C22 
595 

AAT/GAP 

595 

736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1'3988 Seq. ID 

29867 Strand 

5707 End 

OJ990721_12 . 0210 . C22 . o2 . np Method 

5707 End 

3935156 Score 



OJ990721_12.0210.C22 

7820 
AAT/NAP 
7820 
712 



5707. .6651, 6700. .7182, 7664. .7820 
(AC005106) T25N20.20 [Arabidopsis thaliana] 



Seq. No. 13988 Seq. ID 

Gene No. 29868 Strand 

Start 8959 End 

Name OJ990721_12 . 0210 . C22 . o4 . gs Method 

Start 8959 End 

GI none Score 
Exons 



OJ990721_12.0210.C22 

13727 
GENSCAN 
13727 
.81 



8959. .9086, 10903 11111 , 11301 .. 11422 , 11733 11836, 
12235. .12265, 13064 .. 13203, 13333 ;. 13430 , 13606.. 13727 



Seq. No. 


13988 




Seq. ID 


OJ990721_ 


12.0210, 


.C22 


Gene No. 


29868 




Strand 








Start 


8959 




End 


13727 






Name 


OJ990721 12.0210.C22 


. o4 . np 


Method 


AAT/NAP 






Start 


10786 




End 


13670 






GI 


2947060 




Score 


1024 






Exons 


10786. .11210, 11301., 


.11422, 


11733. . 11836, 12235. 


.12265, 






13064. .13203, 13333.. 


.13430, 


13569. .13* 








GI Descrip. 


(AC002521) unknown protein 


[Arabidopsis thaliana 


] 




Seq. No. 


13988 




Seq. ID 


OJ990721_ 


12.0210. 


.C22 


Gene No. 


29868 




Strand 








Start 


8959 




End 


13727 






Name 


OJ990721 12.0210.C22, 


. o2 . gp 


Method 


AAT/GAP 






Start 


10954 




End 


13720 






GI 


7928 1.R1084 




Score 


1558 






Exons 


10954. .11210, 11301. . 


, 11422, 


11733. . 11E 


J36, 12235. 


. 12265, 






13064. .13203, 13333. . 


. 13430, 


13569. . 13720 







14710 




GI Descrip. f 2947060 1.0e-102 (AC002521) putative membrane protein 





[Arabidopsis thaliana] ' 








Seq. No. 


13988 




Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29869 




Strand 




Start 


15024 




End 


15383 


Name 


OJ990721 12.0210.C22.o6, 


.gs 


Method 


GENSCAN 


Start 


15024 




End 


15383 


GI 


none 




Score 


.79 


Exons 


15024. .15029, 15123. .15257, 


15327.. 15383 


Seq. No. 


13988 




Seq. ID 


OJ990721_12.0210.C22 


Gene No . 


29870 




Strand 




Start 


19937 




End 


20131 


Name 


OJ990721 12.0210.C22.o3. 


.tia 


Method 


TBLASTX: Maize 


Start 


5941 




End 


6386 


GI 


none 




Score 


160 


Exons 


5941. .6138, 5984 . . 6109, 


6217 


..6261, 6291.. 6386 


Seq. No. 


13988 




Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29870 




Strand 




Start 


19937 




End 


20131 


Name 


OJ990721 12.0210.C22.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


5947 




End 


7189 


GI 


none 




Score 


130 


Exons 


5947.. 6138, 5978.. 6088, 


6043 


..6090, 6119. .6142, 6238. .6255, 



6267. .6371, 6471. .6518, 6614. .6667, 6680. .6940, 6684. .6926, 
6938. .6991, 7055. .7189 



Seq. No. 


13988 








Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29870 








Strand 




Start 


19937 








End 


20131 


Name 


OJ990721 12 


.0210. 


,C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5971 








End 


6362 


GI 


none 








Score 


135 


Exons 


5971. .6138, 


5996. 


. . 6142, 


6093. 


.6140, 6220.. 6270, 6267.. 6362 


Seq. No. 


13988 








Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29870 








Strand 




Start 


19937 








End 


20131 


Name 


OJ990721 12 


.0210, 


.C22.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


5971 








End 


6258 


GI 


none 








Score 


155 


Exons 


5971. .6135, 


5978, 


. .6142, 


6214. 


.6258 




Seq. No. 


13988 








Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29870 








Strand 




Start 


19937 








End 


20131 


Name 


OJ990721 12 


.0210. 


.C22.o5. 


. tm 


Method 


TBLASTX: Maize 


Start 


6726 








End 


7010 


GI 


none 








Score 


189 


Exons 


6726. .7010, 


6758. 


. .7009 








Seq. No. 


13988 








Seq. ID 


OJ990721_12.0210.C22 


Gene No. 


29870 








Strand 




Start 


19937 








End 


20131 


Name 


OJ990721 12 


.0210. 


,C22.ol, 


.tm 


Method 


• TBLASTX: Maize 



14711 




btart 


i mi r\ 








End 


13171 




GI 


none 








Score 


170 




Exons 


10710. 


.10889, 


10730. 


.10879, 


10883. . 


10930, 10937. 


. 11017, 




10943. 


.11017, 


11009. 


.11212, 


11010. . 


11213, 11019. 


.11216, 




11265. 


.11429, 


11298. 


.11423, 


11299. . 


11430, 11300. 


.11431, 




11726. 


.11836, 


11728. 


.11835, 


11732. . 


11836, 11733. 


.11837, 




11734 . 


.11838, 


13061. 


.13108, 


13094. . 


13171, 13094. 


.13165, 




13096. 


.13170 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13988 
29870 
19937 
OJ990721 
11036 
none 
11036 
11129 
11734 
13061 
13593 



12.0210.C22.ol.ts 



11107, 
11224, 
11838, 
13168, 
13643, 



11039. 
11298. 
11743. 
13062. 
13594. 



,11107, 
,11423, 
11847, 
13166, 
13644 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990721 12.0210.C22 



20131 

TBLASTX : Soybean 
13644 
84 

11118. .11213, 11123. .11224, 
11300. .11431, 11733. .11837, 
11951. .11965, 13052. .13156, 
13332. .13397, 13334 .. 13399, 



Seq. No. 13988 

Gene No. 29870 

Start ' 19937 

Name . OJ990721_12 . 0210 . C22 . o2 .tm 

Start 17393 

GI none 

Exons 17393. .17440, 17459 .. 17704 , 



Seq. ID OJ990721_12.0210.C22 
Strand 

End 20131 

Method TBLASTX: Maize 

End - 17704 

Score 45 
17470. .17673 



Seq. No. 13988 

Gene No. 29870 

Start 19937 

Name OJ990721_12 . 0210 . C22 . o4 . tm 

Start 17999 

GI none 

Exons 17999. .18094, 18004 .. 18093, 

Seq. No. 13988 

Gene No. 29870 

Start 19937 

Name OJ990721_12 . 0210 . C22 . 08 . gs 

Start 19937 

GI none 

Exons 19937. .20061, 20116.. 20131 



Seq. ID OJ990721_12.0210.C22 
Strand 

End' 20131 

Method TBLASTX : Mai ze 

End 18355 

Score 143 
18173. .18355, 18178. .18336 

Seq. ID OJ990721_12.0210.C22 
Strand 

End 20131 

Method GENSCAN 

End 20131 

Score .41 



Seq. No. 13989 Seq. ID 

Gene No. 29871 Strand 

Start 78 End 

Name OJ990721_12 .0210. C23 . ol . gs Method 

Start 78 End 

GI none Score 

Exons 78 . .443 



OJ990721_12.0210.C23 
+ 

443 

GENSCAN 

443 

.7 



Seq. No. 13989 Seq. ID 

Gene No. 29872 Strand 

Start 3067 End 

Name OJ990721_12 . 0210 . C23 . ol . gp Method 



OJ990721_12.0210.C23 
+ 

3778 
AAT/GAP 



14712 






Start 


3020 


End 


3778 






GI 


57500 1.R1084 


Score 


1429 






Exons 


3020. .3778 










GI Descrip. 


, 5669634/gb|AAD46402.1|AF096246 1 5.0e- 


-25 (AF096246) 






ethylene-responsive transcriptional coactivator [Lycopersicc 






esculentum] 1 










Seq. No. 


13989 


Seq. ID 


OJ990721 12.0210. 


. C23 




Gene No. 


29872 


Strand 


+ 






Start 


3067 


End 


3778 






Name 


OJ990721 12 . 0210 . C23 . o3 . gs 


Method 


r* T7 1 VI C* 7\ Kl 

GENSCAN 






Start 


3067 


End 


3534 






GI 


none 


Score 


. 95 






Exons 


3067. .3534 










Seq. No. 


13989 


Seq. ID 


OJ990721_12.0210, 


.C23 




Gene No. 


29872 


Strand 


+ 






Start 


3067 


End 


3778 






Name 


OJ990721 12.0210.C23.ol.np 


Method 


AAT/NAP 






Start 


3070 


End 


3507 






GI 


5669634 


Score 


395 






Exons 


3070. .3507 










GI Descrip. 


(AF096246) ethylene-responsive transcriptional coactivator 


Q 

Si 




[Lycopersicon esculentum] 








IT! 


Seq. No. 


13989 


Seq. ID 


OJ990721_12.0210 


. C23 


n * 


Gene No. 


29873 


Strand 


+ 




; !?? 

,3 


Start 


8519 


End 


13688 




I t S 


Name 


OJ990721 12.0210.C23.o3.np 


Method 


AAT/NAP 






Start 


8519 


End 


13688 




. =fc 


GI 


4680186 


Score 


345 




ru 


Exons 


8519. .8564, 12617 .. 12671, 13489. .13688 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




U 


Seq. No. 


13989 


Seq. ID 


OJ990721_12.0210 


.C23 


• : 


Gene No. 


29874 


Strand 








Start 


1132 


End 


1841 




■. c i 


Name 


OJ990721 12.0210.C23.o2.gs 


Method 


GENSCAN 




.: 3: 


Start 


1132 


End 


1841 




U! 


GI 


none 


Score 


. 66 






Exons 


1132. .1735, 1765. .1841 










Seq. No. 


13989 


Seq. ID 


OJ990721_12.0210 


.C23 




Gene No. 


29875 


Strand 








Start 


4975 


End 


13622 






Name 


OJ990721 12.0210.C23.o2.tc 


Method 


TBLASTX: Cress 






Start 


3084 


End 


3489 






GI 


none 


Score 


125 






Exons 


3084. .3212, . 3088. .3213, 3265. 


.3489, 3267. .3488 






Seq. No. 


13989 


Seq. ID 


OJ990721_12.0210 


.C23 




Gene No. 


29875 


Strand 








Start 


4975 


End 


13622 






Name 


OJ990721 12.0210.C23.o2.tm 


Method 


TBLASTX: Maize 






Start 


3084 


End 


3489 






GI 


none 


Score 


118 






Exons 


3084. .3206, 3088. .3213, 3265. 


.3489, 3357. .3488 





14713 




Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 


Gene No . 


O O O 1 c 

l3o ID 








Strand 






Start 


A fi T C 

4 975 








End 


1 "3 /? O O 

13622 




Name 


OJ990721 12. 


f\ O 1 o 

0210 


/■» o o _ o 

. C23 . o3 . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


O f\ O O 

3088 








End 


3489 


GI 


none 








Score 


1 O 1 

121 




Exons 


O O O O O O T O 

3088 . . 3213, 


O 1 o o 

3102 


o o o /■ 

. 3206, 


O O fl c 

3265 . 


O A O O 

.34 89 






Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 


Gene No. 


O O. O T C 

29875 








Strand 






Start 


4 975 








End 


13622 




Name 


/"vtoooiot i o 

OJ990721_12 . 


0210 


C23 . o3 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3265 








End 


3489 




GI 


none 








Score 


184 




Exons 


3265 . . 3489, 


3366 


. 3488 










Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 


Gene No. 


29875 








Strand 






Start 


4 975 








End 


13622 




Name 


OJ990721 12. 


0210 


C23 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4 955 








End 


5772 




GI 


none 








Score 


242 




Exons _ 


>l O C C roc /I 

4 955 . . 5254 , 


4 969 


. 5250, 


54 39 . 


.5531, 5468. .5542, 


5630 . . 5752, 




5632 . . 5772 














Seq. No. 


13989 








Seq. ID 


OJ990721 


12 . 0210 . C23 


Gene No. 


29875 








Strand 






Start 


4975 








End 


13622 




Name 


OJ990721_12. 


0210 


C23.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


a n. s~ c\ 

4 969 








End 


10016 




GI 


none 








Score 


144 




Exons 


A (\ f~ C\ COCO 

4 969 . . 5250, 


5000 


. 52 63, 


54 42. 


.5543, 5468.-5542, 


5620 . . 5772, 




C/"01 C T O vl 

562 1 . . 5734 , 


5922 


. 6077 , 


5929 . 


. 6075, 6168 . . 6341, 


6235 . . 6339, 




b<i 1U . . OOl 1 , 






c o "7 n 

bo / y . 


.7037, 6895. .7113, 


n at n TOT/I 

fUf / . . / Z /4 , 




7345 . .7488, 


7352 


. 74 92 , 


9936 . 


.10016 






Seq. No. 


13989 








Seq. .ID 


OJ990721 


TO OOIO /"^OO 

12 . 0210 . C23 


Gene No. 


29875 








Strand 






Start 


4975 








End 


13622 




Name 


/"NTOOOIOI lO 

OJ990721 12. 


0210 


C23.o4. 


gs 


Method 


GENSCAN 




Start 


4 975 








End 


13518 . 




GI 


none 








Score 


.81 




Exons 


n r\ , ~i a covio 

4975 . . 5248, 


5372 


.5389, 


5469. 


.5530, 5632.. 5769, 


5937 . . 6341, 




/" yi 1 O /"COO 

6419. . 6508, 


6870 


.7253, 


7336. 


.7478, 9965. .10224 


T"»r~0/~ 

, 11596. . 117 




100/"~,/l 1 O /I O 1 

12264 . . 12401 


, 13454. .13518 








Seq. No. 


1 O QQ Q 

uyy y 








Seq. ID 


OJ990721 


TO i"\ O T A OOO 

12 . 0210 . C23 


Gene No. 


29875 








•Strand 






Start 


4975 








End 


13622 




Name 


OJ990721 12. 


0210. 


C23.o2. 


np 


Method 


AAT/NAP 




Start 


4978 








End 


10191 




GI 


1743354 








Score 


1213 




Exons 


4978. .5248, 


5469. 


.5530, 


5632. 


.5769, 5937. .6074, 


6168. . 6341, 




6419. .6508, 


6870. 


.7253, 


7336. 


.7478, 9965. .10191 





GI Descrip. (Y09876) aldehyde dehydrogenase (NAD+) [Nicotiana tabacum] 



14714 






Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 




Gene No. 


29875 








Strand 








Start 


4975 








End 


13622 






Name 


OJ990721 12. 


0210. 


C23.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


5060 








End 


10019 






GI 


none 








Score 


48 






Exons 


5060 . . 5113, 


5113. 


. 5244, 


5117 . 


.5263, 5442. .5543, 


5471 . . 5542, 






5632 . . 5727, 


5722 . 


. 5772, 


5934 . 


.6077, 5965.. 6135, 


6168 . . 6341, 






6172 . . 6342, 


6410. 


. 6514, 


6423. 


.6509, 6879. .7274, 


6895 . . 7044 , 






7072 . .7113, 


7345 . 


.7488, 


7352 . 


.7492, 9936. .10019 






Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 




Gene No. 


29875 








Strand 








Start 


4975 








End 


13622 






Name 


OJ990721_12 . 


0210. 


C23.o4 , 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


5071 








End 


5263 






GI 


none 








Score 


101 






Exons 


5071 . . 5259, 


5072 . 


. 5263 












Seq. No. 


13989 








Seq. ID 


OJ990721 


_12 . 0210 . C23 




Gene No. 


29875 








Strand 








Start 


4975 








End 


13622 






Name 


OJ990721_12. 


0210. 


C23.o2, 


. tw 


Method 


TBLASTX: 


Wheat 


.; si 


Start 


5468 








End 


7055 




i. = i 


GI 


none 








Score 


63 




: ; Ft 
Li i 


Exons 


5468-; . 5506, 


5620 . 


. 5673, 


5689. 


.5769, 5922. .6074, 


6171 . . 6227, 


I'll 




6222 . . 6293, 


6285 . 


. 6341, 


6410. 


.6511, 6438. .6506, 


6867 . . 7055, 


r*| 




6892 . . 7044 














! : ! 


Seq. No. 


13989 








Seq. ID 


OJ990721 


12 . 0210 . C23 




Gene No. 


29875 








Strand 






I'll 


Start 


4975 








End 


13622 






Name 


OJ990721_12. 


0210. 


C23.ol. 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5946 








End 


10022 




i"i 


GI 


none 








Score 


94 






Exons 


5946. . 6077, 


5950 . 


. 6075, 


6168 . 


.6341, 6169. .6342, 


6410. . 6508, 


!"** 




6414 . . 6509, 


6873 . 


. 6923, 


6921 . 


.7274, 6922. .7119, 


6993 . . 7220, 


■ = E 
sF 




7334 . .7492, 


7345 . 


.7488, 


9936. 


.10022 






jS3L 


Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 


i. _i 


Gene No. 


29875 








Strand 








Start 


4975 








End 


13622 






Name * 


OJ990721_12 . 


0210 . 


C23.ol, 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


7080 








End 


7480 






GI 


none 








Score 


114 






Exons 


7080. .7244, 


7080. 


. 7274, 


7340. 


.7480, 7345. .7479 






Seq. No. 


13989 








Seq. ID 


OJ990721 


_12.0210.C23 




Gene No . 


29875 








Strand 








Start 


4975 








End 


13622 






Name 


OJ990721 12. 


0210. 


C23.o2. 


• gp 


Method 


AAT/GAP 






Start 


13241 








End 


13622 






GI 


uC-osflcyp033a04bl 




Score 


663 






Exons 


13241. .13622 














GI Descrip. 


■ 601684 5/dbj | AP000570 . 1 | AP000570 3. Oe- 


59 Oryza 


sativa genom: 



DNA, chromosome 1, clone : P0711E10 1 



14715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13990 
29876 
701 

OJ990721_12.0210.C24.ol.np 
701 

2130141 



Seq. ID 
Strand 
End 

Method 
End 
Score 

701. .930, 1015. .2483, 2864. .2918 

mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



OJ990721_12.0210.C24 
+ 

2918 
AAT/NAP 
2918 
989 



Seq. No. 


13990 








Seq. ID 


OJ990721 


_12.0210, 


.C24 


Gene No. 


29876 








Strand 


+ 






Start 


701 








End 


2918 






Name 


OJ990721 12 


. 0210 


. C24 . o2 , 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1021 








End 


1389 






GI 


none 








Score 


254 






Exons 


1021 . . 1389, 


1038 


. . 1331 












Seq. No. 


13990 








Seq. ID 


OJ990721 


_12.0210. 


.C24 


Gene No. 


29876 








Strand 


+ 






Start 


701 








End 


2918 






Name 


OJ990721 12 


. 0210 


.C24 .ol , 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1393 








End 


2021 






GI 


none 








Score 


291 






Exons 


1393. . 1614, 


1398 


. .1613, 


1616 . 


.1735, 1617.. 1739, 


1716. .2021, 




1764. .1982, 


1907 


. .2020 






# 






Seq. No. 


13990 








Seq". ID 


OJ990721 


_12.0210< 


.C24 


Gene No. 


29876 








Strand 


+ 






Start 


701 








End 


2918 






Name 


OJ990721_12 


. 0210 


.C24 ,o3, 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2136 








End 


2456 






GI 


none 








Score 


102 






Exons 


2136. .2258, 


2279 


. .2455, 


2283. 


.2456 








Seq. No. 


13991 








Seq. ID 


OJ990721 


_12.0210, 


.C25 


Gene No. 


29877 








Strand 








Start 


3909 








End 


4189 






Name 


OJ990721 12 


. 0210 


.C25.o2, 


.gs 


Method 


GEN SCAN 






Start 


3909 








End 


4189 






GI 


none 








Score 


.57 






Exons 


3909. .4109, 


4181 


. .4189 












Seq. No. 


13992 








Seq. ID 


OJ990721 


_12.0210. 


,C26 


Gene No. 


29878 








Strand 








Start 


4665 








End 


7546 






Name 


OJ990721 12 


.0210 


.C26.ol. 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4632 








End 


5339 






GI 


none 








Score 


208 






Exons 


4632. .4991, 


4635 


. .5339, 


4642. 


.5331 








Seq. No. 


13992 








Seq. ID 


OJ990721 


_12.0210. 


■ C26 


Gene No. 


29878 








Strand 








Start 


4665 








End 


7546 






Name 


OJ990721 12 


.0210 


.C26.ol. 


.np 


Method 


AAT/NAP 






Start 


4665 








End 


7546 






GI 


6630685 








Score 


4219 







14716 



Exons 4665.. 7207, 7461.. 7546 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 




Start 


4665 








End 


7546 


Name 


OJ990721 12 


. 0210 


.C26. o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4680 








End 


5321 


GI 


none 








Score 


103 


Exons 


4 680 . . 4 913, 


4 932 


. . 5321, 


4 933 . 


.5097, 4938.. 5132 


Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 


_ 


Start 


4665 








End 


7546 


Name 


OJ990721 12 


. 0210 


. C26 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4683 








End 


5138 


GI 


none 








Score 


65 


Exons 


4683. .4895, 


4 914 


. . 5048 , 


5052 . 


.5138 




Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 


_ 


Start 


4665 








End 


7546 


Name 


OJ990721 12 


. 0210 


.C26.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


4716 








End 


5183 - 


GI 


none 








Score 


123 


Exons 


4716 . . 4904 , 


4 923 


. . 5183 








Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 




Start 


4665 








End 


7546 


Name 


OJ990721_12 


. 0210 


.C26.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5454 








End 


5889 


GI 


none 








Score 


470 


Exons 


5454 . .5888, 


5455 


. .5889 








Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 




Start 


4 665 








End 


7546 


Name 


OJ990721 12 


. 0210 


. C26 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


5692 








End 


6299 


GI 


5509260 








Score 


296 


Exons 


5692. .6075, 


5694 


. . 6074, 


6069. 


.6209, 6084. .6299, 6247. .6297 


GI Descrip. 


- 












Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 




Start 


4665 








End 


7546 


Name 


OJ990721 12 


.0210 


.C26.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5700 ' 








End 


6174 


GI 


none 








Score 


172 


Exons 


5700. . 6050, 


5712 


. . 6053, 


5719. 


.6051, 5849. .6055, 5908. .6063, 




6055. .6081, 


6084 


. . 6158, 


6085. 


. 6174 




Seq. No. 


13992 








Seq. ID 


OJ990721_12.0210.C26 


Gene No. 


29878 








Strand 




Start 


4665 








End 


7546 



14717 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990721_12. 

5811 

none 

5811. .6092, 

13992 
29878 
4665 

OJ990721_12. 

6007 

none 

6007. .6324, 



0210.C26.o3. tc 



5830. .6090 



0210.C26.o4 .tm 



6009. .6326 



Method 

End 

Score 



TBLASTX: Cress 

6092 

91 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Maize 

End 6326 

Score 360 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13992 
29878 
4665 

OJ990721_12. 

6333 

none 

6333. .7133, 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Maize 

End 7196 

Score 4 5 

6415. .6456, 6460. .7134, 7143. .7196, 7150. .7191 



02iO.C26.o2.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13992 
29878 
4665 

OJ990721_12. 

6438 

none 

6438. .6518, 
6693. . 6782, 



0210.C26.o3.tw 



6438. .6518, 6518. 
6704. .6772, 6706. 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Wheat 

End 6782 

Score 45 

.6583, 6529. .6693, 6540. .6704, 
.6780 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13992 
29878 
4665 

OJ990721_12. 

6564 

none 

6564. .7025, 



0210.C26.o3.ts 



6648. .7001, 6715, 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Soybean 

End 7025 

Score 113 
.7005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13992 
29878 
4665 

OJ990721_12. 

6567 

none 

6567. .6989 



0210.C26.ol.tc 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Cress 

End 6989 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13992 
29878 
4665 

OJ990721_12. 

6870 

none 

6870. .7166, 



0210.C26.o2.tw 



6871. .7146 



Seq. ID OJ990721_12.0210.C26 
Strand 

End 7546 

Method TBLASTX : Wheat 

End 7166 

Score 173 



Seq. No. 
Gene No. 
Start 



13993 
29879 
751 



Seq. ID OJ990721_12.0210.C27 
Strand + 
End 4028 



14718 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990721_12 . 0210 . C27 . ol . gs 
751 



Method GENSCAN 
End 2611 
none Score . 68 

751. .906, 960. .1666, 1684. .1820, 1929. .2611 



13993 
29879 
751 

OJ990721_12.0210.C27 .ol.np 

1484 

6498441 



Seq. ID OJ990721_12.0210.C27 

Strand + 

End 4028 

Method AAT/NAP 

End 4028 

Score 2753 



1484. .2546, 2877. .3340, 3404. .4028 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990721_12.0210.C27 

Strand + 

End 4028 

Method TBLASTX : Mai ze 

End 1921 

Score 194 



13993 
29879 
751 

OJ990721_12 . 0210 . C27 . ol . tm 
1673 
none 

1673. .1921, 1675. . 1920 

13993 
29879 
751 

OJ990721_12.0210.C27.o2.tw 
1685 
none 

1685. .1783, 1702. .1782, 1750. .1989, 1766. .2023 



Seq. ID OJ990721_12.0210.C27 

Strand + 

End 4028 

Method TBLASTX : Wheat 

End 2023 

Score 117 



13993 
29879 
751 

OJ990721_12.0210.C27.o2.gs 

2684 

none 



Seq. ID OJ990721_12.0210.C27 

Strand + 

End 4028 

Method GENSCAN 

End 3617 

Score .48 



2684. .2929, 2948. .3340, 3404. .3617 



13993 
29879 
751 

OJ990721_12 . 0210 . C27 . ol . tw 
2761 
none 



End 

Method 
End 
Score 

2761. .2934, 2762. .3247, 2956. .3216, 3335.-3532, 3335. .3517, 
3388. .3531 



Seq. ID OJ990721_12.0210.C27 
Strand + 

4028 

TBLASTX: Wheat 
3532 
392 



13994 
29880 
528 

OJ990721_12.0210.C28.ol.gs 

528 

none 

528. .640 



Seq. ID OJ990721_12.0210.C28 

Strand + 

End 64 0 

Method GENSCAN 

End 64 0 

Score . 52 



14719 



Seq. No. 13995 Seq. ID 

Gene No. 29881 Strand 

Start 104 End 

Name OJ990721_12 . 0210 . C29 . ol . gs Method 

Start 104 End . 

GI none Score 

Exons 104.. 391 



OJ990721_12.0210.C29 
+ 

391 

GENSCAN 

391 

.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



13996 Seq. ID 

29882 Strand 

304 End 
OJ990721_12 .0210.C30.ol .gs Method 

304 End 

none Score 

304. .411, 462. . 621 



OJ990721_12.0210.C30 
+ 

621 

GENSCAN 
621 
. 68 



OJ990721 12.0210.C30 



13996 Seq. ID 

29883 Strand 

1 End 942 

OJ990721_12 . 0210 . C30 . ol . np Method AAT/NAP 

1 End 942 

4680191 Score 46 
1..181, 469. .554, 910. .942 

(AF111710) putative myb-related protein [Oryza sativa subsp. 

indica] - , 



13997 Seq. ID 

29884 . Strand 

562 End 
OJ990721_12 . 0210 . C31 . ol . gs Method 

562 End 

none Score 
562.. 710 



OJ990721_12.0210.C31 
+ 

710 

GENSCAN 

710 

1 



Seq. ID OJ990721_12.0210.C32 

Strand + 

End 278 

Method AAT/GAP 

End 207 

Score 202 



13998 
29885 
1 

OJ990721_12.0210.C32.ol.gp 
1 

17927_l.kl084 
1..28, 118.. 207 

'4371285/gb|AAD18143| 2.0e-41 (AC006260) hypothetical protein 
[Arabidopsis thaliana] ' 



13998 Seq. ID 

29885 Strand 

1 End 

OJ990721_12 . 0210 . C32 . ol . np Method 

1 End 

6729490 Score 
1..28, 120. .278 

(AL132966) putative protein [Arabidopsis thaliana] 



OJ990721_12.0210.C32 
+ 

278 

AAT/NAP 
278 
138 



13999 Seq. ID 

29886 Strand 
1 End 

OJ990721 12.0210.C34.ol.gp Method 



OJ990721_12.0210.C34 
650 

AAT/GAP 



14720 



Start 1 End 536 

GI 15163_1.R1084 Score 386 

Exons 1..24, 107.. 181, 303.. 375, 456.-536 

GI Descrip. 1 6094 335/sp | 082147 | SPEE_COFAR 1.0e-80 SPERMIDINE SYNTHASE 
(PUTRESCINE AMINOPROPYLTRANSFERASE) (SPDSY) 

>gi_3242659_dbj_BAA29033_ (AB015599) spermidine synthase [Coffea 
arabica] 1 



064. IN O . 


13999 




Seq. ID 


OJ990721_12.0210. 




Gene No . 


29886 




Strand 






Start 


1 




End 


650 




Name 


OJ990721 


12.0210.C34 .ol. np 


Method 


AAT/NAP 




Of- -.4- 

0 tar l 


1 




End 


650 






6468656 




Score 


251 




Exons 


1..181, 303. .375, 456. .560, 


595.. 650 






kjl uescrip. 


(AJ251298) spermidine synthase 1 [Oryza sativa] 




beq . no . 


13999 




Seq. ID 


OJ990721_12.0210, 


,C34 


Gene No . 


29886 




Strand 






Start 


1 




tina 


650 




Name 


OJ990721 


_12.0210.C34.ol.tc 


Method 


TBLASTX: Cress 






67 




End 


586 




C T 


none 




Score 


73 




Exons 


67. .180, 


108. .179, 286. .387, 


302. .421, 


453. .563, 453. .563, 




455. .586 










oeq. In 0 . 


13999 




Seq. ID 


OJ990721_12.0210. 


,C34 


Gene No. 


z y 0 0 0 










Start 


1 




End 


650 




Name 


OJ990721 


12.0210.C34.ol.tm 


Method 


TBLASTX: Maize 




Otalt. 


94 




End 


544 




P T 


none 




Score 


100 






94. .183, 


108. .182, 301. .387, 


304 . .387, 


305. .421, 453. .530, 




454. .543, 


455. .544 








Seq. No. 


13999 




Seq. ID 


OJ990721_12.0210. 


.C34 


Gene No. 


29886 




Strand 






olal L 


1 




End 


650 




Name 


OJ990721 


12.0210.C34.ol.ts 


Method 


TBLASTX: Soybean 




OLait 


108 




End 


575 






none 




Score 


49 




U 1 v /"\ r*\ cf* 

Lxons 


108. .179, 


286. .387, 287. .367 


, 453. .575, 


456. .563 




Seq. No. 


13999 




Seq. ID 


OJ990721_12.0210. 


.C34 


Gene No. 


29886 




Strand 






Start 


1 




End 


650 




Name 


OJ990721 


12.0210.C34 .ol. gs 


Method 


GENSCAN 




Start 


110 




End 


375 




GI 


none 




Score 


-.9 




Exons 


110. .181, 


303. .375 








Seq. No. 


14000 




Seq. ID 


OJ990721J37.0211. 


.CI 


Gene No. 


29887 




Strand 






Start 


376 




End 


545 




Name 


OJ990721 


07.0211.Cl.ol.gs 


Method 


GENSCAN 




Start 


376 




End 


545 




GI 


none 




Score 


. 69 





14721 




Exons 376 . .545 





Seq. No. 


14001 


Seq. ID 


OJ990721 07. 0211. C2 




Gene No. 


29888 


Strand 






Start 


226 


End 


401 




Name 


OJ990721 07 . 0211 . C2 . ol . gs 


Method 


GENSCAN 




Start 


226 


End 


4 01 




GI 


none 


Score 


. 4 1 




Exons 


226. . 401 








Seq. No. 


14002 


Seq. ID 


OJ990721_07.0211.C3 




Gene No. 


o n o o o 

29889 


Strand 






Start 


2060 


End 


2426 




Name 


OJ990721 07 . 0211 . C3 . ol . tm 


Method 


TBLASTX: Maize 




Start 


2060 


End 


2426 




GI 


none 


Score 


217 




Exons 


2060.. ^416, ^:060..2±46, 2109 


..2375, 2183. .2383, 2305. .2391, 






2379.. 2417, 2381.. 2425, 2382 


. .2426 






Seq. No. 


14003 


Seq. ID 


OJ990721_07.0211.C4 




Gene No. 


29890 


Strand 


+ 




Start 


719 


End 


1093 




Name 


OJ990721 07.0211.C4.ol.gp 


Method 


AAT/GAP ' 




Start 


719 


End 


1093 




GI 


uC-osflcyp033a04bl 


Score 


614 


i',<\ 


Exons 


719. .1093 






ill 


GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


mi 




DNA, chromosome 1, clone : P07 11E10 1 




'. Li 


Seq. No. 


14003 


Seq. ID 


OJ990721_07.0211.C4 


= 1 
: 

: sr 


Gene No. 


29891 


Strand 


+ 


I'i! 


Start 


3352 


End 


7985 




Name 


OJ990721 07.0211.C4.o2.gs 


Method 


GENSCAN 




Start 


3352 


End 


7351 


Q 


GI 


none 


Score 


.79 


'! 


Exons . 


3352.. 4932, 4999.. 5093, 5107 


..5245, 5618. .6274, 6415. .7038, 






7052. .7351 






C3 


beq. no. 


14003 


Seq. ID 


OJ990721__07.0211.C4 




Gene No . 


29891 


Strand 


+ 


r{ 


Start 


3352 


End 


7985 




Name 


OJ990721 07.0211.C4.o2.np 


Method 


AAT/NAP 




Start 


3352 


End 


7985 




bl 


5922631 


Score 


3978 




Exons 


3352.. 3476, 3729.. 3973, 4232 


..4434, 4480. .5051, 5094. .5245, 






5372. . 6296, 6902. .7985 








GI Descrip. 


(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to 






region of the predicted gene 


. ; similar 


to prpol; Zea mays 






retrotransposon Cinful-1. (AF049110) [Oryza sativa] 






gil 6016864 | db j |BAA85207.1| (AP000570) 


ESTs 






C26347 (C12145) , AU078074 (C12145) correspond to a region of the 






predicted gene.; Similar to " 


prpol; Zea 


mays retrotransposon 






Cinful-1. (AF049110) [Oryza 


sativ 






Seq. No. 


14003 


Seq. ID 


OJ990721_07.0211.C4 




Gene No. 


29892 


Strand 






Start 


649 


End 


5255 



14722 




Name 


ujyyu/zi u / . 1 1 . C4 . 01 . gs 


Metnoo 


TP XT C" TV M 

GENSCAN 




b car u 


d 4 y 




1 Q / Q 
lo 4 O 




c t 
KdX. 


none 


Score 






Exons 


ofiy. .oou, y*iy. .iuuz, ±14U. 


. lzd i , lojy . 


1 /"I o 1COC 

. 1 bl J , 1 by o . 


1 O A O 

.1848 


beq. no. 


14003 


Seq. ID 


OJ990721_07, 


.0211 


ucnc in ^ • 


29892 


.Strand 






Start 


649 


End 


.5255 




Name 


OJ990721 07. 0211. C4 .ol.np 


Method 


AAT/NAP 




Start 


1139 


- End 


5255 




GI 


6815052 


Score 


548 




Exons 


1139.. 1257, 1539.. 1613, 1695.. 1889, 5222.. 5255 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 





C 1 ^ /-» XT _ 

beq. No. 


1 a c\ m 
1 4 UU o 








Seq. ID 


OJ990721_07.0211.C4 


Gene No. 


o no no 

29892 








Strand 




Start 


649 








End 


5255 


Name 


OJ990721_07 


.0211, 


,C4 .o4. 


tw 


Method 


TBLASTX: Wheat 


bt art 


a a cl a 
4 bob 








End 


5058 


GI 


none 








Score 


282 


Exons 


4 bob . .4 y2o, 


A C C *7 

4 bo / , 


. . 5058 








beq. no. 


14 UUo 








Seq. ID 


OJ990721_07.0211.C4 


Gene No. 


1 98 93 








Strand 




Start 


5636 








End 


6430 


Name 


OJ990721_07 


.0211, 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


bear u 


o bo b 








End 


64 30 




none 








Score 


143 


Exons 


ob J b . .bou, 


C O C 1 

OO 3 / , 


. . bUyJ, 


oo bl . 


.6091, 6140.. 6430, 6196.. 6411 


beq. No. 


1 /mm 
14 UU J 








Seq. ID 


OJ990721_07.0211.C4 


Gene No . 


O O O O 








Strand 




b uar t. 


c; C *3 £ 








End 


6430 


Name 


OJ990721 07 


.0211, 


,C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


5944 








End 


6139 


GI 


none 








Score 


186 


Exons 


5944. .6090, 


5945, 


. .6139 








Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 


Gene No. 


29894 








Strand 




Start 


6432 








End 


7561 


Name 


OJ990721 07 


.0211. 


,C4.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6432 








End 


6666 


GI 


none 








Score 


260 


Exons 


6432. .6665, 


6433. 


. .6666, 


6433. 


.6666 




Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 


Gene No. 


29894 








Strand 




Start 


6432 








End 


7561 


Name 


OJ990721 07 


.0211. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6441 








End 


6798 


GI 


none 








Score 


343 


Exons 


6441. .6788, 


6442. 


. .6798 









Seq. No. 14003 Seq. ID OJ990721_07 . 0211 . C4 

Gene No. 29894 Strand 

Start 6432 End 7561 



14723 





Name 


OTQQ0791 07 


091 1 

\J £. X X . 


CA n? 


LW 


via u 11UU 


1 DLinu 1 A . WiitrclU 






ODD / 










707 4 




p t 


none 








Score 


4 O X 




CjXOIIo 


CCC7 7074 

ODD/ . . t \J 1 H f 




707 ? 




7074 






Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 




Gene No. 


29894 








Strand 






olaiL 


64 9 

D*i 0<£ 








CjI 1U 


7 Sfil 
/ ~j \j ± 




Name 


HTQQm91 07 


0911 


CA r\ "3 


LIU 


Mo +■ Vi ^H 


1 DXj/io 1 A . lYld X L tr 




oLart 


DOU^I 








Fnrl 
XjUCX 


7 0^Q 




C T 


none 








Score 


1 Q1 




Exons 




6ft 0 4 
DO U fi - 


fift 4 9 

. . DO H £. f 


DjjU . 


70*^4 






Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 




Gene No. 


29894 








Strand 






C 4- -a h— 4- 

o rare 


Df! 








End 


7561 




Name 


Pi TQQO 7 91 0 7 


0911 


CA ril 




Method 


TBLASTX : Soybean 




C4-2 -»-+- 


DrDl 








End 


7363 






none 








Score 


133 




T y-\ t"\ 

tjXons 


CQCi 7074 


6Q7 ft 
0:7/0. 


707 ^ 


7070 


.7363, 7073. .7276, 7249.. 7329 




Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 




Gene No. 


29894 








Strand 




*i af 


Cf 3 -y-4- 
OLdri. 


£4^9 
D 4 jZ 








End 


7561 


i. ~l 

"t n: 


Name 


n TQQ07 9 1 fl 7 
UU :? iJu / Z X U / . 


0 911 


P4 n9 


LIU 


Method 


TBLASTX: Maize 


:'?[ 


b tar l 


/ Udj 








End 


7474 


l : l i 




none 








Score 


226 




Exons 


70£^ TOQ/ 


7 0 7 0 
/ U / U . 


7 9 ft S 
. . /ZOO, 


7 07 0 
/ u / u . 


.7288, 7307. .7450, 7448. .7474 


i . I 


Seq. No. 


14003 








Seq. ID 


OJ990721_07.0211.C4 


; s \ 
"sz: 


Gene No. 


29894 








Strand 




| Li 


C +- ^ v+- 

otari- 


Oft 








End 


7561 




Name 


n TQQ079 1 07 


091 1 


P4 r> ^ 


LW 


Method 


TBLASTX: Wheat 


t! 


otarL 


7 1^9 
/ X 








End 


7561 


a 


C T 
VjX 


none 








Score 


410 


i ,* 




71^9 7^4 1 


71 "36 
/ X o o . 


7 R fi1 










P Apr NT /""\ 

o e q . ln o . 


X fl u U *J 








Seq. ID 


OJ990721_07.0211.C5 


Q 


fipnp Mo 


29895 








Strand 


+ 




Start 


1 








End 


4343 


i.ef 


Name 


OJ990721 07. 


0211. 


.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2647 




GI 


2130080 








Score 


188 




Exons 


1..246, 2038 


..2227, 2548.-2647 






GI Descrip. 


Nrampl protein - 


rice gi|1470320|bbs|177441 (S81897) 



0sNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 14004 

Gene No. 29895 

Start 1 

Name OJ990721_07 . 02 11 . C5 . ol . gs 

Start 151 

GI none 
Exons 



Seq. ID OJ990721_07.0211.C5 

Strand + 

End 4343 

Method GEN SCAN 

End 4343 

Score . 6 



151. .246, 3194. .3405, 3450. .3591, 3627. .3733, 3739. .3841, 



14724 




4221. .4343 



O C CJ . IN O . 


1 4 UU4 


Seq. ID 


OJ990721_07.0211.C5 


Gene No . 


9 QQ Q£ 

z y o y o 


Strand 


+ 


Cf >~ 4- 


d y uo 


End 


7240 


Name 


b/ijyyu/zi U / . u^ii .lj . oz . gs 


Method 


GENSCAN 


Cf 2 y- f- 




End 


7240 


C T 
Ijl 


none 


Score 


.43 


Exons 




..6574, 7133.. 7240 


beq. no. 


1 4 UU4 


Seq. ID 


OJ990721__07.0211.C5 


Gene No. 


zyo y / 


Strand 


+ 


Start 


8114 


End 


21311 


Name 


OJ990721_07.0211.C5.o3.gs 


Method 


GENSCAN 


otarL 


Q 1 1 A 


End 


21311 


C T 
tjl 


none 


Score 


.66 


Exons 


{311/. Q1 T1 QQ7G nnnc QCRO 

0114..01/1, oo / o . . yuuo, yoj<i 


..9754, 10163. .10284, 10773. . li 




1 1 04 y . . 1 1 / 0 / , 1 lO / 3 . . L£ U / 


13258. .13381,. 13778 .. 13894 , 




1/IQCiQ 1/1/1RQ 1 /I cqq 1/1TQ1 

14 z o y . . 14 4 do , 1 4 oyo . . 14 / O 1 , 


14786. .14833, 15011. .18931, 




i QT/ic IQCMyl Of\C\QA OCiO£~l 

i y / 4 o . . l y y 4 4 , zuuo4 . . ^u^o / / 


20272. .20319, 20714 .. 2094 5, 




ziuyy. .zuii 






oeq . ino . 


14004 


Seq. ID 


OJ990721_07.0211.C5 


bene ino . 


29897 


Strand 


+ 


Start 


8114 


End 


21311 


Name 


OJ990721 07 .0211 .C5.o2.np 


Method 


AAT/NAP 


btart 


15027 


End 


18932 


bl 


6539553 


Score 


6774 


Exons 


15027.. 18932 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon ; 




(D85597) [Oryza sativa] gi | 6539590 | dbj 


IBAA88206. 1| (AP0008 




Similar to Oryza australiensis retrotransposon RIRE1 (D855 




[Oryza sativa] 






Seq. No. 


14004 


Seq. ID 


OJ990721_07.0211.C5 


bene ino . 


29897 


Strand 


+ 


Cf -i y-f 

b tar t 


8114 


End 


21311 


Name 


OJ990721 07.0211.C5.o3.np 


Method 


AAT/NAP . 


Cf 3 r-+- 
OLdlT. 


21104 


End 


21185 


P T 
bl 


6498434 


Score 


92 


Exons 


21104. .21185 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


beq. no. 


14004 


Seq. ID 


OJ990721_07.0211.C5 


Gene No . 


29898 


Strand 




Pf -,y.f 

b t ar z 


22504 


End 


23602 


Name 


OJ990721 07.0211.C5.o6.tm 


Method 


TBLASTX: Maize 


Of -) -V+- 

bt arc 


2034 


End 


2330 • 


GI 


none 


Score 


192 


Exons 


2034.. 2279, 2035.. 2325, 2035 


..2253, 2042. .2278, 2049. .2330 


Seq. No. 


14004 


Seq. ID 


OJ990721_07.0211.C5 


Gene No. 


29898 


Strand 




Start 


22504 


End 


23602 


Name 


OJ990721 07.0211.C5.o4.tw 


Method 


TBLASTX: Wheat 


Start 


15021 


End 


15408 


GI 


none 


Score 


350 



14725 



Exons 



15021. .15407, 15032. .15406, 15145. .15408 



Seq. No. 14004 

Gene No. 29898 

Start 22504 

Name OJ990721_07 . 02 1 1 . C5 . o2 . tm 

Start 15156 

GI none 

Exons 15156. . 15467, 15164.. 15469 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Mai ze 

End 15469 

Score 366 



Seq. No. 14004 

Gene No. 29898 

Start 22504 

Name OJ990721_07 . 0211 . C5 . ol . tm 

Start 15968 

GI none 

Exons 15968. .16222, 15975 .. 16289, 15995 .. 1 6288 , 16123.. 16290 



Sri 



□ 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
'Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Maize 

End 16290 

Score 268 



14004 
29898 
22504 

OJ990721_07 . 02 1 1 . C5 . o5 . ts 

16317 

none 

16317. .16472, 16455. .16703 

14004 
29898 
22504 

OJ990721_07.0211.C5.o5.tm 

16491 

none 

16491. .16925, 16700.. 16900 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Soybean 

End 16703 

Score 88 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Mai ze 

End 16925 

Score 303 



14004 
29898 
22504 

OJ990721_07 . 02 1 1 . C5 . o5 . tw 
16568 
none 

16568. .16639, 16569 .. 16760, 16569.. 16760 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX: Wheat 

End 16760 

Score " 275 



Seq. No. 14004 

Gene No. 29898 

Start 22504 

Name OJ990721_07 . 0211 . C5 . o3 . ts 

Start 16713 

GI none 

Exons ■ 16713. .16937, 16721 16891 , 16722 .. 168 92 , 16938 .. 17 111, 
16946. .16984 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Soybean 

End 17111 

Score 197 



Seq. No. 14004 

Gene No. 29898 

Start 22504 

Name OJ990721_07 . 0211 . C5 . ol . tw 

Start 16761 

GI none 



Seq. ID OJ990721_07.0211.C5 
Strand 

End 23602 

Method TBLASTX : Wheat 

End 17516 

Score 634 



14726 




Exons 


16761. . 


17225, 16769. 


. . 17248, 


17269. .174 99, 17277. .17516, 




17299. . 


17496, 17357. 


, . 17515 






Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5. 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


17436 






End 


17900 


GI 


5509260 




Score 


382 


Exons 


17436. . 


17900, 17537. 


. . 17605, 


17654. .17749, 17822.. 17881 


GI Descrip. 












Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5 . 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


17529 






End 


17789 


GI 


none 






Score 


286 


Exons 


17529. . 


17789 








Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5 . 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


17570 






End 


18017 


GI 


none 






Score 


359 


Exons 


17570. . 


17752, 17571. 


, . 18017, 


17706. .17888, 17822. .17 932 


Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5. 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


17571 






End 


18116 


GI 


none 






Score 


318 


Exons 


17571. . 


17915, 17718. 


. . 178 91, 


17910. .18116, 17984. .18106 


Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5. 


. o2 . ts 


Method 


TBLASTX: Soybean 


Start 


17969 






End 


18314 


GI 


none 






Score 


315 


Exons 


17969. . 


18169, 17970. 


. . 18314 






Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5. 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


18125 






End 


18464 


GI 


none 






Score 


312 


Exons 


18125. . 


18463, 18126. 


, .18464 






Seq. No. 


14004 






Seq. ID 


OJ990721_07.0211 


Gene No. 


29898 






Strand 




Start 


22504 






End 


23602 


Name 


OJ990721 07. 0211. C5, 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


18320 






End 


18796 



14727 




GI 


none 




Score 


101 






Exons 


ioooa loom 

18320 . . 18 391 


/ 18321 . . 18395, 


18410. .18796, 18411 


1 o*j CO 

. . 18758 




Seq. No. 


14004 




Seq. ID 


OJ990721 


_07.0211 


.C5 


Gene No. 


29898 




Strand 








Start 


o o c r\ a 

22504 




End 


23602 






Name 


OJ990721 07. 


0211 . C5 . o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


18327 




End 


18668 






GI 


none 




Score 


91 






Exons 


18327 . .184 40 


, 18353 . . 18433, 


18459. .18668, 18464 


. . 18589 




Seq. No. 


14004 




Seq. ID 


OJ990721 


_07.0211. 


.C5 


Gene No. 


29898 




Strand 








Start 


22504 




End 


23602 






Name 


OJ990721 07. 


0211 . C5 . o4 . gs 


Method 


GEN SCAN 






Start 


22504 




End 


23546 






GI 


none 




Score 


.62 






Exons 


22504 . . 22740 


, 23183 . . 23323, 


23433. .23546 






Seq. No. 


14004 




Seq. ID 


OJ990721 


_07 . 0211 , 


. C5 


Gene No. 


29898 




Strand 








Start 


22504 




End 


23602 






Name 


OJ990721 07. 


0211.C5.o4.np 


Method 


AAT/NAP 






Start 


22915 




End 


23602 






GI 


5295955 




Score 


220 






Exons 


22915. .23602 












GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 




[Oryza sativa] 










Seq. No. 


14005 




Seq. ID 


OJ990721 


_07.0211, 


.C6 


Gene No. 


29899 




Strand 


+ 






Start 


3057 




End 


7408 






Name 


OJ990721 07. 


0211.C6.ol.gs 


Method 


GENSCAN 






Start 


3057 




End 


6105 






GI 


none 




Score 


.66 






Exons 


3057. .3158, 


3339.. 3509, 5137 


..5269, 5383.. 5517, 


5999. .6105 


Seq. No. 


14005 




Seq. ID 


OJ990721 


_07.0211, 


,C6 


Gene No. 


29899 




Strand 


■f 






Start 


3057 




End- 


7408 






Name 


OJ990721 07. 


0211.C6.o3.gp 


Method 


AAT/GAP 






Start 


3367 




End 


7408 






GI 


none 




Score 


711 






Exons 


3367. .3509, 


3619.. 3758, 4313 


..4366, 7345. .7408 






Seq. No. 


14005 




Seq. ID 


OJ990721 


_07.0211. 


,C6 


Gene No. 


29899 




Strand 


+ 






Start 


3057 




End 


7408 






Name 


OJ990721 07. 


0211.C6.o2.np 


Method 


AAT/NAP 






Start 


6663 




End 


7115 






GI 


3913804 




Score 


509 






Exons 


6663. .7115 












GI Descrip. 


HISTONE H2B. 


3 gi|577825|emb| 


CAA49584 | 


(X69960) : 


H2B histone [Ze 




mays] 












Seq. No. 


14005 




Seq. ID 


OJ990721 


_07.0211. 


,C6 


Gene No. 


29899 




Strand 


+ 







14728 



Start 
Name 
Start 
GI 

Exons 



3057 End 7408 

OJ990721_07 . 0211 .C6 . o2 . gs Method GENSCAN 

6720 End 7028 

none Score . 97 
6720. .7028 



Seq. No. 14005 Seq. ID 

Gene No. 29900 Strand 

Start 7670 End 

Name OJ990721_07 . 0211 . C6 . o4 . gp Method 

Start 7670 End 

GI 2428981 Score 

Exons 7670. .8064 



OJ990721_07.0211.C6 
+ 

8064 
AAT/GAP 
8064 
741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14005 * Seq. ID 

29901 Strand 

9305 End 

OJ990721_07 . 0211 . C6 . o5 . gp Method 

9305 End 

none Score 

9305.. 9370, 9467.. 9964 



14005 
29902 
1 

OJ990721_07 
1 

4539658 - 
1..44, 1169 
(AF061282) 
bicolor] 



0211.C6.ol.np 



OJ990721_07.0211.C6 
+ 

9964 
AAT/GAP 
9964 
817 



OJ990721 07. 0211. C6 



Seq. ID _ 
Strand 

End 1654 
Method AAT/NAP 
End 1518 
Score 243 

1343, 1385.. 1518 
serine carboxypeptidase-like protein [Sorghum 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 07. 0211. C6 



1654 
AAT/GAP 
1153 
414 



14005 
29902 
1 

OJ990721_07.0211.C6.ol.gp 
875 

LIB347 5-004-P1-K2-A5 
875. .969, 991. .1153 

'5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAG q3037-207Fl complete genome' 

14005 Seq. ID OJ99072 1_07 . 0211 . C6 

29902 Strand 

1 End 1654 

OJ990721_07 . 0211 . C6 . o2 . gp Method AAT/GAP 

1390 End 1654 

LIB3475-004-P1-K2-A5 Score 398 

1390. . 1654 

, 5777612/emb!AJ245900. 1 IOSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



14005 Seq. ID 

29903 Strand 

11613 End 

OJ990721_07.0211.C6.o4 . tm Method 

763 End 



OJ990721_07.0211.C6 
12224 

TBLASTX: Maize 
1624 



14729 




GI 


none 




Score 


77 


Exons 


763.-822, 768. .830, 851 


. .979, 


854. .970, 


856.. 900, 876.. 986, 




974.. 1000, 992.. 1108, 993. .1121, 1000.. 


1122, 1002.. 1121, 




1365. . 1481, 1366. .1491, 


1369. 


.1494, 1370. .1507, 1479. .1523, 




1485. . 1538, 1487. .1537, 


1542. 


.1622, 1544.. 1624, 1564.. 1623 


Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No. 


29903 




Strand 


_ _ ■ 


Start 


11613 




End 


12224 


Name 


OJ990721 07 . 0211 . C6 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


6737 




End 


7118 


GI 


none 




Score 


385 


Exons 


6737. . 6760, 6780. .7118, 


6857. 


.7108 




Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No . 


29903 




Strand 




Start 


11613 




End 


12224 


Name 


OJ990721 07 . 0211 . C6 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


6855 




End 


7118 


GI 


none 




Score 


383 


Exons 


6855. .7118, 6857.. 7108 








Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No. 


29903 




Strand 




Start 


11613 




End 


12224 


Name 


OJ990721_07 . 02 11 C6 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6855 




End 


7112 


GI 


none 




Score 


381 


Exons 


6855. .7112, 6857. .7108, 


6857. 


.6949, 6858..6947 


Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No. 


29903 




Strand 




Start 


11613 




End 


12224 


Name 


OJ9907 21_07 . 0211 . C6 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


6855 




End 


7118 


GI 


none 




Score 


391 


Exons 


6855. .7118, 6857. .7108, 


7081. 


.7116 




Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No. 


29903 




Strand 




Start 


11613 




End 


12224 


Name 


OJ9907 21_07 . 0211 . C6 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


8156 




End 


8451 


GI 


none 




Score 


66 


Exons 


8156. .8233, 8157. .8228, 


8158. 


.8250, 8332. .8442, 8337. .8447, 




8340. .8450, 8341. .8451 








Seq. No. 


14005 




Seq. ID 


OJ990721_07.0211.C6 


Gene No. 


29903 




Strand 




Start 


11613 




End 


12224 


Name 


OJ990721 07.0211.C6.o6. 


gp 


Method 


AAT/GAP 


Start 


11450 




End 


12224 


GI 


5333 1.R1084 




Score 


1165 


Exons 


114 50. . 118 67, 11979. . 12224 






GI Descrip. 


• 6009909/dbj | BAA85117.il 2 . 0e- 


-37 (AB018242) histone H2A-lik 




protein [Solanum melong 


ena] 1 







14730 




Seq. No. 


14005 






Seq. ID 


OJ990721 


_07.0211 


.C6 


Gene No. 


29903 






Strand 








u Lai L 


11613 






End 


12224 






Name 


OJ990721 07. 0211. C6 




Mot* hnH 

L1C l— 1 1UU 








OLait 


11613 








1 P203 

J. £. \J J 






P T 


none 














Exons 


11613. . 


11867, 11979 


■ . X \J ~> 










O64 . INO • 


14005 






Seq. ID 


W <J Zs Zs \J / -L 


07.0211 


. C6 


Gene No. 


29903 






Strand 








Start 


11613 






End 


12224 






Name 


OJ990721 07. 0211. C6 


. o3 . np 


Method 


AAT /NAP 






0 car t 


11616 






End 


12203 






bl 


729671 






Score 


660 






Exons 


11616. . 


11867, 11979 


. .12203 












HI STONE 


H2A gi| 473603 (U08225) histone 


H?A 


mays ] 




Seq. No. 


14005 






Seq. ID 


OJ990721 


_07.0211 


,C6 


Gene No. 


29903 






Strand 








uLdl L 


11613 






End 


12224 






Name 


OJ990721 07. 0211. C6 


. ol . tc 


Method 


TRT.A9TX * 


Cr e s s 




OLaiL 


11703 






End 


12119 






P T 


none 






Score 


211 






Exons 


11703. . 


11867, 11964 


. . 12119 










Seq. No. 


14005 






Seq. ID 


OJ990721 


_07.0211 


.C6 


Gene No. 


29903 






Strand 








oLdl L 


11613 






End 


12224 






Name 


OJ990721 07. 0211. C6 


. ol . ts 


Method 


TBLASTX : 






C +- -J 

OLail 


11703 






End 


12122 






P T 
Ol 


none 






Score 


97 






Exons 


11703. . 


11876, 11703 


. .11867, 


11964. .12119, 11991 


12122 




oeq . lno . 


14005 






Seq. ID 


OJ990721 


07.0211 


. C6 


Gene No. 


29903 






Strand 








Start 


11613 






End 


12224 






Name 


- OJ990721 07. 0211. C6 


. ol . tw 


Method 


TBLASTX : 


Wheat 




uLal I 


11703 






End 


12122 






P T 


none 






Score 


158 






U 1 /"\ t"i 0 


11703. . 


11870, 11703 


. . 11867, 


11738. .11869, 11964 








11967.. 


12122 












Oct] • IN (J . 


14005 






Seq. ID 


OJ990721 


07 . 0211 


. C6 


Gene No. 


29903 






Strand 








Start 


11613 






End 


12224 






Name 


OJ990721 07. 0211. C6 


. ol . tm 


Method 


TBLASTX: 


Ma i ze 






11703 






End 


12122 






P T 


none 






Score 


137 






Exons 


11703. . 


11819, 11703 


. . 11867, 


11710. . 11820, 11964 


• • X 1 J- _7 , 






11979. . 


12122 












Seq. No. 


14006 






Seq. ID 


OJ990721 


_07.0211 


.C7 


Gene No. 


29904 






Strand 


+ 






Start 


210 






End 


264 






Name 


OJ990721 07. 0211. C7 


. ol . gs 


Method 


GEN SCAN 






Start 


210 






End 


264 






GI 


none 






Score 


. 64 







14731 



Exons 



210. .264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14007 
29905 
285 

OJ990721_07 . 0211.C8.ol.np 
285 

6721543 
285. .402 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990721_07.0211.C8 

Strand + 

End 402 

Method AAT/NAP 

End 402 

Score 144 



14007 
29906 
409 

OJ990721JD7. 0211 . C8 . ol . gs 

409 ■ 

none 

409.. 612, 986.. 1075 



Seq. ID OJ990721_07.0211.C8 

Strand + 

End 4279 

Method GENSCAN 

End 1075 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14007 Seq. ID 

29906 Strand 

409 End 

OJ990721_07 . 0211 . C8 . o2 . np Method 

415 End 

5441880 Score 
415. .701, 4213. .4279 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990721_07.0211.C8 
+ 

4279 
AAT/NAP 
4279 
365 



14007 . Seq. ID 

29907 Strand 

8532 End 

OJ990721_07 . 0211.C8.o4 .gs Method 

8532 End 

none Score 

8532. .8704, 8992. .9067 



OJ990721_07.0211.C8 
+ 

10389 
GENSCAN 
9067 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14007 
29907 
8532 

OJ990721 
8714 
133933 
8714. .8825, 
CHLOROPLAST 



07.0211.C8.o3.np 



Seq. ID OJ990721_07.0211.C8 
Strand + 
End 10389 
Method AAT/NAP 
End 10389 
Score 4 96 

10028. .10389 ' 

30S RIBOSOMAL PROTEIN S3 gi | 1363605 | pir | | S58590 
ribosomal protein S3 - maize chloroplast gi | 124 69 | emb | CAA68427 | 
(Y00340) ribosomal protein S3 [Zea mays] gi | 902260 | emb I CAA60324 | 
(X86563) ribosomal protein S3 [Zea mays] 



14007 
29908 
1254 

OJ990721_07.0211.C8.o2.gs 

1254 

none 



Seq. ID OJ990721_07.0211.C8 



Strand 
End 

Method 

End 

Score 



3071 
GENSCAN 
3071 
.63 



1254. .1319, 1815. .2022, 2749. .2890, 3065. .3071 



14732 



L l! 



Seq. No. 


14007 


Seq. ID 


OJ990721_ 


07. 0211. C8 


Gene No. 


O A A A A 

29909 


btrana 






Start- 


4281 


hna 


c c /I 1 




Name 


OJ990721 07 . 0211 . Co . o3 . gs 


Metnoa 






Start 


4281 


End 


Oo4 1 




GI 


none 


Score 


. / 3 




Exons 


4281.. 4309, 4852.. 5125, oo9b. 


c: c a i 






C ,"-Y M/"4 

oeq . ino . 


1 4nri7 


Seq. ID 


OJ990721_ 


07 0211. C8 


Gene No. 


29910 


Strand 






Start 


10206 


End 


10541 




Name 


OJ990721 07 .0211.C8.o2.gp 


Method 


AAT/GAP 




Start 


10206 


End 


10541 




GI 


2291 1.R1084 


Score 


581 




Exons 


10206. .10541 








GI Descrip. 


1 133936/spi P12146IRR3 ORYSA 3 


. 0e-27 CHLOROPLAST 


30S RIBOSOMAL 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



14007 
29911 
11043 

OJ990721_07 
9958 
none 

9958. . 9984, 
10040. .10153, 
10250. . 10453- 



OJ990721 07. 0211. C8 



0211.C8.ol. tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10025. .10174, 10029. . 10142, 10038 .. 10175, 
10128. .10187, 10140. .10433, 1014 1 .. 10455, 



19063 

TBLASTX : Maize 

10455 

151 



Seq. No. 14007 Seq. ID 

Gene No. 29911 Strand 

Start 11043 End 

Name OJ990721J37 . 0211 . C8 . ol . tc Method 

Start 10038 End 

GI none Score 
Exons 



OJ990721_07.0211.C8 
19063 

TBLASTX: Cress 

10511 

89 



10038. .10142, 10137. .1028 9, 10140. .10391, 10141. .10434, 
10250. .10432, 10369. .10434, 10482. .10511 



Seq. No. 14007 

Gene No. 29911 

Start 11043 

Name OJ990721_07 . 0211 . C8 . ol . ts 

Start 10038 

GI none 

Exons 10038. .10142, 10040 .. 10144 , 
10140. .10376, 10141.-. 10377 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_07.0211.C8 
19063 

TBLASTX : Soybean 

10377 

91 



10057. .10305, 10128. .10289, 



OJ990721_07.0211.C8 

19063 
GENSCAN 
17625 
.61 

11043. .11069, 15151. .15250, 16289. . 16388, 17507. .17625 



Seq. No. 14007 Seq. ID 

Gene No. 29911 Strand 

Start 11043 End 

Name OJ990721_07 . 0211 . C8 . o5 . gs Method 

Start 11043 End 

GI none Score 
Exons 



14733 




oeq. no. 


i a nm 
± 4 uu / 


Seq. ID 


OJ990721_07.0211 


.C8 


Gene No. 


29911 


Strand 






Start 


11043 


End 


19063 




Name 


OJyyo/^l 07 . 0211 . Co . oo . gp 


Method 


AAT/GAP 




Start 


14701 


End 


17621 




GI 


45025 1 . R1084 


Score* 


1050 




Exons 


14701. .15044, 15151. .15262, 


17507. .17621 




GI Descrip. 


2462828 7.0e-18 (AF000657) 


hypothetical protein [Arabidop; 




thaliana J 








Seq. No. 


14007 


Seq. ID 


OJ990721_07.0211 


.C8 


Gene No. 


29911 


Strand 






Start 


11043 


End 


19063 




Name 


OJ990721 07.0211.C8.o4.np 


Method 


AAT/NAP 




Start 


15091 


End 


19063 




GI 


2462828 


Score 


396 




Exons 


15091. .15262, 17507. .17625, 


17873. .18006, 19025. .19063 




GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14007 


Seq. ID 


OJ990721_07.0211 


.C8 


Gene No. 


29911 


Strand 






Start 


11043 


End 


19063 




Name 


OJ990721 07.0211.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15223 


End 


18001 




GI 


none 


Score 


76 




Exons 


15223. . 15291, 17507 .. 17626, 


17512. .17625, 17879. . 18001, 






17883. . 17999 








Seq. No. 


14007 


Seq. ID 


OJ990721_07.0211 


.C8 


Gene No. 


29911 


Strand 






Start 


11043 


End 


19063 




Name 


OJ990721 07.0211.C8.o2.tm 


Method 


TBLASTX :Maize 




Start 


17569 


End 


18001 




GI 


none 


Score 


209 




Exons 


17569. .17625, 17853 .. 17.999, 


17870. .18001, 17871. .17999, 






17872. .18000 








Seq. No. 


14008 


Seq. ID 


OJ990721_07.0211 


.C9 


Gene No. 


29912 


Strand 






Start 


1 


End 


5529 




Name 


OJ990721 07.0211.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


5110 




GI 


2462828 


Score 


336 




Exons 


1. .30, 270. .366, 404. .608, 


700. .876, 1901. .2024, 5064.. 


511! 


GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 




Seq. .No. 


14008 


Seq. ID 


OJ990721_07.0211 


.C9 


Gene No. 


29912 


Strand 






Start 


1 


End 


5529 




Name 


OJ990721 07.0211.C9.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


5529 




GI 


none 


Score 


.7 




Exons 


272. .358, 458. .608, 700. .876, 1901. .1948, 2853. .2948, 5206 


Seq. No. 


14008 


Seq. ID 


OJ990721_07.0211 


.C9 


Gene No. 


29913 


Strand 







14734 




Start 7295 End 8082 

Name OJ990721_07 . 0211 .C9.o2 .np Method AAT/NAP 

Start 7295 End 8082 

GI 6815053 Score 121 

Exons 7295.. 7414, 7471.. 7550, 7934.. 8082 



GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 14008 

Gene No. 29914 

Start 9055 

Name OJ99072i_07.0211.C9.ol.ts 

Start 270 

GI none 
Exons 



Seq. ID OJ990721_07.0211.C9 
Strand 

End 13740 

Method TBLASTX : Soybean 

End 5479 

Score 66 



270. .353, 271. .381, 444. .608, 445. .606, 483. .614, 692. .865, 
697. .879, 5245. .5478, 5246. .5479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14008 
29914 
9055 

OJ990721_07. 0211.C9.ol.tm 

270 

none 



Seq. ID OJ990721_07.0211.C9 
Strand 

13740 

TBLASTX: Maize 
5582 
105 



End 

Method 

End 

Score 



611, 



270. .353, 270. .365, 271. .360, 458. .544, 460. .609, 462. 
462. .608, 697. .870, 697. .879, 1901. .1951, 5200. .5427, 
5204. .5422, 5407. .5451, 5455. .5577, 5460. .5582, 5461. .5556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14008 
29914 
9055 

OJ990721 

468 

none 



07.0211.C9.ol.tc 



Seq. ID OJ990721_07.0211.C9 
Strand 
End 

Method 
End 
Score 



13740 

TBLASTX: Cress 

879 

116 



468. .608, 469. .606, 668. .877, 697. .879 



Seq. No. 


14008 


Seq. ID 


OJ990721_07.0211 


Gene No. 


29914 


Strand 




Start 


9055 


End 


13740 


Name 


OJ990721 07.0211.C9.o2.gs 


Method 


GENSCAN 


Start 


9055 


End 


13246 


GI 


none 


Score 


.6 


Exons 


9055. .9131, 10457. .10736, 


12775. .12843 


, 13064. .13246 


Seq. No. 


14008 


Seq. ID 


OJ990721_07.0211 


Gene No. 


29914 


Strand 




Start 


9055 


End 


13740 


Name 


OJ990721 07.0211.C9.o3.np 


Method 


AAT/NAP 


Start 


10387 


End 


13740 


GI 


6048397 


Score 


219 


Exons 


10387. .10504, 10589.. 10736 


, 12775. .12843, 13064 1324 6, 




13690. .13740 






GI Descrip. 


(AF076535) palmitoyl-acyl 


carrier protein thioesterase 




[Gossypium hirsutum] 






Seq. No. 


14009 


Seq. ID 


OJ990721_07.0211 


Gene No. 


29915 


Strand 




Start 


1 


End 


1726 


Name 


OJ990721 07.0211.C10.ol.np 


Method 


AAT/NAP 



14735 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1465 
322 



6664317 

1..71, 987. .1100, 1200. .1465 

(AC006932) T27G7.19 [Arabidopsis thaliana] 



14009 
29915 
1 

OJ990721_07. 0211. C10. ol.gs 

974 

none 

974. .1726 



Seq. ID OJ990721_07. 0211. C10 
Strand 

End.,_ 1726 
Method ' GENSCAN 
End 1726 
Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



14009 
29915 
1 

OJ990721_07. 0211. C10. ol.tc 

987 

none 



Seq. ID OJ990721_07. 0211. C10 
Strand 

End 1726 

Method TBLASTX: Cress 

End 1463 

Score 118 



987. .1100, 989. .1099, 1199. .1462, 1200. .1463 



14009 
29915 
1 

OJ990721_07. 0211. C10. ol.ts 

987 ' 
none 



Seq. ID OJ990721_07. 0211. C10 
Strand 

End 1726 

Method TBLASTX : Soybean 

End 14 62 

Score 103 



987. .1100, 989. .1099, 1199. .1462, 1203. .1460 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



14009 
29915 
1 

OJ99072 1_07 .0211. C10 . ol . tm 

987 

none 



Seq. ID OJ990721_07. 0211. C10 
Strand 

End 1726 

Method TBLASTX : Mai ze 

End 1463 

Score 101 



987. .1100, 989. .1099, 1199. .1462, 1215. .1463 



14009 
29915 
1 

OJ990721_07.0211.C10.ol.tw 

1199 

none 



Seq. ID OJ990721_07. 0211. C10 
Strand 

End 1726 

Method TBLASTX : Wheat 

End 14 93 

Score 84 



1199. .1264, 1199. .1336, 1206. .1334, 1332. .1493, 1334. .1492 



14010 
29916 
268 

OJ990721_07.0211.Cll.ol.gs 

268 

none 

268. .1052, 1310. .1855 

14010 
29916 
268 . 

OJ990721 07.0211.Cll.ol.tm 



Seq. ID OJ990721_07.0211.C11 
Strand 

End 1855 

Method GENSCAN 

End 1855 

Score .74 



Seq. ID OJ990721_07.0211.C11 
Strand 

End 1855 

Method TBLASTX : Mai ze 



14736 




C f -i ~- 4- 

otart 


joy 


bnu 


i Aon 




C T 


none 


Score 


A Q 
ft O 




Exons 


joy. . ooy, add. . jj// oy 3 . . oyo , 


D y D . . O z> <i 


, boy. .iu/y, oj^ . 


. lUoU 


C a n NI /-\ 

oeq. LN o . 


14010 


Seq. ID 


ujyyu/zi u/.uzii 


C\ 1 
.Lll 


Gene No. 


29916 


Strand 






Start 


268 


.End 


1855 




Name 


OJ990721 07.0211.Cll.o2.np 


Method 


7\ 7\ T / M 7i D 






583 


End 


1 JO / 




C T 


4680209 


Score 


1 O 1 




Exons 


583. .753, 892. .1166, 1280. .1387 






GI Descrip. 


(AF114171) unknown [Sorghum bicolor] 






beq. no. 


14011 


Seq. ID 


ujyyu/zi u/.uzii 


r> i o 


VJC11C LN l>_^ » 


29917 


Strand 






Start 


1 


End 


1106 




Name 


OJ990721 07.0211.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1106 




GI 


2130080 


Score 


264 




Exons 


1..164, 604. .673, 992. .1106 








GI Descrip. 


Nrampl protein - rice gi | 1470320 | bbs | 1774 4 1 (S81897) 





OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi | 2231132 (L41217) integral membrane protein [Oryza 





sativa] 






Seq. No. 


14011 


Seq. ID 


OJ990721_07.0211.C12 


Gene No. 


29917 


Strand 




Start 


1 


End 


1106 


Name 


OJ990721 07.0211.C12.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


630 


GI 


none 


Score 


.69 


Exons 


37. .164, 604. .630 






Seq. No. 


14012 


Seq. ID 


OJ990721_07.0211.C14 


Gene No. 


29918 


Strand 




Start 


173 


End 


16572 


Name 


OJ990721 07.0211.C14.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


13299 


GI 


none 


Score 


.4 


Exons 


173. .345, 2002. .2106, 2186.. 


2264, 4269 


..4471, 4519. .4679, 




4999.. 5196, 5202.. 5386, 6456 


..6571, 7297. .7684, 7796. .7887, 




8541. .8664, 8884. .9083, 10262 .. 10380, 


10436. .10569, 




10718. .11228, 12117. .12196, 


12835. . 12 912, 13234 . . 13299 


Seq. No. 


14012 


Seq. ID 


OJ990721_07.0211.C14 


Gene No. 


29918 


Strand 




Start 


173 


End 


16572 


Name 


OJ990721 07.0211.C14.ol.np 


Method 


AAT/NAP 


Start 


939 


End 


3954 


GI 


2130080 


Score 


349 


Exons 


939. .1055, 2002. .2106, 2186. 


.2264, 2371. .2411, 2668. .2751, 



3879. .3954 

GI Descrip. Nrampl protein - rice gi | 14 70320 | bbs I 1774 4 1 (S81897) 

OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 12231132 (L41217) integral membrane protein [Oryza 



14737 



sativa] 



Seq. No. 14012 

Gene No. 29918 

Start 173 

Name OJ990721_07 . 0211 . C14 . ol . ts 

Start 985 

GI none 
Exons 



End 

Method 
End 
Score 

985.. 1056, 986.. -1060, 1998.. 2114, 2006.. 2107, 2181.. 2270, 
2185. .2265 



Seq. ID OJ990721_07.0211.C14 
Strand 

16572 

TBLASTX : Soybean 
2270 
72 



Seq. No. 14012 

Gene No. 29918 

Start 173 

Name OJ990721_07 . 0211 . C14 . ol . gp 

Start 4707 

GI none 

Exons 4707.. 5196 



Seq. ID OJ990721_07.0211.C14 
Strand 

End 16572 

Method AAT/GAP 

End 5196 

Score 960 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14012 
29918 
173 

OJ990721_07 .0211.C14 .o2.np 
.7180 
6539553 
7180. .8648 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990721_07.0211.C14 
Strand 

End 16572 

Method AAT/NAP 

End 8648 

Score . 1962 



14012 
29918 
173 

OJ990721_07 .0211.C14.ol.tm 

7384 

none 



Seq. ID OJ990721_07.0211.C14 
Strand 

End 16572 

Method TBLASTX : Mai ze 

End 7699 

Score 300 



7384. .7686, 7385. .7690, 7385. .7699 



14012 
29918 
173 

OJ990721_07 .0211.C14 .o3.tm 

8204 

none 



Seq. ID OJ990721_07.0211.C14 
Strand 

End 16572 

Method TBLASTX : Mai ze 

End 8513 

Score 112 



8204. .8383, 8206. .8385, 8209. .8385, 8386. .8436, 8387. .8437, 
8442. .8513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



14012 
29918 
173 

OJ990721_07 .0211.C14 .o2.tw 

8265 

none 



Seq. ID OJ990721_07.0211.C14 
Strand 

End 16572 

Method TBLASTX : Wheat 

End 8582 

Score 79 



8265. .8348, 8266. .8382, 8267. .8383, 8443. .8538, 8445. .8582 
14012 Seq. ID OJ99072 1_07 . 0211 . C14 



14738 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29918 
173 

OJ990721_07 . 0211 .C14 . o2 . gp 
10548 

LIB34 33-052-P1-K1-B4 
10548. .10986 

1 473602/gb | U08225 | ZMU08225 
mRNA, complete cds 1 



Strand 
End 

Method 

End 

Score 



16572 
AAT/GAP 
10986 
824 



14012 
29918 
173 

OJ990721_07 . 0211 .C14 . o4 . np 

11008 

5441880 



4.0e-23 Zea mays W-22 histone H2A 



OJ990721 07.0211.C14 



Seq. ID 
Strand 

End 16572 
Method AAT/NAP 
End 16367 
Score 1558 

11008. .11063, 14303. .14621, 14 880 .. 14 911, 15357. .16367 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the. 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721 07.0211.C14 



14012 
29918 
173 

OJ990721_07 . 0211.C14 .o3.np 
12824 
5441880 

12824. .12859, 14301 .. 14 621, 14880 .. 14911, 15357. .16367 
(AP000367) EST C28952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



16572 
AAT/NAP 
16367 
1551 ' 



14012 
29918 
173 

OJ990721_07. 0211.C14 .o2.gs 

13875 

none 

13875. .14398, 14483. .15073, 
16564.. 16572 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_07.0211.C14 

16572 
GENSCAN 
16572 
.49 



15399. .16091, 16238. . 164 99, 



Seq. No. 14012 

Gene No. 29918 

Start 173 

Name OJ990721JD7 . 0211 . C14 . ol . tw 

Start 15129 

GI none 

Exons 15129. .15188, 15166 15303, 
15359. .15505 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990721_07.0211.C14 
16572 

TBLASTX: Wheat 

15505 

53 



15236. .1528 9, 15328. .15504, 



Seq. No. 14012 Seq. ID 

Gene No. 29918 Strand 

Start 173 End 

Name OJ990721_07 . 0211 . C14 . o2 . tm Method 

Start 15323 End 

GI none Score 

Exons 15323. .15796, 15334.. 15801 



OJ990721_07.0211.C14 
16572 

TBLASTX: Maize 

15801 

217 



14739 






ocC] . NO . 


1 H u u 




beq. ±u 


ujyyu / z l 


u / 


noil 


.CIO 




Gene No. 


29919 




Strand 


+ 










Start 


2562 




End 


3307 










Name 




.C15.ol.np 


Method 


7\AT /MAD 










otdrl 


o c £ o 




End 


jjU / 
















Score 


bb 










Exons 


zooz . . ^y^4, ozuz 


. .3307 














Kj± uescrip. 


/Z\T 1 1 79fi^\ i utK 1 £ 
\ MJj J. 1 / Z Of* j zwniD 


. 1 [Oryza sativa] 












beq. no. 






Seq. ID 


OJ990721_ 


07 


.0211, 


.C15 




Gene No. 


29920 




Strand 


+ 










Start 


4839 




End 


11236 










Name 


OJ990721 07.0211 


.C15.o3.gs 


Method 


GENSCAN 










otart 


4839 




End 


11236 












none 




Score 


.41 










Exons 


4839.-4979, 5080 


..5316, 8053 


..8216, 8265. .8351, 


9584. .9653, 






10144. .10316, 10458. .10692, 


11027. .11236 










Seq. No. 


14013 




Seq. ID 


OJ990721_ 


07 


.0211 


.C15 




Gene No. 


29921 




Strand 


+ 










Of vf 

otarc 


12991 




End 


13419 










Name 


OJ990721 07.0211 


.C15.ol.gp 


Method 


AAT/GAP 










btart 


12991 




End 


13419 








.ss-. 

LZI 




none 




Score 


757 








1. i 


Exons 


12991. .13419 














if! 


Seq. No. 


14013 




Seq. ID 


OJ990721_ 


U / 


. \JZ 1 1 . 




ry 


Gene No. 


29922 




Strand 


+ 












22384 




End 


22911 










Name 


OJ990721 07.0211 


. C15 . 08 . gs 


Method 


GENSCAN 










b tart 


22384 




End 


22911 








ry 


C T 


none 




Score 


.7 










Exons 


22384. .22620, 22708.. 22911 












!"l 


Seq. No. 


14013 




Seq. ID 


OJ990721_ 


0 / 


. OZ 1 1 , 




''-\ 


Gene No. 


29923 




Strand 










jss; 


o car r. 


3040 




End 


4041 








, °f 


Name 


OJ990721 07.0211 


.C15.o2.gs 


Method 


GENSCAN 








'bar 


o tar l 


3040 




End 


4041 








Lis 




none 




Score 


.78 










' Exons 


3040. .3124, 3842 


. .4041 














beq. no. 


14013 




Seq. ID 


OJ990721_ 


07 


.0211. 


.C15 




Gene No. 


29924 




Strand 












Start 


13120 




End 


14259 










Name 


OJ990721 07.0211 


.C15.o2.np 


Method 


AAT/NAP 










otart 


13041 




End 


14201 












4926830 




Score 


657 










Exons 


13041. .14201 
















GI Descrip. 


(AC004135) T17H7 


. 15 [Arabidopsis thaliana] 










Seq. No. 


14013 




Seq. ID 


OJ990721_ 


07 


.0211. 


,C15 




Gene No. 


29924 




Strand 












Start 


13120 




End 


14259 










Name 


OJ990721 07.0211 


.C15.o4 .gs 


Method 


GENSCAN 










Start 


13120 




End 


14259 










GI 


none 




Score 


.97 









14740 




Exons 


1 ti on i/ioqq 












Seq. No. 


14013 




Seq. ID 


OJ990721 


_07.0211, 


.C15 


Gene No. 


29925 




Strand 








otart 


1 D OH Z 




bno 


1 "7 1 A Q 

i / 1 4 y 






Name 


ojyyu/2i u/.uzii.cib 


. ob . gs 


Method 


GENSCAN 






Start 


1 oo4 z 




End 


1 1 1 A A 

1/14 9 






GI 


none 




Score 


. b 






Exons 


1 bb4 Z . . 1 boo b, 1/Uoy. 


. i / 14 y 










Seq. No. 


14 U lo 




beq. iu 


uj yyu / zi 


A H A O 1 1 
U / . OZ 1 1 . 


. Clo 


Gene No. 


29926 




Strand 








Start 


19708 




End 


24766 






Name 


ujyyu/^i u/.u^n.cio 


. o3 . np 


Method 


AAT/NAP 






Start 


*i a ^ a o 

1 9 /Uo 




End 


21103 






GI 


o9111o / 




Score 


410 






Exons 


1 9 / ub . . ZvZ lb , ZvZhd. 


.21103 










GI Descrip. 


[AtiooZZi) putative 


transposase protein [Zea mays] 




Seq. No. 


14013 




Seq. ID 


OJ990721 


_07.0211< 


.C15 


Gene No. 


29926 




Strand 








Start 


i m a o 
1 9 / (Jo 




End 


24766 






Name 


/^TAAA"701 A "7 A A 1 1 /-^ T c 

ojyyu/^i u/.u^ii.cio 


. ol . tm 


Method 


TBLASTX : 1 


Maize 




Start 


1 A O A "7 

19o07 




End 


20091 






GI 


none 




Score 


80 






Exons 


1 A O A "7 OAAOO 1 A O 1 /" 

1980 / . . zOOoo , 19816. 


. 19920, 


19826. .20089, 19972 


. .20091 




Seq. No. 


1 A A 1 *3 

1 4 U io 




Seq. ID 


OJ990721 


U / . UZ 11 , 


. Clb 


Gene No. 


29926 




Strand 








Start 


19708 




End 


24766 






Name 


ujyyu/zi u/.u^ii.uiD 


. o4 . np 


Method 


AAT/NAP 






Start 


O A A O E 




End 


23788 






GI 


/t C O A O A O 

4 bo UzU J 




Score 


371 






Exons 


OAAOC A A O A "3 OAO*DO 


.20304, 


20467. .21119, 23755 


. .23788 




GI Descrip. 


(Arll41/lJ 1 Nr^ — 11 Ke 


protein 


l [Sorghum bicolor] 






Seq. No. 


14013 




Seq. ID 


OJ990721 


JD7.0211. 


.C15 


Gene No. 


29926 




Strand 








btart 


i y / uy 




End 


24766 






Name 


ojyyu/zi u/.uzii.cio 


. o9 . gs 


Method 


GENSCAN 






Start 


O "3 C O C 




End 


24766 






bl 


none 




Score 


.81 






Exons 


ZODZO. .ZJDDD, ZJol4. 


.23925, 


24256. .24353, 24715 


. .24766 




O j-\ j-r NT n 

beq. no. 


1 4 U 1 4 




Seq. ID 


OJ990721 


_07.0211, 


> CI / 


Gene No. 


29927 




Strand 








Start 


1 




End 


784 






Name 


OJ990721 07.0211.C17 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


784 






GI 


6907088 




Score 


254 






U 1 von q 


1..54, 303. .473, 649 


. .784 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14015 




Seq. ID 


OJ990721 


_07.0211. 


.C19 


Gene No. 


29928 




Strand 








Start 


1 




End 


255 






Name 


OJ990721 07.0211.C19 


.ol.gp 


Method 


AAT/GAP 







14741 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



87 
146 



LIB347 5-004 -P1-K2-A5 
1. .87 

, 5777612/emb|AJ245900. 1IOSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



Seq. ID OJ990721_07.0211.C19 
Strand 

End 255 

Method AAT/NAP 

End 255 

Score 127 



14015 
29928 
1 

OJ990721_07 . 0211 . C19 . ol . np 
1 

5295955 
1..19, 101. .255 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



14015 
29928 
1 

OJ990721_07 .0211.C19.ol.gs 
92 

none 
92. .214 



Seq. ID OJ990721_07.0211.C19 

Strand 

End 255 

Method GENSCAN 

End 214 

Score .56 



Seq. ID OJ990721_07.0211.C25 
Strand + 

668 

AAT/NAP 
668 
80 



End 

Method 

End 

Score 



14016 
29929 
1 

OJ990721_07.0211.C25.ol.np 
1 

2130080 
1. .34, 198. .333, 555. .668 

Nrampl protein - rice gi | 1470320 | bbs | 1774 4 1 (S81897) 
OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi] 2231132 (L41217) integral membrane protein [Oryza 
sativa] 



14016 
29929 
1 

OJ990721_07 . 02 11 . C25 . ol . gs 

217 

none 

217. .321 



Seq. ID OJ990721_07.0211.C25 

Strand + 

End 668 

Method GENSCAN 

End 321 

Score .59 



Seq. No. 14017 

Gene No. 29930 

Start 16 

Name OJ990901_09 . 0211 . CI . ol . gs 

Start 16 

GI none 

Exons 16.. 126, 365.. 470 

Seq. No. 14018 

Gene No. 29931 

Start 1 

Name OJ990901_09 . 0211 . C3 . ol . np 



Seq. ID OJ990901_09.0211.C1 
Strand 

End 470 

Method.. GENSCAN 

End ' 470 

Score .75 



Seq. ID OJ990901_09.0211.C3 
Strand 

End 7 65 

Method AAT/NAP 



14742 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



765 
146 



2832632 
1..218, 309. .371, 650. .765 

(AL021711) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990901_09.0211.C3 
Strand 

End 765 

Method AAT/GAP 

End 359 

Score 475 



14018 
29931 
1 

OJ990901J)9.0211.C3.ol.gp 
119 

uC-osroM202007bl0al 
119. .359 

, 2832632/emb|CAA16761.1| 4.0e-29 (AL021711) hypothetical protein 
[Arabidopsis thaliana] ' 



14018 
29931 
1 

OJ990901_09.0211.C3.ol.gs 
309 
none 

309. .349, 443. .607, 667. .740 

14019 
29932 
1359 

OJ990901_09.0211.C4 .ol.gs 
1359 
none 

1359. .1501, 1902. .2332, 2578. .2748, 2907. .3027, 3404. .3433, 
3550. .3689, 3929. .4277, 4613. .4742, 4799. .5107, 6944. .7048 



Seq. ID OJ990901_09.0211.C3 
Strand 

End 7 65 

Method GENSCAN 

End 740 

Score . 6 



Seq. ID OJ990901_09.0211.C4 

Strand + 

End 7048 

Method GENSCAN 

End 7048 

Score .54 



14019 
29933 
14587 

OJ990901_09. 0211.C4 .o3.gs 

14587 

none 

14587. .15036 



Seq. ID OJ990901_09.0211.C4 

Strand + 

End 15036 

Method GENSCAN 

End 15036 

Score . 66 



14019 Seq. ID 

2993.4 Strand 

16301 End 

OJ990901_09. 0211.C4 .ol.gp Method 

16301 End 

38012_1.R1084 Score 
16301. .16381 

? 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9) gene, complete eels' 



OJ990901_09.0211.C4 
+ 

16381 
AAT/GAP 
16381 
103 



14019 
29935 
1 

OJ990901_09.0211.C4.ol.np 
1 

2832632 



Seq. ID OJ990901_09.0211.C4 



Strand 
End 

Method 

End 

Score 



1432 
AAT/NAP 
1432 
386 



1..63, 230. .335, 591. .656, 1061. .1114, 1214. .1432 



14743 



GI Descrip. (AL021711) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14019 
29936 
1864 

OJ990901_09.0211 .C4 .ol . tm 

.604 

none 



Seq. ID OJ990901_09.0211.C4 
Strand 

End 15014 

Method TBLASTX : Mai ze 

End 14 63 

Score 79 



604. .672, 606. .671, 1014. .1112, 1028. .1114, 1058. .1117, 
1062. .1118, 1194. .1283, 1195. .1278, 1211. .1291, 1218. .1289, 
1219. .1368, 1277. .1456, 1286. .1456, 1320. .1463 



14019 
29936 
1864 

OJ990901_09 . 0211 . C4 . o2 . np 

1864 

6523547 



Seq. ID OJ990901_09.0211.C4 
Strand 

End 15014 

Method AAT/NAP 

End 15014 

Score 411 



1864. .2101, 3969. .4164, 4751. .4799, 5029. .5172, 13141 13218, 
14486. .15014 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f . nagariensis] 



14019 
29936 
1864 

OJ990901_09.0211.C4 .ol.ts 

2081 

none 



Seq. ID OJ990901_09.0211.C4 
Strand 

End 15014 

Method TBLASTX : Soybean 

End 2839 

Score 109 



2081. .2260, 2607. .2735, 2618. .2734, 2730. .2813, 2734. .2817, 
2743. .2817, 2798. .2839, 2801. .2839 



14019 
29936 
1864 

OJ990901_09.0211.C4 .ol. tc 

2607 
none' 



Seq. ID OJ990901J)9.0211.C4 
Strand 

End 15014 

Method TBLASTX : Cress 

End 3640 

Score 119 



2607. .2735, 2618. .2734, 2733. .2816, 2734. .2817, 2798. .2839, 
2841. .2882, 3551.. 3601, 3599.. 3640 



14019 
29936 
1864 

OJ990901_09.0211.C4 .o2. tm 

2607 

none 



Seq. ID OJ990901_09.0211.C4 
Strand 

End 15014 

Method TBLASTX : Mai ze 

End 2889 

Score 119 



2607. .2735, 2618. .2734, 2722. .2817, 2723. .2812, 2727. .2813, 
2798. .2839, 2811. .2840, 2813. .2884, 2839. .2889, 2841. .2882 



14020 
29937 
68 

OJ990901_09 . 0211 . C5 . ol . gs 
68 

none 
68. .225 



Seq. ID OJ990901_09.0211.C5 

Strand + 

End 225 

Method GENSCAN 

End 225 

Score .45 



14744 




Seq. No. 


14021 Seq. ID 


OJ990901_09.0211 


C6 


Gene No. 


29938 Strand 






Start 


1 End 


467 




Name 


OJ990901 09.0211.C6.ol.np Method 


AAT/NAP 




Start 


1 End 


467 




GI 


4204276 * Score 


625 




Exons 


1..467 






GI Descrip. 


(AC004146) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14021 Seq. ID 


OJ990901JD9.0211 


.C6 


Gene No. 


29938 Strand 






Start 


1 End 


467 




Name 


OJ990901 09.0211.C6.ol.gs Method 


GENSCAN 




Start 


24 End 


423 




GI 


none Score 


. 68 




Exons 


24. .423 









beq . wo . 


14022 


Seq. ID 


OJ990901_09.0211.C7 




Gene No. 


29939 


Strand 






Start 


226 


End 


508 




Name 


OJ990901 09.0211.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


226 


End 


508 


□ 


GI 


none 


Score 


176 




Exons 


226. .288, 262. .462, 267. .455, 


289. .456, 


425. .508 




Seq. No. 


14023 


Seq. ID 


OJ990901_09.0211.C8 


ru 


Gene No. 


29940 


Strand 






Start 


112 


End 


3371 


! i i 


Name 


OJ990901 09.0211.C8.ol.np 


Method 


AAT/NAP 




Start 


112 


End 


3347 


'is? 
i : ! : 


GI 


1370172 


Score 


508 


i L: 


Exons 


112. .214, 411. .539, 733. .854, 


1287.. 1352, 2416. .2484, 3203. 


!: 

1* "l 


GI Descrip. 


(Z73935) RAB1X [Lotus japonicus] 




\! 


Seq. No. 


14023 


Seq. ID 


OJ990901__09.0211.C8 




Gene No. 


29940 


Strand 






Start 


112 


End 


3371 




Name 


OJ990901 09.0211.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


403 


End 


3326 




GI 


none 


Score 


114 




Exons 


403. .531, 408. .542, 411. .542, 


725. .859, 


731. .856, 733. .864, 






1279. .1347, 1288. .1353, 1289. 


.1360, 2417. .2485, 2418. .2486, 



3279. .3326 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14023 
29940 
112 

OJ990901_09.0211.C8 .ol.gs 

411 

none 



Seq. ID OJ990901_09.0211.C8 



Strand 
End 

Method 

End 

Score 



3371 
GENSCAN 
3371 
.74 



411. .539, 733. .854, 1287. .1352, 2416. .2544, 3203. .3371 



Seq. No. 14024 Seq. ID OJ990901_09 . 0211 . C9 

Gene No. 29941 Strand + 

Start 4586 End 5242 

Name OJ990901 09 . 0211 . C9 . o2 . gs Method GENSCAN 



14745 



Start 
GI 

Exons 



4586 
none 

4586. .4639, 4727. .5242 



End 
Score 



Seq. No. 14024 Seq. ID 

Gene, No. 29942 Strand 

Start 1491 End 

Name OJ990901JD9 . 0211 . C9 . ol . gs Method 

Start 1491 End 

GI none Score 

Exons 1491.. 1718, 2204.. 2257 



5242 
.91 



OJ990901_09.0211.C9 

2257 
GENSCAN 
2257 
.79 



w 

ru 

Q 

'h , i 
I 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14024 Seq. ID 

29943 Strand 

7347 End 

OJ990901_09 . 02 1 1 . C9 . o3 . gs Method 

7347 End 

none Score 



OJ990901_09.0211.C9 

10926 
GENSCAN 
10401 
.61 



7347... 7702, 8062.. 8173, 8256.. 8326, 8684.. 8724, 8987.. 9064, 
9187. .9401, 10135. .10401 



14024 
29943 
7347 

OJ990901_09.0211.C9.ol.np 
7554 
4105798 



Seq. ID OJ990901_09.0211.C9 
Strand 

10926 
AAT/NAP 
10926 
806 



End 

Method 
End 
Score 

7554. .7702, 8062. .8173, 8256. .8347, 8476. .8558, 8684. .8724, 
8816. .8859, 8987. .9064, 9187. .9219, 10135 10194 , 10335 10423, 
10854. .10926 

(AF049930) PGP237-11 [Petunia x hybrida] 



14024 
29943 
7347 

OJ990901J)9.0211.C9.ol.gp 
7604 

18024JL.R1084 
7604.. 7702, 8062 
8820.. 8859, 8987 
10578. .10740 



Seq. ID OJ990901_09.0211.C9 
Strand 

End 10926 
Method AAT/GAP 
End 10740 
Score 14 94 
8173, 8256. .8347, 8475. .8558, 8684. .8728, 
9064, 9187. .9219, 10135 10194 , 10335 10422 , 



GI Descrip. M105798 4.0e-58 (AF049930) PGP237-11 [Petunia x hybrida] 1 



Seq. No. 14024 
Gene No. 29944 
Start 12698 

Name OJ990901_09 . 0211 . C9 . o2 . tm 

Start 7554 

GI . none 

Exons 7554.. 7700, 7590 

8254.. 8337, 8258 
8477.. 8560, 8682 
8958.. 9059, 8959 
9185. .9214 



Seq. ID OJ990901_09.0211.C9 
Strand 

End 15133 
Method TBLASTX: Maize 
End 9214 
• - Score 114 
7700, 7604. .7702, 8059.. 8172, 8060.. 8173, 
8350, 8262.. 8348, 8451.. 8558, 8476.. 8559, 
8726, 8683.. 8727, 8815.. 8868, 8816.. 8869, 
9060, 8960.. 9073, 8961.. 9065, 9184.. 9213, 



Seq. No. 
Gene No. 



14024 
29944 



Seq. ID 
Strand 



OJ990901 09. 0211. C9 



14746 



Start 
Name 
Start 
GI 

Exons 



12698 

OJ990901_09.0211.C9.o2. ts 

7593 

none 

7593.. 7697, 7595.. 7690, 8059. 
8467. .8568, 8476.. 8559, 8682. 
8981. .9073, 8983.. 9084, 9184. 



End 15133 

Method TBLASTX : Soybean 

End 10418 

Score 88 

.8172, 8255.. 8350, 8262.. 8348, 
.8726, 8683.. 8730, 8815. .8859, 
.9228, 10335. .10418 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 02 1 1 . C9 . ol . tc 

Start 7604 

GI none 

Exons 7604.. 7651, 7667.. 7690, 8059. 

8265. .8345, 8476.-8556, 8477. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8172, 8060 
.8557 



OJ990901 09. 0211. C9 



15133 

TBLASTX: Cress 
8557 
57 

8170, 8255.. 8350, 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 02 11 . C9 . o2 . tc 

Start 8685 

GI none 
Exons 



Seq. ID OJ990901_09.0211.C9 
Strand 
End 

Method 
End 
Score 



15133 

TBLASTX: Cress 

10428 

106 



8685..8723, 8818. .8859, 8981. .9073, 8988. .9065, 9184. .9228, 
10135. .10197, 10333. .10428, 10335.. 10415 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 0211 . C9 . o2 . gp 

Start 12439 

GI LIB3431-047-P1-N1-G4 

Exons 12439. .12730, 12848 12973, 

GI Descrip. '4204276 2.0e-18 (AC004146) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990901 09. 0211. C9 



15133 
AAT/GAP 
13145 
888 

13066. .13145 

Hypothetical protein [Arabidopsis 



Seq. No. 14024 

Gene No; 29944 

Start 12698 

Name OJ990901_09 . 0211 . C9 . o4 . gs 

Start 12698 

GI none 
Exons 



Seq. ID OJ990901_09.0211.C9 
Strand 

End 15133 

Method GENSCAN 

End 15062 

Score .86 



12698. .12730, 12848 12973, 13066 13164 , 13245 .. 134 13, 
13513. .13793, 13893. .15062 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 0211 . C9 . o2 . np 

Start 12701 

GI 4204276 

Exons 12701. . 12730, 1284 8 .. 12973, 
13513. .13793, 13893. . 15133 

GI Descrip. (AC00414 6) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_09.0211.C9 

15133 
AAT/NAP 
15133 
956 



13066. .13164, 1324 5. .13424, 



Seq. No. 
Gene No. 



14024 
29944 



Seq. ID 
Strand 



OJ990901 09. 0211. C9 



14747 



Start 
Name 
Start 
GI 

Exons 



12698 

OJ990901_09. 0211.C9.ol.tm 
13081 
none 
13081. 
13245. 
13572. 
13833. 
14124 . 



13167, 13081. 

13424, 13510. 

13796, 13576. 

14108, 13866. 

14180, 14126. 



13164, 
13584, 
13794, 



End 

Method 

End 

Score 



15133 

TBLASTX: Maize 

14228 

66 



1324 3. .134 22, 1324 4. .13417, 

13511. .13579, 13570. .13794, 

13581. .13796, 13628. .13837, 

.14138, 13945. .14139, 14 097 .. 14 180, 
.14227, 14187. .14228 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 0211 . C9 . ol . ts 

Start 13302 

GI none 

Exons 13302. .13427, 13303 .. 13425 , 
13572. .13748, 13579.. 13743 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_09.0211.C9 
15133 

TBLASTX: Soybean 

13748 

77 



13510. .13534, 13520. .13576, 



Seq. No. 14024 

Gene No. 29944 

Start 12698 

Name OJ990901_09 . 0211 . C9 . o3 . gp 

Start 13392 

GI LIB34 31-047-P1-K1-G4 

Exons 13392. .13424, 13513.. 13805 

GI Descrip. '4204276 1.0e-41 (AC004146) 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14024 
29944 
12698 

OJ990901_09. 0211.C9.o3. tm 
14232 
none 
14232. 
14315. 
14486. 



,14303, 14243, 
,14488, 14316, 
,14551, 14505, 



,14305, 
,14483, 
,14552 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_09.0211.C9 

15133 
AAT/GAP 
13805 
589 



Hypothetical protein [Arabidopsis 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990901 09. 0211. C9 



15133 

TBLASTX: Maize 
14552 
70 

1424 3. .14 314, 14 310 .. 14 477 , 
14335. .14 4 90, 14 4 74 . . 14551, 



14025 
29945 
1 

OJ990901_09. 0211. C10. ol.np 
1 

6630738 

1..334, 435. .483, 963. .1058 
1933.. 2230, 3291.. 3455 

(AL132958) nodulin / glutamate-ammonia ligase-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ990901_09. 0211. C10 
Strand 

End 34 67 

Method AAT/NAP 

End 3455 

Score 965 
1135. .1291, 1374. .1474, 1572. .1708, 



14025 Seq. ID 

29945 Strand 

1 End 
OJ990901_09. 02 11. C10. ol . gp Method 

7 3 End 

28269_1.R1084 Score 
73. .234 



OJ990901_09. 0211. C10 

3467 
AAT/GAP 
234 
300 



14748 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■ 4 887563/emb | CAB43503 . 1 | 
truncatula] 1 

14025 
29945 

.1 

OJ990901_09. 0211. CIO. ol. 
75 

none 

75.-292, 435. .483, 963,. 
1577. .1690, 1975. .2300, 

14025 
29945 
1 

OJ990901_09. 0211. C10. o2. 

1606 

572449 

1606. .1691, 1784 . .1852, 
4887563/emb | CAB4 3503. 1 1 
truncatula] 



2.0e-35 (AJ133118) nodulin 6 [Medicago 



Seq. ID OJ990901_09. 0211. C10 
Strand 

End 34 67 

gs Method. GENSCAN 

End 34 67 

Score .57 
1058, 1135. .1291, 1374. .1479, 
2670. .2794, 3147. .3467 

Seq. ID OJ990901_09. 0211. C10 
Strand 

End 34 67 

gp Method AAT/GAP 

End 2248 

Score 715 
1979. .2248 

2.0e-35 (AJ133118) nodulin 6 [Medicago 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14025 
29946 
6233 

OJ990901_09.0211.C10.o2. 

6233 

none 

6233. .6389 

14025 
29947 
6932 

OJ990901_09. 0211. C10. ol. 

1430 

none 

1430. .1474, 1437. .1472, 
1979. .2161, 1989. .2162 

14025 
29947 
6932 

OJ990901_09. 0211. C10. ol. 

1979 

none 

1979. .2233, 1989. .2243 

14025 
29947 
6932 

OJ990901_09. 0211. C10. o3. 
6932 

LIB34 77-003-P1-K1-E9 
6932. . 6953, 6976. .7051 
'24 9858 6/sp|Q40 638 |MP01 
S 1 PRECURSOR (ORY S I)" 
sativa] 1 



gs 



ts 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_09. 0211. C10 

6389 
GENSCAN 
6389 
.76 



Seq. ID OJ990901J39. 0211. C10 
Strand 
End 

Method 
End 
Score 



7051 

TBLASTX : Soybean 

2162 

44 



1581. .1712, 1582. .1746, 1784. .1837, 



Seq. ID OJ990901_09. 0211. C10 
Strand 

End 7051 

tc . Method TBLASTX : Cress 

End 2243 

Score 99 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990901_09. 0211. C10 

7051 
AAT/GAP 
7051 
136 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 



14749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



14026 Seq. ID 

29948 Strand 

904 End 

OJ990901_09 . 0211 . Cll . ol . gp Method 

904 End 

31877_1.R1084 Score 
904. .969, 1104. .1181 

1 4 521193/dbj | AB0134 50 . 1 1 ABO 134 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ990901_09. 0211. Cll 
+ 

1181 
AAT/GAP 
1181 
202 



14026 Seq. ID 

29949 Strand 

873 End 
OJ990901_09 . 0211 . Cll . ol . gs Method 

873 End 

none Score 

873. .923, 1040. .1174, 1546. .1758, 1764 
3819. .3906 



OJ990901_09. 0211. Cll 

3906 
GEN SCAN 
3906 
.51 

..1903, 2736. .2871, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14027 Seq. ID 

29950 Strand 
1145 End 
OJ990901_09.0211.C12.ol.gp Method 
1145 End 
54822_1.R1084 Score 
1145. .1665 

'4689474/gb|AAD27910.1|AC007213_8 6.0e-32 (AC007213) unknown 
protein [Arabidopsis thaliana] 1 



OJ990901_09.0211.C12 
+ 

1665 
AAT/GAP 
1665 
928 



14027 Seq. ID OJ990901 

29951 Strand + 

2519 End 2965 

OJ990901_09 . 0211 . C12 . o3 . gp Method AAT/GAP 

2519 End 2965 

uC-osrocyp025g03al Score 870 
2519. .2965 

'4586246/embl CAB40987.il 2.0e-24 
[Arabidopsis thaliana] ' 



09.0211.C12 



(AL049640) putative protein 



14027 
29952 
5590 

OJ990901 09.0211.C12.o2.np 



Seq. ID 
Strand 

End 13181 
Method AAT/NAP 
End 12859 
Score 702 
5977, 6857. .7021, 8883:. 8993, 
11177, 11295. . 11364, 12111 



OJ990901_09.0211.C12 
+ 



5590 
3150410 

5590. .5775, 5883. .5977, 6857. .7021, 8883:. 8993, 9082. .9182, 
10655. .10792, 11129 .. 11177 , 11295 .. 11364 , 12 1 11 . . 1224 1 , 
12749. .12859 

(AC004165) putative unknown protein, leucine-rich repeat 
[Arabidopsis thaliana] 



14027 Seq. ID 

29952 Strand 

5590 End 

OJ990901_09 . 0211 . C12 . o4 . gp Method 

11297 End 



OJ990901_09.0211.C12 
+ 

13181 

AAT/GAP 

13181 



14750 




GI 


7249 1.R1084 




Score 


1122 


Exons 


11297. . 11360, 12122. .12241, 


12749. .13181 


GI Descrip. 


'3150410 3.0e-24 (AC004165) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


14027 




Seq. ID 


OJ990901_09. 0211 .C12 


Gene No. 


29953 




Strand 


_ 


Start 


1403 




End 


3322 


Name 


OJ990901 09.0211.C12.ol. 


gs 


Method 


GENSCAN 


Start 


1403 




End 


3322 


GI 


none 




Score 


1 


Exons 


1403. .3322 








Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 


Gene No. 


29953 




Strand 




Start 


1403 




End 


3322 


Name 


OJ990901 09.0211.C12.ol. 


np 


Method 


AAT/NAP 


Start 


1403 




End 


3299 


GI 


4586246 




Score 


1638 


Exons 


1403.. 2395, 2477.. 2860, 


2978 


. .3299 




GI Descrip. 


(AL049640) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 


Gene No. 


29953 




Strand 




Start 


1403 




End 


3322 


Name 


OJ990901 09.0211.C12.o2. 


gp 


Method 


AAT/GAP 


Start 


2053 




End 


2517 


GI 


54821 1.R1084 




Score 


918" 


Exons 


2053. .2517 








GI Descrip. 


1 4 58 624 6/emb|CAB40987. 1 | 


6.0e-47 (AL049640) putative protei; 




f Arabidopsis thaliana] 1 








Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 


Gene No. 


29954 




Strand 




Start 


3792 




End 


4964 


Name 


OJ990901 09.0211.C12.o2. 


gs 


Method 


GENSCAN 


Start 


3792 




End 


4964 


GI 


none 




Score 


.67 


Exons 


3792. .3888, 4234. .4706, 


4953 


. .4964 




Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 


Gene No. 


29955 




Strand 




Start 


14288 




End 


15116 


Name 


OJ990901 09.0211.C12.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1387 




End 


1525 


GI 


none 




Score 


126 


Exons 


1387. .1518, 1393. .1518, 


1398 


..1523, 1400. .1525, 1400. .1525 


Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 


Gene No.' 


29955 




Strand 




OLdlt 


14288 




End 


15116 


Name 


OJ990901 09.0211.C12.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1418 




End 


1753 


GI 


none 




Score 


192 


Exons 


1418. .1747, 1422. .1748, 


1427 


. . 1753 




Seq. No. 


14027 




Seq. ID 


OJ990901_09.0211.C12 



14751 






Gene No. 


29955 








Strand 






Of a >-+- 


1 A 9ft ft 










1 JllD 




Name 


ujyyuyui uy 


. UZ 1 1 


P 1 9 ^n*5 
. blZ . Oj 


. t s 


Method 


1 bLiAb IX : boyoean 




b tart 


1 / 1 Q 
1 3 1 0 








bna 


lb// 




bl 


none 








Score 


i yz 




Exons 


1 fl 1 O . . ID / J; 


1 4 zz 


. . 1 O / D, 


101 b . 


.lb// 






beq. ino. 


1 /I HOT 

13 uz / 








Seq. ID 


OJ990901_09.0211.C12 




Gene No . 










Strand 






Start 


14288 








End 


15116 




Name 


OJ990901_09 


.0211 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Pf 2 r-f- 

aLail. 


1 coc 
1 jZ D 








End 


2771 




bl 


none 








Score 


969 




Exons 


1 DZ b . Jl70/ 


1 COC 

1 DZ b 


9 9 Q C. 

. . z o y o , 


1 C. A C 

1 0 4 D . 


.2396, 1546. .2439, 2420. .2482, 






9 /t 9 ft o/iqc 


O A A d 


9 /i q a 

. . Z 4 O D / 


ZOJ4 . 


.2644, 2535. .2585, 2561. .2593, 






oc/1 9 9"7 *7 ft 
Z bfl Z . . Z / / U , 


9 £ c: Q 
Z DO 0 


. . Z / / 1 










beq. NO. 


1 a n 9 t 








beq. ID 


ojyyuyui Oy.ozii.ciz 




Gene No. 


29955 








Strand 






Start 


14288 








End 


15116 




Name 




ri 9 1 1 
. UZ 1 1 


PI 9 ^ 1 
. b 1Z . Ol 


. t s 


Method 


TBLASTX: Soybean 




otart 


1 T1 Q 

1 / 1 O 








T-l _ _J 


O O 1 o 

zz /o 




bl 


none 








Score 


o o r\ 

J JO 




Exons 


m o one 

1/10. . Z 1 / b , 


i / 1 y 


. . Z IZo, 


1 / 4a. 


.214 9, 21 


1 ft ''^'^TO 

19. .2151, 2150. .2278, 


□ 




oi 9 99 Q 
Zljj. . ZZ / 0 












i!f! 


Seq. No. 


14027 








beq. ID 


ojyyuyui oy.ozii.ciz 


ri ! 

i Sir 


Gene No. 


29955 








Strand 




i* 


Of n —4- 

b tar t 


1 4 9 ft ft 
1 4 Z O O 








End 


15116 


'jsf 

Ltl 


Name 


ujyyuyui uy 


Pl9 1 1 
. UZ 1 1 


PI 9 
. blZ . OJ 


. tC 


Method 


i fcSLAb i a : bress 




C 4- -a 

b tar u 


9 1 QQ 

z i y o 








End 


o o o ^ 

Z Jo b 


: "s 

"i 3? 


P T 


none 








Score 


-JOT 

1Z / 


i y 


Exons 


Ziyo. . Z OO b , 


9 1 Qft 

z i y o 


. . ZOO D 








i; 

□ 


Seq. No. 


14027 








Seq. ID 


OJ990901 09.0211.C12 




Gene No. 


29955 








Strand 




Si 


b tart 


1 A 9 Q Q 

1 4 Z 0 O • , 








End 


15116 


1: h 


Name 


p tq an an 1 no 

ujyyuyui uy 


A01 1 

. UZ 1 1 


. biz . oo . 


. tm 


Method 


TBLASTX : Maize 


: *l 
nf 


C+- 4- 

otart 


9 Qfl Q 

z y u y 








End 


3322 


: i 


P T 


none 








Score 


194 




17" v /-\ r~t c? 


9 Qfi Q 9 Q £ R 

z y u y . . z y b o , 


"3 n 9 c 


9 9/19 


9 fl 9 C 


.3236, 32 


81. .3322 




Seq. No. 


14027 








Seq. ID 


OJ990901_09.0211.C12 




Gene No. 


29955 








Strand 






o t ciX t 


1 A 9 ft ft 








End 


15116 




Name 


p to o n o n i n q 
uj y yuyui uy , 


n 9 1 i 
. UZ 1 1 


P 1 9 s^A 
. b 1Z . 04 . 


. t C 


Method 


TBLASTX : Cress 




Of 3r .+- 

b t ar t 


C CQ1 

o o y i 








End 


7006 




P T 
bl 


none 








Score 


145 




Exons 


C CQ1 ClTt 


c £T *5 "7 


cin 
. .Off I, 


CQTQ 

do / y . 


.5977, 58 


88. .5980, 6935. .7006 






14027 








Seq. ID 


OJ990901_09.0211.C12 




Gene No. 


29955 








Strand 






Start 


14288 








End 


15116 




Name 


OJ990901 09, 


.0211 


.C12.o3. 


,tm 


Method 


TBLASTX: Maize 




Start 


5636 








End 


11354 




GI 


none 








Score 


217 




Exons 


5636. .5779, 


5637 


. .5777, 


5658. 


.5786, 5869. .5979, 5873. .5977, 



14752 



5905. .5979, 6851. .7024, 6851. .7024, 6856. .7026, 6889. .7026, 
8870. .8989, 8878. .8991, 8880. .8996, 8882. .8980, 8886. .9011, 
9079.. 9180, 9082.. 9183, 9083.. 9187, 10653 .. 10793, 10653 10790, 
10655. .10792, 10657 .. 10794 , 10674 .. 10793, 11126 11179, 
11127. . 11180, 11294 .. 11347, 11295. .11354 



beq. No. 


1 A f\ O 1 

14 Uz 1 


bene no. 


z y yob 


Start 


1 A O O O 

14zoo 


Name 


ujyyuyui uy . uzii .ciz. 


O 4 . v~ 4- 

otart 


Iz lzo 


GI 


none 


Exons 


12125. . 12238, 12138.. 




1 O "7 A A 1 OQt;i lOT/t: 

Iz / 4 4 . . l^oD 1 , lz / 4o . . 


Seq. No. 


i a r\ o i 

14 Oz / 


Gene No. 


zy yob 


Of n yf 

otart 


1 A O Q Q 
14 ZOO 


Name 


ojyyuyui uy.uzii.ciz. 


Start 


14288 


GI 


4753652 


Exons 


1 4 zo o . . IbU / y 


GI Descrip. 


(ALU4y/bl) snort-cnai 




[Arabidopsis thaliana 


beq. No. 


1 a n O T 
1 4 Uz / 


Gene No. 


z y yoo 


Start 


14288 


Name 


OJ990901_09.0211 .C12. 


btar t 


1 A O Q "7 


bl 


none 


Exons 


14zy / . . 144bb, 14zyo.. 


beq . no . 


i yi DOT 
1 4 \J2 1 


Gene No . 


z y yoo 


Start 


14288 


Name 


OJ990901_09.0211 .C12. 


C 4 , v 4- 

bt art 


1 4 4 Iz 


bl 


none 


Exons 


14 4 lz . . 14obz , 144zU.. 


Seq. No. 


1 4 Uz / 


bene jno . 


z yyo j 


Start 


1 /I O O O 

14zoo 


Name 


O.TQQnQOI nQ 091 1 PI 9 


Start 


14438 


GI 


none 


Exons 


14438. . 14491, 14471.. 


Seq. No. 


14027 


Gene No. 


29955 


Start 


14288 


Name 


OJ990901 09.0211.C12.( 


Start 


14695 


GI 


uC-osrocyp032dl2bl 


Exons 


14695. .15116 


GI Descrip. 


1 4 753652/emb|CAB41928 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method TBLASTX : Mai ze 

End 12874 

Score 163 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method AAT/NAP 

End 15079 

Score 675 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method TBLASTX : Maize 

End 14764 

Score 75 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method TBLASTX: Cress 

End 14998 

Score 213 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method TBLASTX : Soybean 

End 15100 

Score 220 



Seq. ID OJ990901_09.0211.C12 
Strand 

End 15116 

Method AAT/GAP 

End 15116 

Score 780 



14753 




dehydrogenase like protein [Arabidopsis thaliana] 1 





Seq. No. 


14027 


Seq. ID 


OJ990901 


_09.0211 


.C12 




Gene No . 


o n c\ c c 


Strand 










Start 


14288 


End 


15116 








Name 


OJ990901 09 . 0211 . C12 . o4 . tm 


Method 


TBLASTX : 


Maize 






Start 


1 A "7 T A 
1 4 / / 4 


End 


15043 








GI 


none 


Score 


83 








Exons 


14 774 .. 14872/ 14775 .. 14852 , 
14979. .15038 


14819. .148 


66, 14876 


. . 15043, 






Seq. No. 


14028 


Seq. ID 


OJ990901 


_09.0211 


.C13 




Gene No . 


29956 


Strand 


+ 








Start 


4236 


End 


6044 








Name 


OJ990901 09.0211.C13.ol.np 


Method 


AAT/NAP 








Start 


4236 


End 


6044 








GI 


6907086 


Score 


1181 








Exons 


4236. .5000, 5061. .5304, 5519. .5840, 5958. .6044 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


14028 


Seq. ID 


OJ990901 


_09.0211 


.C13 




Gene No. 


29957 


Strand 










Start 


2329 


End 


2801 






.ssi, 
□ 


Name 


OJ990901 09.0211.C13.ol.gp 


Method 


AAT/GAP 








Start 


2329 


End 


2801 








GI 


38782 1.R1084 


Score 


795 








Exons 


2329. .2801 










i cr 


GI Descrip. 


1 6069643/dbj IAP000616.1 IAP000616 0.0e+00 Oryza 


sativa genomic 


il If 
t _ i 




DNA, chromosome 6, clone : P0514G12 ' 








U 


Seq. No. 


14028 


Seq. ID 


OJ990901 


_09.0211 


.C13 


rl E 


Gene No. 


29958 


Strand 








: =f 


Start 


7803 


End 


8937 






•3 


Name 


OJ990901 09.0211.C13.o2.gs 


Method 


GENSCAN 








Start 


7803 


End 


8630 






i sdl 


GI 

Exons 


none 

7803. .7915, 8483. .8630 


Score 


.48 






-n s; 


Seq. No. 


14028 


Seq. ID 


OJ990901 


_09.0211 


.C13 


!.,; 

.131 


Gene No. 


29958 


Strand 








'i 3? 


btart 


7803 


End 


8937 








Name 


OJ990901 09.0211.C13.o2.np 


Method 


AAT/NAP 








Start 


8353 


End 


8937 










4755087 


Score 


614 








Exons 


8353. .8937 












GI Descrip. 


(AF031083) aluminum-induced 


protein; Al- induced 


protein 


[Zea 






mays] 












Seq. No. 


14029 ■ .. 


Seq. ID 


OJ990527_ 


_40.9819 


.CI 




Gene No. 


29959 


Strand 










Start 


1 


End 


997 








Name 


OJ990527 40. 9819 . CI . ol . np 


Method 


AAT/NAP 








Start 


1 


End 


997 








GI 


5091513 


Score 


1069 








Exons 


1. . 997 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 







14 75^T" 




Seq. No. 


14029 








Seq. ID 


OJ990527 


_40.9819 


.CI 


Gene No. 


29959 








Strand 








Start 


l 








hna 


yy / 






Name 


/-\ T A A A C A ~7 A f\ 

OJ99052 7 4 0. 


9819 


.Cl.ol. 


gs 


Method 


GEN SCAN 






Start 


50 








End 


T A O 

/9o 






GI 


none 








Score 


O A 

. 8 4 






Exons 


C A A O €1 CC1 

50 . . 4ob; DDI 


..664, 729. 


"7 Q O 










Seq. No. 


14030 








Seq. ID 


OJ990527 


_40.9819 


.C2 


Gene No. 


29960 








Strand 


+ 






Start 


274 








hna 








Name 


OJ990527 40. 


9819 


.C2.ol. 


gs 


Method 


GENSCAN 






Start 


274 








End 


lo 0 1 






GI 


none 








Score 


A 

. y 






Exons 


274 . .814, 1008. . 


1043, 1115.. 


1 one i a a c 

1206, 1o4o 


. . lo 01 






Seq. No. 


14030 








Seq. ID 


OJ990527 


_40. 9819 


.C2 


Gene No. 


29960 








Strand 


+ 






Start 


274 








hna 








Name 


/^TAAACO'i VI A 

OJ 99052 / 4 U . 


a o *i a 

9819 


. CZ . Ol . 


gp 


Method 


AAT/GAP 






Start 


522 








End 


yz d 






GI. 


none 








Score 


-j O iC 






!«i Exons 


522. .926 
















')■[ Seq. No. 


14030 








Seq. ID 


OJ990527 


_40. 9819 


.C2 


Us Gene No. 


29960 








Strand 


+ 






1'^! Start 


"274 








hna 








f'l Name 


OJ990527 40. 


9819 


,C2 .o2. 


gp 


Method 


AAT/GAP 






I . : Start"- 


1129 








End 


O A "3 O 

2032 






""][ GI 


3767784 








Score 


bits 






' Ss? Exons 

:is s 
'• f ! 


1129. .1206, 


1646 


. .2032 












! U 

« Seq. No. 


14030 








Seq. ID 


OJ990527 


A A A O 1 A 

4 0. 9819 


. C2 


i' 3 i Gene No . 


29961 








Strand 


+ 






hit 

Start 


4170 








End 


11106 






. "/ Name 


OJ990527 40. 


9819 


.C2.o3. 


gs 


Method 


GENSCAN 






r " Start 


4170 








End 


9231 






! iJ GI 


none 








Score 


.64 






|"| Exons 


4170. .4280, 


4402 


. .4471, 


4981 


..5086, 5169.. 5280, 


5/76. .5 


O O "D 

B33, 


i* j 


6230. .6360, 


6398 


. .6510, 


6684 


..6738, 7033. .7667, 


O O A yl O 

0 0 y4 . .0 


Dll , 




8820. .9128, 


9166 


. .9231 












beq. no. 


14030 








Seq. ID 


OJ990527 


_40.9819 


.C2 


Gene No. 


29961 








Strand 


+ 






Start 


4170 








End 


11106 






Name 


OJ990527 40. 


9819 


.C2.ol. 


np 


Method 


AAT/NAP 






Start 


5795 








End 


7923 






GI 


6679793 








Score 


103 






. Exons 


5795. .5895, 


6001 


. .6078, 


6130 


..6184, 62i 


34. .6366, 


6464 . . 6532, 



7895. .7923 

GI Descrip. fibroblast growth factor inducible 13 

gi I 6093638 I sp|Q61074 I P2CG_M0USE PROTEIN PHOSPHATASE 2C GAMMA 
ISOFORM (PP2C-GAMMA) {PROTEIN PHOSPHATASE 1C) (FIBROBLAST GROWTH 
FACTOR INDUCIBLE PROTEIN 13) (FIN13) gi I 3320114 (U42383) 
fibroblast growth factor inducible gene 13 [Mus musculus] 

Seq. No. 14030 Seq. ID OJ990527_4 0 . 98 19 . C2 



14755 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



29961 Strand + 

4170 End 11106 

OJ990527_40 . 98 1 9 . C2 . o3 . gp Method AAT/GAP 

8795 End 9128 

82047_1.R1084 Score 449 

8795.. 9128 

1 4678261/embl CAB41122.il 4.0eTl6 (AL049657) putative proteasome 
regulatory subunit [Arabidopsis thaliana] ' 



14030 
29961 
4170 

OJ990527_40 . 98 1 9 . C2 . o2 . np 
8871 
4678261 
8871. .9146, 



Seq. ID OJ990527_40.9819.C2 

Strand + 

End 11106 

Method AAT/NAP 

End 11106 

Score 163 



11074. .11106 



(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



Seq. No. 14030 

Gene No. 29962 

Start 14478 

Name OJ990527_40 . 9819 . C2 . o5 . gs 

Start 14478 

GI none . 

Exons 14478. .14612, 15276.'.' 15382, 
18643. .1874 8, 18831. .1894 8, 



Seq. ID OJ990527_40.9819.C2 

Strand + 

End 21867 

Method GEN SCAN 

End 21867 

Score .78 
17824. .17950, 18074. .18143, 
19439. .19558, 19661. .19841, 



19936. .20012, 20099 .. 20151 , 20318 .. 20369, 20665.. 21867 



Seq. No. 14030 

Gene No. 29962 

Start 14478 

Name OJ990527_40 . 9819.C2 . o4 . np 

Start 16666 

GI 4505999 

Exons 16666. . 16686, 194 60 19553 , 
19936. .20018, 20105 2017 6, 

GI Descrip. 



OJ990527_40.9819.C2 
+ 



Seq. ID 
Strand 

End 21867 
Method AAT/NAP 
End 21662 
Score 117 
19659. . 19736, 19784 .. 1984 1 , 
21544.. 21662 

protein phosphatase 1G (formerly 2C) , magnesium-dependent, gamma 
isoform gi | 3122589 | sp | 015355 | P2CG_HUMAN PROTEIN PHOSPHATASE 2C 
GAMMA ISOFORM (PP2C-GAMMA) (PROTEIN PHOSPHATASE 1C) 
gi|2315202|emb|CAA74245| (Y13936) protein phosphatase 2C gamma 
[Homo sapiens] 



Seq. No. 14030 Seq. ID 

Gene No. 29963 Strand 

Start 24557 End 

Name OJ990527_4 0 . 9819 . C2 . o7 . gs Method 

Start 24557 End 

GI .. none Score- 

Exons 24557. .24577, 25615 25674 , 25679 



OJ990527_40.9819.C2 
+ 



27663. .27782, 28163 .. 28228 , 29465. 



29824 
GENSCAN 
29824 
.81 

25781, 25902. 
29662, 29755. 



.25935, 
.29824 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14030 
29964 
2361 

OJ990527 
2361 



40. 9819.C2.o2.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ990527_40.9819.C2 

3515 

GENSCAN 

3515 



14756 




GI 


none 


Score 


. 5 




Exons 


2361.. 2782, 3020.. 3193, 3497 


. . 3515 






Seq. No. 


14030 


Seq. ID 


OJ990527 40.9819 


. C2 


Gene No. 


29965 


Strand 






Start 


9877 


End 


12052 




Name 


OJ990527 40.9819.C2.o3.np 


Method 


AAT/NAP 




Start 


9877 


End 


12052 




GI 


4538896 


Score 


1611 




Exons 


9877. .10914, 10975. .11483, 11593.. 11964 


, 12001.. 12052 




GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14030 


Seq. ID 


OJ990527_40.9819 


.C2 


Gene No. 


29966 


Strand 






Start 


22727 


End 


23872 




Name 


OJ990527 40.9819.C2.o6.gs 


Method 


GENSCAN 




Start 


22727 


End 


23872 




GI 


none 


Score 


.58 




Exons 


22727. .23872 








Seq. No. 


14030 


Seq. ID 


OJ990527_40.9819 


. C2 


Gene No. 


29967 


Strand 






Start 


27361 


End 


28469 




Name 


OJ990527 40.9819.C2.o6.np 


Method 


AAT/NAP 




Start 


27361 


End 


28469 




GI 


6815053 


Score 


745 




Exons 


27361. .27597, 27647. .27822, 


28323. .28469 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14030 


Seq. ID 


OJ990527_40. 9819 


.C2 


Gene No. 


29968 


Strand 






Start 


29005 


End 


29608 




Name 


OJ990527 40.9819.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


391 


End 


680 




GI 


none 


Score 


409 




Exons 


391. .678, 402. .680 








Seq. No. 


14030 


Seq. ID 


OJ990527_40. 9819 


. C2 


Gene No. 


29968 


Strand 






Start 


29005 


End 


29608 




Name 


OJ990527 40.9819.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


538 


End 


13611 




GI 


none 


Score 


138 




Exons 


538. .672, 546. .671, 691. .915 


, 693. .914, 


724. .915, 1006. 


. 1137, 




1006.. 1098, 13265. .13402, 13266 .. 13403, 


13510. .13611, 






13513. .13605 








Seq. No. 


14030 


Seq. ID 


OJ990527_40. 9819 


.C2 


Gene No. 


29968 


Strand 






Start 


29005 


End 


29608 




Name 


OJ990527 40.9819.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


8829 


End 


9141 




GI 


none 


Score 


208 




Exons 


8829. .9053, 8960. .9049, 9073 


..9141, 9073. .9138 




Seq. No. 


14030 


Seq. ID 


OJ990527_40. 9819 


.C2 


Gene No. 


29968 


Strand 







14757 




Start 


29005 




hna 


zy ouo 




Name 


OJ990527 40.9819.C2.o4.tm 




Method 


TBLASTX : Maize 




Start 


9778 




End 


1UZU / 




GI 


none 




Score 


o o 

o9 




Exons 


9778.. 9903, 9808.. 10119, 9973, 


. . lOzOo, 


10109 . . lUZU / 




Seq. No. 


14030 




Seq. ID 


OJ990527_40.9819. 


,C2 


Gene No. 


29968 




Strand 






Start 


29005 • 




End 


29608 




Name 


OJ990527 4 0 . 9819 . C2 . o2 . tm 




Method 


TBLASTX: Maize 




Start 


10687 




End 


11079 




GI 


none 




Score 


37 




Exons 


10687. .10755, 10691 .. 10759, 


10819. .1107 9, 10841. .11053 




Seq. No. 


14030 




Seq. ID 


OJ990527_40.9819. 


,C2 


Gene No. 


29968 




Strand 






Start 


29005 




End 


29608 




Name 


OJ990527 40.9819.C2.o5.tm 




Method 


TBLASTX: Maize 




Start 


11080 




End 


11301 




GI 


none 




Score 


144 




Exons 


11080. .11301, 11111. .11290 










Seq. No. 


14030 




Seq. ID 


OJ990527_40.9819. 


, LZ 


Gene No. 


29968 




Strand 






Start 


29005 




End 


29608 




Name 


OJ990527 40.9819.C2.o7.np 




Method 


AAT/NAP 




Start 


29005 




End 


29608 




GI 


6721559 




Score 


385 




Exons 


29005. .29136, 29169. .29608 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 | dbj IBAA90370. 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


14031 




Seq. ID 


OJ990527_40.9819, 


.C3 


Gene No. 


29969 




Strand 


+ 




Start 


3362 




End 


3970 




Name 


OJ990527 40.9819.C3.o2.gs 




Method 


GENSCAN 




Start 


3362.^ 




End - 


3970 




GI 


none 




Score 


.87 




Exons 


3362. .3970 










Seq. No. 


14031 




Seq. ID 


OJ990527_40. 9819, 


.C3 


Gene No. 


29970 




Strand 


+ 




Start 


8247 




End 


15253 




Name 


OJ990527 40.9819.C3.o4.gs 




Method 


GENSCAN 




Start 


8247 




End 


15005 




GI 


none 




Score 


.43 




Exons 


8247.. 8384, 8560.. 9366, 10516 


. .10927, 


11237. .11777, 






11809. .11959, 12151. .12333, 


12661. .12730, 13360. .13615, 






13976. .15005 










Seq. No. 


14031 




Seq. ID 


OJ990527_40.9819, 


.C3 


Gene No. 


29970 




Strand 


+ 




Start 


8247 




End 


15253 




Name 


OJ990527 40.9819.C3.o2.np 




Method 


AAT/NAP 




Start 


11163 




End 


15253 




GI 


5922636 




Score 


465 





14758 



Exons 11163. .11241, 11725 11959, 12253 .. 12391 , 15193 .. 15253 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 I dbj | BAA85212 . 1 1 (AP000570) ESTs 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14031 Seq. ID 

29971 Strand 

889 End 

OJ990527_40. 98 19 . C3 . ol . np Method 

889 End 

4680183 Score 



OJ990527_40.9819.C3 

15253 
AAT/NAP 
15253 
191 



889. .978, 1586. .1708, 15138. .15253 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 14031 

Gene No. 29971 

Start 889 

Name OJ990527_J 0 . 9819 . C3 . ol . gp 

Start 4415 

GI none 

Exons 4415.. 4641, 4882.. 5036, 5126. 
7267. .7298 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_40. 9819.C3 

15253 
AAT/GAP 
7298 
1219 



.5196, 5S73..5623, 6440. .6633, 



Seq. No. 14031 - Seq. ID 

Gene No. 29971 Strand 

Start 889 End 

Name OJ990527_4 0 . 98 19 . C3 . ol . tm Method 

Start 4948 End 

GI none Score 

Exons 4948.. 5037, 4950.. 5039, 4959.. 5039, 5151 

6438. .6632, 6439.-6633, 6443. .6634 



OJ990527_40. 9819.C3 
15253 

TBLASTX: Maize 
6634 
67 

5198, 5565.. 5621, 



Seq. No. 14031 Seq. ID 

Gene No. 2 9971 Strand 

Start 889 End 

Name OJ990527_40 . 9819 . C3 . o3 . gs Method' 

Start 4 959 End 

GI none Score 

Exons 4959. .5041, 5573. .5623, 6044. .6068 



OJ990527_40.9819.C3 

15253 
GENSCAN 
6068 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14031 Seq. ID 

29971 Strand 

889 End 

OJ990527_40. 9819 . C3 . o3 . np Method 

9965 End 

6069654 Score 



OJ990527_40. 9819.C3 

15253 
AAT/NAP 
15253 
135 



9965.-/10120, 10656. . 10935, 11622 .. 11708 , 12036. . 12202, 
12705. .13096, 13288. .13500, 14131. .1417 9, 15169. .15253 



GI Descrip. (AP000616) hypothetical protein [Oryza sativa] 



Seq. No. 14032 Seq. ID 

Gene No. 29972 Strand 

Start 1 End 

Name OJ990527_4 0 . 9819 . C4 . ol . np Method 

Start 1 End 



OJ990527_40. 9819.C4 
+ 

4108 

AAT/NAP 

4108 



14759 



GI 5777623 Score 1240 

Exons 1..34, 218. .397, 648. .785, 965. .1473, 2280. .2522, 4011. .4108 

GI Descrip. (AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. No. 14032 Seq. ID 

Gene No. 29972 Strand 

Start 1 End 

Name OJ990527_40 . 9819 . C4 . ol . gp Method 

Start 3153 End 

GI 38782JL.R1084 Score 

Exons 3153.. 3649 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ990527_40.9819.C4 
+ 

4108 
AAT/GAP 
3649 
806 



Seq. No. 


14032 


Seq. ID 


OJ990527 


4 0 . 9ol9 . C4 


Gene No. 


29973 


Strand 


+ 




Start 


4588 


End 


6026 




Name 


OJ990527 40.9819.C4.o2.gp 


Method 


AAT/GAP 




Start 


4588 


End 


6026 




GI 


LIB3477-002-P1-K1-D5 


Score 


848 




Exons 


4588. .4719, 5362. .5452, 5553 


..5603, 5748.. 5913, 


5997. . 6026 


GI Descrip. 


' 4 521193/dbj IAB013450.1 IAB013450 1 . Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib gene 


i 






Seq. No. 


14032 


Seq. ID 


OJ990527 


4 0 . 98 19 . C4 


Gene No. 


29974 


Strand 






Start 


886 


End 


3415 




Name 


OJ990527 40.9819.C4.o2.np 


Method 


AAT/NAP 




Start 


886 


End 


3415 




GI 


4680186 


Score 


195 




Exons 


886. .920, 2669. .2847, 3352.. 


3415 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


14032 


Seq. ID 


OJ990527 


_40.9819.C4 


Gene No. 


29975 


Strand 






Start 


5590 


End 


6120 




Name 


OJ990527 40.9819.C4.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5590 


End 


6120 




GI 


none 


Score 


36 




Exons 


5590.. 5613, 5684.. 5914, 5725 


..5913, 5995. .6120, 


6004. .6120 


Seq. No. 


14033 


Seq. ID 


OJ990527 


_40. 9819.C6 


Gene No. 


29976 


Strand 


+ 




Start 


423 


End 


8912 




Name 


OJ990527 40.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


423 


End 


8912 




GI 


none 


Score 


.44 




Exons 


423..S67, 599. .667, 1025. .1284, 1393.. 


1516, 3132.. 3259, 




3381. .3447, 3966. .4071, 4164 


. .4272, 4764. . 4883, 


4986. .5019, 




5270. .5346, 5439. .5491, 5646 


. .5697, 6069. . 6500, 


8091. .8162, 




8736. .8912 








Seq. No. 


14033 


Seq. ID 


OJ990527 


_40.9819.C6 


Gene No. 


29976 


Strand 


+ 




Start 


423 


End 


8912 




Name 


OJ990527 40.9819.C6.ol.np 


Method 


AAT/NAP 




Start 


3143 


End 


6242 





14760 




GI 


4584525 


Score 


277 


Exons 


3143. .3259, 3381. .3447, 3966. 


.4071, 4164. .4223, 4670. .4888 




4991.. 5073, 5131.. 5163, 5270. 


.5346, 5439. .5491, 5646. .5719 




6062. .6242 






GI Descrip. 


(AL049607) protein phosphatase 2C-like 


protein [Arabidopsi; 




thaliana] 






Seq. No. 


14033 


Seq. ID 


HTOQ^QOl /in QQ1 Q CG. 


Gene No. 


29976 


Strand 


*r 


Start 


423 


End 


Q Q 1 O 

by xz 


Name 


OJ990527 40. 9819 . C6 . ol . gp 


Method 


7\ z\ <p /p a o 
M 1 / \jt\tr 


Start 


6290 


End 


u/jD 


GI 


3761484 


Score 


793 


Exons 


6290. . 6736 






Seq. No. 


14033 


Seq. ID 


n tqqhroi /in QQi q 

ujyyuo^/ 4u.yoiy.Lo 


Gene No. 


29977 


Strand 




Start 


9987 


End 


lUo id 


Name 


OJ990527 40.9819.C6.ol.tm 


Method 


l biiAb l a : Mai ze 


Start 


8258 


End 


ODDH 


GI 


none 


Score 


70 


Exons 


8258 . .8554, 84 06. . 854 9 






Seq. No. 


14033 


Seq. ID 




Gene No. 


29977 


Strand 




Start 


9987 


End 


i n o ~i c 
±Uo /D 


Name 


OJ990527 40-9819. C6.ol.tw 


Method 


TBLASTX : Wneat 


Start 


8635 


End 


QQC1 

o yo i 


GI 


none 


Score 


oZ 


Exons 


8635.-8682, 8697. .8951, 8698. 


.8877 




Seq. No. 


14033 


Seq. ID 


OJ990527_40.9819.C6 


Gene No. 


29977 


Strand 




Start 


9987 


End 


10875 


Name 


OJ990527 40.9819.C6.o2.np 


Method 


AAT/NAP 


Start 


9987 


End 


10875 


GI 


5669654 


Score 


82 


Exons 


9987. .10138, 10803. .10875 






GI Descrip. 


(AF096262) ER6 protein [Lycopersicon esculentum] 


Seq. No. 


14033 


Seq. ID 


OJ990527_40.9819.C6 


Gene No. 


29977 


Strand 




Start 


9987 


End 


10875 


Name 


OJ990527 40.9819.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


10005 


End 


10121 


GI 


none 


Score 


104 


Exons 


10005. . 10115, 10011. .10121 






Seq. No. 


14034 


Seq. ID 


OJ990527_40.9819.C7 


uene lno . 


29978 


Strand 


+ 


Start 


1 


End 


13821 


Name 


OJ990527 40.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3369 


GI 


6006864 


Score 


52 


Exons 


1..116, 1297. .1389, 3317. .3369 




GI Descrip. 


(AC009540) hypothetical protein [Arabidopsis thaliana] 



14761 





Seq. No. 


14034 


Seq. ID 


OJ990527 


_40. 9819.C7 




Gene No. 


29978 


Strand 


+ 






Start 


1 


End 


13821 






Name 


OJ990527 40.9819.C7.o2.gs 


Method 


GENSCAN 






Start 


2598 


End 


13821 






GI 


none 


Score 


.82 






Exons 


2598.. 2881, 3276.. 4678, 5150.. 5591, 5655.. 5773, 


8019. .8127, 






8344. .8675, 9129. .9275, 9769.-9894, 10351 .. 10478 , 10600 .. 10666, 






11175. .11280, 11373. .114 90, 


11991. . 12110, 12213 


..12246, 






124 98. .12574, 12667. .12719, 


12874. .12925, 13297 


. . 13821 




Seq. No. 


14034 


Seq. ID 


OJ990527 


_40. 9819. C7 




Gene No. 


29978 


Strand 


+ 






Start 


1 


End 


13821 






Name 


OJ990527 40.9819.C7.o3.np 


Method 


AAT/NAP 






Start 


10362 


End 


13479 






GI 


4584525 


Score 


272 






Exons 


10362. .10478, 10600 .. 10666, 


11175. .11280, 11373 


. . 11508, 






11971. .12115, 12218. .12300, 


12355. .12390, 12498 


. .12574, 






12667. .12719, 12874. .12947, 


13290. .13479 






GI Descrip. 


(AL04 9607) protein phosphatase 2C-like 


protein 


[Arabidopsis 






thaliana] 








=,? 


Seq. No. 


14034 


Seq. ID 


OJ990527 


_40.9819.C7 


j. - : 


Gene No. 


29979 


Strand 


+ " 




= n ' 


Start 


14537 


End 


19399 




3 J : 
: : : 


Name 


OJ990527 40.9819.C7.o4.np 


Method 


AAT/NAP 




M 


Start 


14537 


End 


16 J 250 




== i 


GI 


499014 


Score 


103 




: 
: : 
: x} 


Exons 


14537. .14 684, 16214. .16250 








-i 

iz'T 


GI Descrip. 


(X79609) putative heme ABC 


transporter 


membrane 


domain [Triticum 


s : e 




aestivum] gi | 1395188 | dbj | BAA10942 | (D64067) ABC 


-type heme 


U 




transporter subunit [Oryza 


sativa] 








Seq. No. 


14034 


Seq. ID 


OJ990527 


_40.9819.C7 


. i 
•:: 


Gene No. 


29979 


Strand 


+ 






Start 


14537 


End 


19399 




= ! 


Name 


OJ990527 40.9819.C7.o2.gp 


Method 


AAT/GAP 






Start 


15022 


End 


17861- 




:sr 


GI 


82047 1.R1084 


Score 


708 




,=? 


Exons 


15022. .15346, 17775. .17861 










GI Descrip. 


, 4678261/emb|CAB41122.1 | 4. 


0e-16 (AL049657) putative proteasome 






regulatory subunit [Arabidopsis thaliana] 1 






Seq. No. 


14034 


Seq. ID 


OJ990527 


_40. 9819.C7 




Gene No . 


29979 


Strand 


+ 






Start 


14537 


End 


19399 






Name 


OJ990527 40.9819.C7.o3.gs 


Method 


GENSCAN 






Start 


15090 


End 


19135 - 






GI 


none 


Score 


.99 






Exons 


15090. .1534 6, 17775. .17865, 


17950. .18095, 18189 


. .18408, 






184 74. .18582, 18678. .1884 6, 


18961. .19135 






Seq. No. 


14034 


Seq. ID 


OJ990527 


_40. 9819.C7 




Gene No. 


29979 


Strand 


+ 






Start 


14537 


End 


19399 






Name 


OJ990527 40.9819.C7.o5.np 


Method 


AAT/NAP 





14762 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15093 End 19132 

4678261 Score 1425 

15093. .15346, 17775 .. 17865, 17950 .. 18095, 18189 .. 18408 , 

18474. .18588, 18 625 .. 1884 6, 18961. .19132 

(AL04 9657) putative proteasome regulatory subunit [Arabidopsis 
thaliana] 



14034 Seq. ID 

29979 Strand 

14537 End 

OJ990527_4 0 . 98 1 9 . C7 . o3 . gp Method 

18441 End 

78815 1.R1084 Score 



OJ990527_40.9819.C7 
+ 

19399 
AAT/GAP 
19399 
1248 



18441. .18582, 18 678 1884 6, 18961.. 19399 

•2982297 1.0e-43 (AF051233) KIAA0107-like protein [Picea 
mariana] ' 



14034 Seq. ID 

29980 Strand 

26725 End 

OJ990527_4 0. 9819.C7 ,o5.gs Method 

26725 End 

none Score 
26725. .26880 



14034 - 

29981 

30513 

OJ990527_4 0 . 98 1 9 . C7 . o7 . gs 
30513 



none 

30513. 

33646. 

35127. 

36607. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_40. 9819.C7 
+ 

26880 
GENSCAN 
26880 
.51 



OJ990527_40.9819.C7 
+ 

38836 
GENSCAN 
38836 
.7 



30810, 32305 

,33864, 34113 

,35284, 35605 

,36732, 38217 



.32354, 
.34198, 
.35663, 
.38332, 



Seq. No. 14034 
Gene No. .29981 ■ 

Start 30513 

Name OJ990527_40 . 9819 . C7 . o9 . np 

Start 33697 
GI 3021508 

Exons 33697. .33864, 34 113 34 198 , 

35127. .35284, 35360 .. 35428 , 
36406. .36477, 36607 .. 36754 , 
38217. .38332, 38527 .. 38572 , 



32908. .33032, 33137. .33143, 

34355. .34403, 34 473.-34 578, 

36053. .36089, 36406 .. 364 77 , 

38527. .38572, 38660. .38836 

Seq. ID OJ990527_40. 9819.C7 

Strand + 

End 38836 

Method AAT/NAP 

End 38824 

Score 1685 
34355. .34403, 34473.-34 659, 
35605. .35663, 36053 .. 36089, 
37037. .37132, 38024 38094 , 
38660. .38824 



GI Descrip. (AJ001769) glucose-6-phosphate dehydrogenase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14034 Seq. ID 

29981 Strand 

30513 End 

OJ990527_4 0 . 9819 . C7 . o7 . gp Method 

36371 End 

LIB34 34-013-P1-K1-C10 Score 



OJ990527_40. 9819.C7 
+ 

38836 
AAT/GAP 
38265 
777 



36371. .36477, 36607. 
38217. .38265 



36754, 37037. .37132, 38024 .. 38094 , 



GI Descrip. 1 585217 0/emb | ALII 7265 . 1 1 OST17804 3.0e-94 Oryza sativa 



14763 






indica (GLA4 } genomic 


DNA, chromosome 4 


, BAC clone :t 17804 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29982 




Strand 


+ 




Start 


41613 




End 


43293 




Name 


OJ990527 40. 9819. C7 . 


08 . gs 


Method 


GENSCAN 




Start 


41613 




End 


"43293 




GI 


none 




Score 


.42 




Exons 


41613. .41673, 41894. 


.41999, 


43206. .43293 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29983 




Strand 






Start 


382 




End 


2246 




Name 


OJ990527 40. 9819. C7 . 


ol . qs 


Method 


GENSCAN 




Start 


382 




End 


2246 




GI 


none 




Score 


.79 




Exons 


382. .968, 1170. .1279 


, 1633.. 


1745, 2035 


. .2246 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No . 


29983 




Strand 






Start 


382 




End 


2246 




Name 


OJ990527 40. 9819. CI. 


o2 . np 


Method 


AAT/NAP 




Start 


1887 




End 


1988 




GI 


5777617 




Score 


82 




Exons 


1887. . 1988 










GI Descrip. 


(AJ245900) CAA30375. 


1 protein [Oryza sativa] 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527 40. 9819. C7. 


o4 . gp 


Method 


AAT/GAP 




Start 


19587 




End 


20272 




GI 


37294 1.R1084 




Score 


1027 




Exons 


19587. .19915, 20059. 


.20272 








GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB0134 50 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to 


Pib gene 1 






Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527 40. 9819. C7. 


06 . np 


Method 


AAT/NAP 




Start 


20129 




End 


27389 




GI 


6728875 




Score 


433 




Exons 


20129. .20272, 20624. 


.20671, 


20769. .20855, 20968 .. 21105, 






21222. .21362, 27205. 


.27389 








GI Descrip. 


(AC008113) F12A21.14 


[Arabidopsis thaliana] 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527 40. 9819. C7. 


o7 . np 


Method 


AAT/NAP 




Start 


20884 




End 


28671 




GI 


2130121 




Score 


120 




Exons 


20884 . .20981, 22894. 


.23553, 


28567. .28671 




GI Descrip. 


cyclin II - maize gi 


I 516550 


(U10077) cyclin HZm [Zea mays] 


Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 



14764 



Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527_40.9819.C7. 


o5.gp 


Method 


AAT/GAP 




Start 


24838 




End 


25089 




GI 


3761181 




Score 


432 




Exons 


24838 . . 25089 










GI Descrip. 


452ll93/dbj IAB013450 


.1IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to 


Pib gene 








Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527 40.98l9.C7. 


08 . np 


Method 


AAT/NAP 




Start 


26593 




End 


30365 




GI 


5091513 




Score 


2022 




Exons 


26593. .26718, 27458. 


.27715, 


27837. .28666, 29319.. 30365 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29984 




Strand 






Start 


19587 




End 


30411 




Name 


OJ990527 40. 9819. CI. 


06. gs 


Method 


GENSCAN 




Start 


27212 




End 


30411 




GI 


none 




Score 


.56 




Exons 


27.212. .27673, 27690. 


.28638, 


29444. .30411 




Seq. No. 


14034 




Seq. ID 


OJ990527_40. 9819. 


C7 


Gene No. 


29985 




Strand 






Start 


30780 




End 


31031 




Name 


OJ990527 40. 9819. CI. 


o6.gp 


Method 


AAT/GAP 




Start 


30780 




End 


31031 




GI 


3761181 




Score 


430 




Exons 


30780. .31031 










GI Descrip. 


4521193/dbj IAB01345C 


.1IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to 


Pib gene 








Seq. No. 


14034 




Seq. ID 


OJ990527_40. 9819. 


C7 


Gene No. 


29986 




Strand 






Start 


40068 




End 


40153 




Name 


OJ990527 40. 9819. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


5287 




End 


19143 




GI 


none 




Score 


58 




Exons 


5287.. 5367, 5369.. 5419, 5550 


..5591, 6327. .6431, 6334. .6426 




15036. .15371, 15128. 


.15253, 


15228. .15356, 17773 .. 17865, 






17776. .17871, 17777. 


.17866, 


17778. .17897, 17 94 7. .18093, 






17949. .18095, 18002. 


.18097, 


18187. .18414, 18189. . 18410, 






18446. .18568, 18471. 


.18581, 


18471. .18581, 18473. . 18583, 






18677. .18847, 18678. 


.18854, 


18679. .18864, 18679 .. 18864 , 






18959. .19135, 18961. 


.19143, 


18961. .19131, 18962.. 19138 




Seq. No. 


14034 




Seq. ID 


OJ990527_40.9819. 


C7 


Gene No. 


29986 




Strand 






Start 


40068 




End 


40153 




Name 


OJ990527 40. 9819. C7. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


6327 . 




End 


19156 




GI 


none 




Score 


109 




Exons 


6327. .6431, 6334. .6426, 15102 .. 15371, 


17773. .17865, 





14765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17776. .17865, 17778, 

18002. .18103, 18102. 

18190. .18411, 18471. 

18676. .18843, 18677. 

18961. .19131, 18962. 



17900, 17940. .18095, 17947. .18093, 

18410, 18185. .18340, 18187 184 14 , 

18581, 18473. .18580, 18667. .18840, 

18844, 18677. .18850, 18961 .. 19119, 

19156, 18974.. 19138 



Seq. No. 14034 Seq. ID 

Gene No. 29986 Strand 

Start 40068 End 

Name OJ990527_4 0 . 98 19 . C7 . o5 . tc Method 

Start 6327 End 

GI none Score 
Exons 



OJ990527_40.9819.C7 
40153 

TBLASTX: Cress 

18105 

110 

17773. .17865, 



6327.. 6455, 6334.. 6426, 15099 .. 1537 1 , 
17776. .17874, 17778 .. 17897 , 17940 18095, 17 947 18096, 
17971. .18105 



14034 
29986 
40068 

OJ990527_4 0. 9819 . C7 . o5 . ts 

6522 

none 



Seq. ID OJ990527_40.9819.C7 
Strand 

End 40153 

Method TBLASTX : Soybean 

End 7137 

Score 4 6 



6522. .6623, 6714. .6779, 6725. .6778, 6785. .6829, 6826. .6918, 
6834. .6917, 6986. .7048, 7048. .7137 



14034 
29986 
40068 

OJ990527_40. 9819.C7 .o2. tw 

18042 

none 

18042. .18089, 1804 6. .18093, 
18186. .18332, 18190. .18333 

14034 
29986 
40068 

OJ990527_4 0. 9819.C7 . ol . tc 

18180 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_40.9819.C7 
40153 

TBLASTX: Wheat 

18333 

66 



18047. . 18103, 18185. .18331, 



Seq. ID OJ990527_40.9819.C7 
Strand 

End 40153 

Method TBLASTX: Cress . 

End 19135 

Score 51 



18180. .18221, 18190. . 18216, 18225 .. 184 10, 18225 .. 184 10 , 

18226. .18414, 184 7 1 . . 18581 , 184 73 .. 18580, 18525 .. 18584 , 

18 67 6. .1884 6, 18677. .18847, 18677. .18856, 18959. .19135, 
18961. .19134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



14034 Seq. ID 

29986 Strand 
40068 - End 

-OJ990527_4 0. 9819 . C7 . o2 . tc Method 
20621 End 
none Score 

20621. .20671, 207 15 .. 20855, 20769 

20968. .21123, 21219 21344 , 21220 



OJ990527 40. 9819. C7 



40153 

TBLASTX: Cress 
21344 
66 

20858, 20966. .21106, 
21288 



14034 
29986 
40068 



Seq. ID 

Strand 

End 



OJ990527 40. 9819. C7 



40153 



14766 



Name 

Start 

GI 

Exons 



OJ990527_40. 9819 . C7 . o2 . ts 

20621 

none 

20621. .20671, 20769 . . 20858 , 
21219. .21326, 21220.. 21288 



Method TBLASTX : Soybean 
End 21326 
Score 160 
20966. .21124, 20968 .. 21123, 



Seq. No. .14034 
Gene No. 29986 
Start 40068 

Name OJ990527_40 . 9819 . C7 . o2 . tm 

Start 20778 
GI none 

Exons 20778. .20876, 20778 .. 20858 , 

20968. .21105, 2104 9 .. 21108 , 
21220. .21300, 21279.. 21329 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20780 

21219 



OJ990527 40. 9819. C7 



40153 

TBLASTX: Maize 
21329 
87 

20863, 20966. .21106, 
21293, 21219. .21302, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14034 
29986 
40068 

OJ990527_40 . 9819 . C7 . o4 . tm 
33658 
none 
33658. 
34111. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_40.9819.C7 
40153 

TBLASTX: Maize 

34604 

208 



,33864, 33661. .33864, 33663.-33866, 3367 1 .. 3388 6, 
,34197, 34112. .34207, 34 113 .. 34199, 34 34 9 .. 34405 , 



34350. .34412, 34 458 . . 34 604 , . 34460. .34603 



14034 
29986 
40068 

OJ990527_40. 9819.C7 .o3.ts 
33771 
none 
33771. 
34113, 
35137, 



,33863, 
.34199, 
.35283, 
35360. .35434, 
36400. .36480, 
36599. .36661, 



33772. .33864, 
34458. .34655, 
35138. .35287, 
35360. .35431, 
36400. .36483, 
36604. .36660 



Seq. ID OJ990527_40.9819.C7 
Strand 

End 40153 

Method TBLASTX : Soybean 

End 36661 

Score 137 
34081. .34179, 34 100 .. 34 198 , 
34460. . 34654, 35131 .. 35265 , 
35138. .35284, 35359 .. 35427 , 
35367. .35438, 35599 .. 35670, 
36401. .36484, 364 02 .. 36485, 



Seq. No. 14034 
Gene No. 29986 
Start 40068 

Name OJ990527_4 0 . 9819 . C7 . o3 . tw 

Start 34154 
GI none 

Exons 34154. .34207, 34 34 9 .. 34 4 02 , 

34458.-34562, 34 508 .. 34 657 , 
34569. .34661 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34350 

34552 



OJ990527 40. 9819. C7 



40153 

TBLASTX: Wheat 
34661 
82 

34412, 34457. .34555, 
34659, 34557. .34658, 



Seq. No. 14034 Seq. ID 

Gene No. 29986 Strand 

Start 40068 End 

Name OJ990527_4 0 . 9819 . C7 . o3 . tm Method 

Start 34606 End 

GI none Score 

Exons 34606. .34659, 34 608 .. 34 667 , 35124 

35141. .35284, 35233 .. 35286, 35359 



OJ990527 40. 9819. C7 



40153 

TBLASTX: Maize 
38841 
92 

35279, 35126. .35287, 
35427, 35360. .35434, 
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35360 . 


. 35434 , 


35530 . 


. 35556, 


35584 .. 35670, 35585 


. . 35677 , 






35599. 


. 35670, 


36012 . 


. 36089, 


36053 .. 36091, 36396 


. . 364 79, 






36396. 


.36488, 


36400. 


.36489, 


36400. .36495, 36524 


. .36754, 






36577. 


.36750, 


36604. 


.36774, 


36605. .36751, 36606 


. .36794, 






36606 . 


. 36755, 


37036 . 


. 37140, 


37039. .37128, 37040 


1 "JO 






38012 . 


. 38092, 


38019 . 


. 38096, 


38021. .38107, 38026 


. . 3809 / , 






38211 . 


. 38333, 


38215 . 


. 38334 , 


38215. .38328, 38216 


. . JO j4 / , 






38518. 


.38568, 


38522. 


. 38572, 


38597. .38839, 38641 


"!> O O A T 

. .38841, 






38642. 


.38830 














Seq. No. 


14034 








Seq. ID 


OJ990527 


_40. 9819. 


C7 


Gene No. 


29986 








Strand 








Start 


40068 








End 


40153 






Name 


OJ990527 40. 9819. C7. 


o3 . tc 


Method 


TBLASTX: 


Cress 




Start 


35114 








End 


35442 






GI 


none 








Score 


231 






Exons 


35114 . 


.35290, 


35138. 


O C 1 C T 

. J528 / , 


35336. .35431, 35359 






Seq. No. 


14034 








Seq. ID 


OJ990527 


40.9819 


C 7 


Gene No. 


29986 








Strand 








Start 


40068 








End 


40153 






Name 


OJ990527 40. 9819. C7 . 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


35156 








End 


36666 






GI 


none 








Score 


199 






Exons 


• 35156. 


.35287, 


35156. 


. 35284 , 


35359. .35427, 35360 


. . 354 34 , 






35360. 


.35434, 


35561. 


. 35662, 


35599. .35670, 36012 


. . 36089, 






36053. 


.36091, 


36054 . 


. 36092, 


36396..36488, 36400 


. . 36489, 






36604 . 


.36666, 


36606. 


. 36665 










Seq. No. 


14034 








Seq. ID 


OJ990527 


4 0. 9819 


C7 


Gene No. 


29986 








Strand 








Start 


40068 








End 


40153 






Name 


OJ990527 40. 9819. C7 . 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


35599 








End 


38094 






GI 


none 








Score 


117 






Exons 


35599. 


.35670, 


36400. 


. 364 89, 


36405. .36482, 36599 


O C H r\ "3 






36604 . 


.36774, 


36606. 


. 36755 , 


36737. .36757, 37036 


. . 3 /134 , 






38026. 


.38094 














Seq. No. 


14034 








Seq. ID 


OJ990527 


40.9819 


. C7 


Gene No. 


29986 








Strand 








Start 


40068 








End 


40153 






Name 


OJ990527 40. 9819. C7. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


36663 








End 


38824 






GI 


none 








Score 


154 






Exons 


36663. 


.36755, 


36664. 


. 36774 , 


36664. .36756, 37032 


. . 3 /13b, 






37035. 


.37127, 


37036. 


.37140, 


37036. .37143, 38019 


. . 38096, 






38020. 


.38097, 


38211. 


. 38333, 


38216. .38332, 38518 


. . 38571 , 






38522. 


.38572, 


38642. 


. 38824 , 


38659. .38823 






Seq. No. 


14034 








Seq. ID 


OJ990527 


40.9819 


. C7 


Gene No. 


29986 








Strand 








Start 


40068 








End 


40153 






Name 


OJ990527 40. 9819. C7. 


08 . gp 


Method 


AAT/GAP 






Start 


40068 








End 


40153 






GI 


37606' 


10 






Score 


81 






Exons 


40068. 


.40153 
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GI Descrip. 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 14035 Seq. ID 

Gene No. 29987 Strand 

Start 1832 End 

Name OJ990527_40 . 9819.C8 .ol . gs Method 

Start 1832 * End 

GI none Score 

Exons 1832.. 2119 



OJ990527_40.9819.C8 
+ 

2119 
GEN SCAN 
2119 
.84 



Seq. No. 14035 

Gene No. 29988 

Start 2448 

Name OJ990527_4 0 . 9819 . C8 . o2 . gs 

Start 2448 

GI none 

Exons 2448.. 2461, 2629.. 2739, 2818. 

4772. .4910, 6354. .6544 



OJ990527_40. 9819.C8 

654 4 
GENSCAN 
6544 
. 62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3065, 4312. .4436, 4545. .4685, 



Seq. No. 14035 Seq. ID OJ990527_4 0 . 98 19 . C8 

Gene No. 29988 Strand 

Start 2448 End 6544 

Name OJ990527_40 . 98 19 . C8 . ol . gp Method AAT/GAP 

Start 5371. End 5793 

GI LIB3477-003-P1-K1-E9 Score 121 

Exons 5371.. 5444, 5768.. 5793 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 14036 
Gene No. 29989 
Start 4099 

Name OJ990527_4 0 . 9819 . C10 . ol . gs 

Start 4099 
GI none 

Exons 4099. .4431, 4433. .4521, 5491. 

8442. .8492, 8780. .8937, 8951. 
10135. .10233, 10771. . 10927 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527_40. 9819. C10 
+ 



10927 
GENSCAN 
10927 
.69 

5685, 5855.. 5925, 7745. 
9029, 9520.. 9662, 9807. 



.7924, 
.10117, 



OJ990527 40. 9819. C10 



Seq. No. 14036 Seq. ID _ 

Gene No. 29990 Strand 

Start 11673 End 18074 

Name ' OJ990527_4 0 . 98 19 . C10 . ol . gp Method AAT/GAP 
Start 11567 End 12192 

GI 36743_1.R1084 Score 1208 

Exons 11567.. 12192 

GI Descrip. ' 6018193/gb | AAF01786 . 1 | AF114170_1 5.0e-30 (AF114170) 
nucleotide-binding protein long form [Mus rausculus] 1 



Seq. No. 14036 Seq. ID 

Gene No. 29990 Strand 

Start 11673 End 

Name OJ990527_4 0 . 9819 . C10 . ol . np Method 

Start 11631 End 

GI 4505337 Score 



OJ990527_40. 9819. C10 

18074 
AAT/NAP 
14066 
875 
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Exons 11631. .11874, 11979 12571 , 13946.. 14066 

GI Descrip. nucleotide binding protein 1 (E.coli MinD like) 

gi | 1709232 | sp | P53384 | NBP_HUMAN NUCLEOTIDE-BINDING PROTEIN (NBP) 
gi I 1082661 1 pir | t JC4010 nucleotide-binding protein - human 
gi 1 515644 (U01833) putative nucleotide-binding protein [Homo 
sapiens] 



Seq. No. 


14036 




Seq. ID 


OJ990527_40. 9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527_40. 9819. C10 


. o2 . gs 


Method 


GEN SCAN 


Start 


11673 




End 


18074 


GI 


none 




Score 


.64 


Exons 


11673 . . 12571, 13946. 


. 14047, 


14 093. . 14325, 15036. . 15065, 




16358 . .16673, 16955. 


. 17150, 


17242. . 17355, 17850. . 18074 


Seq. No. 


14036 




Seq. ID 


OJ990527_40. 9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527_40. 9819. C10 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


11676 




End 


11838 


GI 


none 




Score 


126 


Exons - 


11676. . 11837, 11679. 


. 11837, 


11704 . . 11838 


Seq.. No. 


14036 




Seq. ID 


OJ990527_40. 9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527_40. 9819. C10 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


11684 




End 


14104 


GI 


none 




Score 


939 


Exons 


11684 . . 12550, 11685 . 


. 12572, 


11685. . 12572, 11701. . 12573, 




13947 . . 14045, 13948 . 


. 14046, 


13958. . 14104 


Seq. No. 


14036 




Seq. ID 


OJ990527_40.9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527_4 0 . 98 19. C10 


. o2 . ts 


Method 


TBLASTX : Soybean 


Start 


11769 




End 


11915 


GI 


none 




Score 


168 


Exons 


11769 . . 11915, 11770 . 


. 11910 






Seq. No. 


14036 




Seq. ID 


OJ990527_40. 9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527 40. 9819. C10 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


11965 




End 


12282 


GI 


none 




Score 


98 


Exons 


11965. .12171, 11967." 


. 12278, 


11967. . 122J 


31, 11968.. 12282 


Seq. No. 


14036 




Seq. ID 


OJ990527_40.9819 


Gene No. 


29990 




Strand 




Start 


11673 




End 


18074 


Name 


OJ990527 40. 9819. C10 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


12210 




End 


14046 


GI 


none 




Score 


481 


Exons 


12210. .12572, 12211. 


.12573, 


1394 7. . 14 04 5, 1394 8. .14 04 6 



14770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14036 
29990 
11673 

OJ990527_40. 9819. CIO. o2.gp 
12373 

62555 1.R1084 



OJ990527 40. 9819. CIO 



Seq. ID _ 
Strand 

End 18074 
Method AAT/GAP 
End 14314 
Score 825 
12373. .1257.1, 1394 6 .. 14047 , 14177.. 14314 

1 4056552/emb | CAA22587 | 6.0e-33 (AL034583) putative nucleotide 
binding protein [Schizosaccharomyces pombe] 1 



Seq. No. 


14036 




Seq. ID 


OJ990527 


_40.9819. 


.C10 


Gene No. 


29990 




Strand 








Start 


11673 




End 


18074 






Name 


OJ990527 4 0. 98 19. C10, 


, o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


12384 




End 


14046 






GI 


none 




Score 


213 






Exons 


12 38 4.. 12572, 12388., 


. 12573, 


13869. .13913, 13947 


. .14045, 






13948 . . 14046 












Seq. No. 


14036 




Seq. ID 


OJ990527 


__40.9819. 


.C10 


Gene No. 


29990 




Strand 








Start 


11673 




End 


18074 






Name 


OJ990527_40. 98 19. C10. 


, o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12481 




End 


14207 






GI 


none 




Score 


147 






Exons 


12481. .12573, 12481. . 


. 12570, 


12483. . 12572, 13921 


. . 14052 , 






13947. .14054, 13955. . 


. 14104 , 


14181. . 14207 






Seq. No. 


14036 




Seq. ID 


OJ990527 


_40. 9819. 


.C10 


Gene No. 


29990 




Strand 








Start 


11673 




End 


18074 






Name 


OJ990527 40. 9819. C10. 


. o2 . np 


Method 


AAT/NAP 






Start 


15568 




End 


16993 






GI 


5852084 




Score 


80 






Exons 


15568. .15688, 16961. . 


.16993 










GI Descrip. 


(AL117264) zwh0007. 1 


[Oryza 


sativa] 








Seq. No. 


14036 




Seq. ID 


OJ9'90*527 


_40.9819, 


.C10 


Gene No. 


29990 




Strand 








Start 


11673 




End 


18074 






Name 


OJ990527 40. 9819. C10. 


. o3 . np 


Method 


AAT/NAP 






Start 


16155 




End 


18010 






GI 


6006359 




Score 


73 






Exons 


16155. .16207, 17900., 


.18010 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14037 




Seq. ID 


OJ990527 


_40. 9819, 


.C12 


Gene No. 


29991 




Strand 








Start 


1 




End 


943 






Name 


OJ990527 40.9819.C12. 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


943 






GI 


5091513 




Score 


680 






Exons 


1..711, 900. .943 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


14037 




Seq. ID 


OJ990527 


_40. 9819, 


.C12 


Gene No. 


29991 




Strand 









14771 



Start 


1 


End 


943 






Name 


OJ990527_40. 9819 . C12 . ol . gs 


Method 


GEN SCAN 






Start 


164 


End 


703 






GI 


none 


Score 


. 67 






Exons 


164. .273, 427. .703 










Seq. No. 


14038 


Seq. ID 


OJ990517_20 . 


9819. 


CI 


Gene No. 


29992 


Strand 


+ 






Start 


6220 


End 


12857 






Name 


OJ990517 20.9819.Cl.o2.np 


Method 


AAT/NAP 






Start 


6220 


End 


12851 






GI 


4680214 


Score 


338 






Exons 


6220.. 6256, 6980.. 7290, 10607 


. .10746, 


10930. .11021, 








11883. . 12187, 12278. . 12851 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


14038 


Seq. ID 


OJ990517_20. 


9819. 


CI 


Gene No. 


29992 


Strand 


+ 






Start 


6220 


End 


12857 






Name 


OJ990517 20. 9819.Cl.o3.gs 


Method 


GENSCAN 






Start 


8294 


End 


12857 






GI 


none 


Score 


.58 






Exons. 


8294..8349, 8383. .8593, 9842. 


.9917, 10718. .10918, 10923. 


. 11141, 




117 64 .. 1187 3, 12471. .12857 










Seq. No. 


14038 


Seq-. ID 


OJ990517_20 . 


9819 . 


CI 


Gene No. 


29993 


Strand 


+ 






Start 


15080 


End 


16309 






Name 


OJ990517 20. 9819.Cl.o5.gs 


Method 


GENSCAN 






Start 


15080 


End 


16309 






GI 


none 


Score 


.75 






Exons 


15080. . 16309 










Seq. No. 


14038 


Seq. ID 


OJ990517_20. 


9819. 


CI 


Gene No. 


29994 


Strand 








Start 


1028 


End 


2009 






Name 


OJ990517 20. 9819.Cl.ol.gs 


Metho'd 


GENSCAN 






Start 


1028 


End 


2009 






GI 


none 


Score 


.76 






Exons 


1028. .1198, 1372. .2009 










Seq. No. 


14038 


Seq. ID 


OJ990517_20. 


9819. 


CI 


Gene No. 


29995 


Strand 








Start 


6199 


End 


7443 






Name 


OJ990517 20.9819.Cl.o2.gs 


Method 


GENSCAN 






Start 


6199 


End 


7443 






GI 


none 


Score 


.75 






Exons 


6199. .7443 










Seq. No. 


14038 


Seq. ID 


OJ990517_20. 


9819. 


CI 


Gene No. 


29996 


Strand 








Start 


13264 


End 


14179 






Name 


OJ990517 20. 9819.Cl.o3.np 


Method 


AAT/NAP 






Start 


1304.0 > 


End 


13757 






GI 


2213632 


Score 


708 






Exons 


13040. . 13757 










GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 







14772 




Seq. No. 


14038 




Seq. ID 


OJ990517 


_20.9819.C1 


Gene No. 


29996 




Strand 






Start 


13264 




End 


14179 




Name 


OJ990517 20.9819.Cl.o4.gs 


Method 


GENSCAN 




Start 


13264 




End 


14179 




GI 


none 




"Score 


.75 




Exons 


13264. 


.13334, 13547. . 13720, 


13742. . 13875, 13962 


. .14179 


Seq. No. 


14038 




Seq. ID 


OJ990517 


_20. 9819. CI 


Gene No. 


29997 




Strand 






Start 


18751 




End 


19136 




Name 


OJ990517 20.9819.Cl.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


1632 




End 


18969 




GI 


none 




Score 


147 




Exons 


1632. . 


1700, 1785.. 1946, 7066 


..7143, 7217. .7411, 


7228. .7389, 




7418. . 


7447, 15116. .15271, 15350 .. 15394 , 


18757. . 


18927, 




18913. 


.18969 









Seq. No. 14038 

Gene No. 29997 

Start 18751 

Name OJ990517_20 . 9819 . CI . 

Start 11890 

GI none 

Exons 11890. .12189, 11891, 



Seq. ID OJ990517_20. 9819. CI 
Strand 

End 19136. 

ol.tm Method TBLASTX : Maize 

End 12845 

Score 354 
.12190, 12296. .12376, 12684. .12845 



Seq. No. 14038 

Gene No. 29997 

Start 18751 

Name OJ990517_20 . 9819 . CI . 

Start 13058 

GI none 

Exons 13058. .13123, 13127. 

13350. .13511, 13351. 

Seq. No. 14038 

Gene No. 29997 

Start 18751 

Name OJ990517_20 . 981 9 . CI . 

Start 13070 

GI none 

Exons 13070. .13243, 13071. 

13210. .13296, 13305. 

Seq. No. 14038 

Gene No. 29997 

Start 18751 

Name OJ990517_20 . 9819 . CI . 

Start. 13347 

GI none 

Exons 13347. .13442, 13348. 

Seq. No. 14038 

Gene No. 29997 

Start 18751 

Name OJ990517 20. 9819. CI. 



Seq. ID OJ990517_20. 9819. CI 
Strand 

End 19136 

02. tm Method TBLASTX : Maize 

End 13512 

Score 167 
.13174, 13162. .13344, 13342 .. 13512 , 
.13512 

Seq. ID OJ990517_20. 9819. CI 
Strand 

End 19136 

03. tw Method TBLASTX: Wheat 

End 13344 

Score 90 
.13187, 13073. .13243, 1312 9 .. 13296, 
.13331, 13306. .13344 

Seq. ID OJ990517_20. 9819. CI 
Strand 

End 19136 

ol.tw Method TBLASTX: Wheat 

End 13634 

Score 78 
.13632, 13350. .13634 

Seq. ID OJ990517_20. 9819. CI 
Strand 

End 19136 

o3.tm Method TBLASTX : Maize 

14773 





Start 


13515 


End 


13839 








GI 


none 


Score 


89 








Exons 


13515 13634 , 13515 13658, 


13516. .13686, 13621 


.13779, 








13635 .. 13778 , 13 / /y .. 13838, 


13779. .13832, 13789 


.13839 






Seq. No. 


14038 


Seq. ID 


OJ990517_ 


20.9819. 


CI 




Gene No. 


29997 


Strand 










Start 


18/51 


End 


19136 








Name 


ojyyu5i / ^iu. yoiy.ti .o^.tw 


Method 


TBLASTX: Wheat 






Start 


13635 


End 


14053 








GI 


none 


Score 


84 








Exons 


13635 .. 1387 / , 1 36 /8 . . 13863, 


13937. .14053 








Seq. No. 


14038 


Seq. ID 


OJ990517_ 


20.9819. 


CI 




Gene No. 


29997 


Strand 


- 








Start 


18751 


End 


19136 








Name 


OJ990i>17 ZO . y8 ly . Cl . ob . gs 


Method 


GENSCAN 








Start 


18751 


End 


19136 








GI 


none 


Score 


.85 








Exons 


1 OTC1 1 Q1 












Seq. No. 


14039 


Seq. ID 


OJ990517_ 


_20.9819. 


C2 




Gene No. 


29998 


Strand 


4- 








Start 


223 


End 


331 






hl\ 


Name 


OJ990517 20 . 9819 . C2 . ol . gs 


Method 


GENSCAN 






i ! ri 
t 3 l £ 


Start 


223 


End 


331 






m 


GI 


■hone 


Score 


.8 






: sr 
; s s? 


Exons 


2 2 3 . . 3 3 1 










j , i 


Seq. No. 


14039 


Seq. ID 


OJ990517 


_20.9'819 


C2 




Gene No. 


29999 


Strand 








fu 


Start 


84 U 


End 


2140 








Name 


OJ99051 / 20 . y8 1 y . 02 . oz . gs 


Method 


GENSCAN 






:S 

.3E', 


Start 


8 40 


End 


2140 








GI 


none 


Score 


.58 






V 1 
tj 

! ■ 


Exons 


840. .848, 12/5. .214U 










i "\ 


Seq . No . 


14040 


Seq. ID 


OJ990517 


_20.9819 


.C3 




Gene No. 


30000. 


Strand 


+ 






□ 


Start 


1690 


End 


2218 






□ 


Name 


OJ990517 20.9819.C3.ol.gs 


Method 


GENSCAN 








Start 


1690 


End 


2218 








GI 


none 


Score 


.78 








Exons 


1690. .1791, 1857. .2059, 2182. .2218 










Seq. No. 


14040 


Seq. ID 


OJ990517 


_20.9819 


.C3 




Gene No. 


30001 


Strand 


+ 








Start 


3202 


End 


4685 








Name 


OJ990517 20.9819.C3.o2.gs . 


Method 


GENSCAN 








Start 


3202 


End 


4685 








GI 


none 


Score 


. 64 








Exons 


3202. .3318, 3344. .3648, 3692. .3840, 4675.-4685 








Seq. No. 


14040 


Seq. ID 


OJ990517 


_20.9819 


.C3 




Gene No. 


30002 


Strand 


+ 








Start 


6802 


End 


12207 








Name 


OJ990517 20.9819.C3.ol.np 


Method 


AAT/NAP 







14774 




Start 6789 End 9295 

GI 6554178 Score 210 

Exons 6789.. 7099, 7748.. 7812, 8715.. 8838, 9218.. 9295 

GI Descrip. (AC011661) T23J18.4 [Arabidopsis thaliana] 



Seq. No. 14040 

Gene No. 30002 

Start 6802 

Name OJ990517_20. 98 19 . C3 . o3 . gs 

Start 6802 

GI none 

Exons 6802.. 7091, 7748.. 7811, 9360. 

12024. .12071, 12095.. 12207 



Seq. ID OJ990517_20. 9819.C3 

Strand + 

End 12207 

Method GENSCAN 

End 12207 

Score .58 

.9527, 9589. .9665, 114 93 11668, 



Seq. No. 14040 
Gene No. 30003 
Start 13170 

Name OJ990517_20 . 98 19 . C3 . o2 . tm 

Start 6889 
GI none 

Exons 6889.. 6948, 7018.. 7074, 7031. 

7747. .7812, 8650. .8838, 8671. 
9216.. 9284, 9217.. 9285, 9378. 
9380. . 9415 



Seq. ID OJ990517_20. 9819.C3 
Strand 

End 14671 
Method TBLASTX : Maize 
End 9415 
Score 93 

.7084, 7706. .7816, 7725. .7811, 
.8838, 9206. .9283, 9214. .9285, 
.9413, 9378. .9413, 9379. .9414, 



Seq. No. 14040 

Gene No. 30003 

Start 13170 

Name OJ990517_20 . 98 1 9 . C3 . ol . ts 

Start 7749 

GI none 

Exons 7749.. 7811, 8671.. 8838, 9206. 
9389. . 9508 



OJ990517_20.9819.C3 
14671 

TBLASTX : Soybean 

9509 

98 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9283, 9217. .9279, 9378.. 9509, 



Seq. No. 


14040 


Seq. ID 


OJ990517_20.9819 


C3 


Gene No. 


30003 


Strand 






Start ■ 


13170 


End 


14671 




Name 


OJ990517 20.9819.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


9416 


End 


9602 




GI 


none 


Score 


256 




Exons 


9416. .9601, 9417. .9602 








Seq. No. 


14040 


Seq. ID 


OJ990517_20. 9819 


C3 


Gene No. 


30003 


Strand 






Start 


13170 


End 


14671 




Name 


OJ990517 20. 9819.C3.o4 . gs 


Method 


GENSCAN 




Start 


13170 


End 


14671 




GI 


none 


Score 


.77 




Exons 


13170. .13319, 14 4 95. . 14 671 








Seq. No. 


14041 


Seq. ID 


OJ990517_20. 9819. 


C4 


Gene No. 


30004 


Strand 


+ 




Start 


74 


End 


838 




Name 


OJ990517 20. 9819.C4 .ol.gs 


Method 


GENSCAN 




Start 


74 


End 


838 




GI 


none 


Score 


.72 




Exons 


74. .193, 438. .838 









14775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descripi 



14042 Seq. ID' 

30005 Strand 

1 End 

OJ990517_20. 9819.C5.ol.np Method 

1 End 

3021270 Score - 



OJ990517_20.9819.C5 
+ 

5185 
AAT/NAP 
5185 
731 



1.-46, 247. .379, 2840. .2983, 3999. .4206, 4299. .4536, 4617. .4773, 
4913. .5185 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 14042 Seq. ID 

Gene No. 30006 Strand 

Start 105 End 

Name OJ990517_20 . 9819 . C5 . ol . gs Method 

Start 105 End 

GI none Score 

Exons 105.. 245, 637.. 742, 990.. 1044, 1435. 

2661. .2861, 3003. .3028, 4053. .4136 



OJ990517_20.9819.C5 

5101 
GENSCAN 
4136 
.56 

1518, 1556.. 1655, 



Seq. No. 14042 

Gene No. 30006 

Start 105 

Name OJ990517__20 . 98 19 . C5 . ol . ts 

Start 2768 

GI none 

Exons 2768.. 2992, 4010.. 4201, 4014, 
4318. .4533, 4609. .4719, 4617. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 20. 9819. C5 



5101 

TBLASTX : Soybean 
5083 
94 

4214, 4014. .4205, 4298. .4534, 
4712, 4916. .5083, 4987. .5082 



Seq. No. 14042 

Gene No. 30006 

Start 105 

Name OJ990517_20 . 9819 .C5 .ol . tc 

Start 2828 

GI none 

Exons 2828. .2980, 4010. .4246, 4017. 

4318. .4533, 4597 .. 4725, - 4620 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 20. 9819. C5 



5101 

TBLASTX: Cress 
5091 
85 

.4205, 4298. .4534, 4312. .4536, 
.4712, 4919. .5086, 4945. .5091 



Seq. No. 14042 

Gene No. 30006 

Start 105 

Name OJ990517_20 . 9819 .C5 .ol . tm 

Start 2891 

GI none 

Exons 2891.. 2980, 4010.. 4201, 4017. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_20.9819.C5 
5101 

TBLASTX: Maize 

5101 

79 



,4229, 4026. .4229, 4318. .4533, 



4319. .4534, 4608. .4718, 4609. .4719, 4916. .5101, 4978. .5055 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14042 
30006 
105 

OJ990517_20. 9819.C5.o2.tw 
4010 
none 

4010. .4246, 4014. .4223, 4319. .4360 



Seq. ID OJ990517_20. 9819.C5 
Strand 

End 5101 

Method TBLASTX : Wheat 

End 4360 

Score 196 



Seq. No. 



14042 



Seq. ID OJ990517_20.9819.C5 



14776 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30006 Strand 

105 End 

OJ990517_20.9819.C5.ol.tw Method 

4 360 End 

none Score 



5101 

TBLASTX: Wheat 

4728 

205 



4360. .4536, 4361. .4537, 4597. .4728, 4608. .4727 



14043 
30007 
1219 

OJ990517_20. 9819.C6.ol.gs 

1219 

none 

1219. .1298, 1791. .2046, 6470. 
7574. .7728, 7841. .7957, 8285. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990517 20. 9819. C6 



8715 
GENSCAN 
8715 
.6 

6790, 6953.. 7276, 7381.. 7475, 
8715 



OJ990517 20. 9819. C6 



14043 Seq. ID 

30007 Strand 

1219 End 8715 

OJ990517_20 . 9819 . C6 . ol . np Method AAT/NAP 

8175 End 8604 

5441880 Score 486 
8175. .8604 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


14043 






Seq. ID 


OJ990517 


_20.9819. 


C6 


Gene No. 


30008 






Strand 








Start 


10480 






End 


29783 






Name 


OJ990517 20. 9819. C6 


. o2.gs 


Method 


GENSCAN 






Start 


10480 






End 


29783 






GI 


none 






Score 


.51 






Exons 


10480. 


.10587, 10778, 


. . 10958, 


11009. . 11374, 11395 


. .11539, 






11548. 


.11808, 11954, 


. .12165, 


14301. . 15503, 17871 


. .17959, 






18435. 


.18552, 19650, 


. .22404, 


22485. .22629, 22713 


. .24059, 






24519. 


.24583, 24665, 


. .24779, 


24930. .25008, 25225 


. .25426, 






25998. 


.26293, 26427, 


. .26609, 


28639. .29783 






Seq. No. 


14043 






Seq. ID 


OJ990517 


_20. 9819. 


C6 


Gene No. 


30008 






Strand 








Start 


10480 






End 


29783 






Name 


OJ990517 20. 9819. C6. 


.ol.gp 


Method 


AAT/GAP 






Start 


17578 






End 


18273 






GI 


none 






Score 


1078 






Exons 


17578. 


.18084, 18202, 


. . 18273 










Seq. No. 


14043 






Seq. ID 


OJ990517. 


_20.9819. 


C6 


Gene No. 


30008 






Strand 








Start 


10480 






End 


29783 






Name 


OJ990517 20. 9819. C6. 


. o3 . tm 


Method 


TBLASTX:] 


Maize 




Start 


18219 






End 


18837 






GI 


none 






Score 


307 






Exons 


18219. 


.18542, 18221. 


. . 18328, 


18228. .18581, 18421 


. . 18570, 






18638. 


.18835, 18644. 


. . 18835, 


18648. .18836, 18658 


. .18837 




Seq. No. 


14043 






Seq. ID 


OJ990517 


_20.9819. 


C6 



14777 




Gene No. 


30008 




Strand 


- 




Start 


10480 




End 


29783 




Name 


OJ990517_20 . 9819 .C6 . 


ol . tc 


Method 


TBLASTX : Cress 




Start 


18240 




End 


1854 5 




GI 


none 




Score 


101 




Exons 


*1 rt rt Jl f\ *1 /"\ r~ Jl ^ *1 f*\ rt Jl rt 

18240 .. 18545, 18243. 


. 18530 








Seq. No. 


14043 




Seq. ID 


OJ990517_20. 9819. 


C6 


Gene No. 


30008 




Strand 






Start 


10480 




End 


29783 




Name 


/\ -r r\ rt rt ^ 1 ^1 rt rt rt rt -1 rt S" 

OJ990517_20. 9819.C6. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


18247 




End 


18827 




GI 


none 




Score 


122 




Exons 


^ f-\ /«\ M ^-t -1 /"I A rt rt *lrtrt^*Jl 

18247 . . 18489, 18264 . 


. 18545, 


18638. .18826, 18693.. 18827 




Seq. No. 


14043 




Seq. ID 


OJ990517_20. 9819. 


C6 


Gene No. 


30008 




Strand 






Start 


10480 




End 


29783 




Name 


OJ990517 20. 9819. C6. 


o2.gp 


Method 


AAT/GAP 




Start 


18258 




End 


19906 




GI 


9064 1.R1084 




Score 


1405 




Exons 


18258. .18552, 18639. 


.18833, 


19650. .19906 




GI Descrip. 


'3738332 7.0e-10 (AC005170) 


putative eukaryotic initiation 




factor [Arabidopsis 


thaliana] 1 






Seq. No. 


14043 




Seq. ID 


OJ990517_20. 9819. 


C6 


Gene No. 


30008 




Strand 






Start 


10480 




End 


29783 




Name 


OJ990517 20. 9819. C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18665 




End 


19871 




GI 


none 




Score 


187 




Exons 


18665. .18835, 18667. 


.18834, 


18693. . 18836, 19611 .. 19790, 






19652. .19789, 19791. 


.19832, 


19805. .19870, 19836. .19871 




Seq. No. 


14043 




Seq. ID 


OJ990517_20. 9819. 


C6 


Gene No. 


30008 




Strand 






Start 


10480 




End 


29783 




Name 


OJ990517 20. 9819. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19611 




End 


20878 




GI 


none 




Score 


138 




Exons 


19611. .19790, 19652. 


.19789, 


19809. . 19886, 19829. . 19885, 






19859. .19972, 19864. 


.19974, 


19881. . 19976, 20016 .. 2004 5, 






20048. .20089, 20049. 


.20111, 


20087. .20149, 20108 .. 20578, 






20157. .20591, 20189. 


.20575, 


20197. .20595, 20656 .. 20874 , 






20693. .20878, 20697. 


.20852 








Seq. No. 


14043 




Seq. ID 


OJ990517_20.9819. 


C6 


Gene No . 


30008 




Strand 






Start 


10480 




End 


29783 




Name 


OJ990517 20. 9819. C6. 


o2 . np 


Method 


AAT/NAP 




b tar z 


20120 




End 


20950 




GI 


3941724 




Score 


500 




Exons 


20120. .20950 










GI Descrip. 


(AF104913) eukaryotic protein synthesis initiation factor 




sapiens] 










Seq. No. 


14043 




Seq. ID 


OJ990517_20. 9819. 


C6 



14778 



Gene No. 30008 

Start 10480 

Name OJ990517_20 . 9819 . C6 . ol . ts 

Start 20184 

GI none 

Exons 20184. .20444, 20189 20575, 
20217. .20612, 20218 .. 20583, 



Strand 

End 29783 

Method TBLASTX : Soybean 

End 20706 

Score 282 
20195. .20578, 20215 .. 2058 6, 
20496. .20588, 20656. .20706 



Seq. No. 14043 

Gene No. 30008 

Start 10480 

Name OJ990517_20 . 9819 . C6 . o2 . tc 

Start 20222 

GI none 

Exons 20222. .20407, 20408 20470, 

Seq. No. 14043 

Gene No. 30008 

Start 10480 

Name OJ990517_20 . 98 19 . C6 . o2 . ts 

Start 20708 

GI none 

Exons 20708. .21037, 20709 .. 20858 , 
20976. .21035, 21006. .21065 



Seq. ID OJ990517_20. 9819.C6 
Strand 

End 29783 

Method TBLASTX : Cress 

End 20572 

Score 98 
20483. .20572 

Seq. ID OJ990517_20. 9819.C6 
Strand 

End 29783 

Method TBLASTX : Soybean 

End 21065 

Score 174 
20713. .21012, 20933. .21019, 



Seq. No. 14043 

Gene No. 30008 

Start 10480 

Name OJ990517_20 . 98 19 . C6 . o2 . tw 

Start 20800 

GI none 

Exons 20800. .20991, 20801.. 20992 



Seq. ID OJ990517_20.9819.C6 
Strand 

End 29783 

Method TBLASTX : Wheat 

End 20992 

Score 177 



Seq. No. 14043 
Gene No. 30008 
Start 10480 

Name OJ990517_20 . 98 19 . C6 . o2 . tm 

Start 20880- 
GI none 
Exons 20880. 

21185. 

21315. 

21491. 



.21104, 20909. .21112, 

.21313, 21185. .21313, 

.21344, 21365. .21469, 
.21625 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20915 

21186 



OJ990517 20. 9819. C6 



29783 

TBLASTX: Maize 
21625 
192 

21112, 21125. .21157, 
21320, 21314 . .21379, 



21366. .21461, 214 91 21580, 



Seq. No. 14043 

Gene No. 30008 

Start 10480 

Name OJ990517_20 . 9819 . C6 . ol . tw 

Start 21238 

GI none 

Exons 21238. .21315, 21239 21313, 
21315. .21464, 21373 .. 214 65, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21297 

21458 



OJ990517 20. 9819. C6 



29783 

TBLASTX: Wheat 
21565 
98 

21455, 21314. .21460, 
21565, 21464. .21565 



Seq. No. 14043 Seq. ID 

Gene No. 30008 Strand 

Start 10480 End 

Name OJ990517 20 . 98 19 . C6 . o4 . tm Method 



OJ990517_20.9819.C6 
29783 

TBLASTX: Maize 



14779 



Start 
GI 

Exons 



21629 End 21985 

none Score 62 

21629. .21709, 21635 .. 21880, 21642 21881, 21781 .. 21888 , 

21931. .21978, 21932.. 21985 



Seq. No. 14044 Seq. ID 

Gene No. 30009 Strand 

Start 3989 End 

Name OJ990517_20 . 98 19 . C7 . o3 . gs Method 

Start 3989 End 

GI none Score 

Exons 3989.. 4109, 5559.. 5884 



OJ990517_20.9819.C7 
+ 

5884 
GENSCAN 
5884 
.4 



Seq. No. 14044 Seq. ID 

Gene No. 30010 Strand 

Start 9916 End 

Name OJ990517_20 . 9819 . C7 . o5 . gs Method 

Start 9916 End 

GI none Score 

Exons 9916.. 10122 



OJ990517_20.9819.C7 
+ 

10122 
GENSCAN 
10122 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14044 
30011 
10492 

OJ990517_20.9819.C7 ,o2.np 

10492 

3193321 



Seq. ID OJ990517 20. 9819. C7 



Strand 
End 

Method 

End 

Score 



+ 

19039 
AAT/NAP 
19033 
87 



10492. .10603, 17561. .17812, 18966.. 19033 

(AF069299) No definition line found [Arabidopsis thaliana] 



Seq. No. 14044 Seq. ID 

Gene No. 30011 Strand 

Start 10492 End 

Name OJ990517_20 . 9819 . C7 . 06 . gs Method 

Start 11027 End 

GI none Score 

Exons 11027. .11386, 12480.. 12827 



OJ990517_20. 9819.C7 
+ 

19039 
GENSCAN 
12827 
;97 



Seq. No. 14044 Seq. ID 

Gene No. 30011 Strand 

Start 10492 End 

Name OJ990517_20 . 98 19 . C7 . o7 . gs Method 

Start 13312 End 

GI none Score 

Exons 13312. .13947, 14047.. 14199 



OJ990517_20. 9819.C7 

+ 

19039 
GENSCAN 
14199 
.62 



Seq. No. 14044 Seq. ID 

Gene No. 30011 Strand 

Start 10492 End 19039 

Name OJ990517_20 . 9819 . C7 . 08 . gs Method GENSCAN 

Start 15094 End 19039 

GI none Score .49 

Exons 15094. .15437, 17026 .. 17332 , 17611 .. 17735, 18017 
18887. .19039 



OJ990517_20.9819.C7 



,18794, 



Seq. No. 
Gene No. 



14044 
30011 



Seq. ID OJ990517_20. 9819.C7 
Strand + 



14780 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10492 End 19039 

OJ990517_20 . 98 19 . C7 . o3 . np Method AAT/NAP 

17450 End 19033 

3193321 Score 87 

17450. .17812, 18966.. 19033 

(AF069299) No definition line found [Arabidopsis thaliana] 



14044 
30012 
1 

OJ990517_20 . 9819 .C7 . ol . np 
1 

6561998 



Seq. ID OJ990517_20.9819.C7 
Strand 

End 8633 

Method AAT/NAP 

End 8427 

Score 104 



1..19, 2589. .2736, 8074. .8102, 8238. .8427 

(AL133363) proline-rich protein [Arabidopsis thaliana] 



14044 
30012 
1 

OJ990517_20.9819.C7.o2.gs 

1575 

none 

1575. .2909 



Seq. ID OJ990517_20.9819.C7 
Strand 

End 8633 

Method GENSCAN 

End 2909 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14044 
30012 
1 

OJ990517_20. 9819.C7.ol.tm 

2625 

none 



Seq. ID OJ990517_20.9819.C7 
Strand 

End 8633 

Method TBLASTX : Mai ze 

End 8576 

Score' 4 9 



2625. .2765, 8329. .8391, 834 6 .. 8390, 84 15 .. 8576, 8464. .8532 



14044 
30012 
1 

OJ990517_20 . 98 1 9 . C7 . o4 . gs 

7347 

none 

7347. "8633 



Seq. ID OJ990517_20.9819.C7 
Strand 

End 8633 

Method GENSCAN 

End 8633 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14045 
30013 
1 

OJ990517_20.9819.C9.ol-. np 
1 

4680179 
1. .739 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990517_20. 9819.C9 
Strand 

End 739 

Method AAT/NAP 

End 739 

Score 1083 



14045 
30013 
1 

OJ990517_20.9819.C9.ol.tw 
37 

none 



Seq. ID OJ990517_20. 9819.C9 
Strand 

End 739 

Method TBLASTX : Wheat 

End 420 

Score 189 



37. .420, 42. .413, 71. .415, 309. .347 



14781 




Seq. No. 


14045 




Seq. ID 


OJ990517_20.9819 


.C9 


Gene No. 


30013 




Strand 






Start 


1 




End 


739 




Name 


OJ990517_ 


20. 9819.C9.ol. tm 


Method 


TBLASTX: Maize 




Start 


145 




End 


462 




GI 


none 




Score 


241 




Exons 


145. . 462, 


14 9.. .451 








Seq. No. 


14045 




Seq. ID 


OJ990517_20.9819 


.C9 


Gene No. 


30013 




Strand 






Start 


1 




End 


739 




Name 


OJ990517_ 


20. 9819.C9.ol. ts 


Method 


TBLASTX: Soybean 




Start 


379 




End 


639 




GI 


none 




Score 


180 




Exons 


379 . . 639, 


380 . . 628 








Seq. No. 


14045 




Seq. ID 


OJ990517_20.9819 


.C9 


Gene No. 


30013 




Strand 






Start 


1 




End 


739 




Name 


OJ990517_ 


20. 9819.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


403 




End 


729 




GI 


none 




Score 


88 




Exons 


403. . 546, 


404 . . 544, 547 . . 729 








Seq. No. 


14045 




Seq. ID 


OJ990517_20. 9819 


.C9 


Gene No. 


30013 




Strand 






Start 


1 




End 


739 




Name 


OJ990517_ 


20.9819.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


426 




End 


738 




GI 


none 




Score 


153 




Exons 


426. . 680, 


427. .738, 431. .709 








Seq. No. 


14045 




Seq. ID 


OJ990517_20.9819 


.C9 


Gene No. 


30013 




Strand 






Start 


1 




End 


739 




Name 


OJ990517 


20. 9819.C9.o2. tm 


Method 


TBLASTX: Maize 




Start 


463 




End 


739 




GI. 


none 




Score 


145 




Exons 


463. .738, 


464 . .739 








Seq. No. 


14046 




Seq. ID 


OJ990517_20. 9819 


.ci: 


Gene No. 


30014 




Strand 


+ 




Start 


3224 




End 


3578 




Name 


OJ990517 


20. 9819.Cll.ol.gs 


Method 


GEN SCAN 




Start 


3224 




End 


3578 




GI 


none 




Score 


. 94 




Exons 


3224 . . 341 


4, 3461. . 3578 








Seq. No. 


14046 




Seq. ID 


OJ990517_20.9819 


.ci: 


Gene No. 


30014 




Strand 


+ 




Start 


3224 




End 


3578 




Name 


OJ990517 


_20.9819.Cll.ol.np 


Method 


AAT/NAP 




Start 


3344 




End 


3575 




GI 


5042462 




Score 


117 





Exons 3344.. 3455, 3484.. 3575 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



14782 



Seq. No. 14046 Seq. ID 

Gene No. 30015 Strand 

Start 7835 End 

Name OJ990517_20 . 9819 . Cll . o3 . gs Method 

Start 7835 End 

GI none Score 

Exons *' 7835.. 7898, 9992.. 10143 



OJ990517_20. 9819. Cll 
+ 

10143 
GENSCAN 
10143 
.73 



Seq. No. 14046 Seq. ID 

Gene No. 30016 Strand 

Start 3750 End 

Name OJ990517_20 . 9819 . Cll . o2 . gs Method 

Start 3750 End 

GI none Score 

Exons 3750.. 3897, 4533.. 4563, 5078.. 5102 



OJ990517_20. 9819. Cll 

5102 
GENSCAN 
5102 
.45 



Seq. No. 14047 Seq. ID OJ990517_20 . 9819 . C12 

Gene No. 30017 Strand + 

Start 4068 End 7973 

Name OJ990517_20 . 9819 . C12 . ol . np Method AAT/NAP 

Start 4068 End 7973 

GI 6539553 Score 6699 

Exons 4068.. 7973 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 14047 
Gene No. 30018 
Start 11976 

Name OJ990517_20 . 9819 .C12 . o2 .np 

Start 11976 
GI 3915635 
Exons 11976. . 12082, 13442 

14115. . 14185 

GI Descrip. CYCLIN DELTA- 1 gi | 2 995130 [emb | CAA58285 | 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990517_20.9819.C12 

14512 
AAT/NAP 
14185 
144 



13584, 13683. .13807, 13920. 



(X83369) 



14021, 

cyclin delta-1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13379. .13509, 
14318. .14512 



14047 
30018 
11976 

OJ990517_20.9819.C12.o2.gs 
12513 
none 

12513. .12572, 12809 .. 13021, 
13923. . 14024, 14 115 .. 14207 , 

14047 
30019 
15216 

OJ990517_20. 9819.C12.o4 . tw 
4062 
none 

4062. .4448, 4073. .4447, 4186. .4449 



OJ990517 20.9819.C12 



14512 
GENSCAN 
14512 
.84 

13600. .13807, 



Seq. ID OJ990517_20.9819.C12 
Strand 

End 16496 

Method TBLASTX : Wheat 

End 4449 

Score 353 



14783 




Seq. No. 


14047 








Seq. ID 


OJ990517_20.9819.C12 


Gene No. 


30019 








Strand 






1 591 fi 

J. J C. x o 








End 


16496 


Name 


n TQQ051 7 90 


Z7 O X J • 


C12 . o2 , 


. tin 


Method 


TBLASTX : Maize 


btart 


A 1 Q7 ™" 

4 X -? / 








End 


4510 




none 








Score 


365 


Exons 


4 1 Q7 A ROR 


4 90S 


. 4510 








Seq. No. 


14047 








Seq. ID 


OJ990517_20.9819.C12 


Gene No'. 


30019 








Strand 




btari 


1 591 fi 








End 


16496 


Name 


n TQQ051 7 90 


QR1 Q 


ri 9 ol 


tm 


Method 


TBLASTX: Maize 


b tar t 










End 


5331 


GI 


none 








Score 


268 


Exons 


Snnq 5263 


5016 . 


. 5330, 


5036. 


.5329, 5164.. 5331 


Seq. No. 


14047 








Seq. ID 


OJ990517_20.9819.C12 


Gene No. 


30019 








Strand 






1 591 








End 


16496 


Name 


O TQQ051 7 90 


QR 1 Q 

Zt O X -7 ■ 


PI 9 nS 


. ts 


Method 


TBLASTX: Soybean 


otart 


S ^5fl ~ 








End 


5744 


GI 


none 








Score 


89 


Exons 


R^5R 551 1 

JJJO . . J J X O , 


54 Qfi 


.5744 








Seq. No. 


14047 








Seq. ID 


OJ990517_20.9819.C12 


Gene No. 


30019 








• Strand 




C?+- -i f~ +- 

btart 


iJilD 








End 


16496 


Name 


n TQQOm 7 90 


QR1 Q 


PI 9 nS 


• L. W 


Method 


TBLASTX: Wheat 


Of -i v- 4- 

btart 


CCAQ _ 
JDU7 








End 


5808 


GI 


none 








Score 


275 


Exons 


R60Q 56R0 


JU1U i 


. . 5807 , 


5613 . 


.5807, 5614.. 5808, 5737.. 5808 


Seq. No. 


14047 








Seq. ID 


OJ990517_20. 9819.C12 


Gene No. 


30019 








Strand 






1 591 
x j ^. x u 








End 


16496 


Name 


n TQQO 51 7 90 


QR 1 9 


. C12 . o5 


. tin 


Method 


TBLASTX: Maize 


Of -,v-f 


565R _ 








End 


6152 


(jjI 


none 








Score 


232 


Exons 


JOJO . . jjOD, 


5741 

J / 4 X 


5932 


5787 . 


.5942, 5985. .6152 


Seq. No. 


14047 








Seq. ID 


OJ990517_20.9819.C12 


Gene No. 


30019 








Strand 




oiart 


1 591 








. End 


16496 


Name 


O TQQO 51 7 90 


QR1 Q 

• -7 O X _7 


PI 2 n? 

4 bit. • Ut. 


. t s 


Method 


TBLASTX: Soybean 


btart 










End 


6152 


GI 


none 








Score 


201 


Exons 


5754 5Q7R 

J ' Jl . . J .7 / O , 


5762 


5932, 


5763 . 


,.5933, 5979. .6152, 5987. .6025 


Seq. No. 


14047 








Seq. ID 


OJ9'90517_20.9819.C12 


Gene No. 


30019 








Strand - 




Start 


15216 








End 


16496 


Name 


OJ990517 20 


. 9819 


.C12.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5787 








End 


6176 


GI 


none 








Score 


115 


Exons 


5787. .5969, 


5982 


. . 6176 








Seq. No. 


14047 








Seq. ID 


OJ990517_20. 9819.C12 



14784 



Gene No. 30019 

Start 15216 

Name OJ990517_20 . 9819 . C12 . ol . tw 

Start 5810 

GI none 

Exons 5810.. 6289, 5817.. 6557, 6309. 
6504 . . 6557 



Strand 
End 

Method 

End 

Score 



16496 

TBLASTX: Wheat 

6557 

865 



6437, 6340. .6531, 6407. .6556, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14047 
30019 
15216 

OJ990517_20.9819.C12.ol.ts 

6525 

5509260 

6525.. 6941, 6578.-6646, 6695. 



14047 
30019 
15216 

OJ990517_20.9819.C12.ol. tc 

6570 
none 

6570. .6830, 6572. .6649 



Seq. ID OJ990517_20.9819.C12 
Strand 

End 16496 

Method TBLASTX : Soybean 

End 6941 

Score 361 
.6790, 6863.. 6922 



Seq. ID OJ990517_20.9819.C12 
Strand 

End 16496 

Method TBLASTX : Cress 

End 6830 

Score 284 



Seq. No. 14047 

Gene No. 30019 

Start 15216 

Name OJ990517_20 . 9819 . C12 . o3 . tm 

Start 6612 

GI none 

Exons 6612.. 7076, 6629.. 6793, 6747, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,6929, 6863. .6973 



OJ990517_20.9819.C12 
16496 

TBLASTX: Maize 
7076 
359 



Seq. No. 14047 

Gene No. 30019 

Start 15216 

Name OJ990517_20 . 9819 . C12 . o3 . tw 

Start 6612 

GI none 

Exons 6612.. 6956, 6759.. 6932, 6951. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7157, 7025. .7147 



OJ990517_20.9819.C12 
16496 

TBLASTX: Wheat 
7157 
319 



Seq. No. 14047 Seq. ID 

Gene No. 30019 . Strand 

Start 15216 End 

Name OJ990517_20 . 98 19 . C12 . o3 . ts Method 

Start 7010 End 

GI none Score 

Exons 7010.. 7210, 7011.. 7355 



OJ990517_20.9819.C12 
16496 

TBLASTX: Soybean 

7355 

309 



Seq. No. 14047 Seq. ID 

Gene No. 30019 Strand 

Start 15216 End 

Name OJ990517_20 . 9819 . C12 . o4 . tm Method 

Start 7166 End 

GI none Score 

Exons 7166.. 7504, 7167.. 7505 



OJ990517_20.9819.C12 
16496 

TBLASTX: Maize 

7505 

309 



14785 






Seq. No. 


14047 




Seq. ID 


OJ990517_20.9819 


.C12 




Gene No. 


30019 




Strand 








Start 


15216 




End 


16496 






Name 


(JJ y yUOl / Z\J . 


QQ1 Q PIO s**0 fit 

yy ± y . l,±z . oz . tw 


Method 


TBLASTX: Wheat 






Start 


/ Jbl 




End 


13760 






GI 


- none. 




Score 


101 






Exons 


1 O £1 n A o o 

1 DbL . . / hoZ , 


-j /I O /* TO/TO 

f 3bZ . . /*!ib, /JDJ 


. .7434, .7451. .7837, 7452. .7799, 






/ H DJ . . /OJD, 


i Joy o . . i j / ou 










Seq. No. 


14047 




Seq. ID 


OJ990517_20.9819 


PI o 
. LIZ 




Gene No. 


30019 




Strand 








Start 


loZlo 




End 


16496 






Name 


a innn c 1 ~i on 

oj y yuoi / zu . 


A01 n OIO ^ A 4- 

yy iy . Liz . o4 . ts 


Method 


TBLASTX: Soybean 






Start 


*7 *D ^ O 




End 


7709 






GI 


none 




Score 


91 






Exons 


/ Jbcf . . / 4ol, 


/jy4../4/^/ / ouu 


..7709, 7505.. 7630 






Seq. No. 


14047 




Seq. ID 


OJ990517_20.9819 


/- 1 o 




Gene No. 


30019 




Strand 








Start 


lozlb 




End 


16496 






Name 


ojyyooi /_zu . 


ybiy.ciz.ob.ts 


Method 


TBLASTX: Soybean 






Start 


libyi 




End 


14177 






GI 


none 




Score 


65 






Exons 


libyi . . lioU4 


, loyzU. . 14 U4 D , 

** ""'* 


14118. .14177 




■. 3 ; 

"zsf 

??> 


Seq. No. 


14047 




Seq. ID 


OJ990517_20.9819 


PI 9 
.LIZ 


i 


Gene No. 


30019 




Strand 






rn 


Start 


lbzlb 




End 


16496 




:" ~; 


Name 


OJ990517_20 . 


no 1 A O 1 O _ o _ _ 

9o 19 . Clz . oi . gs 


Method 


GENSCAN 




U! 


Start 


1 C O 1 c 

lozlb 




End 


16496 






GI 


none 




Score 


.42 




m 


Exons 


1CO"l/T 1 C O O £ 

loZ lb . . lo J JO 




15999. .16009, 16335.. 16496 






Seq. No. 


14048 




Seq. ID 


OJ990517_20.9819 


PI A 


i* 5 i 
Hzt 


Gene No. 


30020 




Strand 


+ 






Start 


yu / 




End 


1108 






Name 


ojyyuoi / . 


yy i y . . oi .gs 


Method 


GENSCAN 






Start 


n r» o 

yu / 




End 


1108 






GI 


none 




Score 


.'9 




'! Of 


Exons 


yu / . . iiuo 










! £3? 


Seq. No. 


14048 




Seq. ID 


OJ990517_20.9819 


.C14 




Gene No. 


30021 




Strand 








Start 


1 Q O O 

LoZZ 




End 


5648 






Name 


ojy yooi / zo . 


AO 1 Cl A1 /I « O 

yy iy . ci4 . oz . gs 


Method 


GENSCAN 






Start 


1 o o o 




End 


3862 






GI 


none 




Score 


.49 






Exons 


1822 . . 1873, 


oa*dc or\no OC*DO 

z035..20yo / ZooZ 


..2630, 3118. .3246, 3721. .3862 




Seq. No. 


14 04 8 




Seq. ID 


OJ990517_20. 9819 


.C14 




vjcilc JNO . 


30021 




Strand 








Start 


1822 




End 


5648 






Name 


OJ990517 20. 


9819.C14 .ol.np 


Method 


AAT/NAP 






Start 


1831 




End 


3172 






GI 


2832681 




Score 


319 






Exons 


1831. . 1873, 


2025.. 2098, 2370 


..2422, 2532. .2630, 3118. .3172 




GI Descrip. 


(AL021712) putative protein 


[Arabidopsis thaliana] 





14786 






Seq. No. 


14048 








Seq. ID 


OJ990517_20.9819.C14 




Gene No. 


30021 








Strand 






Start 


1822 








End 


5648 




Name 


OJ990517_20 . 


9819, 


.C14 .ol . 


tc 


Method 


TBLASTX: Cress 




Start 


2013 








End 


3191 




GI 


none 








Score 


82 




Exons 


2013. .2102, 


2024 , 


. .2,-116, 


2028 . 


.2096, 2370.. 2420, 2533.. 2631, 






2537 . .2629, 


3114 , 


, . 3191, 


3119. 


.3184 






Seq. No. 


14048 








Seq. ID 


OJ990517_20.9819.C14 




Gene No. 


30021 








Strand 






Start 


1822 








End 


5648 




Name 


OJ990517 20. 


9819. 


.C14 .ol. 


gp 


Method 


AAT/GAP 




Start 


2015 








End 


3837 




GI 


1881 3.R1084 








Score 


788 




Exons 


2015. .2098, 


2370, 


. .2422, 


2532 . 


.2630, 3118. .3246, 3711. .3837 




GI Descrip. 


•2832 681/emb|CAA16781. 1 | 


1 . Oe 


-38 (AL021712) putative protei: 






[Arabidopsis 


thaliana] 1 










Seq. No. 


14048 








Seq. ID 


OJ990517_20.9819.C14 




Gene No. 


30021 








Strand 






Start 


1822 








End 


5648 


a 


Name 


OJ990517 20. 


9819. 


X14.ol. 


tm 


Method 


TBLASTX: Maize 


U 


Start 


2024 








End 


3174 


r ri 


GI 


none 








Score 


75 


•I ' * 
;;; : 


Exons 


2024. .2116, 


2025. 


. .2099, 


2370 . 


.2420, 2533. .2631, 2534. .2629, 


! U 

.131 

! = 




3114. .3173, 


3119. 


. .3172, 


3121 . 


.3174 




Lu 


Seq. No. 


14048 








Seq. ID 


OJ990517_20.9819.C14 


w 
i y 


Gene No. 


30021 








Strand 




Start 


1822 








End 


5648 




Name 


OJ990517 20. 


9819. 


.C14 .ol. 


tw 


Method 


TBLASTX: Wheat 


i; 

.: = ; 


Start 


2024 








End 


3167 


• 1 
■: 3; 


GI 


none 








Score 


92 


1. : 


Exons 


2024. .2116, 


2025, 


. .2096, 


2365 . 


.2415, 2370. .2420, 2371. .2421, 


H ! 




2533. .2631, 


2537, 


. .2629, 


3114 . 


.3167, 3114. .3161, 3119. .3166 


'isF 


Seq. No. 


14048 








Seq. ID 


OJ990517_20.9819.C14 




Gene No. 


30021 








Strand 






Start 


1822 








End 


5648 




Name 


OJ990517 20. 


9819, 


.C14.o2. 


np 


Method 


AAT/NAP 




Start 


2153 








End 


5648 




GI 


5295951 








Score 


168 




Exons 


2153. .2201, 


5425, 


. .5648 










GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 






partial cds . 


(U23857) [Oryza sativa] 






Seq. No. 


14049 








Seq. ID 


OJ990517_20.9819.C15 




Gene No . 


30022 








Strand 


+ 




Start 


466 








End 


690 




Name 


OJ990517 20. 


9819, 


.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


466 








End 


690 




GI 


none 








Score 


300 




Exons 


466. .690 














Seq. No. 


14049 








Seq. ID 


OJ990517_20.9819.C15 



14787 






Gene No. 


30023 


Strand 


+ 




Start 


1328 


End 


15918 




Name 


OJ990517_20. 9819. CIS. o2 . gp 


Method 


AAT/GAP 




Start 


1328 


End 


1770 




GI 


uC-osroM202028b06bl 


Score 


866 




Exons 


1328 . . 1770 








GI Descrip. 


1 3445397/emb | CAA09029 . 1 1 3.0e 


-45 (AJ010166) S-domain 






receptor-like protein kinase 


[Zea mays] 1 




Seq. No. 


14049 


Seq. ID 


OJ990517_20. 9819. CIS 




Gene No. 


30023 


Strand 


+ 




Start 


1328 


End 


15918 




Name 


/"\TnnAC'iT o A o o i a one _ i _ _ 

OJ99051/ 20 . 9819 . Clo . ol . gs 


Method 


GENSCAN 




Start 


1443 


End 


12658 




GI 


none 


Score 


.47 




Exons 


1443.. 2440, zo25..3a91, 6398 . 


.7848, 8340. .8407, 9193. .11906 






11994 . . 1^658 








Seq. No. 


1404 9 


Seq. ID 


OJ990517_20. 9819. CIS 




Gene No. 


30023 


Strand 


+ 




Start 


1328 


End 


15918 




Name 


OJ990517 20 . 9819 . C15 . ol . np 


Method 


AAT/NAP 




Start 


1443 


End 


3914 


■ \ 


GI 


344 5397 


Score 


3696 


, Si 


Exons 


144 3... 3914 






rfi 


GI Descrip. 


(AJ010166) S-domain receptor- 


like protein kinase [Zea mays] 


m 


Seq. No. 


14049 


Seq. ID 


OJ990517_20.9819.C15 


! ; sf 


Gene No. 


30023 


Strand 


+ 


t. Li 


Start 


1328 


End 


15918 


. =: 
'". - : 


Name 


OJ990517 20 . 9819 . C15 . o2 . np 


Method 


AAT/NAP 




Start 


624 7 


End 


15918 




GI 


3445397 


Score 


1164 


is 


Exons 


/"O/IT "1 A >l O "1 C /" "1 O 1 IT A "I O 

6247.. 7942, 15618.. 15918 






LJ 

: i X 


GI Descrip. 


(AJ010166) S-domain receptor- 


like protein kinase [Zea mays] 




Seq. No. 


1404 9 


Seq. ID 


OJ990517_20. 9819. CIS 




Gene No. 


O A A O A 

30024 


Strand 






Start 


3654 


End 


4104 


; ?k 


Name 


OJ990517_20. 9819.C15.o3.gp 


Method 


AAT/GAP 


t 


Start 


3654 


End 


4104 




GI 


/™i ^ ~ — — KjTOAOAOOL^A^-.-.I 

uC-osroM202028b06al 


Score 


898 




Exons 


3654 . . 4104 








GI Descrip. 


1 34 4 5397/emb | CAA09029 . 1 | l.Oe 


-28 (AJ010166) S-domain 






receptor-like protein kinase 


[Zea mays] 1 




Seq. No. 


14049 


Seq. ID 


OJ990517_20.9819.C15 




Gene No. 


30025 


Strand 






Start 


13298 


End 


14857 




Name 


OJ990517 20. 9819.C15.o2.gs 


Method 


GENSCAN 




Start 


13298 


End 


14857 




GI 


none 


Score 


.7 




Exons 


13298. .13570, 14 7 95. .14 857 








Seq. No. 


14049 


Seq. ID 


OJ990517_20. 9819. CIS 




Gene No. 


30026 


Strand 






Start 


15205 


End 


15821 



14788 




Name 


OJ990517_20 


.9819. 


,C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1404 








End 


6681 


GI 


none 








Score 


58 


Exons 


1404 . . 1466, 


1431 . 


, . 1454 , 


1433 . 


.1465, 1499. .1588, 1500. .1778, 




1500. . 1595, 


1628 , 


. . 1777 , 


1634 . 


.1783, 1651. .1785, 1774. .1812, 




1775 . .1840, 


1776 . 


. . 1838, 


6310 . 


.6396, 6382.. 6549, 6631.. 6681 


Seq. No. 


14049 








Seq. ID 


OJ990517_20. 9819.C15 


Gene No. 


30026 








Strand 




Start 


15205 








End 


15821 


Name 


OJ990517 20 


. 9819 , 


. C15 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1599 








End 


15821 


GI 


none 








Score 


114 


Exons 


1599 . .1751, 


1881 . 


, . 1922 , 


19oo . 


.2030, 2040.. 2162, 2064.. 2162, 




2211 . . 2444 , 


2214 . 


, . 2300, 


2990 . 


.3166, 2991. .3521, 2994. .3179, 




3200 . . 3520, 


3260 . 


, . 3523, 


3537 . 


.3785, 3579.. 3758, 6385.-6576, 




6502 . . 6573, 


6670 , 


. . 67 14 , 


6 / 63 . 


.6804, 6829. .6954, 7003. .7245, 




7675 . . 7806, 


7780 , 


, . 7905, 


i r /* /it 

15647 


. .15820, 


15657. .15821 


Seq. No. 


14049 








Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 








Strand 




Start 


15205 








End 


15821 


Name 


OJ990517_20 


. 9819 . 


, C15 . o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1614 








End 


6804 


GI 


none 








Score 


88 


Exons 


1614 . . 1697, 


1710 , 


. .1769, 


1869 . 


.2012, 6345. .6482, 6349. .6501, 




6499. . 6621, 


6522 , 


. . 6545, 


6604 . 


.6804, 6675.. 6800 


Seq. No. 


14049 








Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 








Strand 




Start 


15205 








End 


15821 


Name 


OJ990517_20 


. 9819 , 


, C15 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2135 








End 


7293 


GI 


none 








Score 


153 


Exons 


2135 . . 2260, 


2136 , 


. . 2264 , 


2142 . 


.2261, 2271. .2486, 2274. .2336, 




2285 . .2443, 


6925 . 


. . 7062, 


7063 . 


.7293, 7071.. 7247 


Seq. No. 


14049 








Seq. ID 


OJ990517_20. 9819.C15 


Gene No. 


30026 








Strand 




Start 


1 C O A C 

15205 








End 


15821 


Name 


OJ990517_20 


. 9819 , 


. C15 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2268 








End 


7419 


GI 


none 








Score 


154 


Exons 


2268 . . 2486, 


2.32.1 , 


. .244 3, 


2592 . 


.2663, 7066. .7296, 7351. .7419 


Seq. No. 


1404 9 








Seq. ID 


OJ990517_20. 9819.C15 


Gene No. 


30026 








Strand 




Start 


15205 








End 


15821 


Name 


OJ990517 20 


. 9819 , 


. C15 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2268 








End 


7419 


GI 


none 








Score 


81 


Exons 


2268. .2351, 


2373, 


. .2483, 


2592. 


.2633, 7003. .7173, 7162. .7284, 




7354 . .7419 












Seq. No. 


14049 








Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 








Strand 




Start 


15205 








End 


15821 



14789 




Name 


OJ990517 20 . 9819 . Clo . oJ 


. tm 


Method 


TBLASTX: Maize 


Start 


2718 




End 


7824 


GI 


none 




Score 


47 


Exons 


27 18.. 27 53, 2724.. 3035, 


O ~1 'I c 

2726 


..3031, 2832.. 3035, 7675.. 7824, 




7701 . .7814 








Seq. No. 


14049 




Seq. ID 


OJ990517_20 . 9819 .C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2774 




End 


15794 


GI 


none 




Score 


39 


Exons 


2774. .2791, 2841. .3197, 


2879 


..3181, 3067.. 3186, 3180.. 3332, 




3201. .3311, 3206. .3325, 


7581 


..7655, 7633.. 7905, 7662.. 7907, 




15649. .15768, 15650 .. 15793, : 


15657. .15794 


Seq. No. 


14049 




Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3035 




End 


7905 


GI 


none 




Score 


189 


Exons 


3035. .3169, 3036. .3170, 


7828 


. .7905 




Seq. No. 


14049 




Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3050 




End 


15821 


GI 


none 




Score 


134 


Exons 


3050.. 3181, 3051.. 3203, 


3201 


..3401, 3224. .3376, 3402. .3464, 




15647. .15817, 15651. .15821 






Seq. No. 


14049 




Seq. ID 


OJ990517_20. 9819.C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start ■ ■ 


• 3172 




End 


15821 


GI 


none 




-Score 


71 


Exons 


3172. .3441, 3194. .3541, 


3201 


..3551, 3552.. 3785, 3554.. 3766, 




15657. .15821, 15659. .15817 






Seq. No. 


14049 




Seq. ID 


OJ990517_20.9819.C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


3335 




End 


3704 


GI 


none 




Score 


242 


Exons 


3335.. 3577, 3357.. 3590, 


3375 


..3590, 3566. .3643, 3582. .3704 


Seq. No. 


14049 




Seq. ID 


OJ990517_20. 9819.C15 


Gene No. 


30026 




Strand 




Start 


15205 




End 


15821 


Name 


OJ990517 20.9819.C15.o4 


.gp 


Method 


AAT/GAP 


Start 


15205 




End 


15301 


GI 


uC-osflcyp022c06b2 




Score 


149 


Exons 


15205. .15301 









14790 




GI Descrip. ' 50424 37/gb | AC007789 . 1 1 AC007789 8.0e-25 Oryza sativa BAC T49B20 





genomic sequence, complete 


sequence ' 






Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30027 




Strand 


+ 




Start 


1 




End 


1328 




Name 


OJ990107 04.9819.Cl.ol.np 




Method 


AAT/NAP ... < 




Start 


1 




End 


1325 




GI 


4680179 




Score 


2071 




Exons 


1. .1325 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30027 




Strand 


+ 




Start 


1 




End 


1328 




Name 


OJ990107 04.9819.Cl.ol.gs 




Method 


GENSCAN 




Start 


126 




End 


1328 




GI 


none 




Score 


. 94 




Exons 


126. .1328 










Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30028 




Strand 






Start 


1611 ' 




End 


4120 




Name 


OJ990107 04.9819.Cl.o3.tw 




Method 


TBLASTX: Wheat 




Start 


60 




End 


314 




GI 


none 




Score 


342 




Exons 


60. .113,. 96. .314, 96. .281, 


106. .300 






Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30028 




Strand 






Start 


1611 




End 


4120 




Name 


OJ990107 04.9819.Cl.ol.ts 




Method 


TBLASTX : Soybean 




Start 


102 




End 


362 




GI 


none 




Score 


302 




Exons 


102. .362, 107. .208, 294. .362 








Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30028 




Strand 






Start 


1611 




End 


4120 




Name 


OJ990107 04.9819.Cl.o2.tm 




Method 


TBLASTX: Maize 




Start 


160 




End 


452 




GI 


none 




Score 


390 




Exons 


160. .351, 162. .452, 263. .448 








Seq. No. 


14050 




Seq. ID 


OJ990107_04.9819. 


CI 


Gene No. 


30028 




Strand 






Start 


1611 




End 


4120 




Name 


OJ990107 04 . 9819.Cl.ol.tw 




Method 


TBLASTX: Wheat 




Start 


321 




End 


947 




GI 


none 




Score 


649 




Exons 


321. .947, 324. .350, 377. .946 








Seq. No. 


14050 




Seq. ID 


OJ990107_04 . 9819. 


CI 


Gene No. 


30028 




Strand 






Start 


1611 




End 


4120 




Name 


OJ990107 04.9819.Cl.ol.tm 




Method 


TBLASTX: Maize 




Start 


501 




End 


1088 





14791 



GI 

Exons 



none 

501. .662, 505. .651, 509. .655, 
819. .1088, 827. .1087 



Seq. No. 14050 

Gene No. 30028 

Start 1611 

Name OJ990107_04 . 9819 . CI . o2 . tw 

Start 947 

GI none 

Exons 947.. 1084, 948.. 1280 



Score 220 

660. .758, 660.. 728, 662.. 757, 



Seq. ID OJ990107_04.9819.C1 
Strand 

End 4120 

-Method TBLASTX : Wheat 

End 1280 

Score 364 



Seq. No. 14050 Seq. ID 

Gene No. 30028 Strand 

Start 1611 End 

Name OJ990107_04 . 98 19 . CI . o3 . tm Method 

Start 1089 End 

GI none Score 

Exons 1089.. 1301, 1303.. 1335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



14050 
30028 
1611 

OJ990107_04 .9819.Cl.o2.np 

1611 

5295955 

1611. .2364, 2391. .2661, 3344.. 
(AB026295) Similar to Epstein- 
[Oryza sativa] 

14051 
30029 
1371 

OJ990107_04 .9819.C2.ol.gs 
1371 
none 

1371. .1571, 1636. .2013 

14051 
30029 
1371 

OJ990107_04 .9819.C2.ol.np 

1371 

4680179 

1371. .2767 

(AF111709) polyprotein [Oryza 

14051 
30029 
1371 

OJ990107_04 . 9819.C2.ol.tw 
1632 
none 

1632. .1736, 1636. .1995, 1761.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990107_04 . 9819. CI 
4120 

TBLASTX: Maize 

1335 

205 



OJ990107 04. 9819. CI 



4120 
AAT/NAP 
4120 
883 

3458, 4000. .4120 - 

Barr virus (EBV) genome. (V01555) 



Seq. ID OJ990107_04.9819.C2 

Strand + 

End 2767 

Method GENSCAN 

End 2013 

Score . 63 



Seq. ID OJ990107_04.9819.C2 

Strand + 

End 2767 

Method AAT/NAP 

End 2767 

Score 830 



sativa subsp. indica] 



Seq. ID OJ990107_04.9819.C2 
Strand + 

2767 

TBLASTX: Wheat 
1995 
302 



End 

Method 
End 
Score 
.1994 



14052 
30030 



Seq. ID OJ990107_04. 9819.C4 
Strand + 



14792 




Start 


1298 


End 


1 ft A O 

1908 




Name 


OJ990107 04 . 9819 .C4 . ol . gs 


Method 


GEN SCAN 




Start 


1298 


End 


i ft r\ o 

1908 




GI 


none 


Score 


. 82 




Exons 


1298.. 1396, 16 67.. 190 8 








Seq. No. 


14053 


Seq. ID 


ATnom m n a ft. o i r* 

ujyyuiu/ u4.yoiy. 


Cb 


" Gene No. 


30031 


Strand 


+ 




Start 


659 


End 


1005 




Name 


OJ990107 04.9819.C5.ol.gp 


Method 


AAT/GAP 




Start 


659 


End ' 


1001 




GI 


LIB347 4-001-P1-K1-D7 


Score - 


390 




Exons 


659. .792, 906. .1001 








GI Descrip. 


'3980415 9.0e-31 (AC004561) putative tropinone reductase 




[Arabidopsis thaliana] 1 








Seq. No. 


14053 


Seq. ID 


OJ990107_04 . 9819. 


C5 


Gene No. 


30031 


Strand 


+ 




Start 


659 


End 


1005 




Name 


OJ990107 04.9819.C5.ol.gs 


Method 


GENSCAN 




Start 


710 


End 


1005 




GI 


none 


Score 


.94 




Exons 


710. .792, 906. . 1005 








Seq. No. 


14054 


Seq. ID 


OJ990107_04.9819. 


C9 


Gene No. 


30032 


Strand 


+ 




Start 


967 


End 


1082 




Name 


OJ990107 04.9819.C9.ol-.gs 


Method 


GENSCAN 




Start 


967 


End 


1082 




GI 


none 


Score 


.49 




Exons 


967. .1082 








Seq. No. 


14055 


Seq. ID 


OJ990107_04.9819. 


Cll 


Gene No. 


30033 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990107 04.9819.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1000 




GI 


6006874 


Score 


248 




Exons 


1..51, 450. .1000 








GI Descrip. 


(AC008153) putative UDP-glucuronosyltransf erase, 5 ? partia 




[Arabidopsis thaliana] 








Seq. No. 


14055 


Seq. ID 


OJ990107_04 . 9819. 


cn 


Gene No. 


30033 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990107 04.9819.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


417 


End 


901 




GI 


none 


Score 


55 




Exons 


417. .527, 482. .526, 583. .813, 


629. .814, 


806. . 901, 




Seq. No. 


14055 


Seq. ID 


OJ990107_04 . 9819. 


Cll 


Gene No. 


30033 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ990107 04.9819.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


500 


End 


826 




GI 


none 


Score 


52 




Exons 


500. .559, 593. .826, 616. .816 









14793 



Seq. No. 14055 

Gene No. 30033 

Start 1 

Name OJ990107_04 . 9819. CIO .ol . ts 

Start 512 
GI ■* * * none 
Exons 



Seq. ID OJ990107_04. 9819. CIO 

Strand + 

End 1000 

Method TBLASTX : Soybean 

End 817 

Score 41 



512. .541, 598. .807, 599. .817, 605. .811 



Seq. No. 14055 

Gene No. 30033 

Start 1 

Name OJ990107JD4 . 9819 . C10 . ol . tm 

Start 593 

GI none 

Exons 593.. 814, 610.. 804, 814.. 948 

Seq. No. 14055 

Gene No. 30033 

Start 1 

Name OJ990107_04 . 9819 . C10 . ol . gs 

Start 812 

GI none 

Exons 812. .937 

Seq. No. 14056 

Gene No. 30034 

Start 119 

Name OJ990107_04 . 9819 . Cll . ol . gs 

Start 119 

GI none 

Exons 119. .238 



Seq. ID OJ990107_04 . 9819. C10 

Strand + 

End 1000 

Method TBLASTX : Mai ze 

End 948 

Score 213 



Seq. ID OJ990107_04 . 9819. C10 

Strand + 

End 1000 

Method GENSCAN 

End 937 

Score .47 



Seq. ID OJ990107_04. 9819. Cll 
Strand 

End 238 

Method GENSCAN 

End 238 

Score . 67 



Seq. No. 
Gene No. 
Start 

Name * 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990107_04.9819.C12 
Strand + 

296 

AAT/NAP 
296 
85 



14057 
30035 
1 

OJ990107_04 . 9819.C12.ol.np 
1 

5815410 • 
1..98, 225. .296 

(AF177392) blast and wounding induced mitogen-activated protein 
kinase [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ990107_04 . 9819.C12 

Strand + 

End 347 

Method AAT/GAP 

End 347 

Score .. 197 



14057 
30036 
224 

OJ990107_04 . 9819.C12.ol.gp 
224 

956_1.R1084 
224. .347 

' 58 154 10 /gb I AAD52 659 . 1 1 AF177392_1 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
sativa] 1 



Seq. No, 
Gene No. 
Start 



14057 
30036 
224 



Seq. ID OJ990107_04.9819.C12 
Strand + 
End 347 



14794- 



Name OJ990107_04 . 9819 .C12 . ol . gs Method 

Start 225 End 

GI none Score 

Exons 225.. 299 

Seq. No. 14058 Seq. ID 

Gene No. 30037 Strand 

Start 928 End 

Name OJ990107_04 . 9819 . C13 . ol . gs Method 

Start 928 End 

GI none Score 

Exons 928.. 1002 

Seq. No. 14059 Seq. ID 

Gene No. 30038 Strand 

Start 1 End 

Name OJ990107_04 . 9819 .C14 . ol .np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..77, 856.. 1194 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 14059 Seq. ID 

Gene No. 30038 Strand 

Start 1 End 

Name OJ990107_04 . 9819 . C14 . ol . tm Method 

Start 973 End 

GI none Score 

Exons 973.. 1164, 998.. 1162 

Seq. No. 14059 Seq. ID 

Gene No. 30038 Strand 

Start 1 End 

Name OJ990107_04 . 9819 . C14 . ol . tw Method 

Start 973 End 

GI none Score 

Exons 973.. 1155, 977.. 1156 

Seq. No. 14060 Seq. ID 

Gene No. 30039 Strand 

Start 168 End 

Name OJ990107_04 . 98 19 . C15 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168.. 228 



GENSCAN 

299 

.68 



OJ990107_04.9819.C13 

1002 
GENSCAN 
1002 
.77 



OJ990107_04.9819.C14 

1194 
AAT/NAP 
1194 
230 



sativa subsp. indica] 



OJ990107_04.9819.C14 
1194 

TBLASTX: Maize 

1164 

140 



OJ990107_04.9819.C14 
1194 

TBLASTX: Wheat 

1156 

138 



OJ990107_04.9819.C15 
228 

GENSCAN 
228 
. 68 



Seq. No. 14061 Seq. ID 

Gene No. 30040 Strand 

Start 750 End 

Name OJ990107_04 . 9819 . C19 . ol . gs Method 

Start 750 End 

GI none Score 

Exons 750.. 881 



OJ990107_04.9819.C19 
881 

GENSCAN 

881 

.5 



Seq. No. 
Gene No. 
Start 



14062 
30041 
1974 



Seq. ID 

Strand 

End 



OJ990107_04, 
+ 

4320 



9819. C21 



14795 




Name 


OJ990107 04 


. 9819 , 


. C21 . o2 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


1968 








End 


2305 


GI 


none 








Score 


279 


Exons 


1968 . . 2282/ 


1979 , 


, . 2281, 


2139 . 


.2300, 2282.. 2305 


Seq. No. 


14 062 








Seq. ID 


OJ990107_04.9819.C21 


Gene No. 


JUU4 1 








Strand 


+ 


Start 


1974 








End 


4320 


Name 


OJ990107_04 


.9819. 


.C21.ol. 


.np 


Method 


AAT/NAP 


Start 


1974 








End 


4308 


GI 


6523070 








Score 


658 


Exons 


1974 . . 2454 , 


3422, 


. .4308 








GI Descrip. 


(AL133314 ) 


glucosyltransf erase-like protein [Arabidopsis 




thaliana] 












Seq. No. 


14062 








Seq. ID 


OJ990107_04 . 9819. C21 


Gene No. 


30041 








Strand 


+ 


Start 


197 4 








End 


4320 


Name 


OJ990107_04 


. 9819, 


,C21.ol. 


.gs 


Method 


GENSCAN 


Start 


1980 








End 


4320 


GI 


none 








Score 


.89 


Exons 


1980 . .2445, 


3422. 


. .4320 








Seq. No. 


14062 • 








Seq. ID 


OJ990107_04 . 9819. C21 


Gene No. 


30041 








Strand 


+ 


Start 


197.4 








End 


4 320 


Name 


OJ990107_04 


. 9819 . 


.C21.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


1994 








End 


3867 


GI 


none 








Score 


105 


Exons 


1994 . . 2101, 


1995 , 


. . 2102, 


2112 . 


.2282, 2139. .2273, 2285. .2455, 




2286. . 2450, 


3420. 


. .3665, 


3421. 


.3666, 3696. .3866, 3697.. 3867 


Seq. No. 


14062 








Seq. ID 


OJ990107_04 . 9819. C21 


Gene No. 


30041 








Strand 


+ 


Start 


1974 








End 


4320 


Name 


OJ990107_04 


. 9819. 


,C21 .ol . 


. tc 


Method 


TBLASTX: Cress 


Start 


2001 








End 


4227 


GI 


none 








Score 


73 


Exons 


2001 . . 2102, 


2286, 


. .2450, 


3550. 


.3600, 3628.. 3660, 3676.. 3849, 




3696 . . 3869, 


3697, 


. .3867, 


3888. 


.4121, 3889. .4122, 3940. .4122, 




4114. . 4 zz / 












Seq. No. 


14062 








Seq. ID 


OJ990107_04 . 9819. C21 


Gene No. 


30041 








Strand 


+ 


Start 


1974 








End 


4320 


Name 


OJ990107 04 


.9819, 


.C21.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


2004 








End 


4221 


GI 


none 








Score 


80 


Exons 


2004 . .2105, 


2175, 


. .2246, 


2286. 


.2429, 3550. .3663, 3681. .3866, 




3706 . .3867, 


3885, 


. .4133, 


3889. 


.4125, 4141. .4221 


Seq. No. 


14062 








Seq. ID 


OJ990107_04 . 9819. C21 


Gene No. 


30041 








Strand 


+ 


Start 


1974 








End 


4320 


Name 


OJ990107 04 


.9819, 


.C21.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


3715 








End 


4112 


GI 


none 








Score 


159 



14796 



Exons 



3715.. 3861, 3720.. 3890, 3861. .4112, 3883.. 4110 



Seq. No. 14062 Seq. ID 

Gene No. 30041 Strand 

Start 1974 End 

Name OJ990107_04 . 9819 . C21 . o2 . tm Method 

Start 3880 End 

GI none Score 

Exons 3880.. 4122, 3885.. 4118 



OJ990107_04.9819.C21 
+ 

4320 

TBLASTX: Maize 

4122 

304 



Seq. No. 14063 Seq. ID 

Gene No. 30042 Strand 

Start 377 End 

Name OJ990107_04 . 9819 . C22 . ol . gp Method 

Start 377 End 

GI none Score 

Exons 377 . . 540 



OJ990107_04.9819.C22 
+ 

540 

AAT/GAP 

540 

263 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ^ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14063 Seq. ID 

30043 Strand 
580 End 
OJ990107_04 . 9819.C22.o2.gp Method 
580 End 
jC-osleLIB34 74 037gllal Score 
580. .736 

! 5852182/emb|CAB55420.lj 9. 
sativa] ' 

14064 Seq. ID 

30044 Strand 
1059 End 
OJ990107_04 . 9819.C23.ol.gs Method 
1059 End 
none Score 
1059.. 1173, 1735.. 2249 

14064 Seq. ID 

30044 Strand 

1059 < End 

OJ990107_04. 9819.C23.ol.ts Method 

1779 End 

none Score 
1779. .2117 



OJ990107_04 . 9819. C22 
+ 

736 

AAT/GAP 

736 

268 



Oe-13 (AL117265) zhb0012.1 [Oryza 



OJ990107_04.9819.C23 

2249 
GENSCAN 
2249 
.47 



OJ990107_04.9819.C23 
2249 

TBLASTX: Soybean 

2117 

190 



Seq. No. 


14065 


Seq. ID 


OJ990107_04 . 9819. C24 


Gene No. 


30045 


Strand 


+ 


Start 


585 


End 


3987 


Name 


OJ990107 04.9819.C24 


.ol.np Method 


AAT/NAP 


Start 


585. 


End 


3987 


GI 


3980406 


Score 


576 


Exons 


585. .777, 1172. .1227 


, 1341. .1548, 1664. 


.1880, 2451. .2568, 




3813. .3987 






GI Descrip. 


(AC004561) putative 


tropinone reductase 


i [Arabidopsis thaliana] 


Seq. No. 


14065 


Seq. ID 


OJ990107_04.9819.C24 


Gene No. 


30045 


Strand 


+ 


Start • 


585 


End 


3987 



14797 




Name 


OJ990107 04. 


9819. 


C24.ol 


• gp 


Method 


AAT/GAP 




Start 


1094 








End 


1723 




GI 


LIB3474-001- 


Pl-Kl 


-D7 




Score 


733 




Exons 


1094. .1227, 


1341. 


. 1548, 


1664 


. .1723 






GI Descrip. 


•3980415 9.0e-31 


(AC004561) putative tropinone 






[Arabidopsis 


thaliana] ' 










Seq. No. 


14065 








Seq. ID 


OJ990107 


_04 .9819.C24 


Gene No. 


30045 








Strand 






Start 


585 








End 


3987 




Name 


OJ990107_04 . 


9819. 


C24 .ol 


.gs 


Method 


GENSCAN 




Start 


1145 








End 


2014 




GI 


none 








Score 


.75 




Exons 


1145. .1227, 


1341. 


. 1548, 


1664 


..1880, 1992.. 2014 




Seq. No. 


14065 








Seq. ID 


OJ990107 


f)A QQ1 Q P24 


Gene No. 


30046 








Strand 






Start 


3769 








End 


3975 




Name 


OJ990107 04. 


9819. 


C24.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1148 








End 


3962 




GI 


none 








Score 


90 




Exons 


1148 . . 1231, 


1162. 


.1230, 


1344 


..1550, 1345. .1551, 


1 ^48 1 S51 




1657. .1839, 


1664 . 


.1882, 


2440 


..2526, 2443. .2544, 


OA A A OCiAQ 




3838 . . 3954, 


3846. 


.3962 










Seq. No. 


14065 








-Seq. ID 


OJ990107 


H4 QP1 Q CO A 


Gene No. 


30046 








Strand 






Start 


3769 








End 


3975" 




Name 


OJ990107_04 . 


9819. 


C24 .ol 


. tc 


Method 


TBLASTX : 


i_ c o o 


Start 


1166 








End 


3962 




GI 


none 








Score 


68 




Exons 


1166. .1231, 


1171. 


.1227, 


1344 


..1547, 1345. .1551, 


i fin 6 i ft ft 1 

1DUD . . -LOOX, 




1664 . . 1882, 


2437. 


.2559, 


O A A A 

244 4 


..2560, 3805.. 3954, 


JOI U • • J ^ U 


Seq. No. 


14065 








Seq. ID 


OJ990107 


04 Qftl Q C?4 


Gene No. 


30046 








Strand 






Start 


3769 








End 


3975 




Name 


OJ990107 04. 


9819. 


C24.ol 


. tm 


Method 


TBLASTX : 


Mai ze 


Start 


1169 








End 


1792 




GI 


none 








Score 


87 




Exons 


1169. . 1231, 


1174. 


.1227, 


134 4 


. .1565, 1345. .1551, 






1664 . . 1792 














Seq. No. 


14065 








Seq. ID 


OJ990107 


_04.9819.C24 


Gene No. 


30046 








Strand 






Start 


3769 








End 


3975 




Name 


OJ990107 04. 


9819.C24 .o2 


. gs 


Method 


GENSCAN 




Start 


3769 








End 


3975 




GI 


none 








Score 


.93 




Exons 


3769. .3975 














Seq. No. 


14066 








Seq. ID 


OJ990107 


_04.9819.C28 


Gene No. 


30047 








Strand 


+ 




Start 


1186 








End . 


1376 




Name 


OJ990107 04. 


9819. 


C28.ol 


.gs 


Method 


GENSCAN 




Start 


1186 








End 


1376 




GI 


none 








Score 


.89 





14798 





Exons 


1186. . 1376 










\ ■ 






Seq. No. 


14067 




Seq. ID 


OJ990107 


_04 


. 9819. 


C29 




Gene No. 


30048 




Strand 












Start 


1 




End 


4529 










Name 


OJ990107 04.9819.C29.ol 


.np 


Method 


AAT/NAP 










Start 


1 




End 


4529 










GI 


5734709 




Score 


128 










Exons 


1..108, 872.. 1008, 3764 


. .4173 


, 4339..^ 


4529 










GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 


kinase domain 






[Arabidopsis thaliana] 
















Seq. No. 


14067 




Seq. ID 


OJ990107 


_04 


.9819. 


C29 




Gene No. 


30048 




Strand 


— 










Start 


1 




End 


4529 










Name 


OJ990107 04.9819.C29.ol 


.gs 


Method 


GENSCAN 










Start 


780 




End 


4350 










GI 


none 




Score 


. 55 










Exons 


780.. 916, 946.. 1083, 2200.. 2242, 3746 


. . 3865, 39 


11 . 


. 4128, 








4221. .4350 
















Seq. No. 


14068 




Seq. ID 


OJ990107 


_04 


.9819. 


C30 




Gene No. 


3004 9 




Strand 


+ 










Start 


850 




End 


1176 








i'fi 


Name 


OJ990107 04 . 9819 . C30 . ol . 


.gs 


Method 


GENSCAN 








•t • * 
■«! I 


Start 


850 




End 


1176 








• 5s i 


GI 


none 




Score 


. 69 








i . 1 


Exons 


850. .1176 














Zi 
I. \ 


Seq. No. 


14068 




Seq. ID 


OJ990107 


_04 


.9819. 


C30 


i c 

i H 


Gene No. 


30050 




Strand 












Start 


i 7 
1 jl / 






2447 










Name 


OJ990107 04 .9819.C30.o2, 


.gs 


Method 


GENSCAN 








i* "e 


Start 


1317 




End 


2447 








-\ 


GI 


none 




Score 


. 55 








i> ct 


Exons 


1317. .1458, 2193. .2269, 


2367. 


.2447 










: 3fc 
:=»: 


Seq. No. 


14069 




Seq. ID 


. OJ990107 


_04 


.9819. 


C36 


Uf 
.is: 


Gene No . 


30051 




Strand 










: ! 
ef 


Start 


529 




End 


999 










Name 


OJ990107 04.9819.C36.ol, 


.gs 


Method 












Start 


529 




End 


999 










GI 


none 




Score 


.56 










Exons 


529. .630, 908. .999 
















Seq. No. 


14070 




Seq. ID 


OJ990107 


_04 


.9819. 


C37 




Gene No. 


30052 




Strand 












Start 


332 




End 


426 










Name 


OJ990107 04.9819.C37.ol, 


.gs 


Method 


GENSCAN 










Start 


332 




End 


426 












none 




Score 


.53 










Exons 


332. .426 
















Seq. No. 


14071 




Seq. ID 


OJ990107 


_04 


.9819. 


C38 




Gene No. 


30053 




Strand 












Start 


895 




End 


1067 










Name 


OJ990107 04.9819.C38.ol. 


.gs 


Method 


GENSCAN 









14799 






Start 


895 








End 


1067 




GI 


none 








Score 


. 61 




Exons 


895 . . 1067 














Seq. No. 


14072 








Seq. ID 


OJ990107_04.9819.C39 




Gene No. 


30054 








Strand 






Start 


1761 








End 


— — _ _ 
2377 




Name 


OJ990107_04 


. 9819 , 


C39 . ol . 


gs 


Method 


GENSCAN 




Start 


1761 








End 


2375 




GI 


none 








Score 


. 6 




Exons 


1761 . . 2375 














Seq. No. 


14072 








Seq. ID 


OJ990107_04 . 9819 . C39 




Gene No. 


30054 








Strand 






Start 


1761 








End 


2377 




Name 


OJ990107_04 


. 9819. 


,C39.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1773 








End 


2014 




GI 


none 








Score 


85 




Exons 


1773 . . 2012, 


1797 . 


, . 1988, 


1855 . 


.2013, 1858. .2013, 1871. .2014 




Seq. No. 


14072 








Seq. ID 


OJ990107_04.9819.C39 




Gene No. 


30054 








Strand 




Q 


Start 


1761 








End 


2377 


s3 


Name 


OJ990107_04 


. 9819, 


,C39.ol. 


tw 


Method 


TBLASTX: Wheat 


i;fi 


Start 


1923 








End 


2377 


l-i i 


GI 


none 








Score 


51 


t i. I 


Exons 


1923. .2366, 


1924 , 


. . 1995, 


2023 . 


.2061, 2064,. 2372, 2158.. 2373, 


i • • 




2198 . . 2377 












. 5 t 

!• 1 


Seq. No. 


14072 








Seq. ID 


OJ990107_04.9819.C39 


i=i £ 


Gene No. 


30054 








Strand 




i i=f 


Start 


1761 








End 


2377 


13 


Name 


OJ990107_04 


. 9819, 


,C39.ol. 


ts 


Method 


TBLASTX: Soybean 


; : - : 


Start 


2025 








End 


2376 


:. : 


GI 


none 








Score 


160 


jcfi 


Exons 


2025. .2339, 


2026. 


. .2340, 


2337 . 


.2369, 2338.. 2376 


b 


Seq. No. 


14073 








Seq. ID 


OJ990107_04.9819.C40 


Q 


Gene No. 


30055 








Strand 




i" B : 


Start 


792 








End 


1094 




Name 


OJ990107_04 


. 9819, 


.C40 . ol . 


gs 


Method 


GENSCAN 




Start 


792 








End 


1094 




GI 


none 








Score 


. 69 




Exons 


792 . . 1094 














Seq. No. 


14074 








Seq. ID 


OJ990107_04.9819.C41 




Gene No. 


30056 








Strand 


+ 




Start 


825 








End 


3075 




Name 


OJ990107 04 


.9819, 


.C41.ol. 


np 


Method 


AAT/NAP 




Start 


825 








End 


1510 




GI 


4416302 








Score 


194 " 




Exons 


825. .1510 













GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 

Seq. No. 14074 Seq. ID OJ990107_04 . 98 19 . C4 1 

Gene No. 30056 Strand + 

Start 825 End 3075 



14800 



• 



Name 

Start 

GI 

Exons 



OJ990107_04 . 9819.C41.o2. tm Method TBLASTX : Maize 

837 End 1185 

none Score 106 

837. .950, 838. .951, 959. .985, 986. .1042, 987. .1052, 1068. .1172, 
1072. .1185, 1091. .1183 



Seq. No. . 14074 

Gene No. 30056 

Start 825 

Name OJ990107_04 . 9819 . C4 1 . ol . ts 

Start 1080 

GI none 
Exons 



Seq. ID OJ990107_04.9819.C41 

Strand + 

End 3075 

Method TBLASTX : Soybean 

End 1437 

Score 116 



1080.. 1232, 1090.. 1251, 1267.. 1437 



Seq. No. 14074 

Gene No. 30056 

Start 825 

Name OJ990107_04 . 98 19 . C4 1 . ol . gs 

Start 1228 

GI none 
Exons 



Seq. ID OJ990107_04.9819.C41 

Strand + 

End 3075 

Method GEN SCAN 

End' 3075 

Score .94 



1228. .1378, 1440. .1513, 1851. .2073, 2185. .2355, 2561. .3075 



Seq. No. 14074 

Gene No. 30056 

Start 825 

Name OJ990107_04 . 9819.C41 . ol . tm 

Start 1255 

GI none 

Exons 1255.. 1461, 1296.. 1436 



Seq. ID OJ990107_04.9819.C41 

Strand + 

End 3075 

Method TBLASTX : Maize 

End 14 61 

Score 220 



Seq. No. 14075 

Gene No. 30057 

Start 819 

Name OJ990107_04 . 98 19 . C4 3 . ol . gs 

Start 819 

GI none 

Exons 819.. 955 



Seq. ID OJ990107_04.9819.C43 
Strand 

End 955 

Method GENSCAN 

End 955 

Score .93 



Seq. No. 14076 

Gene No. 30058 

Start 239 

Name OJ990107_04 . 9819 . C4 4 . ol . gs 

Start 239 

GI none 

Exons 239.. 269, 712.. 737, 1502.. 1519 



Seq. ID OJ99'0107_04.9819.C44 

Strand + 

End 1519 

Method GENSCAN 

End 1519 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14077 
30059 
541 

OJ990107_04 . 9819.C47.ol.gs 

541 

none 



Seq. ID OJ990107_04.9819.C47 
Strand 

End - 3142 

Method GENSCAN 
End 3142 
Score .45 



541. .702, 2440. .2573, 2575. .2684, 3041. .3142 



Seq. No. 
Gene No. 
Start 



14078 
30060 
1025 



Seq. ID OJ990107_04 . 9819.C48 
Strand + 
End 1362 



14801 



Name 

Start 

GI 

Exons 



OJ990107_04 .9819.C48.ol.gs Method GENSCAN 

1025 End 1362 

none Score . 55 
1025. .1135, 1288. .1362 



Seq. No. 14079 Seq. ID 

Gene No. 30061 Strand 

Start 28 End 

Name OJ990107_04 . 98 1 9 . C4 9 . ol . gs Method 

Start 28 End 

GI none — - Score 

Exons 28.. 209 



OJ990107_04.9819.C49 
209 

GEN SCAN 

209 

.42 



Seq. No. 14080 Seq. ID 

Gene No. 30062 Strand 

Start 1020 End 

Name OJ990107_04 . 9819 . C50 . ol . gs Method 

Start 1020 End 

GI none Score 

Exons 1020.. 1103, 1892.. 1906 



OJ990107_04.9819.C50 

1906 
GEN SCAN 
1906 
.53 



Seq. No. 14081 Seq. ID 

Gene No. 30063 Strand 

Start 27 End . 

Name OJ990107_04 . 98 19 . C51 . ol . gs Method 

Start 27 End 

GI none Score 

Exons 27.. 54, 881.. 991 



OJ990107_04.9819.C51 
+ 

991 

GENSCAN 

991 

.89 



Seq. No. 14082 Seq. ID 

Gene No. 30064 Strand 

Start 870 End 

Name OJ990107_04 . 9819 . C52 . ol . gs Method 

Start 870 End 

GI none Score 

Exons 870.. 980 



OJ990107_04.9819.C52 
+ 

980 

GENSCAN 

980 

.51 



Seq. No. 14083 Seq. ID 

Gene No. . 30065 Strand 

Start 284 End 

Name OJ990107_04 . 9819 . C53 . ol . gs Method 

Start 284 End 

GI none Score 

Exons 284. .369, 811. .834, 839. .948 



OJ990107_04.9819.C53 
948 

GENSCAN 

948 

.42 



Seq. No. - 14084 Seq. ID 

Gene No. 30066 Strand 

Start 79 End 

Name OJ990107_04 . 98 19 . C54 . ol . gs Method 

Start 79 End 

GI none Score 

Exons 7 9.. 34 3 



OJ990107_04 . 9819. C54 
+ 

343 

GENSCAN 

343 

.98 



Seq. No. 14084 Seq. ID 

Gene No. 30067 Strand 

Start 384 End 

Name OJ990107_04 . 98 19 . C54 . o2 . gs Method 



OJ990107_04.9819.C54 

1063 
GENSCAN 



14802 



Start 
GI 

Exons 



384 
none 

384. .844, 952. .1063 



End 
Score 



1063 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14085 
30068 
1 

OJ990107_04 . 9819.C55.ol.np 
1 

2739373 
1. .264 

(AC002505) putative glucosyltransf erase [Arabidopsis thaliana] 



Seq. ID OJ990107_04 . 9819.C55 
Strand 

End 264 

Method AAT/NAP 

.End 2 64 

Score 84 



14085 
30068 
1 

OJ990107_04 . 9819.C55.oi.tw 
48 

none 

48. .248, 52. .249 



Seq. ID OJ990107_04.9819.C55 

Strand 

End 264 

Method TBLASTX : Wheat 

End 24 9 

Score 117 



Seq. No. 14085 

Gene No. 30068 

Start 1 

Name . OJ990107_04 . 9819 . C55 . ol . gs 

Start 60 

GI none 

Exons 60.. 230 



Seq. ID OJ990107_04.9819.C55 

Strand 

End 264 

Method GEN SCAN 

End 230 

Score .79 



Seq. No. 14086 

Gene No. 30069 

Start 426 

Name OJ990107_04 . 98 19 . C57 . ol . gs 

Start 426 

GI none 
Exons 



Seq. ID OJ990107_04.9819.C57 

Strand + 

End 2696 

Method GENSCAN 

End 2696 

Score . 8 



426. .612, 745. .1291, 1353. .1592, 1920. .2009, 2590. .2696 



Seq. No. 14086 - 

Gene No. 30070 

Start 2984 

Name OJ990107_04 . 98 19 . C57 . o2 . gs 

Start 2984 

GI none 

Exons 2984. .3235 



Seq. ID OJ990107_04.9819.C57 
Strand 

End 3453 

Method GENSCAN 

End 3235 

Score .48 



Seq. No. 14086 

Gene No. 30070 

Start 2984 

Name OJ990107_04 .9819. C57 . ol . np 

Start 2987 

GI 4206306 

Exons 2987.. 3453 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 14086 

Gene No. 30070 

Start 2984 



Seq. ID OJ990107_04 . 9819.C57 
Strand 

End 3453 

Method AAT/NAP 

End 3453 

Score 290 



Seq. ID OJ990107_04.9819.C57 
Strand 

End 3453 



14803 



Name 


OJ990107 04 


. 9819 


. C57 . ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


3038 








End 


3283 




GI 


none 








Score 


87 




Exons 


3038 . . 3283, 


3063 


. . 3197 










Seq. No. 


14087 








Seq. ID 


OJ990T07 


_04.9819 


Gene No. 


'30071 








Strand 


+ 




Start 


880 








End 


2252 




Name 


OJ990107 04 


. 9819 


. C58 . ol 


.qs 


Method 


GEN SCAN 




Start 


880 








End 


2252 




GI 


none 








Score 


.55 




Exons 


880 . . 1075, 


1156 . 


. 1344 , 


17 98 . 


.2027, 2151.. 2252 




Seq. No. 


14087 








Seq. ID 


OJ990107 


_04.9819 


Gene No. 


30072 








Strand 






Start 


2906 








End 


3178 




Name 


OJ990107 04 


. 9819 


. C58 . ol 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


2906 








End 


3178 




GI 


none 








Score 


160 




Exons 


2906 . . 3097 , 


2961 


. . 3098 , 


2998 


..3108, 3110. .3178, 


3110 . . 3! 


Seq. No. 


14088 








Seq. ID 


OJ990107 


_04.9819 


Gene No. 


30073 








Strand 


+ 




Start 


465 








End 


1763 




Name 


OJ990107 04 


.9819 


. C59 . ol 


.qs- 


Method 


GENSCAN 


- 


Start 


4 65 








End 


1763 




GI 


none 








Score 


.46 




Exons 


465. .584, 1683.. 


1763 










Seq. No. 


14088 








Seq. ID 


OJ990107 


C\ A noi Q 


Gene No. 


30073 








Strand 


+ 




Start 


465 








End 


1763 




Name 


OJ990107 04 


.9819 


.C59.ol 


.np 


Method 


AAT/NAP 




Start 


777 








End 


1181 




GI 


2462640 








Score 


4 92 




Exons 


777. .1181 














GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 




Seq. No. 


14088 








Seq. ID 


OJ990107 


_04.9819 


Gene No. 


30073 








Strand 


+ 




Start 


465 








End 


1763 




Name 


OJ990107 04 


.9819 


.C59.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


813 








End 


1724 




GI 


none 








Score 


385 




Exons 


813. . 1586, 


971. . 


1000, 1046.. 


1228, 1575 


. .1724 




Seq. No. 


14088 








Seq. ID 


OJ990107 


_04.9819 


Gene No. 


30073 








Strand 


+ 




Start 


465 








End 


1763 




Name 


OJ990107 04 


. 9819 


.C59.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


930 








End 


1208 




GI 


none 








Score 


173 




Exons 


930. .1208 














Seq. No. 


14088 








Seq. ID 


OJ990107 


J)4.9819 


Gene No. 


30074 








Strand 






Start 


1725 








End 


2095 





14804 




Name 


OJ990107_04 . 9819 .C59. o2 


tm 


Method 


TBLASTX: Maize 




Start 


1725 




End 


2095 




GI 


none 




Score 


193 




Exons 


1725.. 1928, 1725.. 192 8, 


1923. . 


1982, 1992.. 2084, 1997.. 2095 


Seq. No. 


14088 




Seq. ID 


OJ990107_04.9819 


.C59 


Gene No. 


30074 




Strand 






Start 


1725 




End 


2095 




Name 


OJ9 90107 04 . 9819 .C59 . ol 


tw 


Method 


TBLASTX: Wheat 




Start 


1763 




End 


2051 




GI 


none 




Score 


292 




Exons 


1763. .2050, 1767. .2051 










Seq. No. 


14089 




Seq. ID 


OJ990107_04.9819 


.C60 


Gene No. 


30075 




Strand 






Start 


855 




End 


1059 




Name 


OJ990107 04.9819.C60.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


855 




End 


1059 




GI 


none 




Score 


102 




Exons 


855..96S, 865. .963, 970 


. 1059, 


971. . 1057 




Seq. No. 


14089 




Seq. ID 


OJ990107_04. 9819 


.C60 


Gene No. 


30075 




Strand 






Start 


855 




End 


1059 




Name 


OJ990107 04 . 9819 .C60 ;ol 


ts 


Method 


TBLASTX: Soybean 




Start 


864 




End 


1059 




GI 


none 




Score 


87 




Exons 


864. .965, 874. .960, 970 


. 1059 








Seq. No. 


14089 




Seq. ID 


OJ990107_04.9819 


.C60 


Gene No. 


30075 




Strand 






Start 


855 




End 


1059 




Name 


OJ990107 04 . 9819 .C60 . ol 


tc 


Method 


TBLASTX: Cress 




Start 


866 




End 


1053 




GI 


none 




Score 


40 




Exons 


866. .916, 867. .965, 968 


. 1051, 


970. .1053 




Seq. No. 


*" 14089 




Seq. ID 


OJ990107JD4. 9819 


.C60 


Gene No. 


30075 




Strand 






Start 


855 




End 


1059 




Name 


OJ990107 04 . 9819 . C60 . ol 


tm 


Method 


TBLASTX: Maize 




Start 


867 




End 


1059 




GI 


none 




Score 


69 




Exons 


867. .965, 871. .966, 970 


. 1059, 


971. .1057 




Seq. No. 


14090 




Seq. ID 


OJ990107_04.9819 


.C61 


Gene No. 


30076 




Strand 






Start 


1778 




End 


1878 




Name 


OJ990107_04 .9819.C61.ol 


gs 


Method 


GENSCAN 




Start 


1778 




End 


1878 




pT 


none 




Score 


.93 




Exons 


1778. .1878 










Seq. No. 


14091 




Seq. ID 


OJ990107_04.9819 


.C63 


Gene No. 


30077 




Strand 


+ 




Start 


1 




End 


1585 




Name 


OJ990107 04 .9819.C63.ol 


np 


Method 


AAT/NAP 





14805 



u 

m 



'is* 



□ 



Start 


1 




End 


1490 






GI 


4885183 




Score 


49 






Exons 


1..69, 893. .971, 1276.. 


1490 










GI Descrip. 


diaphanous 1 gi I 6225268 


I sp|O60610| DIM 


HUMAN DIAPHANOUS 


PRO r 




HOMOLOG 1 gi 12947238 (AF051782) diaphanous 1 [Homo 


sapiens] 


Seq. No". 


14091 




Seq. ID 


OJ990107 04. 


9819. 


X63 


Gene ,No. 


30077 




Strand 


+ 






Start 


1 




End 


1585 






Name 


OJ990107 04 . 9819.C63.ol 


.gs 


Method 


GENSCAN 






Start 


1028 




End 


1585 






GI 


none 




Score 


.8 






Exons 


1028. .1585 












Seq. No. 


14091 




Seq. ID 


OJ990107_04. 


9819. 


.C63 


Gene No. 


30078 




Strand 








Start 


728 




End 


2211 






Name 


OJ990107 04 . 9819.C63.o2 


.np 


Method 


AAT/NAP 






Start 


728 




End 


1815 






GI 


1350522 




Score 


57 






Exons 


728. .861, 1697. .1815 












GI Descrip. 


(L47115) late embryogenesis 


abundant protein [Picea 


glauca] 


Seq. No. 


14091 




Seq. ID 


OJ990107_04. 


9819. 


.C63 


Gene No. 


30078 




Strand 








Start 


728 * 




End 


2211 






Name 


OJ990107 04 . 9819.C63.o2 


.gs 


Method 


GENSCAN 






Start 


1695 




End 


2211 






GI 


none 




Score 


.65 






Exons 


1695. .1864, 1963. .2211 












Seq. No. 


14092 




Seq. ID 


OJ990107_04. 


9819. 


.C64 


Gene No. 


30079 




Strand 


+ 






Start 


1735 




End 


2458 






Name 


OJ990107 04.9819.C64.ol 


.gs 


Method 


GENSCAN 






Start 


1735 




End 


2458 






GI 


none 




Score 


.49 






Exons 


- 1735. . 1749, 1985. .2458 








* 




Seq. No. 


14093 




Seq. ID 


OJ990107_04. 


9819. 


.C65 


Gene No. 


30080 




Strand 








Start 


1 




End 


983 






Name 


OJ990107 04 . 9819.C65.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


983 






GI 


4680203 




Score 


195 






Exons 


1..26, 606. .983 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


14093 




Seq. ID 


OJ990107_04. 


9819. 


.C65- 


Gene No. 


30080 




Strand 








btart 


1 




End 


983' 






Name 


OJ990107 04 . 9819.C65.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


622 




End 


897 






GI 


none 




Score 


92 






Exons 


622.. 897, 665.. 775 












Seq. No. 


14093 




Seq. ID 


OJ990107_04. 


9819. 


,C65 



14806 



Gene No. 30080 Strand 

Start 1 End 

Name OJ990107_04 . 9819 . C65 . ol . ts Method 

Start 633 End 

GI none Score 

Exons 633.. 773, 634.-864, 647.. 865 



983 

TBLASTX: Soybean 

865 

128 



Seq. No. 14094 Seq. ID 

Gene No. 30081 Strand 

Start 124 End 

Name OJ990107_04 . 9819 . C68 . ol . gs Method 

Start 124 End 

GI none Score 

Exons 124.. 629, 681.. 873 



OJ990107_04 . 9819 .C68 
873 

GENSCAN 

873 

.55 



Seq. No. 14095 Seq. ID 

Gene No. 30082 Strand 

Start 1844 End 

Name OJ990107_04 . 9819 . C69 . ol . gs Method 

Start 1844 End 

GI none Score 

Exons 1844.. 2238, 2720.. 3041 



OJ990107_04.9819.C69 

3041 
GENSCAN 
3041 
.44 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14095 Seq. ID OJ990107_04 . 98 19 . C69 

30083 , "* Strand - ,. . 

3047 •' End 3153 

OJ990107_04 . 9819.C69.ol.gp Method AAT/GAP 

3047 End 3153 

4879016 Score 159 

3047. .3153 

6041757/gb|AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



14096 Seq. ID 

30084 Strand 

1505 End 
OJ990107__04. 9819.C70.ol.gs Method 

1505 End 

none Score 
1505. .1604 



OJ990107_04.9819.C70 
+ 

1604 
GENSCAN 
1604 
.47 



Seq. No. 14097 Seq. ID 

Gene No. 30085 Strand 

Start 93 End 

Name OJ990107_04 . 9819 . C71 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93. .726- • 



OJ990107_04 . 9819. C71 
726 

GENSCAN 
726 
. 65 



Seq. No. 14098 Seq. ID 

Gene No. 30086 Strand 

Start 1 End 

Name OJ990107_04 . 98 19 . C72 . ol . np Method 

Start 1 End 

GI 4544372 Score 

Exons 1..1254, 1360.. 1792, 1857.. 2380 



OJ990107_04. 9819.C72 

2380 
AAT/NAP 
2380 
725 



14807 




GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819. 


, 12 


Gene No. 


30086 




Strand 






Start 


1 




End 


2380 




Name 


OJ990107 04.9ol9.C/z.Ol. 


gs 


Method 


GENSCAN 




Start 


64 




End 


2351 




GI 


none 




Score 


.55 




Exons 


64. .544, 677. .865, 914.. 


1186, 


1583. .1764, 2016. .2351 




Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819. 


. c / 2 


Gene No. 


30086 




Strand 


- 




Start 


1 




End 


2380 




Name 


OJ 990107 04.9ol9.C/z.o4. 


. tw 


Method 


TBLASTX: Wheat 




Start 


142 




End 


507 




GI 


none 




Score 


164 




Exons 


142. .183, 238. .507 










Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819. 


. C 12 


Gene No. 


30086 




Strand 


- 




Start 


1 




End 


2380 




Name 


OJ990107_04 . 9819 . C72 . o2 . 


. ts 


Method 


TBLASTX : Soybean 




Start 


265 




End 


663 




GI 


none 




Score 


72 




Exons 


265. .663, 446.-559 










Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819. 


. C72 


Gene No. 


30086 




Strand 


- 




Start 


1 




End 


2380 




Name 


OJ990107 04.9819.C/Z.OZ. 


. tm 


Method 


TBLASTX: Maize 




Start 


286 




End 


666 




GI 


none 




Score 


78 




Exons 


286. .510, 508. .666 










Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819 


. C / 2 


Gene No. 


30086 




Strand 






Start 


J - 1 




End 


2380 




Name 


OJ990107 04 . 9819.C/Z.OZ, 


. tw 


Method 


TBLASTX: Wheat 




Start 


1084 




End 


1482 




GI 


none 




Score 


78 




Exons 


1084. .1353, 1106. .1342, 


1393. 


. 1482 






Seq. No. 


14098 




Seq. ID 


OJ990107JD4 . 9819 


. C72 


Gene No. 


30086 




Strand 






Start 


1 




End 


2380 




Name 


OJ990107_04 .9819.C72.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1115 




End 


1527 




GI 


none 




Score 


145 




Exons 


1115. .1369, 1117. .1368, 


1390. 


.1527, 1394.. 1525 




Seq. No. 


14098 




Seq. ID 


OJ990107_04.9819 


.C72 


Gene No. 


30086 




Strand 






Start 


1 




End 


2380 




Name 


OJ990107 04 . 9819.C72.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


1705 




End 


2147 




GI 


none 




Score 


46 





14808 



Exons 


1705 . . 1797, 


1709. 


.1786, 


1861 . . 


2109, 1866.. 2147 


Seq. No. 


14098 








Seq. ID 


OJ990107 


Gene No. 


30086 








Strand 


- 


Start 


1 








End 


2380 


Name 


OJ990107_04 


. 9819. 


C72.ol. 


tw 


Method 


TBLASTX : \ 


Start 


1827 








End 


2189 


GI 


none 








Score 


84 


Exons 


1827 . .2189, 


1831 . 


.2145 








Seq. No. 


14098 








Seq. ID 


OJ990107 


Gene No. 


30086 








Strand 


- 


Start 


1 








End 


2380 


Name 


OJ990107_04 


. 9819. 


C72 . ol . 


tm 


Method 


TBLASTX : I 


Start 


1833 








End 


2294 


GI 


none 








Score 


205 


Exons 


1833. .2294, 


1834 . 


. 2145, 


2013 . . 


.2294 




Seq. No. 


14098 








Seq. ID 


OJ990107 


Gene No. 


30086 








Strand 


- 


Start 


1 








End 


2380 


Name 


OJ990107_04 


. 9819 . 


C72.o3. 


, tw 


Method 


TBLASTX:! 


Start 


2190 








End 


2350 


GI 


none 








Score 


113 


Exons 


2190. .2342, 


2191 . 


. .2337, 


2243 . . 


.2350 




Seq. No. 


14099 








Seq. ID 


OJ990107 


Gene No. 


30087 








Strand 




Start 


1 








End 


372 


Name 


OJ990107_04 


. 9819. 


,C74.ol. 


.np 


Method 


AAT/NAP 


Start 


1 








End 


372 


GI 


144312 








Score 


114 


Exons 


1 . . 372 












GI Descrip. 


(J01566) 13 


. 8 kd 


ORF [Plasmid 


ColEl] 




Seq. No. 


14100 








Seq. ID 


OJ990107 


Gene No. 


30088 








Strand 


- 


Start 


78* - 








End 


1539 


Name 


OJ990107 04 


.9819, 


,C76.ol. 


.gs 


Method 


GENSCAN 


Start 


78 








End 


1539 


GI 


none 








Score 


.54 


Exons 


78. .426, 855. .1136, 1272. .1539 




Seq. No. 


14101 








Seq. ID 


OJ990107 


Gene No. 


30089 








Strand 


_ 


Start 


1440 








End 


1692 


Name 


OJ990107 04 


.9819, 


.C77.ol. 


.gs 


Method 


GENSCAN 


Start 


1440 








End 


1692 


GI 


none 








Score 


.77 


Exons 


1440. .1692 












Seq. No. 


14102 








Seq. ID 


OJ990107 


Gene No. 


30090 








Strand 


+ 


Start 


305 








End 


970 


Name 


OJ990107 04 


.9819, 


.C78.ol 


.gs 


Method 


GENSCAN 


Start 


305 








End 


970 


GI 


none 








Score 


. 93 



14809 



Exons 



305. .970 



Seq. No. 14103 

Gene No. 30091 

Start 131 

Name OJ990107_04 . 9819 . C7 9 . ol . gs 

Start 131 

GI none 
Exons 



Seq. ID OJ990107_04.9819.C79 
Strand 

End 1642 

Method GEN SCAN 

End 1642 

Score .85 



131. .166, 740. .914, 1091. .1150, 1307. .1642 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i"| Seq. No. 
j L | Gene No. 
'% Start 



; Name 
' Start 
GI 

Exons 



W 

i2 Seq. No. 
r *; Gene No. 
W Start 
Q Name 
Q Start 
GI 

Exons 



14104 Seq. ID OJ990107_04 . 9819 . C80 

30092 Strand + 

1 End 2084 

OJ990107_04 . 9819 . C80 . ol . np Method AAT/NAP 

1 End 2084 

6721517 Score 2024 

1..1911, 2041. .2084 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



14104 
30092 
1 

OJ990107_04 . 9819.C80.ol.gs 
701 
none 

701. .1681 

14104 " 
30092 
1 

OJ990107_04 . 9819.C80.ol.tw 
727 
none 

727. .1170, 731. .1213 

14104 
30092 
1 

OJ990107_04. 9819.C80.ol.tm 
796 
none 

796. .1041, 800. .1267, 836. .1234 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method GENSCAN* 

End 1681 

Score .56 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method TBLASTX : Wheat 

End 1213 

Score 528 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method TBLASTX: Maize 

End 1267 

Score 383 



Seq. No. 14104 

Gene No. 30092 

Start 1 

Name OJ990107_04 . 9819 . C80 . o2 . ts 

Start 800 

GI none 

Exons .800.. 1081, 883.. 1080 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method TBLASTX : Soybean 

End 1081 

Score 181 



Seq. No. 14104 

Gene No. 30092 

Start 1 

Name OJ990107_04 . 98 19 . C80 . ol . ts 

Start 1154 

GI none 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method TBLASTX : Soybean 

End 154 9 

Score 57 



14810 




Exons 



1154. .1186, 1154. .1198, 1190. .1549, 1191. .1331, 1306. .1548 



Seq. No. 14104 

Gene No. 30092 

Start 1 

Name OJ990107_04 . 9819.C80.o2. 

Start 1262 

GI none 

Exons 1262.. 1648, 1300.. 1641 

Seq. No. 14104 

Gene No. 30092 

Start 1 

Name OJ990107_04 . 98 19 . C80 . o2 . 

Start 1283 

GI none 

Exons 1283.. 1648, 1294.. 1554 

Seq. No. 14105 

Gene No. 30093 

Start 424 

Name OJ990107_04 . 9819.C81.ol. 

Start 424 

GI none 

Exons/ 424.. 489, 513.. 909, 949. 

Seq. No. 14106 

Gene No. 30094 

Start 941 

Name OJ990107_04 . 98 19 . C83 . ol . 

Start 941 

GI none 

Exons 941.. 1255 



tw 



tm 



gs 



Seq. ID OJ990107_04 .9819.C80 

Strand + 

End 2084 

Method TBLASTX : Wheat 

End 1648 

Score 501 



Seq. ID OJ990107_04.9819.C80 

Strand + 

End 2084 

Method TBLASTX: Maize 

End . 1648 

Score 333 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990107_04.9819.C81 

1961 
GENSCAN 
1961 
.77 



.1123, 1871*;. 1961 

Seq. ID OJ990107_04 .9819.C83 

Strand + 

End 1321 

gs Method GENSCAN 

End 1255 

Score .77 



Seq. No. 14106 

Gene No. 30094 

Start 941 

Name OJ990107_04 . 9819*. C83 . ol . tw 

Start 4 1046 

GI none 

Exons 1046.. 1321, 1168.. 1278 



Seq. ID OJ990107_04 .9819.C83 

Strand + 

End 1321 

Method TBLASTX : Wheat 

End 1321 

Score 188 



Seq. No. 14106 

Gene No. 30094 

Start 941 

Name OJ990107_04 . 9819 . C83 . ol , 

Start 1078 

GI none 

Exons 1078.. 1296, 1079.. 1309, 



Seq. ID 

Strand 

End 

ts Method 
End 
Score 

1170. .1310 



OJ990107_04 .9819.C83 
+ 

1321 

TBLASTX: Soybean 

1310 

217 



Seq. No. 14107 

Gene No. 30095 

Start 195 

Name OJ990107_04 . 98 19 . C85 . ol . gs 

Start 195 

GI none 

Exons 195.. 368 



Seq. ID OJ990107_04 .9819.C85 

Strand + 

End 368 

Method GENSCAN 

End 368 

Score .71 



14811 



Seq. No. 


14108 






Seq. ID 


OJ990107_04.9819. 


C89 


Gene No. 


30096 






Strand 






Start 


1131 






End 


1241 




Name 


OJ990107_04 


. 9819. C89. 


ol .gs 


Method 


GENSCAN 




Start 


1131 






End 


1241 




GI 


none 






Score 


. 82 




Exons 


1131 . . 1241 












Seq. No. 


14109 






Seq. ID 


OJ990107JD4 . 9819. 


C90 


Gene No. 


30097 






Strand 


+ 




Start 


775 






End 


853 




Name 


OJ990107_04 


. 9819. C90. 


ol .gs 


Method 


GENSCAN 




Start 


775 






End 


853 




GI 


none 






Score 


. 93 




Exons 


775. .853 












Seq. No. 


14109 






Seq. ID 


OJ990107_04 . 9819. 


C90 


Gene No. 


30098 






Strand 






Start 


770 






End 


1119 




Name 


OJ990107 04 


. 9819. C90. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


770 






End 


1119 




GI 


none 






Score 


182 




Exons 


770. .1051, 


771 . . 1031, 


1051 


. . 1119 






Seq-. No. 


14109 






Seq. ID 


OJ990107_04.9819. 


C90 


Gene No. 


30098 






Strand 






Start 


770 






End 


1119 




Name 


OJ990107 04 


.9819.C90. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


778 






End 


1054 




GI 


none 






Score 


56 




Exons 


778. .918, 784. .1029, 


785. .: 


1054, 786. .1040 




Seq. No. 


14110 






Seq. ID 


OJ990107JD4.9819. 


C92 


Gene No. 


30099 






Strand 


+ 




Start 


759 






End 


1087 




Name 


OJ990107 04 


.9819.C92. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


757 






End 


1087 




GI 


none 






Score 


190 




Exons 


757. .1002, 


758. .1003, 


1033 


..1083, 1034 


. .1087 




Seq. No. 


14110 






Seq. ID 


OJ990107JD4.9819. 


C92 


Gene No. 


30099 






Strand 


+ 




Start 


759 






End 


1087 




Name 


OJ990107 04 


.9819.C92. 


ol . gs 


Method 


' GENSCAN 




Start 


759 






End 


1050 




GI 


none 






Score 


.89 




Exons 


759. .1050 












Seq. No. 


14110 






Seq. ID 


OJ990107_04 . 9819. 


C92 


Gene No. 


30099 






Strand 


+ 




Start 


759 






End 


1087 




Name 


OJ990107 04 


.9819.C92. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


797 






End 


1087 




GI 


none 






Score 


155 




Exons 


797. .1003, 


799. .1002, 


1034 


. .1087 







14812 



Seq. No. 


14111 










Seq. ID 


OJ990107 


Gene No. 


30100 










Strand 


+ 


Cf -a r f 
o Lai L 


Q4ft 

_7 *i O 










End 


1090 


Name 


n TQQOl 07 04 


Qft 1 Q 






. gs 


Mo t - H oH 




Q •(- v- f- 

otarc 


Q4 ft ~~ 

_3 fj O 










FnH 


1090 


C T 


none 










Score 




Exons 


Q4 ft i oqo 














OCLJ . IN (J . 


14112 










Seq. ID 


OJ990107 


Gene No. 


30101 










Strand 


+ 


Start 


1 










End 


1513 


Name 


OJ990107 04. 


.9819 


.C96. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 










End 


1513 


GI 


6721517 










Score 


149 


Exons 


1..41, 228., 


.386, 


1487 




1513 







GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 


14112 








Seq. ID 


OJ990107 


_04 


.9819. 


>C96 


uene ino . 


oi 








q+- rand 










bLdlL 


1 








FnH 


-L -J X —> 








Name 


n TQQ01 07 


04 Qftl Q PQfi , 


r>1 i 


gs 




O Hi LN O LN 








OtdiL 


9^0 
6. D U 








FnH 


109ft 

X VJ £. O 










none 










. 73 








Exons 


9^0 ^77 


Sft S 109ft 

JO J . . 1UZO 
















Seq. No. 


14113 








Seq. ID 


OJ990107_ 


_04 


.9819. 


.C102 


bene lno . 


"301 09 








on aiiu 


-I- 








o tar c 


99 ^ 








FnH 


4 ft 1 

401 








Name 


P> TQ QO 107 


04 QR1 Q PI 09 


■ Ul 


* gs 


Mo "h hr>H 
L JtS L11UU 


U Ej LN O ^rtlN 








Cf n y 


9 9^ — 








FnH 


4 ft 1 
1 O X 








PT 


none 








Score 


. 67 










OOQ ^9d 
ZZ J . . JZ4 , 


yl 1 C /Q1 
41D . . t O J. 
















Seq. No. 


14114 








Seq. ID 


OJ990107_ 


_04 


.9819. 


.C103 


Gene No. 


30103 








Strand 










Start 


17 








End 


973 








Name 


OJ990107 


04.9819.C103 


.ol 


.gs 


Method 


GENSCAN 








Start 


17 








End 


973 








GI 


none 








Score 


.83 








Exons 


17. .137, 


932. .973 
















Seq. No. 


14115 








Seq. ID 


OJ990107^ 


_04 


.9819, 


.C106 


Gene No. 


30104 








Strand 


+ 








Start 


621 








End 


860 








Name 


OJ990107 


_04.9819.C106 


.Ol 


.gs 


Method 


GENSCAN 








Start 


621 








End 


860 








GI 


none 








Score 


.86 








Exons 


621. .860 


















Seq. No. 


14116 








Seq. ID 


OJ990107 


__04 


.9819, 


.C108 


Gene No. 


30105 








Strand 










Start 


155 








End 


244 








Name 


OJ990107 


_04.9819.C108 


.Ol 


.gs 


Method 


GENSCAN 








Start 


155 








End 


244 








GI 


none 








Score 


.83 








Exons 


155. .244 



















14813 




Seq. No. 


14117 




Seq. ID 


OJ990107_04.9819. 


Clll 


Gene No. 


30106 




Strand 






Start 


<"» ft ft C 

2095 






01 A 1 
£, 1 ft / 




Name 


OJ990107 04 . 9819 . Clll . ol , 


.gs 


Metnoa 






Start 


2095 




Lna 


97/17 




GI 


none 




Score 


c 
. D 




Exons 












Seq. No. 


1 A T 1 O 

14118 




c on t n 




JL J. *± 


Gene No. 


30107 




Strand 


+ 




Start 


1 




End 


656 




Name 


OJ990107 04.9819.C114.ol, 


.np 


Method 


AAT/NAP 




Start 


1 




End 


656 




GI 


6006874 




Score 


299 




Exons 


1. .656 










GI Descrip. 


(AC008153) putative UDP-glucuronosyltransf erase, 5' partial 




[Arabidopsis thaliana] 










Seq. No. 


14118 

lino 




Seq. ID 


OJ990107 04.9819. 


C114 


Gene No. 


30108 




Strand 






Start 


2004 




End 


2979 




Name 


OJ990107 04.9819.C114.ol 


. tw 


• Method 


TBLASTX: Wheat 




Start 


233 




End 


494 




GI 


none 




Score 


59 




Exons 


233. .322, 305. .469, 306. 


.494 








Seq. No. 


14118 




Seq. ID 


OJ990107 04* 9819. 


.C114 


Gene No. 


30108 




Strand 






Start 


2004 




End 


2979 




Name 


OJ990107 04.981-9.Cil4.ol 


. tm 


■Method 


TBLASTX: Maize 




Start 


236 




End 


470 




GI 


none 




Score 


68 




Exons 


236. .322, 297. .470, 305. 


.460 








Seq. No. 


14118 




Seq. ID 


OJ990107_04. 9819, 


.C114 


Gene No. 


30108 




Strand 






Start 


2004 




End 


2979 




Name 


OJ990107 04.9819.C114.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


236 




End 


473 




GI 


none 




Score 


65 




Exons 


236. .322, 297. .473, 323. 


.463 








Seq. No. 


14118 




Seq. ID 


OJ990107_04.9819 


.C114 


Gene No. 


30108 




Strand 






Start 


2004 




End 


2979 




Name 


OJ990107 04.9819.C114.ol 


.gs 


Method 


GEN SCAN 




Start 


2004 




End 


2979 




GI 


none 




Score 


.68 




Exons 


2004. .2208, 2918. .2979 










Seq. No. 


14119 




Seq. ID 


OJ990107_04.9819 


.C115 


Gene No. 


30109 




Strand 


+ 




Start 


1 




End 


1196 




Name 


OJ990107 04.9819.C115.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1196 




GI 


6691193 




Score 


234 





Exons 1..51, 933. .1196 
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GI Descrip. (AC007534) F7F22.17 [Arabidopsis thaliana] 



beg. no. 


1 A 1 1 Q 

i4iiy 








beq. ID 


ojy y u iu / 


n yi 
U4 


. ybiy 


. Clio 


Gene No. 


juiuy 








Strand 


+ 








Start 


l 








End 


1 1 y d 








Name 


ojyyuiu / 


04.9819.C115 


;ol. 


gs 


Method 


GENSCAN 








Start 


Jbl 








End 


luy 4 








GI 


none 








Score 


. o b 








Exons 


361. .501, 


544. .651, 945.. 


1094" 












C — XT — 

beq. wo. 


1 A 1 1 Q 

14 1 iy 








Seq. ID 


c\ to on i m 

ojyyuiu / 


_04 


.9819 


. Clio 


Gene No. 


juiuy 








Strand 


+ 








Start 


1 








End 


1196 








Name 


oj y yuiu / 


04 .9819.C115 


.ol. 


tw 


Method 


T>DT 7\ C" T 1 V . 


Wheat 




Start 


Q A O. 

y 4 J 








End 


lloO 








GI 


none 








Score 


Q. O 

dZ 








Exons 


943. . 1122 


, 947. .1159, 


954 


..1160 










beq. no. 


1 A 1 1 Q 

14 ny 








Seq. ID 


oj y yu i u / 


_04 


.9819 


. Clio 


Gene No . 


juiuy 








Strand 


+ 








Start 


1 








End 


ii y d 








Name 


oj y yu iu / 


04.9819.C115 


.ol. 


ts 


Method 


TBLASTX : 


Soybean 




,j=i Start 


y 4 4 








End 


i i cn 

11 bU 










none 








Score 


193 








Exons 


944. .1150 


, 951. .1160 
















rU Seq. No. 


14 lZ\J 








Seq. ID 


ojyyuiu / 


_04 


. 9819 


. Cllb 


I"} Gene No. 


JU1 lu 








Strand- 










i Start 


j jy 








End 


1 1 A C 

114 6 








s . Name 


ojyyuiu / 


04.9819.C116 


.ol. 


gs 


Method 


GENSCAN 








Start 


j jy 








End 


T 1 A d 

114 6 








• =r GI 


none 








Score 


. / b 








a Exons 


339. .445, 


1026. .1146 
















:. _i 

:., i beq . no . 


1 A 1 O 1 

1 4 Iz 1 








Seq. ID 


ojyyuiu / 


_04 


.9819 


. CI 1 0 


Gene No . 


Tni 1 1 
Jul 1 1 








Strand 










r " Start 


coo 
OZZ 








End 


oco 

yoo 








Name 


oj y yu iu / 


04 .9819.C118 


.ol. 


gs 


Method 


T7 1 XT pp TI XT 

GENSCAN 








< :s i btarc 


COO 

ozz 








End 


yoo 








Q 


none 








Score 


c o 
. 00 








Exons 


522. .605, 


911. . 958 
















beq. no. 


1 /ii oo 
1 4 1 








Seq. ID 


ojyyuiu / 


_04 


.9819 


. Cll 9 


Gene No . 


oni 1 o 

JU1 1Z 








Strand 










Start 


/24 








End 


o o o 

823 








Name 


oj yyoiu / 


04 .9819.C119 


.ol. 


gs 


Method 


GENSCAN 








Start 


724 








End 


o o o 

823 








GI . 


none 








Score 


. 52 








Exons 


724 . . 823 


















Seq. No. 


14123 








Seq. ID 


OJ990107 


_04 


.9819 


.C123 


Gene No. 


30113 








Strand 










Start 


419 








End 


1372 








Name 


OJ990107 


04 .9819. C123 


.ol. 


np 


Method 


AAT/NAP 








Start 


419 








End 


1372 








GI 


6721517 








Score 


622 








Exons 


419. . 1372 



















14815 



GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. No. 14123 Seq. ID 

Gene No. 30113 Strand 

Start 419 End 

Name OJ990107_04 . 9819 . C123 . ol . tm Method 

Start 680 End 

GI none Score 

Exons 680.. 1033, 740.. 991, 765.. 1031 



OJ990107_04 . 9819. C123 
1372 

TBLASTX: Maize 

1033 

124 



Seq. No. 14123 Seq. ID 

Gene No. 30113 Strand 

Start 419 End 

Name OJ990107JD4 . 9819 . C123 . ol . tw Method 

Start 680 End 

GI none Score 

Exons 680.. 1033, 686.. 1027, 762.. 1028 



OJ990107_04.9819.C123 
1372 

TBLASTX: Wheat 

1033 

239 





Seq. No. 


14123 












Seq. ID 


OJ990107 


_04. 


9819. 


.C123 




Gene No. 


30113 












Strand 












Start 


419 












End 


1372 










Name 


OJ990107 


04 


.9819. 


.C123. 


.ol. 


.gs 


Method 


GENSCAN 










Start 


836 












End 


979 










GI 


none 












Score 


.5 








in 


Exons 


836. .979 






















ri! 


Seq. No. 


14124 












Seq. ID 


OJ990107 


_04. 


9819. 


.C125 


r c i 


Gene No*. 


30114 












Strand 












Start 


907 












End 


976 










Name 


OJ990107 


04 


.9819, 


.C125. 


.ol. 


.gs 


Method 


GENSCAN 








ry 


Start 


907 












End 


976 










GI 


none 












Score 


.43 










Exons 


907. .976 
























Seq. No. 


14125 












Seq. ID 


OJ990107 


_04. 


9819. 


.C127 




Gene No. 


30115 












Strand 










b 


Start 


839 












End 


930 










Name 


OJ990107 


04 


.9819. 


.C127, 


.ol. 


.gs 


Method 


GENSCAN 










Start 


839 












End 


930 








,3 SI 


GI 


none 












Score 


.78 










Exons 


839. . 930 























Seq. No. 14126 Seq. ID 

Gene No. 30116 Strand 

Start 336 End 

Name OJ990107_04 . 9819 . C128 . ol . np Method 

Start 336 End 

GI 6721517 Score 

Exons 336.. 1241, 1783.. 1836 .. 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



OJ990107_04.9819.C12S 

1836 
AAT/NAP 
1836 
600 



Seq. No. 14126 Seq. ID OJ990107_04 . 9819 . C12* 

Gene No. 30116 Strand 

Start 336 End 1836 

Name OJ990107_04 . 9819 . C128 . ol . tm Method ■ TBLASTX : Maize 

Start 741 End 1121 

GI none Score 38 



14816 





Exons 


741. .860, 761. .823, 832. .996, 837. .1121 








Seq. No. 


14126 


Seq. ID 


OJ990107_04 . 


9819 


C128 




Gene No. 


30116 


Strand 










Start 


336 


End 


1836 








Name 


OJ990107 04 . 9819.C128.ol.tw Method 


TBLASTX: Wheat 






Start 


741 


End 


1034 








GI 


none 


Score 


194 








Exons 


741. .1034, 775. .996 












Seq. No. 


14126 


Seq. ID 


OJ990107_04. 


9819 


C128 




Gene No. 


30116 


Strand 










Start 


336 


End 


1836 








Name 


OJ990107 04.9819.C128.ol.ts Method 


TBLASTX : Soybean 






Start 


747 


End 


1106 








GI 


none 


Score 


131 








Exons 


747. .1106, 775. .990, 965.. 


1105 










Seq. No. 


14126 


Seq. ID 


OJ990107 04 . 


98 19 


C128 




Gene No. 


30116 


Strand 










Start 


336 


End 


1836 








Name 


OJ990107 04.9819.C128.ol.gs Method 


GENSCAN 








Start 


751 


End 


1115 






hi) 

. =: 


GI 


none 


Score 


. 88 






55' - 

rri 

i.: i 


Exons 


751 . . 1115 










! ~f 


Seq. No. 


14127 


Seq. ID 


OJ990107 01 . 


no 1 n 

9819 


.C2 




Gene No. 


30117 


Strand 








! : ! 


Start 


212 


End 


1441 






i. = i 


Name 


OJ990107 01.9819.C2.ol.gs 


Method 


GENSCAN 








Start 


212 


End 


looO 






1 U 


GI 


none 


Score 


. 66 








Exons 


212. .267, 955. .1065, 1291. 


.1330 








s! 
•s. _ * 


Seq. No. 


14127 


Seq. ID 


OJ990107 01. 


9o 19 


.C2 


' 't$ 


Gene No. 


30117 


Strand 










Start 


212 


End 


1441 








Name 


OJ990107 01. 9819.C2.ol.gp 


Method 


AAT/GAP 






,3 Zl 


: Start 


576 


End 


1441 








GI 


2280890 


Score 


677 








Exons 


576.. 691, 955.. 1065, 1291. 


.1441 










Seq. No. 


14127 


Seq. ID 


OJ990107_01. 


9819 


.C2 




Gene No. 


30118 


Strand 










Start 


2941 


End 


3607 








Name 


OJ990107 01. 9819.C2.o2.gs 


Method 


GENSCAN 








Start 


2941 


End 


3607 








GI 


none 


Score 


. 97 








Exons 


2941. .3084, -3422. .3607 












Seq. No. 


14128 


Seq. ID 


OJ990107_01. 


9819 


.C4 




Gene No. 


30119 


Strand 


+ 








Start 


148 


End 


513 








Name 


OJ990107 01. 9819.C4.ol.gs 


Method 


GENSCAN 








Start 


148 


End 


513 








GI 


none 


Score 


.71 








Exons 


148. .513 











14817 




Seq. No. 


14128 


Seq. ID 


OJ990107_01. 


.9819, 


,C4 


Gene No. 


30120 


Strand 








Start 


439 


End 


705 






Name 


OJ990107 01.9819.C4.ol.gp 


Method 


AAT/GAP 






Start 


439 


- End 


705 






GI 


none 


Score 


255 






Exons 


439. .540, 613. .705 










Seq. No. 


14129 


Seq. ID 


OJ990107JD1. 


.9819. 


,C6 


Gene No. 


30121 


Strand 


+ 






Start 


1024 


End 


1251 






Name 


OJ990107 01.9819.C6.ol.gs 


Method 


GEN SCAN 






Start 


1024 


End 


1251 






GI 


none 


Score 


. 98 






Exons 


1024 . . 1251 










Seq. No. 


14129 


Seq. ID 


OJ990107_01, 


,9819. 


.C6 


Gene No. 


30122 


Strand 








Start 


1979 


End 


2098 






Name 


OJ990107 01.9819.C6.o2.gs 


Method 


GENSCAN 






Start 


1979 


End 


2098 






GI . 


none 


Score 


. 87 






Exons 


1979. .2098 










Seq. No. 


14130 


■ Seq. ID 


OJ990107_01. 


.9819, 


.C7 


Gene No. 


30123 


Strand 


+ 






Start 


292 


End 


612 






Name 


OJ990107 01.9819.C7.ol.gs 


Method 


GENSCAN 






Start 


' 292 


End 


612 






GI 


none 


Score 


. 71 






Exons 


292 . . 612 










Seq. No. 


14131 


Seq. ID 


OJ990107_01, 


.9819 


.C8 


Gene No. 


30124 


Strand 








Start 


777 


End 


946 






Name 


OJ990107 01.9819.C8.ol.gs 


Method 


GENSCAN 






Start 


777 


End 


946 






GI 


none 


Score 


. 65 






Exons 


777 . . 946 










Seq. No. 


14132 


Seq. ID 


OJ990107JD1, 


.9819 


.C10 


Gene No. 


30125 


Strand 


+ 






Start 


394 


End 


3210 






Name 


OJ990107 01.9819.C10.ol.gs 


Method 


GENSCAN 






Start 


394 


End 


3210 






GI 


none 


Score 


. 52 






Exons . 


394. .589, 2090. .2175, 2641. 


.2759, 3071 


. . 3210 






Seq. No. 


14133 


Seq. ID 


OJ990107_01, 


.9819 


.Cll 


Gene No. 


30126 


Strand 








Start 


197 


End 


1586 






Name 


OJ990107 01.9819.Cll.ol.gs 


Method 


GENSCAN 






Start 


197 


End 


1586 






GI 


none 


Score 


.43 






Exons 


197. .419, 501. .532, 829. .865, 1530. .1586 







14818 






Seq. No. 


14134 




Seq. ID 


OJ990107_01 . 9819 , 


. C12 




Gene No . 


/ 




Strand 








Start 


1 




End 


773 






Name 


OJ990107_01. 9819.C12.ol 


,gp 


Method 


AAT/GAP 






Start 


1 




End 


382 






GI 


ooz24 l.R10o4 




Score 


611 






Exons 


1 . . JOZ 












GI Descrip. 


41 / o 4 z 0 / dDj 1 BAAo / 1 6 / | 


2.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


14134 




Seq. ID 


OJ990107 01 . 98 1 9 . 


. C12 




Gene No. 


30127 




Strand 








Start 


1 




End 


773 






Name 


ojyyuiu/ oi . yoiy . ci2 . oi 


.gs 


Method 


GENSCAN 






Start . 


24 4 




End 


765 






GI 


none 




Score 


. 68 






Exons 


O A A 1 C C 

Z 4 4 . . / bo 












Seq. No. 


1 4 1 J4 




Seq. ID 


OJ990107_01 . 9819 . 


. C12 




Gene No. 


30127 




Strand 








Start 


1 




End 


773 






Name 


OJ990107 01. 9819.C12.ol 


.np 


Method 


AAT/NAP 






Start 


247 




End 


765 




! .*sr 


GI 


4097340 




Score 


652 






Exons 


247. .765 












GI Descrip. 


(U57639) hydrophobic LEA-like 


protein 


[Oryza sativa] 




,3 51 


Seq. No. 


14134 




Seq. ID 


OJ990107 01.9819. 


.C12 


UP 


Gene No. 


30127 




Strand 


- 




i : ! 


Start 


1 




End 


773 




" st 


Name 


OJ990107 01. 9819.C12.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


313 




End 


768 






GI 


none 




Score 


86 




.a ci 


Exons 


313. .768, 341. .463, 554 


. .766 








! s| 


Seq. No. 


14134 




Seq. ID 


OJ990107_01.9819, 


,C12 




Gene No. 


30127 




Strand 








Start 


1 




End 


*"7 *"7 O 

773 






Name 


OJ990107 01-.9819.C12.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


325 




End 


773 






GI 


none 




Score 


44 6 






Exons 


325. .765, 335. .766, 678 


. .773 










Seq. No. 


14134 




Seq. ID 


OJ990107_01.9819. 


,C12 




Gene No. 


30127 




Strand 








Start 


1 




End 


773 






Name 


OJ990107 01. 9819.C12.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


415 




End 


757 






GI 


none 




Score 


49 






Exons 


415. .756, 419. .463, 548 


. .757 










Seq. No. 


14135 




Seq. ID 


OJ990107_01. 9819. 


■ C15 




Gene No. 


30128 




Strand 


+ 






Start 


1 




End 


2025 






Name 


OJ990107 01.9819.C15.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2025 






GI 


5852175 




Score 


49 





14819 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..196, 1023. .1217, 1958. .2025 
(AL117265) zhbOOOS.l [Oryza sativa] 

14136 . Seq. ID 

30129 Strand 

1059 End 
OJ990107J)!. 9819.C16.ol.gs Method 

1059 End 

none Score 

1059.. 1123, 1953.. 2214 



OJ990107_01.9819.C16 
+ 

2756 
GENSCAN 
2214 
.5 



OJ990107JD1. 9819. C16 
+ 

2756 
AAT/NAP 
2756 
135 



14136 Seq. ID 

30129 Strand 
1059 End 
OJ990107_01. 9819.C16.o2.np Method 
1191 End 
6721561 Score 
1191.. 1281, 2681.. 2756 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 14136 Seq. ID 

Gene No. 30129 •■* Strand 

Start 1059 End 

Name O J9 9 0 1 0 7_0 1.9819.C16.ol.gp Me t hod 

Start 1743 End 

GI uC-osflcyp088bl2bl Score 

Exons 1743. . 1835 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 • 



OJ990107_01.9819.C16 
+ 

2756 
AAT/GAP 
1835 
131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14136 Seq. ID 

30130 Strand 

1069 End 
OJ990107_01. 9819.C16.ol.np Method 

.1069 End 

4680183 Score 
1069. .1158 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990107_01.9819.C16 

1158 
AAT/NAP 
1158 
128 



14137 Seq. ID 

30131 Strand 

1297 End 
OJ990107_01 . 9819 . C17 . ol . gs Method 

1297 End 

none Score 
1297. .1489 



OJ990107_01.9819.C17 
+ 

1489 
GENSCAN 
1489 
.9 



Seq. No. 14138 Seq. ID 

Gene No. 30132 Strand 

Start 707 End 

Name OJ990107_01 . 9819 . C18 . ol . gs Method 

Start 707 End 

GI none Score 



OJ990107_01.9819.C18 
+ 

1016 
GENSCAN 
1016 
.8 



14820 



Exons 



707.. 726, 927.. 1016 



Seq. No. 14138 
Gene No. 30133 
Start 461 

Name OJ990107_01 . 98 19 . C18 . ol . np 

Start 461 
GI 6063554 
Exons 461.. 632 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , CI 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990107_01.9819.C18 

Strand 

End 632 

Method AAT/NAP 

End 632 

Score 107 



Seq. No. 14139 

Gene No. 30134 

Start 35 

Name OJ990107_01 . 98 19 . C19 . ol . gs 

Start 35 

GI none 

Exons 35.-226 



Seq. ID OJ990107_01.9819.C19 

Strand + 

End 226 

Method GEN SCAN 

End 226 

Score .69 



Seq. No. 14140 

Gene No. 30135 

Start 222 

Name OJ990107_01 . 98 19 . C20 . ol . gs 

Start 222 

GI none 

Exons 222.. 364, 718.. 752 



Seq. ID OJ990107_01.9819.C20 

Strand + 

End 752 

Method GENSCAN 

End 752 

Score .74 



Seq. No. 14141 

Gene No. 30136 

Start 1 

Name 0 J9 90 1 0 7_0 1 . 98 1 9 . C2 1 . o 1 . np 

Start 1 

GI 2760331 

Exons 1. .570, 659. .886 

GI Descrip. >(AC002130) F1N21.16 [Arabidopsis thaliana] 



Seq. ID OJ990107_01.9819.C21 
Strand 

End 886 

Method AAT/NAP 

End 886 

Score 319 



Seq. No. 14141 

Gene No. 30136 

Start 1 

Name OJ990107_01 . 98 19 . C2 1 . ol . tm 

Start 125 

GI none 
Exons 



Seq. ID OJ990107_01.9819.C21 
Strand 

End 886 

Method TBLASTX : Mai ze 

End 306 

Score 60 



125. .244, 125. .244, 127. .306, 133. .294 



Seq. No. 14141 

Gene No. 30136 

Start 1 

Name OJ990107_01 . 98 19 . C2 1 . ol . ts 

Start 145 

GI none 

Exons 145.. 534, 238.. 351 



Seq. ID OJ990107_01.9819.C21 
Strand 

End 886 

Method ' TBLASTX: Soybean 
End 534 
Score 73 



Seq. No. 
Gene No. 
Start 



14142 
30137 
423 



Seq. ID OJ990107_01.9819.C23 

Strand 

End 682 



14821 



Name 


OJ990107_01 . 9819. C23 . ol . gs 


Method 


GENSCAN 




Start 


423 


End 


682 




GI 


none 


Score 


. 46 




Exons 


423 . . 682 








Seq. No. 


1414 3 


Seq. ID 


OJ990107 


01 . 9819 . C24 


Gene No. 


30138 


Strand 


+ 




Start 


1 


End 


2191 




Name 


OJ990107 01 . 98 19 . C24 . o2 . np 


Method 


AAT/NAP 




Start 


1 


End 


2146 




GI 


6721550 


Score 


176 




Exons 


1..85, 377. .912, 1048. .1197, 


1422. .1645, 1982. . 


2146 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


(AB013448 ) 


Seq. No. 


14143 


Seq. ID 


OJ990107 


_01. 9819.C24 


Gene No. 


30138 


Strand 


+ 




Start 


1 


End 


2191 




Name 


OJ990107 01 . 9819.C24 . ol .gs 


Method 


GENSCAN 




Start 


393 


End 


2191 




GI 


none 


Score 


.67 




Exons 


393. .1067, 1232. .2191 








Seq. No. 


14144 


Seq. ID 


OJ990107 


_01. 9819.C25 


Gene No. 


30139 


Strand 






Start 


886 


End 


1140 




Name 


OJ990107 01. 9819.C25.ol.gs 


Method 


GENSCAN 




Start 


886 


End 


1140 




GI 


none 


Score 


. 62 




Exons 


886. . 996, 1087 . . 1140 








Seq. No. 


14145 


Seq. ID 


OJ990107 


_01. 9819. C26 


Gene No. 


30140 


Strand 






Start 


12 


End 


588 




Name 


OJ990107 01. 9819.C26.ol.np 


Method 


AAT/NAP 




Start 


12 


End 


225 




GI 


586580 


Score 


85 




Exons 


12. .225 








GI Descrip. 


KIL PROTEIN gi | 1742222 | dbj |BAA14955| (D90774) ORF ID:o263#4; 




similar to [SwissProt Accession Number 


P38393] 


[Escherichia 




coli] 








Seq. No. 


14145 


Seq. ID 


OJ990107 


_01.9819.C26 


Gene No. 


30140 


Strand 






Start 


12 


End 


588 




Name 


OJ990107 01. 9819.C26.ol.gs 


Method 


GENSCAN 




Start 


61 


End 


588 




GI 


none 


Score 


.68 




Exons 


61. .183, 231. .387,' 416. .588 








Seq. No. 


14146 


Seq. ID 


OJ990107 


_01. 9819.C28 


Gene No. 


30141 


Strand 






Start 


526 


End 


1731 




Name 


OJ990107 01.9819.C28.ol.gs 


Method 


GENSCAN 




Start 


526 


End 


1731 




GI 


none 


Score 


.5 




Exons 


526. .1731 









14822 




Seq. No. 


14147 






Seq. ID 


OJ990107_01.9819, 


.C30 


Gene No. 


30142 






Strand 






Start 


1 A A A 

14 4 4 






End 


lD/O 




Name 


OJ99Q107 01 


.9819. C3U . ol 


.gs 


Method 


GENSCAN 




Start 


1 A A A 

14 4 4 






T-> _-. _3 

Lna 


Id to 




GI 


none 






Score 


. 63 




Exons 


1 A A A 1 C")0 

144 4 . * ID to 












Seq. No. 


14148 






Seq. ID 


OJ990107_01.9819. 


.C31 


Gene No. 


30143 






Strand 






Start 


93 






T-l _. _J 

Lna 


loo y 




Name 


OJ990107 01 


. 9819.C31.ol 


.gs 


Method 


XT' XT O O 7\ XT 

GENSCAN 




Start 


93 






End 


1 O "7 O 

1Z 1 3 




GI 


none 






Score 


a n 

. 4 9 




Exons 


93. .317, 1203. .1273 










Seq. No. 


14143 






Seq. ID 


ojyyuiu/ ui.9oiy. 


. Col 


Gene No. 


30143 






Strand 






Start 


93 






End 


1589 




Name 


OJ990107 01 


. 9819.C31.ol 


.np 


Method 


AAT/ NAP 




Start 


' 637 






End 


t c o n 

1589 




GI 


5852084 






Score 


75 




Exons 


637. .726, 1547. .1589 










GI Descrip. 


(AL117264 ) 


zwh0007.1 [Oryza 


sativa] 






Seq; No. 


14149 






Seq. ID 


OJ990107_01. 9819. 


. C33 


Gene No. 


30144 






Strand 


+ 




Start 


1 






End 


3649 




Name 


OJ990107 01 


. 9819.C33.ol 


.np 


Method 


AAT /NAP 




Start 


1 






End 


3649 




GI 


6553902 






Score 


1585 




Exons 


1..69, 178. 


.382, 1159.. 


1629, 


2738. .3649 




GI Descrip. 


(AC012563) 


putative golgi transport complex protein [Arabid< 




thaliana] 












Seq. No. 


14149 






Seq. ID 


OJ990107_01.9819, 


,C33 


Gene No. 


30145 






Strand 


+ 




■Start 


4809 






End 


5214 




Name 


OJ990107 01 


.9819.C33.ol 


•ts 


Method 


TBLASTX : Soybean 




Start 


1183 






End 


1638 




GI 


none 






Score 


188 




Exons 


1183. .1311, 


1185. .1322, 


1185 


..1307, 1298. .1483, 1306. .1482, 




1329. .1484, 


1484 . .1510, 


1506 


. .1622, 1507. .1638 




Seq. No. 


14149 






Seq. ID 


OJ990107_01. 9819, 


,C33 


Gene No. 


30145 






Strand 


+ 




Start 


4809 






End 


5214 




Name 


OJ990107 01 


. 9819.C33.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1188 






End 


1450 




GI 


none 






Score 


114 




Exons 


1188. .1307, 


1200. . 1310, 


1201 


..1311, 12E 


59. .1450, 1307. .1450 


Seq. No. 


14149 






Seq. ID 


OJ990107_01.9819. 


,C33 


Gene No. 


30145 






Strand 


+ 




Start 


4809 






End 


5214 




Name 


OJ990107 01 


. 9819.C33.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1507 






End 


3019 





14823 



m 
rii 



! if 



GI none 

Exons 1507.. 1638, 2722.. 3003, 2726. 

Seq. No. 14149 

Gene No. 30145 

Start 4809 

Name OJ990107_01 . 9819 . C33 . ol . tm 

Start 2849 

GI none 

Exons 2849.. 3406, 2849.. 3001, 

Seq. No. 14149 

Gene No. 30145 

Start 4809 

Name OJ990107_01 . 9819 . C33 . ol . tc 

Start 3451 

GI none 

Exons 3451.. 3627, 3452.. 3640 

Seq. No. 14149 

Gene No. 30145 

Start 4809 

Name OJ990107_01 . 981 9 . C33 . o3 . tm 

Start 3515 

GI none 

Exons 3515.. 3640, 3519.. 3644, 

Seq. No. 14149 

Gene No. 30145 

Start 4809 

Name OJ990107_01 . 9819 . C33 . o2 . gs 

Start 4809 

GI none 

Exons 4809.. 5001, 5081.. 5214 

Seq. No. 14150 

Gene No. 30146 

Start 339 

Name OJ990107_01 . 981 9 . C36 . ol . gs 

Start 339 

GI none 

Exons 339. . 698 



Score 98 
.3019 

Seq. ID OJ990107_01.9819.C33 

Strand + 

End 5214 

Method TBLASTX : Maize 

End 3408 

Score 718 
2854. .3408, 2854. .3408 

Seq. ID OJ990107_01. 9819.C33 

Strand + 

End 5214 

Method TBLASTX : Cress 

End 3640 

Score 283 



Seq. ID OJ990107_01. 9819.C33 

Strand + 

End 5214 

Method TBLASTX: Maize 

End 3779 

Score 211 
3520.. 3645, 3693.. 3779, 3694.. 3762 

Seq. ID OJ990107_01. 9819.C33 

Strand + 

End 5214 

Method GENSCAN 

End 5214 

Score .97 



Seq. ID OJ990107_01.9819.C36 

Strand 

End 698 

Method GENSCAN 

End 698 

Score .99 



Seq. No. 14150 

Gene No. 30147 

Start 1425 

Name OJ990107_01 . 9819 . C36 . 06 . tm 

Start 312 

GI none 

Exons 312.. 551, 321.. 449, 481.. 552 

Seq. No. 14150 

Gene No. 30147 

Start 1425 

Name OJ990107_01 . 981 9 . C36 . ol . np 

Start 1425 

GI 4512618 



Seq. ID OJ990107_01. 9819.C36 
Strand 

End 5055 

Method TBLASTX : Maize 

End 552 

Score 68 



Seq. ID OJ990107_01 . 9819.C36 
Strand 

End 5055 

Method AAT/NAP 

End 5055 

Score 1441 



14824 




Exons 1425.. 1456, 2566.. 4272, 4423.. 5055 

GI Descrip; (AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



Seq. No. 


14150 








Seq. ID 


OJ990107 


_01. 9819.C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


. 9819. 


C36.o2 


.gs 


Method 


GENSCAN 




Start 


1730 








End 


4981 




GI 


none 








Score 


.9 




Exons 


1730. .1794, 


2594 . 


.2792, 


2798 . 


.3025, 3057. .3327, 


3350 . . 3660, 




3727 . .4408, 


4413. 


.4549, 


4889. 


.4981 






Seq. No. 


14150 








Seq. ID 


OJ990107 


_01.9819.C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


.9819. 


C36.o4 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2542 








End 


2771 




GI 


none 








Score 


99 




Exons 


2542. .2754, 


2568 . 


.2771 










Seq. No. 


14150 








Seq. ID 


OJ990107 


_01 . 9819. C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


.9819. 


C36.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2601 








End 


2926 




GI 


none 








Score 


64 




Exons 


2601 . .2627, 


2634 . 


.2753, 


2643. 


.2750, 2759.. 2926, 


2771 . .2926 


Seq. No. 


14150 








Seq. ID 


OJ990107 


_01.9819.C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


. 9819. 


C36. ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2637 








End 


3230 




GI 


none 








Score 


61 




Exons 


2637 . . 2753, 


2759. 


. 3004, 


2916. 


.2999, 3009. .3047, 


3010. .3036, 




3096. . 3230, 


3112 . 


. 3225 










Seq. No. 


14150 








Seq. ID 


OJ990107 


_01 . 9819. C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


. 9819. 


C36.o2 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2927 








End 


3308 




GI 


none 








Score 


77 




Exons 


2927. .3007, 


2943. 


.3008, 


3003. 


.3308, 3007. .3057, 


3094. .3231 


Seq. No. 


14150 








Seq. ID 


OJ990107 


_01.9819.C36 


Gene No. 


30147 








Strand 






Start 


1425 








End 


5055 




Name 


OJ990107 01 


.9819. 


C36.o3 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3006 








End 


3372 




GI 


none 








Score 


50 




Exons 


3006. .3254, 


3007. 


.3054, 


3100. 


.3288, 3307.. 3372 




Seq. No. 


14150 








Seq. ID 


OJ990107 


_01.9819.C36 


Gene No. 


30147 








Strand 







14825 






Start 


1 A A C 

142 5 








1? aH 


^n 






Name 


/■\taaaia"7 A i 

OJ 99 010 / 01 . 


yyiy . 


Cob . O 3 . 


tc 


Method 


fpDT ACTY »Prccc 






Start 


a a a ~j 
3 JO / 










jjj / 






GI 


none 








Score 


1 on 
lou 






Exons 


A A A "7 OCOT 
330 1 . . JJJ / 
















Seq. No. 


14150 








Seq. ID 


OJ990107J31.9819, 


.C36 




Gene No. 


30147 








Strand 








Start 


1 A O R 

14 25 










jUjj 






Name 


OJ990107_01 . 


A O 1 O 

9ol9 . 


, Cob . Ol . 


tm 


Method 


TUT RCTY • Ma -! 

i dLiAo i a ; wai ze 






Start 


A A C A 

3350 








tjVio. 


o / y o 






GI 


none 








Score 


i n r 

1UD 






Exons 


A A C A A vl A A 

3350 . .34 93, 


A A C A 


, .3/95, 


obOo . 


. o / y b 








Seq. No. 


14150 








Seq. ID 


OJ990107_01.9319 


.C36 




Gene No. 


30147 








Strand 








Start 


1425 








bna 


E. A c: c 
3 UDD 






Name 


/ATAAAim at 

OJ990 10 / oi . 


QQ1 Q 

9oiy . 


, Ijd . Ol . 


tw 


r-ietnou 


THT flCTY • Whoa 






Start 


A A O A 

33o2 








Liia 


o y z / 






GI 


none 








Score 


1 OQ 






Exons 


A A O A A C A "7 

3382 . . 359 I , 


"3 £ Q "3 


. . o yz / , 


*5 c Q *7 


. o / d y 






,: B: 


beq. wo. 


1/11 rp, 














. = : 


Gene No. 


30147 








Strand 






i!n 


Start- 


1425 








End 


5055 




I 1 j J 


Name 


a Tftnm a a ai 

ojy 90iu / oi . 


A O 1 A 

yy i y < 


pT/T —A 

. Cob . 02 , 


4- e+ 

i ts 


Method 


mDT ZiCTY • C(A\/V-\e»aA 






Start 


3598 








bna 


A A Q £T 




Q 


GI 


c c A A A /" A 

55092 60 








Score 


o / 0 




1. Li 


Exons 


3598 . .4 086 














\%\ 

i" ! : 


GI Descrip. 
















: =f 


Seq. No. 


14150 








Seq. ID 


OJ990107_01.9819 


.C36 




Gene No. 


30147 








Strand 






i 


Start 


1 A A C 

14 25 








tjilQ 


jUjj 




' 'si 


Name 


0 J9 90 10 / 01 . 


QQ1 Q 

y o i y . 


pot — o 

. Cob . oz . 


, tc 


Method 


i dlho i a . tress 




; i 
! t:s 


Start 


3/09 








Hjna 


O ^ 0 fl 




w 


GI 


none 








Score 


o y 






Exons • 


J / 0 9 . . 3 9o 4 , ■ 


J/Jl 


. . 0 / / D r 


O O 3 Z . 


^ Q £1 

. o y d i 






r!! 


Seq. No. 


14150 








Seq. ID 


OJ990107_01.9819 


.C36 




Gene No. 


30147 








Strand 








Start 


i / o r 
1425 








£jnQ 


r n R R 
jUjj 






Name 


yATAAAIAA AT 

OJ99010 /_01 . 


yy iy 


. Lob . OO . 




Method 


i nLiAo i a . Ftai ze 






Start 


3802 








bna 


a n A D 






GI 


none 








Score 


I 1 Q 

I I y 






Exons 


3802 . .4047, 


A O A /I 

3824 


a c\ a a 
. . 4 04 o , 


o yoo . 


. 4 04 y 








Seq. No. 


14150 








Seq. ID 


OJ990107_01.9819 


.C36 




Gene No. 


30147 








Strand 








Start 


1 A A C 

1425 










R n R c 






Name 


/-\ -r O A A T AT AI 

OJ990107 01. 


A O T A 

9ol9 , 


. Cob . Ol . 


4- 


Method 


i bLiAo i a . cress 






Start 


4584 








End 


4919 






GI 


none 








Score 


247 






Exons 


4584. .4919 
















Seq. No. 


14150 








Seq. ID 


OJ990107_01.9819 


.C36 




Gene No. 


30147 








Strand 







14826 




Start 


1425 




End 


c r\ c c 

bubb 




Name 


OJ990107 01. 9819.C36.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


4599 




End 


4 913 




GI 


none 




Score 


212 




Exons 


4599 . . 4913 










Seq. No. 


14150 




Seq. ID 


OJ990107_01.9819 


.-C36 


Gene No. 


30147 




Strand 






Start 


1425 




End 


ovbb 




Name 


OJ990107_01. 9819.C36.o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


4601 




End 


4 913 




GI 


none 




Score 


141 




Exons 


4 601.. 4798, 4 602.. 4 91 3, 


4609. 


.4899 






Seq. No. 


14150 




Seq. ID 


OJ990107_01.9819 


.C36 


Gene No. 


30147 




Strand 






Start 


1425 




End 


a r\ a a 




Name 


OJ990107_01. 9819.C36.o3 


. tm 


Method 


TBLASTX : Maize 




Start 


4615 




End 


c rt r» o 

5002 




GI 


none 




Score 


-I / 7 

167 




Exons 


4615.. 4911, 4 61 7.. 4919, 


4970 . 


. 5002 






Seq. No. 


14151 




Seq. ID 


OJ990107_01.9819 


.C37 


Gene No. 


30148 




Strand 






Start 


678 




End 


118 1 




Name 


OJ990107_01. 9819.C37. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


678 




End 


977 




GI 


none 




Score 


195 




Exons 


678 . . 764 , 768 . . 977 










Seq. No. 


14151 




Seq. ID 


OJ990107_01. 9819 


.C37 


Gene No. 


30148 




Strand 






Start 


678 




End 


1181 




Name 


OJ990107 01 . 9819 . C37 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


714 




End 


1088 




GI 


none 




Score 


57 




Exons 


714. .818, 816. .869, 930 


. . 974 , 


1020. .1088 




Seq. No. 


14151 




Seq. ID 


OJ990107_01.9819 


.C37 


Gene No. 


30148 




Strand 






Start 


678 




End 


1181 




Name 


OJ990107_01 . 9819 .C37 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


774 




End 


1181 




GI 


none 




Score 


78 




Exons 


774. .887, 784. .867, 936 


. . 1031 


, 1038..: 


1181, 1038. .1142 




Seq. No. 


14152 




Seq. ID 


OJ990107_01.9819 


.C38 


Gene No. 


30149 




Strand 






Start 


17 




End 


1148 




Name 


OJ990107_01 .9819.C38.ol 


.gs 


Method 


GENSCAN 




Start 


17 




End 


1148 




GI 


none 




Score 


.69 




Exons 


17. .49, 772. .920, 1032. 


.1148 








Seq. No. 


14152 




Seq. ID 


OJ990107_01. 9819 


.C38 


Gene No. 


30149 




Strand 






Start 


17 




End 


1148 





14827 




Name 


ojyyoiu / ui . yy i y . Coo . 01 . 


np 


Method 










Start 


518 




End 


yoo 








GI 


doIoUd 3 




Score 


t; a £ 








Exons 


CIO 1 C A O C\ A OOC 

518. .754/ 8U4..yob 














GI Descrip. 


(APQ01080) hypothetical 


protein [Oryza 


sat iva j 








Seq. No. . 


14153 




Seq. ID 


OJ990107 


_01. 


9819. 


C39 


Gene No. 


30150 




Strand 


+ 








Start 


479 




End 


^n 








Name 


OJ990107 01. 9819.C39.ol. 


gs 


Method 










Start 


479 




End 


jUDj 








GI 


none 




Score 


. DO 








Exons 


479..5S3, 1349. .1612, 1696. .1783, 3027. 


, . jU dj 








Seq. No. 


14153 




Seq. ID 


C\ TQQfll fl"7 

uj y y u i u / 


U 1 . 


Qfi 1 Q 

y o i y . 




Gene No. 


30151 




Strand 










Start 


1 




End 


2610 








Name 


OJ990107_01. 9819.C39.ol. 


.np 


Method 


7\ 7\ T / M ft D 








Start 


1 




End 


ZblU 








GI 


6721516 




Score 


Z H O 








Exons 


1..75, 958. .1205, 2462.. 


.2610 












GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sat iva J 








Seq. No. 


14154 




'Seq. ID 


OJ990107_ 


_01. 


9819. 


,C40 


Gene No. 


30152 


- 


Strand 


+ 








Start 


• 93 




End 


110/ 








Name 


OJ990107 01 . 9819 . C40 . ol , 


.gs 


Method 










Start 


93 




End 


llo / 








GI 


none 




Score 










Exons 


93. .201, 1050. .1187 














Seq. No. 


14154 




Seq. ID 


OJ990107 


_01. 


9819, 


.C40 


Gene No. 


30153 




Strand 










Start 


1804 




End 


4184 








Name 


OJ990107_01. 9819.C40.o2, 


.gs 


Method 


GEN SCAN 








Start 


1804 




End 


4184 








GI 


none 




Score 


.46 








Exons 


1804. .1928, 2684. .2942, 


'3751. 


.3769, 4042. .4184 








Seq. No. 


14155 




Seq. ID 


-OJ990107 


_01. 


9819, 


.C42 


Gene No. 


30154 




Strand 


+ 








Start 


1485 




End 


3689 








Name 


OJ990107 01. 9819.C42.ol 


.gs 


Method 


GENSCAN 








Start 


1485 




End 


3689 








GI 


none 




Score 


.57 








Exons 


1485. .1573, 2470. .2574, 


3402. 


.3689 










Seq. No. 


14155 




Seq. ID 


OJ990107 


u 1 . 


QQ1 Q 

y o i y 


HA 1 


Gene No. 


30154 




Strand 


+ 








Start 


1485 




End 


3689 








Name 


OJ990107 01. 9819.C42.ol 


.np 


Method 


AAT/NAP 








Start 


2024 




End 


3456 








GI 


6907088 




Score 


1078 








Exons 


2024. .2161, 2337. .2574, 


3069. 


.3456 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


14156 




Seq. ID 


OJ990107 


_01. 


9819 


.C44 



14828 




Gene No. 


30155 


Strand 


+ 




Start 


"3 1 T 

377 


End 


6200 




Name 


OJ990107 01 . 9819 . C44 . ol . gs 


Method 


GENSCAN 




Start 


377 


End 


6200 




GI 


none 


Score 


.44 




Exons 


377. .3565, 08//. .Job/, 


.4570, 5276.. 5380, 6066.. 6200 


Seq. No. 


14 Id 0 


Seq. ID 


OJ990107_01.9819. 


.C44 


Gene No. 


30155 


Strand 


+ 




Start 


377 


End 


6200 




Name 


OJ990107 01.9819.C44.ol.np 


Method 


AAT/NAP 




Start 


466 


End 


1494 




GI 


4587240 


Score 


1734 




Exons 


466. .1494 








GI Descrip. 


(AB022164) Al.1-4 [Oryza sativa] 






Seq. No. 


14156 


Seq. ID 


OJ990107_01.9819 


.C44 


Gene No. 


30156 


Strand 


+ 




Q 4- -3 y -j- 


10940 


End 


15006 




Name 


OJ990107 01.9819.C.44.o4.np 


Method 


AAT/NAP 




Start 


10940 


End 


15006 




GI 


4689223 


Score 


844 




Exons 


10940. .11020, 11140. . 12531, 


12562. .13761, 14037 144 98 , 






14981. .15006 








GI Descrip. 


(AF118127) disease resistance protein 


12 [Lycopersicon 





esculentum] 



Seq. No. 


14156 


Seq. ID 


OJ990107 


_01.9819. 


>C44 


Gene No-. 


30156 


. Strand 


+ 






Start 


10940 


End 


15006 






Name 


OJ990107 01.9819.C44.o3.np 


Method 


AAT/NAP 






Start 


11662 


End 


12700 






GI 


4587240 


Score 


1244 






Exons 


11662. .12700 










GI Descrip. 


(AB022164) Al.1-4 [Oryza sativa] 








Seq. No. 


14156 


Seq. ID 


OJ990107 


_01.9819, 


..C4 4 


Gene No. 


30156 


Strand . 


+. 






Start 


10940 


End 


15006 






Name 


OJ990107 01.9819.C44.o5.np 


Method 


AAT/NAP 






Start 


13024 


End 


15006 






GI 


6729047 


Score 


57 






Exons 


13024. .13098, 14374 .. 14577, 


14943. . 15006 






GI Descrip. 


(AC009177) putative disease 


resistance 


protein 


[Arabidopsis 




thaliana] 










Seq. No. 


14156 


Seq. ID 


OJ990107 


_01.9819 


.C44 


Gene No. 


30157 


Strand 








Start 


5848 


End 


13267 






Name 


OJ990107 01.9819.C44.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


460 


End 


12385 






GI 


none 


Score 


117 






Exons 


460. .603, 697. .732, 853. .888, 937. .1053, 1054.. 


1185, 






11680. . 11772, 11893. .11925, 


12124 .. 12231, 12287 


. .12385 




Seq. No. 


14156 


Seq. ID 


OJ990107 


_01.9819 


.C4 4 


Gene No. 


30157 


Strand 









14829 



Start 
Name 
Start 
GI 

Exons 



5848 End 13267 

OJ990107_01 . 98 19 . C44 . o2 . ts Method TBLASTX : Soybean 

466 End 12099 

none Score 61 

466. .528, 526. .606, 682. .921, 11680 .. 11724 , 11722 .. 11802, 
11883. .12029, 11884.. 12099 



Seq. No. 14156 

Gene No. 30157 

Start 5848 

Name OJ990107_01 . 98 19 . C44 . o2 . tm 

Start 777 

GI none 
Exons 



Seq. ID OJ990107_01.9819.C44 
Strand 

End 13267 

Method TBLASTX : Mai ze 

End 12490 

Score 53 



777. .818, 778. .834, 927. .998, 928. .1077, 1066. .1290, 1069. .1224, 
11974. .12030, 12124. .12243, 12275. .124 90 



Seq. No. 14156 Seq. ID OJ990107_01 . 98 19 . C4 4 

Gene No. 30157 Strand 

Start 5848 End 13267 

Name OJ990107_01 . 98 19 . C44 . ol . ts Method TBLASTX : Soybean 

Start 928 End 12445 

GI none Score 121 

Exons 928. .1062, 930.. 1043, 1069. .1245, 1092.. 1244, 12124 .. 12240, 

12147. .12200, 12244. . 12444, 12245 .. 12445, 12245. .12445 



i ti 



n 



□ 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14156 Seq. ID OJ990107_01 . 9819 . C4 4 - 

30157 Strand 

5848 End 13267 

OJ990107_01 . 9819 . C4 4 . o3 . ts Method TBLASTX: Soybean 

1363 End 13267 

none Score 64 

1363. .1428, 1597. .1815, 1948. .2067, 12524 .. 12634 , 12860 .. 13021, 
12968. .13093, 13043 .. 13150, 13154.. 13267 

14156 Seq. ID OJ990107_01 . 98 19 . C4 4 

30157 Strand 

5848 End 13267 

OJ990107_01.9819.C44.o2.np Method AAT/NAP 

5848 End 9651 

2586082 Score 773 

5848. .5986, 6132. .6726, 6962. .7091, 7969. .8506, 9570. .9651 
(U72725) retrofit [Oryza longistaminata] 



14156 
30157 
5848 

OJ990107_01.9819.C4 4.ol.tw 

6273 

none 



Seq. ID OJ990107_01.9819.C44 
Strand 

End 13267 
Method TBLASTX : Wheat 
End 6559 
Score ..5Q 



6273. .6383, 6275. .6382, 6361. .6546, 6382. .6528, 6383.-6559 



Seq. No. 14156 Seq. ID OJ990107_01 . 98 19 . C4 4 

Gene No. 30157 Strand 

Start 5848 End 13267 

Name OJ990107_01 . 98 1 9 . C44 . ol . gp Method AAT/GAP 

Start 7012 End 7086 

GI uC-osrocyp010g06bl Score 99 



14830 






Exons 


7012. .7086 








GI Descrip. 


• 6056374 /gb I AAF02838 . 1 1 AC009894_9 8 . Oe 


-22 (AC009894) Similaj 






serine/threonine kinases [Arabidopsis 


thaliana] 1 




Seq. No. 


14156 


Seq. ID 


OJ990107_01. 9819.C4 4 




Gene No. 


30157 


Strand 






Start 


5848 


End 


13267 




Name 


OJ990107 01.9819.C44.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7979 


End 


8269 




GI 


none 


Score 


187 




Exons 


7979. . 8269 








Seq. No. 


14156 


Seq. ID 


OJ990107_01.9819.C44 




Gene No. 


30157 


Strand 






Start 


5848 


End 


13267 




Name 


OJ990107 01.9819.C44 .ol.tm 


Method 


TBLASTX: Maize 




Start 


8075 


End 


8499 




GI 


none 


Score 


110 




Exons 


8075. .8359, 8082. .8336, 8117. 


.8341, 8355. .8465, 8446.-8499, 






8448. .8498 








Seq. No. 


14157 


Seq. ID 


OJ990107_01.9819.C45 




Gene No. 


30158 


Strand 




: i 
•s St 


Start 


1809 


End 


' 3152 




Name 


OJ990107 01.9819.C45.ol.gs 


Method 


GENSCAN 


i!fl 


Start 


1809 


End 


3152 


i LI 


GI 


none 


Score 


.83 


.is; 


Exons 


1809.. 1953, 2115.. 2335, 2360. 


.2485, 3042.. 3152 


Lii 


Seq. No. 


14158 


Seq. ID 


OJ990107_01.9819.C46 




Gene No. 


30159 


Strand 


+ 


fii 


Start 


1193 


End 


1472 




Name 


OJ990107 01.9819.C46.ol.gp 


Method 


AAT/GAP 




Start 


1193 


End 


1472 


l K\ 


GI 


2428185 


Score 


400 




Exons 


1193. .1472 






;.»; 


GI Descrip. 


5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 


ill 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 


: . i 

a 


Seq. No. 


14158 


Seq. ID 


OJ990107_01.9819.C46 




Gene No. 


30160 


Strand 






Start 


244 


End 


1472 




Name 


OJ990107 01.9819.C46.ol.np 


Method 


AAT/NAP 




Start 


244 


End 


1472 




GI 


5852180 


Score 


66 




Exons 


244. .574, 1409. .1472 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


14159 


Seq.. ID 


OJ990107__01.9819.C47 




Gene No. 


30161 


Strand 






Start 


1 


End 


2269 




Name 


OJ990107 01.9819.C47.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2269 




GI 


3319345 


Score 


410 




Exons 


1..49, 847. .1754, 2227. .2269 







GI Descrip. (AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 

14831 




Seq. No. 


14159 


Seq. ID 


OJ990107_01.9819, 


.C47 


Gene No. 


30161 


Strand 


— 




Start 


1 


End 


2269 




Name 


OJ990107_01 . 9819 ,C47 . ol .gs 


Method 


GENSCAN 




Start 


291 


End 


1939 




GI 


none 


Score 


. 44 




Exons 


291. .501, 666. .1131, 1189.. 


1452, 1860. 


. . 1939 




Seq. No. 


14159 


Seq. ID 


OJ990107_01.9819, 


.C47 


Gene No*. 


30161 


Strand 






Start 


1 


End 


2269 




Name 


OJ990107 01. 9819.C47.ol.tm 


Method 


TBLASTX: Maize 




Start 


1023 


End 


1502 




GI 


none 


Score 


113 




Exons 


1023.. 1247, 13 11.. 1502 








Seq. No. 


14159 


Seq. ID 


OJ990107JD1.9819. 


.C47 


Gene No. 


30161 


Strand 






Start 


1 


End 


2269 




Name 


OJ990107_01 . 9819.C4 7 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


1029 


End 


1466 




GI 


none 


Score 


218 




Exons 


1029. .1466 








Seq. No. 


14160 


Seq. ID 


OJ990107JU.9819. 


.C49 


Gene No. 


30162 


Strand 






Start 


248 


End 


2239 




Name 


OJ990107 01. 9819.C49.ol.gs 


Method 


GENSCAN 




Start 


248 


End 


2239 




GI 


none 


Score 


. 48 




Exons 


248. .424, 470. .726, 1789. .1933, 2156.. 


2239 




Seq. No. 


14161 


Seq. ID 


OJ990107_01.9819, 


,C50 


Gene No. 


30163 


Strand 


+ 




Start 


85 


End 


741 




Name 


OJ990107 01. 9819.C50.ol.gs 


Method 


GENSCAN 




Start 


85 


End ' 


741 




GI 


none 


Score 


. 7 




Exons 


85. .177, 182. .292, 631. .741 








Seq. No. 


14161 


Seq. ID 


OJ990107_01.9819. 


.C50 


Gene No. 


30164 


Strand 






Start 


1116 


End 


1304 




Name 


OJ990107 01. 9819.C50.ol.gp 


Method 


AAT/GAP 




Start 


1116 


End 


1304 




GI 


68224 1.R1084 


Score 


280 




Exons 


1116. . 1304 








GI Descrip. 


'4176420/dbj IBAA37167 | 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


14162 


Seq. ID 


OJ990107_01. 9819. 


C51 


Gene No. 


30165 


Strand 


+ 




Start 


119 


End 


968 




Name 


OJ990107 01. 9819.C51.ol.ts 


Method 


TBLASTX : Soybean 




Start 


88 


End 


825 




GI 


none 


Score 


407 





14832 



Exons 88. .405, 128. .406, 137. .415, 144. .434, 243. .416, 686. .823, 

688. .825, 688. .825 



Seq. No. 


14162 


Seq. ID 


ojy yuiu / ui . yb iy 


Gene No. 


30165 


Strand 


+ 


Start 


119 


End 


968 


Name 


OJ990107 01.9819.C51.ol.np 


Method 


AAT/NAP 


Start 


119 


End ;vs _ 


y by 


GI 


6056205 


Score 


TOO 

728 


Exons 


119. .407, 690. .968 






GI Descrip. 


(AC009400) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


14162 


Seq. ID 


ojyyoio / oi.yyiy 


Gene No. 


30165 


Strand 


+ 


Start 


119 


End 


968 


Name 


OJ990107 01.9819.C51.ol.tc 


Method 


TBLASTX : Cress 


Start 


175 


End 


751 


GI 


none 


Score 


O *7 O 


Exons 


175. .396, 176. .397, 707. .751 






Seq. No. 


14162 


Seq. ID 


OJ990107_01. 9819 


Gene No. 


30165 


Strand 


+ 


Start 


119 


End 


968 


Name 


OJ990107 01.9819.C51.ol.tm 


Method 


TBLASTX :Maize 


Start 


175 


End 


778 


GI 


none 


Score 


289 


Exons 


175. .408, 176. .409, 176. .409, 


707. .778 





Seq. No. 14162 Seq. ID 

Gene No. 30165 Strand 

Start 119 End 

Name OJ990107_01 . 98 19 . C51 . ol . tw Method 

Start 179 End 

GI none Score 

Exons 179.. 364, 179.. 325, 181.. 366 

Seq. No. 14162 Seq. ID 

Gene No. 30165.. Strand 

Start 119 End 

Name OJ990107JD1 . 9819. C51 . ol . gs Method 

Start 231 End 

GI none Score 

Exons 231.. 407, 690.. 936 

Seq. No. 14162 Seq. ID 

Gene No. 30165 Strand 

Start 119. End 

Name OJ990107_01 . 9819 . C51 . o2 . tw Method 

Start 371 End 

GI none Score 

Exons 371.. 397, 688.. 876, 689.. 892 

Seq. No. 14162 Seq. ID 

Gene No. 30165 Strand 

Start 119 End 

Name OJ990107_01. 98 19 . C51 . ol . gp Method 

Start 727 End 



OJ990107_01.9819.C51 
+ 

968 

TBLASTX: Wheat 

366 

210 



OJ990107_01.9819.C51 
+ 

968 

GENSCAN 

936 

.95 



OJ990107_01.9819.C51 
+ 

968 

TBLASTX: Wheat 

892 

60 



OJ990107_01. 9819.C51 
+ 

968 

AAT/GAP 
968 



14833 




GI 60364_1.R1084 Score 468 

Exons 727.. 968 

GI Descrip. ' 6056205/gb | AAF02822 . 1 | AC009400_18 7.0e-28 (AC009400) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 


14 163 


Seq. ID 


OJ990107_01.9819. 


pro 


Gene No. 


30166 


Strand 


+ 




Start 


1 


End 


2049 




Name 


OJ990107 01 


. 9819.C52.ol.np Method 


AAT/NAP 




Start 


1 


End 


2046 




GI 


6056205 


Score 


515 




Exons 


1..26, 802. 


.1049, 1124. .1262, 1891. .2046 




GI Descrip. 


(AC009400) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


14163 


Seq. ID 


OJ990107_01.9819. 




Gene No. 


30166 


Strand 


+ 




Start 


1 


End 


2049 




Name 


OJ990107 01 


. 9819.C52.ol.gs Method 


GENSCAN 




Start 


178 


End 


2049 




GI 


none 


Score 


.75 




Exons 


178. .193, 803. .1049, 1124. .1262, 1891. 


.2049 




Seq. No. 


14163 


Seq. ID 


OJ990107_01.9819. 


C52 


Gene No. 


30167 


Strand 


+ 




Start 


2002 


End 


2579 




Name 


OJ990107 01 


. 9819.C52.ol.ts Method 


TBLASTX : Soybean 




Start 


793 


End 


2058 




GI 


none 


Score 


262 




Exons 


793. .1050, 


799. .1062, 863. .1051, 888.. 


1055, 1122.. 1247, 






1124. .1306, 


1125. .1259, 1133. .1264, 1870. .2058, 1890. .2045 


Seq. No. 


14163 


Seq. ID 


OJ990107_01.9819. 


C52 


Gene No. 


30167 


Strand 


+ 




Start 


2002 


End 


2579 




Name 


OJ990107 01 


. 9819.C52.ol.tm Method 


TBLASTX: Maize 




Start 


796 


End 


2121 




GI 


none 


Score 


389 




Exons 


796. .1062, 


798. .1055, 1122. .1262, 1125 


. .1262, 1130. .1264 






1870. .2049, 


1870.. 2067, 1886.. 2053, 2080.. 2121 




Seq. No. 


14163 


Seq. ID 


OJ990107_01.9819. 


C52 


Gene No. 


30167 


Strand 


+ 




Start 


2002 


End 


2579 




Name 


OJ990107 01 


.9819.C52.ol.tc Method 


TBLASTX: Cress 




Start 


799 


End 


1196 




GI 


none 


Score 


279 




Exons 


799. .1050, 


801.. 1055, 802.. 1062, 1124. 


.1183, 1125. .1196 




Seq'. No. 


14163 


Seq. ID 


OJ990107_01.9819. 


C52 


Gene No. 


30167 


Strand 


+ 




Start 


2002 


End 


2579 • 




Name 


OJ990107 01 


. 9819.C52.ol.tw Method 


TBLASTX: Wheat 




Start 


882 


End 


1262 




GI 


none 


Score 


105 




Exons 


882. .983, 898. .984, 966. .1061, 1000. .1 


062, 1125.. 1202, 





1212. . 1262 



14834 




Seq. No. 


14163 




Seq. ID 


OJ990107_01.9819. 


C52 


Gene No. 


30167 




Strand 


+ 




Start 


2002 




End 


2579 




Name 


OJ990107_01 . 9819 . 


C52 . ol . gp 


Method 


AAT/GAP 




Start 


2002 




End 


2579 




GI 


none 




Score 


889 




Exons 


2002 . . 2050, 2138 . 


.2579 








Seq. No. 


14164 




Seq~ ID 


OJ990107JU.9819. 


C54 


Gene No. 


30168 




Strand 






Start 


A O 

43 




End 


160 




Name 


OJ990107 01.9819. 


C54 . ol . tm 


Method 


TBLASTX: Maize 




Start 


A O 

4 3 




End 


160 




GI 


none 




Score 


188 




Exons 


ICO A A 1 f C\ 

43 . . 159, 4 4.. 160 










Seq. No. 


14164 




Seq. ID 


OJ990107_01.9819. 


C54 


Gene No. 


30168 




Strand 






Start 


43 




End 


160 




Name 


OJ990107_01 .9819. 


C54 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


A "} 

4 3 




End 


160 




GI 


none 




Score 


137 




Exons 


43 . . 159, 4 4. .160 










Seq. No. 


14165 




Seq. ID 


OJ990427_06.9819. 


CI 


Gene No. 


30169 




Strand 


+ 




Start 


2895 




End 


6941 




Name 


OJ990427_06 . 98 I 9 . 


CI .ol . gs 


Method 


GENSCAN 




Start 


2895 




End 


4631 




GI 


none 




Score 


1 




Exons 


2895 . .4 631 










Seq. No. 


14165 




Seq. ID 


OJ990427_06.9819. 


CI 


Gene No. 


30169 




Strand 


+ 




Start 


o o o c 

28 95 




End 


6941 




Name 


OJ990427_06 . 9819 . 


CI . ol . gp 


Method 


AAT/GAP 




Start 


3836 




End 


4233 




GI 


3763520 




Score 


750 




Exons 


3836 . . 4233 










Seq. No. 


14165 




Seq. ID 


OJ990427_06. 9819. 


CI 


Gene No. 


30169 




Strand 


+ 




Start 


2895 




End 


6941 




Name 


OJ990427 06.9819. 


CI ,o2 .gp 


Method 


AAT/GAP 




Start 


4363 




End 


6941 




GI 


85013 1.R1084 




Score 


1033 




Exons 


4363. .4662, 6684. 


. 6941 








GI Descrip. 


• 6063530/dbj | AP000615 . 1 | AP000615 2.0e- 


15 Oryza sativa genomic 




DNA, chromosome 3 


, clone: P0043E01' 






Seq. No. 


14165 




Seq. ID 


OJ990427_06.9819. 


CI 


Gene No. 


30170 




Strand 






Start 


1287 




End 


4266 




Name 


OJ990427 06.9819. 


CI .ol .np 


Method 


AAT/NAP 




Start 


1287 




End 


4266 




GI 


100210 




Score 


121 




Exons 


1287.. 1338, 2951. 


.3406, 4115. 


.4266 







14835 




GI Descrip. extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin {class II) [Lycopersicon esculentum] 





Seq. No. 


14165 




Seq. ID 


OJ990427 


_06.9819.C1 




Gene No. 


30171 




Strand 








Start 


6667 




End 


7752 






Name 


OJ990427_06 . 9819 .CI . o2 . 


tm 


Method 


TBLASTX : 


Maize 




Start 


3432 




End 


4319 






GI 


none 




Score 


187 






Exons 


3432. .3677, 3500. .3670, 


3510 . 


.3674, 3606.. 3839, 


3717 . . 3788, 






3895. .3951, 3903. .3965, 


4011. 


.4085, 4034.. 4078, 


4071. .4220, 






4183. .4248, 4201. .4308, 


4216. 


.4299, 4218.. 4319, 


4218. .4304 




Seq. No. 


14165 




Seq. ID 


OJ990427 


_0 6. 9819. CI 




Gene No. 


30171 




Strand 


_ 






Start 


6667 




End 


7752 






Name 


OJ9904 27_06. 9819.Ci.oi. 


tm 


Method 


TBLASTX : 


Maize 




Start 


4424 




End 


4632 






GI 


none 




Score 


206 






Exons 


4424. .4630, 4428. .4631, 


4453. 


.4632 








Seq. No. 


14165 




Seq. ID 


OJ990427 


_06. 9819. CI 




Gene No. 


30171 




Strand 


_ 




i:J 


Start 


6667 




End 


7752 






Name 


OJ990427_06t-9819 .CI . o2 . 


gs 


Method 


GENSCAN 




III 


Start 


6667 




End 


7752 




i 


GI 


none 




Score 


.84 




! M 

Q 


Exons 


6667. .6840, 7621. .7752 










: : 
HI 


Seq. No. 


14166 




Seq. ID 


OJ990427 


_06 . 9819. C2 


. 3 : 

!. I 


Gene No. 


30172 




Strand 


+ 




ru 


Start 


7812 




End 


8102 






Name 


OJ9904 27_0 6 . 9819 . C2 . o3 . 


gs 


Method 


GENSCAN 




i* "i 


Start 


7812 




End 


8102 




: sc f 
t. i 


GI 


none 




Score 


.92 






Exons 


7812. .8102 










. =: 


Seq. No. 


14166 




Seq. ID 


OJ990427 


_06.9819.C2 


,: ;t 
! t 


Gene No. 


30173 




Strand 


+ 






Start 


17955 




End 


18298 




□ 


Name 


OJ990427 06.9819.C2.o2. 


gp 


Method 


AAT/GAP 






Start 


17955 




End 


18298 






GI 


uC-osflcypl77c09al 




Score 


552 






Exons 


17955. . 18298 












GI Descrip. 


' 6063530/dbj | AP000615 . 1 1 AP000615 2.0e- 


15 Oryza 


sativa genomic 






DNA, chromosome 3, clone : P0043E01 1 








Seq. No. 


14166 




Seq. ID 


OJ990427 


__06. 9819.C2 




Gene No. 


30174 




Strand 


+ 






Start 


18221 




End 


25510 






Name 


OJ990427 06.9819.C2.o4. 


np 


Method 


AAT/NAP 






Start 


18221 




End 


25510 ■ 






GI 


138350 




Score 


74 





Exons 18221. .18624, 1 984 8 .. 20256, 22429 22655, 25436. .25510 

GI Descrip. GLYCOPROTEIN X PRECURSOR gi | 73738 | pir | | VGBEX1 glycoprotein X 
precursor - equine herpesvirus 1 (strain Ab4p) gi 1330862 
(M86664) membrane ..glycoprotein [Equine herpesvirus 1] 



14836 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14166 
30175 
1439 

OJ990427_06.9819.C2.ol.np 
1433 
2316016 



Seq. ID OJ990427_06.9819.C2 
Strand 

End 10912 

Method AAT/NAP 

End 10912 

Score , 3677 



1433.. 1539, 1624.. 1863, 1952.. 2015, 2104 .. 2409/" 2776 .. 2990, 
3095. .3389, 3871. .4035, 4155. .4787, 4873. .4959, 5414. .7134, 
8651.. 8703, 10723.. 10912 



GI Descrip. (U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. No. 14166 

Gene No. 30175 

Start 1439 

Name OJ9904 27_06 . 9819 . C2 . o2 . gs 

Start 1439 

GI none 

Exons 1439.. 1539, 1624.. 1863, 
4155. .4205, 4335..4787, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1952. .2015, 



OJ990427 06. 9819. C2 



10912 
GENSCAN 
7162 
.8 

2104. .2372, 



3095. .3389, 



4873. .4959, 5414. .7162 



Seq. No. 


14166 


Seq. ID 


OJ990427_06.9819.C2 


Gene No. 


30176 


Strand 




Start 


12119 


End 


12205 


Name 


OJ990427 06.9819.C2.o2.np 


Method 


AAT/NAP 


Start 


12119 


End 


12205 


GI 


5852084 


* Score 


90 


Exons 


12119. .12205 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 




Seq. No. 


14166 


Seq. ID 


OJ990427_06.9819.C2 


Gene No. 


30177 


Strand 




Start 


12872 


End 


22713 


Name 


OJ990427 06. 9819 . C2 . o3 . np 


Method 


AAT/NAP 


Start 


12872 


End 


19208 


GI 


6063554 


Score 


266 


Exons 


12872. .13052, 13681 .. 13708, 


15225. .15443, 15568 .. 15783, 




19176. .19208 






GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 


correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


14166 


Seq. ID 


OJ990427_06.9819.C2 


Gene No. 


30177 


Strand 




Start 


12872 


End 


22713 


Name 


OJ990427 06. 9819 . C2 . ol . gp 


Method 


AAT/GAP 


Start 


15349 


End 


15705 


GI 


428878 


Score 


444 


Exons 


15349. .15705 






GI Descrip. 


6063530/dbj | AP000615 . 1 | AP000615 2 . Oe- 


15 Oryza sativa genomic 


DNA, chromosome 3, clone : P0043E01 




Seq. No. 


14166 


Seq. ID 


OJ990427_06.9819.C2 


Gene No. 


30177 


Strand 




Start 


12872 


End 


22713 


Name 


OJ990427 06. 98 19 . C2 . o5 . gs 


Method 


GENSCAN 


Start 


18118 


End 


20768 



14837 




GI 


none 








Score 


.53 




Exons 


18118. 


.18842 


, 18922. .19029, 


19133. .19234, 19350 


. . 19504, 




19709. 


.20322 


, 20670.. 20768 








Seq. No. 


14166 








Seq. ID 


OJ990427 


_06.9819.C2 


fipne No . 


30177 








Strand 






Start . 


12872 








End 


22713 




Name 


OJ990427 06. 


9819 


.C2.o3.gp 


Method 


AAT/GAP 




Start 


18660 








End 


22713 




GI 


none 








Score 


1795 




Exons 


18660. 


.18848 


, 18922. . 19029, 


19133. .19234, 19350 


. . 19448, 




20670. 


.20768 


, 22297.. 22713 








Sea No. 


14166 








Seq. ID 


OJ990427 


06. 9819. C2 


Gene No. 


30177 








Strand 






Start 


12872 








End 


22713 




Name 


OJ990427 06. 


9819 


.C2 .06. gs 


Method 


GEN SCAN 




Start 


21915 








End 


22618 




GI 


none 








Score 


.73 




Exons 


21915. 


.22003, 22297.. 22618 








Seq. No. 


14166 








Seq. ID 


OJ990427 


_06. 9819.C2 


Gene No. 


30178 








Strand 






Start 


23398 








End 


23507 




Name 


OJ990427 06. 


9819 


. C2 . ol . tc 


Method 


TBLASTX: 


Cress 


Start 


1448 








End 


7144 




GI 


none 








Score 


218 




Exons 


1448 . . 


1555, 


1622 


..1864, 1623 


..1868, 1953. .2018, 


2099. .2410, 




2102. . 


2413, 


2104 


..2415, 2752 


..2970, 2771.. 2986, 


2773. .2985, 




■ 3151.. 


3387, 


3165 


. . 3392, 3859 


..4035, 4149. .4673, 


4155. . 4496, 




4156. . 


4536, 


4635 


..4796, 4717 


..4788, 4868. .4966, 


4870. .4968, 




5406. . 


6299, 


5407 


..5799, 5412 


..5825, 5414.. 6385, 


5720 . . 5857, 




5994. . 


6722, 


6263 


..6814, 6372 


..6923, 6452.. 6922, 


6851. .7144, 




6927. . 


7088 












Seq. No. 


14166 








Seq. ID 


OJ990427 


_06. 9819.C2 


Gene No. 


30178 








Strand 






Start 


23398 








End 


23507 




Name 


OJ990427 06. 


9819 


.C2.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1448 








End 


5551 




GI 


none 








Score 


52 




Exons 


1448. . 


1555, 


1457 


..1540, 1622 


..1864, 1623.. 1865, 


1956. .2018, 




2104. . 


2415, 


2105 


..2389, 2771 


. .2989, 2773. .2985, 


3091 . . 3387, 




3165. . 


3395, 


3859 


..4032, 5432 


. .5551 






Seq. No. 


14166 








Seq. ID 


OJ990427 


_06.9819.C2 


Gene No. 


30178 








Strand 






Start 


23398 








End 


23507 




Name 


OJ990427 .06. 


9819 


.C2.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1646 








End 


3975 




GI 


none 








Score 


209 




Exons 


1646. . 


1864, 


1647 


..1868, 1956 


. .2018, 2099. .2401, 


2103. .2402, 




2104. . 


2415, 


2107 


..2412, 2769 


..2966, 2771. .2986, 


2773. .2985, 




2996. . 


3043, 


3097 


..3219, 3165 


..3431, 3277. .3414, 


3859. .3975 


Seq. No. 


14166 








Seq. ID 


OJ990427 


_06.9819.C2 


Gene No. 


30178 








Strand 







.14838 




Start 


2 jjyo 




T7> _ _J 

End 


2350 / 




Name 


oj990427_oo . 


9819. C2 . o4 . ts 


Method 


TBLASTX : Soybean 




Start 


A 1 A C\ 

414 9 




End 


A ~> AT 

4 397 




GI 


none 




Score 


TAT 

127 * 




Exons 


a t a n / 

414 9. .439/, 


4 loo . .4 395 








Seq. No. 


14166 




Seq. ID 


OJ990427J36.9819, 


.C2 


Gene No. 


30178 




Strand 






Start 


zo jyy 




End 


o o c m 
2 350 / 




Name 


ojyyU4z /_ub. 


9819 . C2 . o2 . tm 


Method 


TBLASTX : Maize 




Start 


4 loo 




End 


A A C 1 

4 4 57 




GI 


none 




Score 


AAA 

320 




Exons 


/ICO /i / r r 

4 loo . .4 400, 


yi 1 c c /i /i c T /i 1 c/- 

4 155 . . 445 / , 4 156 


. .4455 






Seq. No. 


14166 




Seq. ID 


OJ990427_06.9819. 


,C2 


Gene No. 


30178 




Strand 






Start 


23398 




End 


23507 




Name 


ojyyu4 z / ub . 


yyiy . C2 . oo . ts 


Method 


TBLASTX : Soybean 




Start 


/TOO 

4 398 




End 


5452 




GI 


none 




Score 


114 




Exons 


4398 . . 4 550, 


A A f\f\ A C O A / y| AO 

4 400. . 4 534 , 4 402 


..4551, 4623. .4796, 4868.-4966 




48 /0 . .4 968 , 


C A 1 A C Vt C O 

5414. .54 52 








Seq. No. 


14166 




Seq. ID 


OJ99042/ 06.9819. 


oo 

. C2 


Gene No. 


30178 




Strand 






Start 






End 


O O C A T 

23507 




Name 


OJ990427 06. 


9819 . C2 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


C vl C O 

54 53 




End 


5812 




GI 


none 




Score 


388 




Exons 


C >1 C O coio 

54 53. . 5812 , 


C A C A COAT E A C 

54 54. . 5807 , 5605 


. .5808 






Seq. No. 


14166 




Seq. ID 


OJ990427_06.9819, 


,C2 


Gene No. 


30178 




Strand 






Start 


o o o o o 

23398 




End 


23507 




Name 


ojyyu4z / 06 . 


98 19 . C2 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


c c c o 
5552 




End 


5764 




GI 


none 




Score 


220 




Exons 


5552 . . 5 / 64 , 


CCCO en /"A c c c o 

5553.. 5/62, 5558 


. .5764 






Seq. No. 


14166 




Seq. ID 


OJ990427_06.9819. 


,C2 


Gene No. 


30178 




Strand 






Start 


o o o o. o 

23398 




End 


23507 




Name 


OJ99042 / 06 . 


98 19 . C2 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


C O O 1 




End 


6643 




GI 


none 




Score 


190 




Exons 


622 1 . .664 3 










Seq. No. 


14166 




Seq. ID 


OJ990427_06.9819, 


,C2 


Gene No. 


30178 




Strand 






btart 


23398 




End 


23507 




Name 


OJ990427 06. 


9819.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


18197 




End 


20766 




GI 


none 




Score 


126 




Exons 


18197. . 18253, 18262 .. 184 02 , 


18266. .18403, 18382 . . 184 7 1 , 






18383. .18490 


, 18469. . 18540, 


18589. .18720, 18607 .. 18702 , 






18764. .18844 


, 18766. .18825, 


20695. .20766 





14839 



! il 



Seq. No. 


14166 






Seq. ID 


OJ990427_06.9819.C2 


Gene No. 


30178 






Strand 




Start 


23398 






End 


23507 


Name 


OJ990427 06.9819. 


C2 .o7 . 


gs 


Method 


GENSCAN 


Start 


23398 






End 


23507 


GI 


none' 






Score 


.41 


Exons 


23398 . .23507 










Seq. No. 


14167 






Seq. ID 


OJ990427JD6. 9819. C3 


Gene No. 


30179 






Strand 


+ 


Start 


1296 






End 


2080 


Name 


OJ990427 06.9819. 


C3.ol. 


gs 


Method 


GENSCAN 


Start 


1296 






End 


2080 


GI 


none 






Score 


.81 


Exons 


1296.. 1313, 1943. 


.2080 








Seq. No. 


14167 






Seq. ID 


OJ990427_06. 9819.C3 


Gene No. 


30180 






Strand 




Start 


1949 






End 


3106 


Name 


OJ990427 06.9819. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


1949 






End 


3106 


GI 


5922628 






Score 


360 


Exons 


1949.. 2212, 3009. 


.3106 








GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 




gil 6016861 | dbj IBAA85204 


. 1 1' (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


14167 






Seq. ID 


OJ990427_06.9819.C3 


Gene No. 


30181 






Strand 




Start 


3202 






End 


4152 


Name 


OJ990427 06.9819. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


3196 






End 


4152 


GI 


2316016 






Score 


379 


Exons 


3196.. 3302, 3387. 


.3626, 


3708. 


.3784, 4126. .4152 


GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


14167 






Seq. ID 


OJ990427_06. 9819.C3 


Gene No. 


30181 






Strand 




Start 


3202 






End 


4152 


Name 


OJ990427 06.9819. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


3202 






End 


3626 


GI 


none 






Score 


.49 


Exons 


3202.. 3302, 3387. 


.3626 








Seq. No. 


14167 






Seq. ID 


OJ990427_06.9819.C3 


Gene No. 


30181 






Strand 




Start 


3202 






End 


4152 


Name 


OJ990427 06.9819. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3209 






End 


3774 


GI 


none 






Score 


89 


Exons 


3209.. 3337, 3211. 


.3315, 


3380. 


.3472, 3382. .3495, 3388. .3495, 




3484.. 3618, 3499. 


.3627, 


3500. 


.3628, 3712. .3774, 3713. .3772 



Seq. No. 14167 

Gene No. 30181 

Start 3202 

Name OJ990427 06 . 9819 . C3 . ol . tc 



Seq. ID OJ990427_06.9819.C3 
Strand 

End 4152 

Method TBLASTX : Cress 



14840 



Start 
GI 

Exons 



3211 End 3774 

none Score 62 

3211.. 3318, 3221.. 3307, 3385.. 3633, 3386.-3628, 3709.. 3774, 
3710. .3751 



Seq. No. 14167 

Gene No. 30181 

Start 3202 

Name OJ990427_06 . 9819 . C3 . ol . ts 

Start 3409 

GI none 

Exons 3409.. 3627, 
3714. .3794 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_06. 9819.C3 
4152 

TBLASTX : Soybean 

3794 

217 



3410.. 3628, 3435.-3629, 3710.. 3772, 3712.. 3774, 





Seq. No. 


14168 




Seq. ID 


OJ990427_06.9819.C4 




Gene No. 


30182 




Strand 


+ 




Start 


5472 




End 


7129 




Name 


OJ990427 06. 


9819.C4 .o2.gs 


Method 


GENSCAN 




Start 


5472 




End 


7129 




GI 


none 




Score 


.55 




Exons 


5472. .5531, 


5918. .6065, 6214. .6294, 6477. .7129 


.5 Si 


Seq. No. 


14168 




Seq. ID 


OJ990427_06. 9819.C4 




Gene No. 


30183 




Strand 




f Tf 


Start 


1 




End 


5284 


I s !! 


Name 


OJ990427 06. 


9819.C4 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5232 


:* "t 


GI 


2316016 




Score 


3163 


Ui 


Exons 


1..307, 933. 


.1147, 1242. .1536, 2019. .2183, 2303. .2933, 


: 't 
"scf 

r LP 




3019. .3105, 


3539. .5232 






GI Descrip. 


(U92650) MRP 


'-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


14168 




Seq. ID 


OJ990427_06. 9819.C4 


0 


Gene No. 


30183 




Strand 






Start 


1 




End 


5284 


j. j. 


Name 


OJ990427 06. 


9819.C4.ol.gs 


Method 


GENSCAN 




Start 


135 




End 


5284 


.is: 


GI 


none 




Score 


. 69 


u 


Exons 


135. .326, 933. .1147, 1242., 


.1536, 2303.. 


2748, 2762. .2933, 






3019. .3105, 


3539. .5284 








Seq. No. 


14168 




Seq. ID 


OJ990427_06.9819.C4 




Gene No. 


30184 




Strand 






Start 


7328 




End 


9231 




Name 


OJ990427 06. 


9819.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


5 




End 


5218 




GI 


none 




Score 


119 




Exons 


5. .52, 6. .65 


, 59. .307, 60., 


.200, 75. .308, 76. .318, 909. .112 






928. .1143, 930. .1142, 1288. 


..1341, 1294. 


.1539, 1298. .1534, 






1464. .1541, 


2007. .2186, 2297. .2716, 2303. .2644, 2304. .2684 






2536. .2685, 


2781. .2933, 2863. .2934, 3014. .3112, 3016. .3114 






3531. .4382, 


3539. .4381, 3845. .3982, 43E 


S5..4936, 4385. .4507 






4386. .4643, 


4494. .5045, 4574. .4672, 4733. .5044, 5048. .5218 






5049. .5210 










Seq. No. 


14168 




Seq. ID 


OJ990427_06. 9819.C4 




Gene No. 


30184 




Strand 





14841 





Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4.o2. 


tm 


Method 


TBLASTX : Mai ze 




Start 


6 








End 


1127 




GI 


none 








Score 


244 




Exons 


6..S6, 49. .300, 59. .307, 255. 


.311, 928. 


. 1125, 929 . . 1126, 






930. .1127 














Seq. No. 


14168 








Seq. ID 


OJ990427_06.9819.C4 




Gene No. 


30184 








Strand 






Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4 .o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


6 








End 


2123 




GI 


none 








Score 


35 




Exons 


6. .65, 7. .66 


/ 59 


. .307, 


60. .188, 65. .310, 66. .308, 926. .1123 






927. .1142, 928..: 


1143, 930. .1142, 1231.. 


1341, 1231.. 1539, 






1244. .1540, 


2007 


. .2123, 


2020. 


.2115 






Seq. No. 


14168 








Seq. ID 


OJ990427_06.9819.C4 




Gene No . 


30184 








Strand 






Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 


.IS"; 


Start 


1270 








End 


2072 


= JSf 


GI 


none 








S.core . 


75 




Exons 


1270. .1341, 


1270 


. . 1539, 


1274 . 


.1534, 12E 


)0. .1540, 1405. .1539, 


rf'z 




2007. .2072 












i'i i 

! if 

i' B j 


Sea No . 


14168 








Seq. ID 


OJ990427_06.9819.C4 




Gene No. 


30184 








Strand 




'sif 


Start 


7328 








End 


9231 


. 5V 
; e 
'as? 


Name 


OJ990427 06. 


9819 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 


ill 


Start 


2073 








End 


2605 


!! 


GI 


none 








Score 


110 


□ 


Exons 


2073. .2183, 


2073 


. .2186, 


2074 . 


.2184, 2303. .2605, 2304.. 2603 




Seq. No. 


14168 








Seq. ID 


OJ990427_06.9819.C4 


H- 


Gene No. 


30184 








Strand 






Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


2297 








End 


2545 




GI 


none 








Score 


100 




Exons 


2297. .2545, 


2301 


. .2543 










Seq. No. 


14168 








Seq. ID 


OJ990427_06. 9819.C4 




Gene No. 


30184 








Strand 






Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2546 








End 


3577 




GI 


none 








Score 


102 




Exons 


2546. .2698, 


2548 


. .2682, 


2550. 


.2699, 2769.-2933, 2875.-2943, 






3014. .3112, 


3016 


. .3114, 


3539. 


.3577 






Seq. No. 


14168 








Seq. ID 


OJ990427_06.9819.C4 




Gene No. 


30184 








Strand 






Start 


7328 








End 


9231 




Name 


OJ990427 06. 


9819 


.C4 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3531 








End 


3790 




GI 


none 








Score 


181 



14842 



Exons 


3531 . . 3737, 


3533. 


.3790, 


3537 . 


.3746, 3539.. 3790 






Seq. No. 


14168 








Seq. ID 


OJ990427_06. 


,9819. 


■ C4 


Gene No. 


30184 








Strand 








Start 


7328 








End 


9231 






Name 


OJ990427_06. 


, 9819. 


C4 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3578 








End 


3937 






GI 


none 








Score 


377 






Exons 


3578 . . 3937, 


3579 . 


. 3932, 


3730 . 


.3933 








Seq. No. 


14168 








Seq. ID 


OJ990427_06. 


,9819. 


■ C4 


Gene No. 


30184 








Strand 








Start 


7328 








End 


9231 






Name 


OJ990427_06. 


. 9819. 


C4 .o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3830 








End 


4201 






GI 


none 








Score 


101 






Exons 


3830 . . 4015, 


3831 . 


. 3989, 


4052 . 


.4201 








Seq. No. 


14168 








Seq. ID 


OJ990427 06. 


, 9819 . 


.C4 


Gene No. 


30184 








Strand 








Start 


7328 








End 


9231 






Name 


OJ990427_06. 


. 9819. 


C4 ,o3. 


gs 


Method 


GEN SCAN 






Start 


7328 








End 


9231 






GI 


none 








Score 


. 46 






Exons 


7328 . . 7431, 


8488 . 


. 8583, 


9009 . 


.9231 








Seq. No. 


14169 








Seq. ID 


OJ990427 06 . 


,9819. 


.C5 


Gene No. 


30185 








Strand 


+ 






Start ■ 


57 








End 


421 






Name 


OJ990427_06. 


. 9819. 


C5.ol. 


gs 


Method 


GEN SCAN 






Start 


57 








End 


421 






GI 


none 








Score 


. 66 






Exons 


57 . .421 
















Seq. No. 


14169 








Seq. ID 


OJ990427_06 . 


. 9819 . 


.C5 


Gene No. 


30186 








Strand 








Start 


1023 








End 


1260 






Name 


OJ990427_06. 


. 9819. 


C5.o2. 


gs 


Method 


GENSCAN 






Start 


1023 








End 


1260 






GI 


none 








Score 


.58 






Exons 


1023 . .1260 
















Seq. No. 


14170 








Seq. ID 


OJ990427_06, 


.9819, 


,C7 


Gene No. 


30187 








Strand 


+ 






Start 


92 








End 


170 






Name 


OJ990427_06. 


, 9819. 


C7.ol. 


gs 


Method 


GENSCAN 






Start 


92 








End 


170 






GI 


none 








Score 


.8 






Exons 


92 . . 170 
















Seq. No. 


14171 








Seq. ID 


OJ990427_06. 


, 9819. 


. C8 


Gene No. 


30188 








Strand 








Start 


1 








End 


2326 






Name 


OJ990427 06. 


, 9819. 


C8.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


2326 






GI 


6911870 








Score 


368 






Exons 


1..307, 864. 


, .956, 


1330. 


.1482, 


2158. .2326 







14843 



GI Descrip. (AL138655) putative protein [Arabidopsis thaliana] 



Seq. No. 14171 

Gene No. 30188 

Start 1 

Name OJ990427_06 . 98 19 . C8 . ol . tc 

Start 152 

GI none 

Exons 152.. 304, 171.. 302 



Seq. ID OJ990427_06. 9819.C8 
Strand 

End 2326 

Method TBLASTX : Cress 

End 304 

Score 135 



Seq. No. 14171 Seq. ID 

Gene No. 30188 Strand 

Start 1 End 

Name OJ990427_06 . 98 19 . C8 . ol . tm Method 

Start 152 End 

GI none Score 

Exons- 152. .316, 156. .308, 164. .316, 864. .947, 864 
1330. .1431, 1330. .1419 



OJ990427 06. 9819. C8 



2326 

TBLASTX: Maize 
1431 
211 

956, 868, 



1008, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14171 
30188 
1 

OJ990427_06.9819.C8.ol.ts 

152 

none 



Seq. ID OJ990427_06.9819.C8 
Strand 

End 2326 

Method TBLASTX : Soybean 

End 1389 

Score 132 



152. .310, 156. .305, 164. .316, 864. .956, 868. .945, 1324. .1389 



Seq. ID OJ990427_06.9819.C8 
Strand 

End 2326 

Method AAT/GAP 

End 311 

Score 273 



14171 
30188 
1 

OJ990427_06.9819.C8.ol.gp 
163 

1109_1.R1084 
163. .311 

'1077413/pir | | S51431 2.0e-34 hypothetical protein YLR186w - 
yeast ( Saccharomyces cerevisiae) >gi_577197 (U17246) Ylrl86wp 
[Saccharomyces cerevisiae] f 



Seq. No. 14171 Seq. ID 

Gene No. 30188 Strand 

Start 1 End 

Name 0 J9 904 2 7_0 6.9819.C8.ol.gs Method 

Start 163 End 

GI none Score 

Exons 163. .307, 864.. 956, 1330.. 1614 



OJ990427_06. 9819.C8 

2326 
GENSCAN 
1614 
.88 



Seq. No. 14172 Seq. ID 

Gene No. 30189 Strand 

Start 134 End 

Name OJ9904 27_06. 98 1 9 . C9 . ol . gs Method 

Start 134 End 

GI none Score 

Exons 134. .344, 1086.. 1453 



OJ990427_06.9819.C9 
+ 

1453 
GENSCAN 
1453 
.4 



Seq. No. 
Gene No. 
Start 



14172 
30190 
3390 



Seq. ID OJ990427_06. 9819.C9 
Strand + 
End 11089 



14844 



Name 

Start 

GI 

Exons 



GI Descrip. 



Method AAT/NAP 
End 10105 
Score 1357 

4799, 4872. .4956, 5616. .5724, 
6812, 6963. .7457, 7914. .8117, 
9195, 9276.. 9363, 9949.. 10105 
(AC002411) Contains similarity .to neural cell adhesion molecule 
2, large isoform precursor gb|M7 6710 from Xenopus laevis, and 
beta transducin from S. cerevisiae gb|Q0594 6. ESTs gb|N65081 
gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 



OJ990427_06.9819.C9.ol . np 

3376 

3142301 

3376.-3465, 4297.. 4458, 4681 
5818.. 5885, 5992.. 6117, 6344 
8221.. 8281, 8557.. 8670, 9082 



Seq. No. 14172 

Gene No. 30190 

Start 3390 

Name OJ990427_06 . 9819 . C9 . o2 . gs 

Start 3390 

GI none 

Exons 3390.. 3481, 4302.. 4451, 4746. 

5818.. 5877, 6330.. 7034, 7142. 



Seq. ID OJ990427_06.9819.C9 

Strand + 

End 11089 

Method GENSCAN 

End 11089 

Score .79 

.4799, 4872. .4956, 5616. .5751, 
.7457, 7914. .8117, 8221. .8281, 



8557. .8670, 9082. .9195, 10061 .. 10131, 10948. .11089 



Seq. No. 14172 

Gene No. 30190 

Start 3390 

Name OJ9904 27_06 . 9819 . C9 . ol . gp 

Start 6943 

GI 21990_1.'R1084 

Exons 6943.. 7034, 7142 
GI Descrip. f 3142301 3.0e-26 



OJ990427_06.9819.C9 
+ 

11089 
AAT/GAP 
7965 
7 99 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7457, 7914. .7965 

(AC002411) Contains similarity to neural cell 
adhesion molecule 2, large isoform precursor gb_M7 6710 from 
Xenopus laevis, and beta transducin from S. cerevisiae 
gb_Q05946. ESTs gb_N65081 gb_Z30910, gb_Z34190, gb_Z34611, 
gb_R30101, gb_H3630' 



Seq. No. 


14172 


Seq. ID 


OJ990427_06.9819.C9 


Gene No. 


30191 


Strand 


+ 


Start 


13909 


End 


14188 


Name 


OJ990427 06. 9819 . C9 . o2 . gp 


Method 


AAT/GAP 


Start 


13909 


End 


14188 


GI 


2798372 


Score 


519 


Exons 


13909. .14188 






Seq. No. 


14172 


Seq. ID 


OJ990427_06.9819.C9 


Gene No. 


30192 


Strand 




Start 


13070 


End 


14808 


Name 


OJ990427 06. 9819 . C9 . o3 . gs 


Method 


GENSCAN 


Start 


13070 


End 


14808 


GI 


none 


Score 


..64 


Exons 


13070. .13228, 14599. .14808 






Seq. No. 


14172 


Seq. ID 


OJ990427_06.9819.C9 


Gene No. 


30193 


Strand 




Start 


17090 


End 


24026 


Name 


OJ990427 06. 9819.C9.o6. tm 


Method 


TBLASTX : Maize 


Start 


4297 


End 


4896 


GI 


none 


Score 


77 


Exons 


4297. .4371, 4298. .4372, 4299. 


.4373, 4299.-4376, 4300. .4374, 



14845 



4378. .4452, 4673. .4789, 4683. .4799, 4684. .4797, 4873. .4896 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ990427_06 . 9819 . C9 . o2 . tc 

Start 5613 

GI none 

Exons 5613.. 5723, 5615.. 5716, 5805. 

5991. .6116, 6335. .6424 



OJ990427_06.9819.C9 
24026 

TBLASTX: Cress 

6424 

115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5894, 5819.. 5887, 5989.. 6126, 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ990427_06 . 981 9 . C9 . o3 . ts 

Start 5615 

GI none 

Exons 5615.. 5722, 5616.. 5723, 5787. 

5991. .6119, 5994. .6122, 6341. 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

Method TBLASTX : Soybean 

End 6427 

Score 131 

.5888, 5819. .5878, 5989. .6120, 
.6427 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ990427_06 . 9819 . C9 . o2 . tm 

Start 6355' 

GI none 

Exons 6355.. 6522, 6356.. 6538, 6365. 

6595. .6669, 6699. .6887, 6707, 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 
Method TBLASTX :^Mai ze 
End 6901 
Score 220 

.6538, 6542.. 6676, 6549.. 6581, 
.6901, 6711. .6890 



Seq. No. 14172 
Gene No. 30193 
Start 17090 

Name OJ990427_06 . 9819 . C9 . ol . 

Start 6940 
GI none 

Exons 6940.. 7047, 6942.. 7052, 

7206. .7337, 7214. .7300, 
7347. .7457 

"Seq. No. 14172 
Gene No. 30193 
Start 17090 

Name OJ990427_06 . 981 9 . C9 . o2 . 

Start 6974 
GI none 

Exons 6974.. 7039, 7327.. 7455, 

7909. .8025, 8020. .8118, 
9097. .9195, 9120. .9197, 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 
tm Method TBLASTX : Maize 

End 7475 

Score 136 
6944. .7048, 7130. .7222, 7141. .7203, 
7258. .7338, 7318. .7455, 7332. .7475, 

Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 
ts Method TBLASTX : Soybean 

End 9308 

Score 74 
7347. .7457, 7908. .7982, 7908. .8024, 
8222. .8281, 8542. .8682, 8556. .8681, 
9273. .9308 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ9904 27_06 . 9819 . C9 . o3 . tc 

Start 7908 

GI none 
Exons 



Seq. ID OJ990427_06.9819.C9 
Strand 
End 

Method 
End 
Score 



24026 

TBLASTX: Cress 

9197 

75 



7908. .7994, 7908. .7994, 7909. .8028, 8029. .8112, 8221. .8280, 
8222. .8281, 8542.-8682, 8556. .8681, 9079. .9186, 9097. .9195, 



14846 





9120 . 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


8218 


GI 


none 


Exons 


8218 . 




9079 . 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


17090 


GI 


none 


Exons 


17090 




22241 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


21265 


GI 


42730 


Exons 


21265 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


21872 


GI 


45586 


Exons 


21872 


GI Descrip. 


(AC00 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


22241 


GI 


17070 


Exons 


22241 


GI Descrip. 


(U787 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 


Name 


OJ990 


Start 


22257 


GI 


none 


Exons 


22257 


Seq. No. 


14172 


Gene No. 


30193 


Start 


17090 



.9197 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

Method TBLASTX : Maize 

End - 9365 

Score 87 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

>7_06. 9819.C9.o4 .gs Method GENSCAN 

End 23891 

Score .69 
17286, 18337. .18409, 18 615 . . 187 18 ,. 21602 .. 21883, 
,23891 

Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

>7_06. 9819.C9.o3.gp Method AAT/GAP 

End • 21372 

Score 180 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

>2.np Method AAT/NAP 

End 24026 

Score 809 

,24026 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427 06. 9819. C9 

,v 

24026 
AAT/NAP 
24026 
569 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

_06. 9819.C9.ol.ts Method TBLASTX : Soybean 

End 22784 

Score 83 

22257. .22559, 22318 .. 22554 , 22584.-22784, 22609. .22755 

Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 



14847 



Name 

Start 

GI 

Exons 



OJ990427_06 . 9819 . C9 . o4 . tc Method 

22257 End 

none Score 
22257. .22559 



TBLASTX: Cress 

22559 

189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14172 
30193 
17090 

OJ990427_06.9819.C9.o3.tm 

22305 

none 



Seq. ID OJ990427_06.9819.C9 
Strand 
End 

Method 
End 
Score 



24026 

TBLASTX: Maize 

22754 

88 



22305. .22583, 22306 .. 224 64 , 22584 .. 22754 , 22585.. 22746 



Seq. No. 14172 
Gene No. 30193 
Start 17090 

Name OJ990427_06 . 9819 . C9 . ol . tc 

Start 22587 
GI none 
Exons 22587. 

22986. 

23184. 



,22673, 22677. 
,23078, 22998. 
.23402, 23547. 



.22787, 
.23423, 
.23663, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22716 

23022 



OJ990427 06. 9819. C9 



24026 

TBLASTX: Cress 
23945 
51 

22886, 22800 
23099, 23109 



23712. .23795, 23808, 



.22976, 
.23216, 
.23945 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ990427_06 . 9819 . C9 . ol . tw 

Start 22659 

GI none 

Exons 226S9..22937, 22659.-22958, 
23178. .23423, 23535 23663, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_06.9819.C9 
24026 

TBLASTX : Wheat' 

23828 

70 



22980. .23126, 23037 .. 23273, 
23691. .23828 



Seq. No. 14172 

Gene No. 30193 

Start 17090 

Name OJ990427_06. 9819 .C9. o5 . tm 

Start 22755 

GI none 

Exons 22755. .22958, 22995 .. 23390, 

Seq. No. 14173 

Gene No. 30194 

Start 1 

Name OJ9904 27_06 . 9819 . C10 . ol . np 

Start 1 

GI 4539394 

Exons 1..716, 2951.. 2991 

GI Descrip. (AL035526) putative protein 

Seq. No. 14173 

Gene No. 30194 

Start 1 

Name OJ990427_06 . 9819 . C10 . ol . gs 

Start 173 

GI none 

Exons 173.. 943, 2284.. 2407, 2733. 
3598. .3693 



Seq. ID OJ990427_06.9819.C9 
Strand 

End 24026 

Method TBLASTX : Mai ze 

. End 23885 

Score 123 
23550. .23699, 23688.-23885 

Seq. ID OJ990427_06. 9819. C10 
Strand 

End 3693 

Method AAT/NAP 

End 2991 

Score 277 

[Arabidopsis thaliana] 

Seq. ID OJ990427_06. 9819. C10 
Strand 

End 3693 

Method GENSCAN 

End 3693 

Score .55 
.2861, 3001.. 3045, 3153.. 3249, 



14848 



Seq. No. 14174 Seq. ID 

Gene No. 30195 Strand 

Start 8612 End 

Name OJ990427_06 . 9819 . Cll . ol . gp Method 

Start 8612 End 

GI 6012799 Score 

Exons 8612.. 9308 



OJ990427_06.9819.C11 
+ 

9308 
AAT/GAP 
9308 
1260 



Seq. No. 14174 Seq. ID 

Gene No. 30196 Strand 

Start 1155 End 

Name OJ990427_06 . 9819 . Cll . ol . gs Method 

Start 1155 End 

GI none Score 

Exons 1155.. 1436, 1747.. 1791 



OJ990427_06. 9819. Cll 

1791 
GENSCAN 
1791 
.73 



Seq. No. 14175 Seq. ID OJ990427 

Gene No. 30197 Strand + 

Start 776 End 2586 

Name OJ990427_06 . 98 19 . C12 . ol . gs Method GENSCAN 

Start 776 End 2586 

GI none Score .93 

Exons 776.. 832, 2179.. 2586 v 



06.9819.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14175 Seq. ID OJ990427_06 . 9819 . C12 

30198 Strand + 

2771 End 8180 

OJ990427_06. 9819 . C12 . ol . np Method AAT/NAP 

2771 End 8180 

4512618 Score 1669 

2771. .2871, 3424. .4130, 4265. .4330, 4440. .5806, 5872. .6063, 
6241. .7759, 8029. .8180 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAC gb|AF080119 and is a 
member of the reverse transcriptase family PF 100078. 



14175 
30198 
2771 

OJ990427_06 . 9819 . C12 . o2 . gs 
3416 



none 
3416. 
5266. 
7221. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3646, 3773. .3927, 4036. .4152, 4370 
5402, 5642. .5767, 5999. .6130, 6233 
7783 



OJ990427JD6. 9819.C12 



8180 
GENSCAN 
7783 
.68 

4564, 4689. 
7018, 7049. 



,4841, 
,7117, 



Seq. No. 14175 

Gene No. 30199 

Start 9530 

Name OJ9904 27_06 . 9819 . C12 . o2 . gp 

Start 9530 

GI uC-osflcypl77c09al 

Exons 9530.. 9738 

GI Descrip. ' 6063530/dbj | AP000615 . 1 | AP000615 2 
DNA, chromosome 3, clone : P0043E01 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990427_ 
+ 

9738 
AAT/GAP 
9738 
304 



06. 9819.C12 



Oe-15 Oryza sativa genomic 



14849 



Seq. No. 14175 
Gene No. 30200 
Start 18432 

Name OJ990427_06 . 9819 . C12 . o3 . gp 

Start 18432 

GI LIB3477-003-P1-K1-E9 
Exons 18432. .18495, 20389.. 20430 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990427_06.9819.C12 

Strand + 

End 20430 

Method AAT/GAP 

End 20430 

Score 136 



r rl 



y 

'=5? 



Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819.C12 


Gene No. 


30201 








Strand 




Start 


9604 








End 


16239 


Name 


OJ990427_06 . 


. 9819 , 


.C12.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3485 








End 


3922 


GI 


none 








Score 


44 


Exons 


3485 . . 3523, 


3542 . 


. .3607, 


3653. 


.3922, 3670. .3849 


Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819.C12 


Gene No. 


30201 








Strand 




Start 


9604 








End 


16239 


Name 


OJ990427_06. 


. 9819, 


.C12.olC 


i. tm 


Method 


TBLASTX: Maize 


Start 


4795 








End 


5205 


GI 


none 








Score 


•7 6 


Exons 


4795. . 4881, 


4801. 


. .4872, 


4929. 


.4946, 4930.. 4989, 5023.. 5076, 




PAHA — /^i >- 

5079. . 5186, 


5080 , 


. . 5205 








Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819.C12 


Gene No. 


30201 








Strand 




Start 


9604 








End 


16239 


Name 


OJ990427_06 . 


, 9819 . 


.C12. o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


5305 








End 


5730 


GI 


none 








Score 


123 


Exons 


5305 . .5412, 


5309, 


. .5410, 


5372 . 


.5509, 5498. .5584, 5588. .5653, 




5650. .5730 












Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819.C12 


Gene No.- 


30201 








Strand 




Start 


9604 








End 


16239 


Name 


OJ990427 06. 


,9819, 


,C12.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6346 








End 


6842 


GI 


5509260 








Score 


322 


Exons 


6346. .6840, 


6669, 


. .6842 








GI Descrip. 














Seq. No. 


14175 








Seq. ID 


OJ990427_06. 9819.C12 


Gene No. 


30201 








Strand 




Start 


9604 








End 


16239 


Name 


OJ990427 06. 


,9819, 


.C12.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6390 








End 


6642 


GI 


none 








Score 


82 


Exons 


6390. .6548, 


6390. 


. . 6641, 


6391. 


. 6642 




Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819.C12 


Gene No. 


'30201 








Strand 




Start 


9604 








End 


16239 



14850 



Name 

Start 

GI 

Exons 



OJ990427_06. 9819 . C12 . ol . tc Method 
64 77 End 
none Score 
6477.. 6542, 6478.. 6729, 6567.. 6707 



TBLASTX: Cress 

6729 

201 



.Seq. No. 14175 

Gene No. 30201 

Start 9604 

Name OJ990427_06 . 9819 . C12 . o4 . tw 

Start 6510 

GI none 
Exons 



Seq. ID OJ990427_06.9819.C12 



Strand 
End 

Method 

End 

Score 



16239 

TBLASTX: Wheat 

7 056 

256 



6510. .6854, 6511. .6855, 6841. .7056, 6897. .6947, 7005. .7040 



Seq. No. 14175 Seq. ID 

Gene No. 30201 Strand 

Start 9604 End 

Name OJ990427_06 . 9819 . C12 . ol . tm Method 

Start 6642 End 

GI none Score 

Exons 6642.. 7076, 6643.. 7089, 6649.. 7089 



OJ990427_06. 9819.C12 
16239 

TBLASTX: Maize 

7089 

553 





Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819 




Gene No. 


30201 








Strand 






Start 


9604 








End 


16239 


hll 


Name 


OJ990427 06. 


9819. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 


ff\ 


Start 


7096 








End 


7420 


t : ! i 


GI 


none 








Score 


50 


! 

u B f 


Exons 


7096. .7131, 


7145. 


.7420, 


7145. 


.7261, 7294. .7407, 7298. .7 


i ; : 


Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819 




Gene No. 


30201 








Strand 




j E f i 
! k* 


Start 


9604 








End 


16239 




Name 


OJ990427 06. 


9819. 


C12.ol. 


ts 


Method 


TBLASTX : Soybean 


;i 

t"E 


Start 


7145 








End 


7639 




GI 


none 








Score 


389 


""*\ 


Exons 


7145. .7639, 


7309. 


.7428, 


7358. 


.7636 






Seq. No. 


14175 








Seq. ID 


OJ990427_06.9819 




Gene No. 


30201 








Strand 




.: si 


Start 


9604 








End 


16239" 




Name 


OJ990427 06. 


9819. 


C12.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7145 








End 


7348 




GI 


none 








Score 


186 




Exons 


7145. .7348, 


7157. 


.7276 









Seq. No. 


14175 








Seq. ID 


OJ990427 


_06.9819.C12 


Gene No. 


30201 








Strand 






Start 


9604 








End 


16239 




Name 


OJ990427 06. 


9819 


C12.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7421 








End 


7753 




GI 


none 








Score 


285 




Exons 


7421. .7675, 


7421 


.7663, 


7474 . 


.7674, 7715. .7753, 


7717. .7749 


Seq. No. 


14175 








Seq. ID 


OJ990427 


_06.9819.C12 


Gene No. 


30201 








Strand 






Start 


9604 








End 


16239 




Name 


OJ990427 06. 


9819 


C12.o2 


. np 


Method 


AAT/NAP 





14851 






Start 


9604 


End 


11827 




GI 


5257263 


Score 


222 




Exons 


9604.. 10176, 11801.. 11827 








GI Descrip. 


(AP000364) EST AU029260 (E30024 ) corresponds to a region of the 






predicted gene.; Similar to Arabidopsis 


; thaliana rd22 gene. 






(D10703) [Oryza sativa] 








Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 




Gene No . 


30201 


Strand 






Start 


9604 


End 


16239 




Name 


OJ990427 06.9819.C12.o6.tm 


Method 


TBLASTX: Maize 




Start 


9676 


End 


10250 




GI 


none 


Score 


49 




Exons 


9676.-9735, 9685.-9744, 9784 


..9882, 9788. .9883, 9862. .9951, 






9863.. 9970, 9962.. 10036, 10052 .. 10162, 


10056. .10250 




Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 




Gene No. 


30201 


Strand 






Start 


9604 


End 


16239 




Name 


OJ990427 06. 98 19 . C12 . o3 . np 


Method 


AAT/NAP 




Start 


9775 


End 


14826 




GI 


2583130 


Score 


1757 




Exons 


9775. .9812, 10530 .. 1057 9, 107 63 11231, 


11284. .14826 


:- _ « 


GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 






[Arabidopsis thaliana] 






rn 


Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 




Gene No. 


30201 


Strand 




a 


Start 


9604 


End 


16239 


i i 


Name 


OJ990427 06.9819.C12.o4.np 


Method 


AAT/NAP 




Start 


10678 


End 


16239 


ry 


GI 


4432866 


Score 


1798 


i: 


Exons 


10678. .11157, 11215. .14786, 


14837. .15326, 15544. .16239 


.a ~: 


GI Descrip. 


(AC006300) putative non-LTR 


retroelement reverse transcriptase 


LJ 
: i. 1 




[Arabidopsis thaliana] 








Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 


a 


Gene No. 


30201 


Strand 






Start 


9604 


End 


16239 


u 


Name 


OJ990427 06.9819.C12.o3.tw 


Method 


TBLASTX: Wheat 


0 

•tsf 


Start 


11284 


End 


11703 




GI 


none 


Score 


65 




Exons 


11284. .11685, 11297. .11380, 


11422. .11703 




Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 




Gene No. 


30201 


Strand 






Start 


9604 


End 


16239 




Name 


OJ990427 06. 9819 . C12 . o9 . tm 


Method 


TBLASTX: Maize 




Start 


12121 


End 


12493 




GI 


none 


Score 


118 




Exons 


12121. .12492, 12143. .12493 








Seq. No. 


14175 


Seq. ID 


OJ990427_06.9819.C12 




Gene No. 


30201 


Strand 






Start 


9604 


End 


16239 




Name 


OJ990427 06.9819.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12289 


End 


12685 



14852 




GI 


none 




Score 


189 




Exons 


12289. .12333, 12304. 


. 12579, 


12305. .12580, 12586. .12684, 






12587. .12685 










Seq. No. 


14175 




Seq. ID 


OJ990427_06.9819, 


.C12 


Gene No. 


30201 




Strand 






Start 


9604 




End 


16239 




Name 


OJ990427 06.9819.C12 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


12649 




End 


13281 




GI 


none 




Score 


103 




Exons 


12649. . 12777, 12820. 


. 13092, 


13126. .13281 




Seq. No. 


14175 




Seq. ID 


OJ990427_06.9819, 


.C12 


Gene No. 


30201 




Strand 






Start 


9604 




End 


16239 




Name 


OJ990427 06.9819.C12 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


12805 




End 


13104 




GI 


none 




Score 


198 




Exons 


12805. . 13104 










Seq. No. 


14175 




Seq. ID 


OJ990427_06. 9819 


.C12 




30201 




Strand 






Start 


9604 




End 


16239 




Name 


OJ990427 06.9819.C12 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


12856 




End 


13237 




GI 


none 




Score 


162 




Exons 


12856. . 13023, 12857 . 


. 13030, 


13005. .13226, 13015. .13227, 






13018. .13236, 13022. 


. 13237 








Sea. No. 


14175 




Seq. ID 


OJ990427_06.9819 


.C12 


Gene No. 


30201 




Strand 






Start 


9604 




End 


16239 




Name 


OJ990427 06.9819.C12 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13456 




End 


13863 




GI 


none 




Score 


99 




Exons 


13456. .13755, 13738. 


. 13863 








Sea No 


14175 




Seq. ID 


OJ990427_06. 9819 


.C12 


Gene No. 


30201 




Strand 






Start 


9604 




End 


16239 




Name 


OJ990427 06.9819.C12 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14335 




End 


14721 




GI 


none 




Score 


66 




Exons 


14335. . 14535, 14384 . 


. 14521, 


14530. .14 721, 14 612. .14707 




Seq. No. 


14176 




Seq. ID 


OJ990427_06. 9819 


.C14 


Gene No. 


30202 




Strand 


+ 




Start 


52 




End 


495 




Name 


OJ990427 06.9819.C14 


. ol . gs 


Method 


GENSCAN 




Start 


52 




End 


495 




GI 


none 




Score 


.52 




Exons 


52. .99, 200. .495 










Seq. No. 


14176 




Seq. ID 


OJ990427_06. 9819 


.C14 


Gene No. 


30203 




Strand 


+ 




Start 


501 




End 


711 




Name 


OJ990427 06.9819.C14 


.ol.gp 


Method 


AAT/GAP 





14853 



Cf! 
HI 



Start 


501 


bno 


71 1 
/ll 




GI 


3763520 


Score 


*3 QQ 




Exons 


501 . . 711 








Seq. No. 


14177 


Seq. ID 


OJ990427_06.9819. 


C15 


Gene No. 


30204 


Strand 


+ 




Start 


69 


hna 


9 £fi 
ZDU 




Name 


OJ990427 06 . 9819 . C15 . ol . gs 


Metnoa 






Start 


69 




ZoU 




GI 


none 


Score 


"7 A 




Exons 


69 . .260 








Seq. No. 


14178 


beq. id 


ATQQn/I 97 H£ QR1 Q 




Gene No . 


30205 


Strand 


+ _ 




Start 


1 


End 


962 




Name 


OJ990427 06.9819.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


962 




GI 


2316016 


Score 


463 




Exons 


1..42, 143. .809, 838. .962 








GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


1 
1 


Seq. No. 


14178 


Seq. ID 


OJ990427_06.9819. 


.C17 


Gene No. 


30205 


Strand 


+ 




Start 


1 


End 


962 




Name 


OJ990427 06.9819.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


159 


End 


796 




GI 


none 


Score 


58 




Exons 


159. .203, 160. .312, 377. .796, 


408. .557 


, 409. .789, 449. .790 


Seq. No. 


14178 


Seq. ID 


OJ990427_06.9819 


.C17 


Gene No. 


30205 


Strand 


+ 




Start 


1 


End 


962 




Name 


OJ990427 06.9819.C17.ol.ts 


Method 


TBLASTX : Soybean 




Start 


398 


End 


796 




GI 


none 


Score 


339 




Exons 


398. .796, 400. .792 








Seq. No. 


14178 


Seq. ID 


OJ990427JD6.9819 


.C17 


Gene No. 


30205 


Strand 


+ 




Start 


1 


End 


962 




Name 


OJ990427 06.9819.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


488 


End 


792 




GI 


none 


Score 


379 




Exons 


488. .790, 490. .792, 490. .789 








Seq. No. 


14179 


Seq. ID 


OJ990427_06.9819 


.C21 


Gene No. 


30206 


Strand 






Start 


1 


End 


841 




Name 


OJ990427 06.9819.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


841 




GI 


2316016 


Score 


543 




Exons 


1..659, 745. .841 








GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 


Seq. No. 


14179 


Seq. ID 


OJ990427_06. 9819 


.C21 


Gene No. 


30206 


Strand 






Start 


1 


End 


841 





14854 






Name 


OJ990427_06. 9819.C21 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


26 




End 


329 




GI 


none 




Score 


243 




Exons 


26. . 163, 61 . . 327, 63 


. . 329, 77 


. . 328 






Seq. No. 


14179 




Seq. ID 


OJ990427_06. 9819.C21 




Gene No. 


30206 




Strand 






Start 


1 




End 


841 




Name 


OJ990427 06. 9819.C21 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


29 




End 


840 




GI 


none 




Score 


190 




Exons 


29. .64, 60. .368, 61. 


.408, 63. 


.545, 507. 


. 668, 589. . 660, 740. . 






742 . . 840 










Seq. No. 


14179 




Seq. ID 


OJ9904 27_06. 9819.C21 




Gene No. 


30206 




Strand 






Start 


1 




End 


841 




Name 


OJ9904 27_06 . 9819 .C21 


. ol . gs 


Method 


GENSCAN 




Start 


207 




End 


831 




GI 


none 




Score 


. 41 




Exons 


207 . . 659, 745 . .831 








si 
: S 


Seq. No. 


14179 




Seq. ID 


OJ9904 27_06. 9819.C21 


':=? 


Gene No. 


30206 




Strand 






Start 


1 




End 


841 


u\ 


Name 


OJ990427_06. 9819.C21 


.ol.ts 


Method 


•TBLASTX : Soybean 


I'll 

i =? 


Start 


270 




End 


840 




GI 


none 




Score 


114 


ijij 


Exons 


270. .422, 272. .406, : 


274 . .423, 


495. . 668, 


740. .838, 742. .840 


; s i 


Seq. No. 


14180 




Seq. ID 


OJ990427_06. 9819. C22 


ru 


Gene No. 


30207 




Strand 






Start 


231 




End 


403 


i, -i 


Name 


OJ990427 06.9819.C22 


.ol.gp 


Method 


AAT/GAP 


:. t 


Start 


231 




End 


403 


Si 


GI 


428878 




Score 


216 


hi* 


Exons 


231. .403 










GI Descrip. 


6063530/dbj IAP000615 


. 1IAP000615 2.0e-15 Oryza sativa genomic 


';:! 




DNA, chromosome 3, clone : P0043E01 




■is; 


Seq. No. 


14181 




Seq. ID 


OJ990427_06.9819.C23 




Gene No. 


30208 




Strand 


+ 




Start 


469 




End 


639 




Name 


OJ990427 06.9819.C23 


. ol . gs 


Method 


GENSCAN 




Start 


469 




End 


639 




GI 


none 




Score 


.68 




Exons 


469. .639 










Seq. No. 


14182 




Seq. ID 


OJ990427_06. 9819.C24 




Gene No. 


30209 




Strand 


+ 




o T,ar x. 


228 




End 


387 




Name 


OJ990427 06.9819.C24 


. ol . gs 


Method 


GENSCAN 




Start 


228 




End 


387 




GI 


none 




Score 


. 97 




Exons 


228. .387 










Seq. No. 


14183 




Seq. ID 


OJ9904 27_06. 9819.C25 



14855 




Gene No. 


30210 






Strand 






Start 


44 5 






hna 






Name 


/~\ TA Art A O "7 

OJ 9904 27 


Oo . 9819. CZd . ol , 


gs 


Metnoa 


LjLNoCAN 




Start 


44 5 






End 


c a r\ 
54 U 




GI 


none 






Score 


. o / 




Exons 


4 4 5. .540 












Seq. No. 


14184 






beq. lu 






Gene No. 


30211 






Strand 


+ 




Start 


1 






End 


1016 




Name 


OJ990427 


06. 9819.C26.ol. 


,np 


Method 


AAT/NAP 




Start 


1 






End 


1016 




GI 


2316016 






Score 


349 




Exons 


1..56, 309. .614, 949. .1016 








GI Descrip. 


(U92650) 


MRP-like ABC transporter [Arabidopsis thaliana 


J 


Seq. No. 


14184 






Seq. ID 


OJ990427_06. 9819 


.C26 


Gene No. 


30211 






Strand 


+ 




Start 


1 






End 


1016 




Name 


OJ990427_ 


06. 9819.C26.ol. 


,tm 


Method 


TBLASTX: Maize 




Start 


one 

305 






End 


620 




GI 


none 






Score 


447 




Exons 


305 . . 364 , 


309.. 620, 376. 


. .414, 


425. .613, 


433. .615 




Seq. No. 


1 A 1 O A 

14 lo 4 






Seq. ID 


OJ990427_06. 9819 


.C26 


Gene No.' 


JUzll 






Strand 


+ 




Start 


1 






End 


1016 




Name 


OJ990427_ 


06.9819.C26.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


305 






End 


620 




GI 


none 






Score 


415 




Exons 


305 . . 358 , 


309. .620, 428. 


. . 613, 


481. .615 






Seq. No. 


1 A 1 O A 

14 lo4 






Seq. ID 


OJ990427_06.9819 


.C26 


Gene No. 


30211 






Strand 


+ 




Start 


1 






End 


1016 




Name 


OJ990427_ 


06. 9819.C26.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


3uy . 






End 


620 




GI 


none 






Score 


412 • 




Exons 


■ 309. .620, 


416. . 613 










Seq. No. 


14185 






Seq. ID 


OJ990427_06.9819 


.C28 


Gene No. 


30212 






Strand 


+ 




Start 


578 






End 


631 




Name 


OJ990427 


06.9819.C28.ol. 


.gs 


Method 


GENSCAN 




Start 


578 






End 


631 




GI 


none 






Score 


.5 




Exons- 


578. .631 












Seq. No. 


14186 






S'eq. ID 


OJ990427_06. 9819 


. C3U 


•Gene No. 


30213 






Strand 






Start 


107 






End 


1112 




Name 


OJ990427 


06. 9819.C30.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


107 






End 


1112 




GI 


none 






Score 


43 




Exons 


107. .229, 


182. .598, 263, 


. .451, 


278. .355, 


287. .595, 362.. 


595, 




620. .796, 


620. .757, 671, 


. .796, 


677. .805, 


818. .937, 821.. 


937, 




821. .937, 


948. . 1112 











14856 




Seq. No. 


14186 






Seq. ID 


OJ990427_06.9819 


.C30 


Gene No. 


30213 






Strand 






Start 


107 






End 


1112 




Name 


OJ990427_ 


06 . 9819 . C30 . ol , 


, tc 


Method 


TBLASTX: Cress 




Start 


125 






End 


937 




GI 


none 






Score 


47 




Exons 


125. .238, 


188 . . 592, 263 . 


, .448, 


620 . . 754 , 


632. .766, 818. .937 


Seq. No. 


14186 






Seq. ID 


OJ990427_06.9819 


.C30 


Gene No. 


30213 






Strand 






Start 


107 






End 


1112 




Name 


OJ990427 


06 . 9819 . C30 . ol . 


. ts 


Method 


TBLASTX: Soybean 




Start 


263 






End 


937 




GI 


none 






Score 


53 




Exons 


263 . .511, 


431 . . 595, 614 . 


, . 805, 


737 . . 805 , 


818. .937 




Seq. No. 


14187 






Seq. ID 


OJ990427JD6.9819 


.C34 


Gene No. 


30214 






Strand 


+ 




Start 


1 






End 


780 




Name 


OJ990427 


06.98l9.C34.ol. 


,np 


Method 


AAT/NAP 




Start 


1 






End 


780 




GI 


2316016 






Score 


383 




Exons 


1..38, 263. .587, 676. .780 








GI Descrip. 


■ (U92650) 


•MRP-like ABC transporter [Arabidopsis thaliana 


] 


Seq. No. 


14187 






Seq. ID 


OJ990427_06.9819 


. C34 


Gene No. ' 


30214 






Strand 


+ 




Start 


1 






End 


780 




Name 


OJ990427 


_06.98l9.C34.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


276 






End 


592 




GI 


none 






Score 


433 




Exons 


276. .587, 


278.. 589, 281, 


. .592, 


312. .449 






Seq. No. 


14187 






Seq. ID 


OJ990427_06.9819 


. C34 


Gene No. 


30214 






Strand 


+ 




Start 


1 






End 


780 




Name 


OJ990427 


06. 98l9.C34.ol, 


.ts 


Method 


TBLASTX : Soybean 




Start 


276 






End 


592 




GI 


none 






Score 


434 




Exons 


276. .587, 


279. .584, 289, 


. .588, 


290. .592, 


494 . .592 




Seq. No. 


14187 






Seq. ID 


OJ990427_06.9819 


.C34 


Gene No. 


30214 






Strand 


+ 




Start 


1 






End 


780 




Name 


OJ990427 


06. 98l9.C34.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


276 






End 


601 




GI 


none 






Score 


459 




Exons 


276. .587, 


279. .584, 281, 


. .592,. 


284 . . 601 






Seq. No. 


14188 






Seq. ID 


OJ990427_06.9819 


.C35 


Gene No. 


30215 






Strand 


+ 




Start 


1 






End 


774 




Name 


OJ990427 


06.98l9.C35.ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


774 




GI 


3142301 






Score 


117 




Exons 


1..134, 5 


>89. .774 











14857 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



(AC002411) Contains similarity to neural cell adhesion molecule 
2, large isoform precursor gb|M76710 from Xenopus laevis, and 
beta transducin from S. cerevisiae gb|Q05946. ESTs gb|N65081 
gb|Z30910, gb|Z34190, gb|Z34611, gb|R30101, gb|H3630... 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ990427_06.9819.C35 
+ 

774 

AAT/GAP 

640 

137 



14188 Seq. ID 

30215 Strand 
1 End 
OJ9904 27_06. 9819.C35.ol .gp Method 
81 End 
21990_1.R1084 Score 
81. .134, 589. .640 

'3142301 3.0e-26 (AC002411) Contains similarity to neural cell 
adhesion molecule 2, large isoform precursor gb_M76710 from 
Xenopus laevis, and beta transducin from S. cerevisiae 
gb_Q05946. ESTs gb_N65081 gb_Z30910 / gb_Z34190, gb_Z34611 / 
gb_R30101, gb_H3630* 



Seq. No. 14189 Seq. ID 

Gene No. 30216 Strand 

Start 247 End 

Name OJ990427_06. 9819.C36.ol .gs Method 

Start 247 End 

GI none Score 

Exons 247.. 348 



14189 
30217 
1661 
OJ9904 
428 
none 
428. 
462. 
608. 
688. 
771. 
820. 
969. 
977. 
1091 



27 06. 9819.C36.ol.tm 



41, 431.. 
45, 464.. 
03, 608.. 
80, 688.. 
93, 772.. 
15, 821., 
076, 971, 
090, 980, 



538, 

541, 

739, 

780, 

921, 

967, 

.1081 

.1102 



1219, 1094.. 12 



Seq. ID 
Strand 
End 

Method 
End 
Score 
559, 446. .541 
741, 599.. 730 
708, 610.. 744 
736. .924, 741. .833 
772. .936, 803. .943 
822. .947, 824. .925 
, 972. .1076, 972.. 
, 984. .1106, 997.. 
13 



440 
562 
610 



Seq. No. 14189 Seq. ID 

Gene No. 30217 Strand 

Start 1661 End 

Name OJ990427_06 . 9819 . C36 . o2 . gs Method 

Start 1661 End 

GI none Score 

Exons 1661.. 1718, 1757.., 1881 

Seq. No. 14190 Seq. ID 

Gene No. 30218 r Strand 

Start 1 ' End 

Name OJ9904 27_06 . 9819 . C37 . ol . np Method 

Start 1 End 

GI 2316016 Score 

Exons 1..87, 306. .616, 705. .769, 857. .896 



OJ990427_06.9819.C36 
+ 

348 

GENSCAN 

348 

.74 



OJ990427_06.9819.C36 
1881 

TBLASTX: Maize 

1219 

84 

, 449. .547, 449. .550, 
, 605. .745, 607. .708, 
, 613. .753, 622. .741, 
, 742. .834, 770. .922, 
, 815. .937, 818. .937, 
, 825. .947, 948. .1211, 
1091, 977.. 1084, 
1077, 1091.. 1210, 



OJ990427_06. 9819.C36 

1881 
GENSCAN 
1881 
.55 



OJ990427_06.9819.C37 
+ 

896 

AAT/NAP 

896 

419 



14858 



GI Descrip. (U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14190 
30218 
1 

OJ990427_06.9819.C37.ol.tc 

305 
none 



Seq. ID OJ990427_06.9819.C37 

Strand + 

End 896 

Method TBLASTX : Cress 

End 7 67 

Score 4 33 



305. .616, 307. .618, 310. .621, 341. .478, 702. .767 



OJ990427_06.9819.C37 
+ 

896 

TBLASTX : Soybean 
764 
434 

305. .616, 308. .613, 318. .617, 319. .621, 523. .621, 702. .764 



Seq. No. 14190 Seq. ID 

Gene No. 30218 Strand 

Start 1 End 

Name OJ990427_06 . 9819 . C37 . ol . t s Method 

Start 305 End 

GI none Score 
Exons 



Seq. No. 14190 Seq. ID 

Gene No. 30218 Strand 

Start 1 End 

Name OJ990427_06 . 9819 . C37 . ol . tm Method 

Start 305 End 

GI none Score 
Exons 



OJ990427_06.9819.C37 
+ 

896 

TBLASTX: Maize 

737 

459 



305. .616, 308. .613, 310. .621, 313. .630, 702. .737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14191 
30219 
1 

OJ990427_06.9819.C38.ol.np 
1 

2316016 
1..280, 754. .804 

(D92650) MRP-like ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990427_06. 9819.C38 

Strand + 

End 804 

Method AAT/NAP 

End 804 

Score 287 



14191 
30219 
1 

OJ990427_06. 9819 . C38 . ol . tc 
13 

none 

13. .288, 14. .280, 108. .287 

14191 
30219 
1 

OJ990427_06.9819.C38.ol.ts 
13 

none 

13. .300, 14. .280, 142. .300 



Seq. ID OJ990427_06.9819.C38 

Strand + 

End,„;. _ 804 

Method TBLASTX : Cress 

End 288 

Score 311 



Seq. ID OJ990427_06. 9819.C38 

Strand + 

End 804 

Method TBLASTX : Soybean 

End 300 

Score 246 



Seq. No. 14191 

Gene No. 30219 

Start 1 

Name OJ990427_06 . 9819 . C38 . ol . tm 

Start 35 

GI none 



Seq. ID OJ990427_06. 9819.C38 

Strand + 

End 804 

Method TBLASTX : Mai ze 

End 288 

Score 276 



14859 



Exons 



35. .286, 35. .280, 82. .288 



Seq. No. 14192 Seq. ID OJ990627_45. 9922 .CI 

Gene No. 30220 Strand + 

Start 1 End 1283 

Name OJ990627_45 . 9922 . CI . ol . np Method AAT/NAP 

Start 1 End 1283 

GI 6016876 Score 487 

Exons 1..62, 283.. 429, 522.. 744, 1247.. 1283 

GI Descrip. (AP000570) ESTs C99053 (E4383) , C99052 (E4383) correspond to a 

region of the predicted gene.; Similar to putative RNA helicase 
(AC005309) [Oryza sativa] 



Seq. No. 14192 Seq. ID 

Gene No. 30220 Strand 

Start 1 End 

Name OJ990627_4 5 . 9922 . CI . ol .gs Method 

Start 283 End 

GI none Score 

Exons 283.. 429, 522.. 702 



OJ990627_45.9922.C1 
+ 

1283 
GENSCAN 
702 
.95 



Seq. No. 14193 Seq. ID OJ990627_45 . 9922 . C2 

Gene No. 30221 * Strand + 

Start 1 End 597 

Name OJ990627_4 5 . 9922 . C2 . ol . gp Method AAT/GAP 

Start 1 End 597 

,-GI LIB3475-002-P1-K2-F3 Score 396 

Exons 1..62, 143. .262, 562.. 597 

GI Descrip. 1 6016876/dbj | BAA85219 . 1 | 5.0e-51 (AP000570) ESTs 

C99053 (E4383) ,C99052 (E4383) correspond to a region of the 
predicted gene.; Similar to putative RNA helicase. (AC005309) 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14193 
30221 
1 

OJ990627 
1 

6016876 
1..62, 143 



45-9922. C2.ol.np 



OJ990627_45.9922.C2 
+ 

597 

AAT/NAP 
597 ' 
313 



Seq. ID 
Strand 
End 

Method 
End 
Score 

262, 562.. 597 

(AP000570) ESTs C99053 (E4 383 ) , C99052 (E4 383 ) correspond to a 
region of the predicted gene.; Similar to putative RNA helicase 
(AC005309) [Oryza sativa] 

45. 9922. C2 



Seq. No. 


14193 










Seq. ID 


OJ990627 


Gene No. 


30221 










Strand 


+ 


Start 


1 










End 


597 


Name 


OJ990627 45 


.9922, 


■ C2 


.ol 


. gs 


Method 


GENSCAN 


Start 


9 










' End 


262 


GI 


none 










Score 


.'94 


Exons 


9. .62, 143. 


.262 












Seq. No. 


14194 










Seq. ID 


OJ990627 


Gene No. 


30222 










Strand 


+ 


Start 


13 










End 


1749 


Name 


OJ990627 45 


.9922. 


.C3 


.ol 


.gs 


Method 


GENSCAN 


Start 


13 










End 


1749 



14860 






GI 


none 


Score 


.6 




Exons 


13. .98, 130. .234, 687. .932, 


1536. .1609, 


1633. .1749 




Seq. No. 


14194 


Seq. ID 


OJ990627__45. 9922.C3 




Gene No. 


30223 


Strand 






Start . 


692 


End 


2055 




Name * 


OJ990627 45.9922.C3.ol.np 


Method 


AAT/NAP 




Start 


692 


End 


2055 




GI 


5922628 


Score 


121 




Exons 


692.. 903, 1998.. 2055 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi I 6016861 |dbj IBAA85204.il (AP000570) hypothetical protein 






[Oryza sativa] 








Seq. No. 


14195 


Seq. ID 


OJ990627_45. 9922.C4 




Gene No. 


30224 


Strand 


+ 




Start 


103 


End 


5424 




Name 


OJ990627 45.9922.C4.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


5424 




GI 


3044086 


Score 


141 




Exons 


103.. 695, 3003.. 3273, 5362.. 


5424 






GI Descrip. 


(AF055904) unknown [Myxococcus xanthus] 




UI 


Seq. No. 


14195 


Seq. ID 


OJ990627_45. 9922.C4 


; i 
: ar 


Gene No . * 


30224 


Strand 


+ 


i*rt 


Start 


103 


End 


5424 


i: ; : 


Name 


OJ990627 45.9922.C4 .ol.tm 


Method 


TBLASTX: Maize 


: ; I 
: =» 


Start 


3979 


End 


4488 


't;! 


GI 


none 


Score 


69 


i 


Exons 


3979. .4059, 4015. .4377, 4113 


..4373, 4126. .4377, 4375. .4452, 






4389. .4457, 4393. .4455, 4450 


. . 4488 




: i_j 


Seq. No. 


14195 


Seq. ID 


OJ990627_45. 9922.C4 


ti 


Gene No. 


30224 


Strand 


+ 


5*. 


Start 


103 


End 


5424 


"i 


Name 


OJ990627 45. 9922.C4 ,o2.tm 


Method 


TBLASTX: Maize 


!- J. 


Start 


4582 


End 


4898 


: s j 


GI ' 


none 


Score 


91 




Exons 


4582. .4662, 4651. .4890, 4672 


..4896, 4677. .4898 




Seq. No. 


14195 


Seq. ID 


OJ990627_45.9922.C4 




Gene No. 


30224 


Strand 


+ 




Start 


103 


End 


5424 




Name 


OJ990627 45. 9922.C4 .o3.tm 


Method 


TBLASTX: Maize 




Start 


5093 


End 


5421 




GI 


none 


Score 


101 




Exons 


5093.. 5305, 5094. .5297, 5095 


..5421, 5115. .5390 




Seq. No. 


14196 


Seq. ID 


OJ990627_45.9922.C7 




Gene No. 


30225 


Strand 


+ 




Start 


408 


End 


593 




Name 


OJ990627 45.9922.C7.ol.gp 


Method 


AAT/GAP 




Start 


408 


End 


593 




GI 


21490 1.R1084 


Score 


352 




Exons 


408. .593 







GI Descrip. '3738297 8.0e-30 (AC005309) unknown protein [Arabidopsis 
thaliana] 1 



14861 



Seq. No. 14196 Seq. ID 

Gene No. 30226 Strand 

Start 331 End 

Name OJ990627_45 . 9922 . C7 . ol . gs Method 

Start 331 End 

GI none Score 

Exons 331.. 4 92 



OJ990627_45.9922.C7 
492 

GENSCAN 
492 
. 66 



Seq. No. 


14197 


Seq. ID 


OJ990627 


Gene No. 


30227 


Strand 




Start 


1 


End 


2011 


Name 


OJ990627 45. 9922.C8.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2011 


GI 


6644161 


Score 


263 


Exons 


1..22, 707. .1239, 1964. .2011 






GI Descrip. 


(AF206721) ascorbate oxidase 


[Brassica 


juncea] 


Seq. No. 


14197 


Seq. ID 


OJ990627 


Gene No. 


30227 


Strand 




Start 


1 


End 


2011 


Name 


OJ990627 45. 9922.C8.ol.np 


Method. 


AAT/NAP 


Start 


197 


End 


2011 


GI 


282994 


Score 


160 



45. 9922. C8 



Exons 197.. 263, 635.. 825, 1990.. '2011 

GI Descrip. Sipl protein - barley gi 1167100 
[Hordeum vulgare] 



(M77475) seed 'imbibition protein 



Seq. No. 


14197 






Seq. ID 


OJ990627_45.9922 


.C8 


Gene No. 


30227 






Strand 






Start 


1 






End 


2011 




Name 


OJ990627 


45. 9922. C8, 


. ol . gs 


Method 


GENSCAN 




Start 


566 






End 


1117 




GI 


none 






Score 


.7 




Exons 


566. .1117 












Seq. No. 


14197 






Seq. ID 


OJ990627^45.9922 


.C8 


Gene No. 


30227 






^Strand 






Start 


1 






End 


2011 




Name 


OJ990627 


45. 9922. C8, 


. o2. tm 


Method 


TBLASTX: Maize . 




Start 


633 






End 


871 




GI 


none 






Score 


100 




Exons 


633. .734, 


635. .733, 


761. .823, 


766. .867, 


767. .871 





Seq. No. 14197 

Gene No. 30227 

Start 1 

Name OJ990627_45 . 9922 . C8 . ol . ts 

Start 835 

GI none 
Exons 



Seq. ID OJ990627_45.9922.C8 
Strand 

End 2011 

Method TBLASTX : Soybean 

End 1236 

Score 71 



835. .909, 977. .1096, 981. .1079, 1144. .1236, 1166. .1228 



Seq. No. 14197 

Gene No. 30227 

Start 1 

Name OJ990627_45 . 9922 . C8 . ol . tm 

Start 973 



Seq. ID OJ990627_45. 9922.C8 
Strand 

End 2011 

Method TBLASTX : Mai ze 

End 1088 



14862 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 113 

973. .1059, 977. .1087, 977. .1087, 978. .1088, 1053. .1088 



14198 
30228 
584 

OJ990 627_4 5 . 9922 . C9 . ol . np 
584 

5295955 



Seq. ID OJ990627_45.9922.C9 

Strand + 

End 6658 

Method AAT/NAP 

End 6658 

Score 4 95 



584. .1245, 1291. .1420, 4585. .4708, 5455.-5837, 5916. .5995, 
6035. .6392, 6456. .6658 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ990627_45. 9922.C9 
Strand 

End 2924 

Method GENSCAN 

End 2924 

Score . 63 

301. .391, 658. .1036, 1042. .1117, 1245. .1400, 2140. .2382, 
2862. .2924 



14198 
30229 
301 

OJ990627_45. 9922.C9.ol.gs 

301 

none 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990627_45.9922.C9 
Strand 

End 3154 

Method AAT/GAP 

End 3154 

Score 119 



14198 
30230 
3057 

OJ990627_4 5. 9922.C9.ol.gp 
3057 

LIB34 77-003-P1-K1-E9 
3057. .3154 

f 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990627_45.9922.C9 
Strand 

End 7904 

Method AAT/GAP 

End 4012 

Score 152 



14198 
30231 
3978 

OJ990627_4 5 . 9922 . C9 . o2 . gp 
3904 

uC-osflcyp088bl2bl 
3904. .4012 

'5257255/dbj IAP000364.1 IAP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



14198 
30231 
3978 

OJ990627_4 5 . 9922 . C9 . o2 . gs 

3978 

none 



Seq. ID OJ990627_45.9922.C9 
Strand 

End 7904 

Method GENSCAN 

End 7904 

Score .77 



3978. .4037, 5755. .5840, 5932. .6046, 6399. .6507, 7174. .7234, 
7865. .7904 



Seq. No. 14198 

Gene No. 30232 

Start 8262 

Name OJ990627 4 5 . 9922 . C9 . ol . ts 



Seq. ID OJ990627_45. 9922.C9 
Strand 

End 9099 

Method TBLASTX : Soybean 



14863 




Start 


2119 


End 


2319 






GI 


none 


Score 


170 






Exons 


2119. .2319, 2138. .2296 










Seq. No. 


14198 


Seq. ID 


OJ990627 45. 


.9922 


.C9 


Gene No. 


30232 


Strand 


- 






Start 


8262 


End 


9099 






Name 


OJ990627_45. 9922 . C9 . o3 . gs 


Method 


GENSCAN 






Start 


8262 


End 


9099 






GI 


none 


Score 


. 72 






Exons 


82 62. . 84 04, 9084.. 9099 










Seq. No. 


14198 


Seq. ID 


OJ990627_45 , 


, 9922 


.C9 


Gene No. 


30232 


Strand 








Start 


8262 


End 


9099 






Name 


OJ990627 45.9922.C9.o4 . gp 


Method 


AAT/GAP 






Start 


8721 


End 


8830 






GI 


uC-osflcyp088bl2bl 


Score 


153 






Exons 


8721. .8830 










GI Descrip. 


' 5257255/dbj I AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


14199 


Seq. ID 


OJ990627_45. 


.9922 


.C10 


Gene No. 


30233 


Strand 


+ 






Start 


2639 


End 


3847 






Name 


OJ990627 45.9922.C10.o2.gp 


Method 


AAT/GAP 






Start 


2639 


End 


3847 






GI 


none 


Score 


982 






Exons 


2639. .2700, 2986. .3246, 3651. 


.3847 








Seq. No. 


14199 ' 


Seq. ID 


OJ990627_45. 


.9922 


.C10 


Gene No. 


30234 


Strand 








Start 


1427 


End 


3663 






Name 


OJ990627 45.9922.C10.ol.np 


Method 


AAT/NAP 






Start 


1386 


End 


2004 






GI 


4220517 


Score 


339 






Exons 


1386. .1816, 1846. .2004 










GI Descrip. 


(AL035356) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14199 


Seq. ID 


OJ990627_45, 


.9922 


.C10 


Gene No. 


30234 


Strand 








Start 


1427 


End 


3663 






Name 


OJ990627 45.9922.C10.ol.gs 


Method 


GENSCAN 






Start 


1427 


End 


3663 






GI 


none 


Score 


.43 






Exons 


1427. .1888, 1912. .2058, 2411. 


.2481, 3630. .3663 






Seq. No. 


14199 


Seq. ID 


OJ990627_45. 


.9922 


.C10 


Gene No. 


30234 


Strand 








Start 


1427 


End 


3663 






Name 


OJ990627 45.9922.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


1709 


End 


2019 






GI 


none 


Score 


65 






Exons 


1709. .1816, 1716. .1796, 1840. 


.2019, 1907.. 1960 






Seq. No. 


14199 


Seq. ID 


OJ990627_45. 


.9922 


.C10 


Gene No. 


30234 


Strand 









14864 



Start 
Name 
Start 
GI 

Exons 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1427 

OJ990627_45. 9922. CIO. ol.gp 

1970 

none 

1970. .2148 

14199 
30234 
1427 

OJ990627_4 5. 9922.C10.ol.tm 

2815 

none 



End 

Method 

End 

Score 



3663 
AAT/GAP 
2148 
256 



Seq. ID OJ990627_45. 9922. CIO 
Strand 

End 3663 

Method TBLASTX : Maize 

End 3243 

Score 36 



2815. .2868, 2990. .3052, 2991. .3053, 3042. .3242, 3048. .3242, 
3076. .3243 



14199 
30234 
1427 

OJ990627_4 5. 9922.C10.ol.tw 

2979 

none 



Seq. ID OJ990627_45. 9922. CIO 
Strand 

End 3663 

Method TBLASTX : Wheat 

End 3166 

Score 260 



2979. .3161, 2984. .3166, 2984. .3160 



14200 
30235 
1 

OJ990 627_4 5. 9922.Cll.ol.np 
1 

2498930 
1..398, 566. .626 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990627_45.9922.C11 
Strand 

626 

AAT/NAP 
626 
720 



End 

Method 

End 

Score 



End 

Method 
End 
Score 



14200 
30235 
1 

OJ990 627_4 5 . 9 922 . CI 1 . ol . gs 
96 

none 

96. .398, 566. .625 

14201 
30236 
1094 

OJ990627_4 5. 9922.C12.ol.gs 
1094 
none 

1094. .1139, 3058. .3177, 3322. .3755 



Seq. ID OJ990627_45.9922.C11 
Strand 

626 

GEN SCAN 
625 
.47 



Seq. ID OJ990627_45.9922.C12 
Strand + 

4036 
GENSCAN 
3755 
.99 



End 

Method 
End 
Score 



14201 
30236 
1094 

OJ990627_4 5. 9922. C12. ol.gp 
3299 

15580_1.R1084 
3299. .4036 

'6016877/dbj IBAA85220.il 1.0e-27 (AP000570) ESTs 



Seq. ID OJ990627_45.9922.C12 
Strand + 

4036 
AAT/GAP 
4036 
1464 



End 

Method 

End 

Score 



14865 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



AU077642 (E30706) , AU077641 (E30706) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa]' 



14201 
30236 
1094 

OJ990627_4 5. 9922.C12.ol.np 



Seq. ID OJ990627_45.9922.C12 

Strand + 

End 4036 

Method AAT/NAP 

End 3723 

Score 664 



3331 
6016877 
3331. .3723 

(AP000570) ESTs AU077 642 (E30706) , AU07764 1 (E30706) correspond to 
a region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


14201 








Seq. ID 


OJ990627 


_45 . 9922 


.C12 


Gene No. 


30236 








Strand 


+ 






Start 


1094 








End 


4036 






Name 


OJ990627_45. 


9922. 


.C12.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


3564 








End 


3729 






GI 


none 








Score 


229 






Exons 


3564 . .3581, 


3580. 


. . 3729, 


3603. 


. 3728 








Seq. No. 


14201 








Seq. ID 


OJ990627 


_45 . 9922 


.C12 


Gene No. 


30236 








Strand 


+ 






Start 


1094 








End 


4036 






Name 


OJ990627_45. 


9922. 


,C12.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3565 








End 


3720 






GI 


none 








Score 


217 






Exons 


3565. . 3720, 


3603. 


. . 3719 












Seq. No. 


14201 








Seq. ID 


OJ990627 


_45 . 9922 


.C12 


Gene No. 


30236 








Strand 


+ 






Start 


1094 








End 


4036 






Name 


OJ990627 45. 


9922. 


.C12.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3589 








End 


3720 






GI 


none 








Score 


202 






Exons 


3589. .3720, 


3618. 


. .3719 












Seq. No. 


14202 








Seq. ID 


OJ990627 


_45.9922 


.C14 


Gene No. 


30237 








Strand 


+ 






Start 


22 








End 


99 






Name 


OJ990627 45. 


9922. 


.C14.ol 


.gs 


Method 


GENSCAN 






Start 


22 








End 


99 






GI 


none 








Score 


.68 






Exons 


22. .99 
















Seq. No. 


14203 








Seq. ID 


OJ990627 


_45.9922 


.C15 


Gene No. 


30238 








Strand 


+ 






Start 


1205 








End 


1314 .. 






Name 


OJ990627 45. 


9922. 


.CIS.ol 


.gs 


Method 


GENSCAN 






Start 


1205 








End 


1314 






GI 


none 








Score 


.73 






Exons 


1205. .1314 
















Seq. No. 


14204 








Seq. ID 


OJ990627 


_45.9922 


.C16 


Gene No. 


30239 








Strand 








Start 


600 








End 


6053 







14866 



Name 

Start 

GI 

Exons 



OJ990627_45. 9922.C16.ol.gs Method GEN SCAN 

600 End 6053 

none Score . 61 

600. .719, 1090. .1122, 1195. .1216, 1242. .1392, 1481. .1556, 

2063. .2476, 2643. .2745, 5656. .6053 



Seq. No. 14204 Seq. ID 

Gene No. 30239 Strand 

Start 600 End 

Name OJ990627_4 5 . 9922 . C16 . ol . np Method 

Start 2136 End 

GI 5852093 Score 

Exons 2136.. 2154, 3883.. 4067 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ990627_45.9922.C16 

6053 
AAT/NAP 
4067 
43 



u 
en 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14204 Seq. ID OJ990627_45 . 9922 . CI 6 

30239 Strand 

600 End 6053 

OJ990627_45. 9922.C16.o2.np Method AAT/NAP 
5684 End 5835 

1399183 Score 42 

5684. .5835 

(U50739) Lycopene beta cyclase [Arabidopsis thaliana] 
gi|6056202|gb|AAF02819.1|AC009400_15 (AC009400) lycopene beta 
cyclase [Arabidopsis thaliana] 

14204 4 Seq. ID OJ990627_45 . 9922 . C16 

30240 Strand 

6934 End 7014 

OJ990627_45 . 9922 . C16 . 61 . gp Method AAT/GAP 
6934 End 7014 

38012_1 .R1084 Score 111 

6934 . .7014 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 


14205 












Seq. ID 


OJ990627_45.9922 


.C17 


Gene No. 


30241 












Strand 






Start 


377 












End 


479 




Name 


OJ990627 


45. 


,9922. 


C17 


.ol 


.gs 


Method 


GENSCAN 




Start 


377 












End 


479 




GI 


none 












Score 


.81 




Exons 


377. .479 


















Seq. No. 


14206 












Seq. ID 


OJ990627_45.9922 


.C18 


Gene No. 


30242 












Strand 


+ 




Start 


122 












End 


340 




Name 


OJ990627 


45. 


, 9922. 


C18 


.ol, 


• gs 


Method 


GENSCAN 




Start 


122 












End 


328 




GI 


none 












Score 


.52 




Exons 


122. .328 


















Seq. No. 


14206 












Seq. ID 


OJ990627_45.9922 


.C18 


Gene No. 


30242 












Strand 


+ 




Start 


122 












End 


340 




Name 


OJ990627 


45. 


9922. 


C18 


.ol, 


, tc 


Method 


TBLASTX: Cress 




Start 


127 












End 


329 





14867 



GI 


none 






Score 


301 




Exons 


127 . . 327, 138 . . 323, 


165 . 


. . 329 








Seq. No. 


14206 






Seq. ID 


OJ990627_45.9922. 


.C18 


Gene No. 


30242 






. Strand 


+ 




Start 


122 






End 


O A C\ 




Name 


OJ990627 4 5 . 9922 . CI 8 


. ol . 


. ts 


Method 


TBLASTX : Soybean 




Start 


130 






End 


340 




GI 


none 






Score 


300 




Exons 


130 . . 306, 135 . . 317, 


136 . 


. . 327 


, 257 . . 340 






Seq. No. 


14206 






Seq. ID 


oj yyOoz / 4 5 . y yzz , 


, Clo 


Gene No. 


30242 






Strand 


+ 




Start 


122 






End ' 


340 




Name 


OJ990627 45.9922.C18 


.ol. 


.np 


Method 


AAT/NAP 




Start 


131 






End 


328 




GI 


4753653 






Score 


216 




Exons 


131 . . 328 












GI Descrip. 


(AL04 9751) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


14206 






Seq. ID 


OJ990627_45.9922 


.C18 


Gene No. 


30242 






Strand 


+ 




Start 


122 






End 


340 




Name 


OJ990627_4 5 . 9922 .CI 8 


.ol. 


.tm 


Method 


TBLASTX : Maize 




Start 


135 ; 






End 


327 




GI 


none 






Score 


292 




Exons 


135 . . 317, 136 . . 327 












Seq. No. 


14206 






Seq. ID 


OJ990627_45.9922 


.C18 


Gene No. 


30242 






Strand 


+ 




Start 


122 






End 


340 




Name 


OJ990627 45.9922.C18 


.ol 


• gp 


Method 


AAT/GAP 




Start 


136 






End 


328 




GI 


21490 1.R1084 






Score 


336 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



136.. 328 

'3738297 8.0e-30 (AC005309) unknown protein [Arabidopsis 
thaliana] 1 



14207 
30243 
131 

OJ990627_4 5. 9922 .C19.ol.gs 

131 

none 

131. .257 



Seq. ID OJ990627_45.9922.C19 

Strand + 

End 257 

Method GENSCAN 

End 257 

Score . 94 



Seq. ID OJ990627_45.9922.C20 
Strand. + 

310 

AAT/NAP 
307 
248 



14208 
30244 
1 

OJ990 627_*4 5. 9922 . C20 . ol . np 
1 

6755654 
1..127, 169. .307 
sprouty homolog 4 (Drosophila) 

gi|5917720|gb|AAD56007.1|AF176906_l (AF176906) sprouty 4 [Mus 
musculus] 



End 

Method 

End 

Score 



14868 



Seq. No. 14208 Seq. ID 

Gene No. 30244 Strand 

Start 1 End 

Name OJ990627_4 5 . 9922 .C20 . ol . gs Method 

Start 156 End 

GI. none Score' 

Exons 156. .. 310 



OJ990627_45 . 9922 . C20 
+ 

310 

GENSCAN 

310 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14209 
30245 
168 

OJ990627 
168 
none 
168. .237 



45.9922.C21.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_4 5 . 9922 . C21 
237 

GENSCAN 
237 
. 99 



I'll 



'Si* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14210 Seq. ID OJ990627_45 . 9922 . C22 

30246 Strand + 

267 End 1242 

OJ990627_45.9922.C22.ol.gp Method ' AAT/GAP 

267 End 1242 

18094_1.R1084 Score 867 

267. .286, 771. .1242 

1 6016872/dbj | BAA85215 . 1 | 2.0e-43 (AP000570) EST AU058127 ( S5254 ) 
corresponds to a region of the predicted gene.; Similar to 
dynein light chain 1, cytoplasmic. (Q24117) [Oryza sativa] 1 



14210 Seq. ID 

30246 Strand 
2 67 End 
OJ990627_4 5. 9922 .C22.ol.np Method 
772 End 
6016872 Score 
772. .851 

(AP000570) EST AU058127 (S5254 ) corresponds to a region of the 
predicted gene.; Similar to dynein light chain 1, cytoplasmic. 
(Q24117) [Oryza sativa] 



OJ990627_45.9922.C22 
+ 

1242 
AAT/NAP 
851 
112 



14210 
30247 
4683 

OJ990627_4 5 . 9922 .C22 . o3 . gp 

4683 

2312838 

4683. .4742, 4888. .4908 
1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990627 
+ 

4908 
AAT/GAP 
4908 
80 



45.9922.C22 



,0e-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. No. ' 14210 

Gene No. 30248 

Start 3106 

Name OJ990627_4 5 . 9922 . C22 . o2 . gp 

Start 2723 

GI 352_1.R1084 

Exons 2723. . 3550 

GI Descrip. ' 1420932 /gb | U61383 | ORU61383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_45.9922.C22 

3550 
AAT/GAP 
3550 
1561 



7 . 0e-21 Oryza rufipogon 



4 -coumarate-CoA ligase gene, intron 1, partial sequence' 



14869 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

a gi 

ij*} Exons 

m 

; S ;J Seq. No. 
H Gene No. 
Ul Start 
Name 
Start 
GI 

Exons 



r LI 



"SST 
> S3 f 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14210 Seq. ID 

30248 Strand 

3106 End 3550 

OJ990627_45 . 9922 . C22 ;o2 . np Method AAT/NAP 

2771 End 3426 

1184112. - Score 1099 
2771. .3426 

(U46138) Zn-induced protein [Oryza sativa] 



OJ990627 45.9922.C22 



14210 
30248 
3106 

0 J990627_4 5 . 9922 . C22 . ol . gs 

3106 

none 

3106. . 3426 

14210 
30249 
3597 

OJ990627_45. 9922.C22.o2.gs 

3597 

none 

3597.. 3825, 5859.. 5992, 6343. 
8154.. 8313, 8704.. 8936, 9001, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6646, 
.9138, 9222. .9300 



OJ990627_45.9922.C22 

3550 
GENSCAN 
3426 
.99 



OJ990627 45.9922.C22 



9300 
GENSCAN 
9300 
.46 

7124 . .7463, 



7581. .7760, 



14210 
30249 
3597 

OJ990627_45. 9922.C22.o3.np 

3600 

6016874 

3600.. 3825, 5859.-5992, 6343 
8154.. 8313, 8704.. 8936, 9001 



OJ99062T 45-.-9922.C22 



Seq. ID 
Strand 

End 9300 
Method AAT/NAP 
End 9300 
Score 3010 

6646, 7124. .7463, 7581. .7760, 
9138, 9222.. 9300 
(AP000570) ESTs C1914 3 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted' gene . ; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 45.9922.C22 



14210 
30249 
3597 

OJ990627_4 5.9922.C22.o4.gp 
8103 

uC-osflcypll0c07bl 
8103. .8611 

t 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes' 



9300 
AAT/GAP 
8611 
970 



14210 
30250 
10939 

OJ990627_4 5. 9922.C22.o6.tm 

770 

none 



Seq. ID OJ990627_45.9922.C22 



Strand 
End 

.Method 
End 
Score 



16021 

TBLASTX: Maize 

995 

149 



770. .856, 771. .860, 774. .869, 775. .864, 894. .995, 896. .958, 



14870 



903. .971 



Seq. No. 


14210 








Seq. ID 


OJ990627 


_45 . 9922 , 


.C22 


Gene No. 


30250 








Strand 


— 






Start 


10939 








End 


16021 






Name 


OJ990627_45. 


9922 


.C22.o3 


. tm 


Method 


TBLASTX : 


Maize 




Start 


7186 








End 


7429 






GI 


none 








Score 


97 






Exons 


7186. .7419, 


7271 


. .7429 












Seq. No. 


14210 








Seq. ID 


OJ990627 


_45 . 9922 . 


.C22 


Gene No. 


30250 








Strand 








Start 


10939 








End 


16021 






Name 


OJ990627_45. 


9922 


. C22.o5 


. tm 


Method 


TBLASTX: 


Maize 




Start 


7541 








End 


7893 






GI 


none 








Score 


136 






Exons 


7541. .7882, 


7612 


. .7893 












Seq. No. 


14210 








Seq. ID 


OJ990627 


_45 . 9922 , 


,C22 


Gene No. 


30250 








Strand 


*~ 






Start 


10939 








End 


16021 






Name 


OJ990627_45. 


9922 


. C22.o4 


. tm 


Method 


TBLASTX : 


Maize 




Start 


8098 








End 


8412 






GI 


none 








Score 


108 






Exons 


8098... 8325, 


8099 


. .8317, 


8338 


. .8412 








Seq. No. 


14210 








Seq. ID 


OJ990627 


_45. 9922. 


.C22 


Gene No. 


30250 








Strand 








Start 


10939 








End 


16021 






Name 


OJ990627_45 . 


9922 


. C22.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


8506 








End 


8952 






GI 


none 








Score 


94 






Exons 


8506. .8544, 


8539 


. .8595, 


8632 


..8880, 8672. .8881, 


8866. .8952 


Seq. No. 


14210 








Seq. ID 


OJ990627 


_45.9922. 


.C22 


Gene No. 


30250 








Strand 








Start 


10939 








End 


16021 






Name 


OJ990627 45. 


9922 


.C22.o3 


.gs 


Method 


GENSCAN 






Start 


10939 








End' 


16021 






GI 


none 








Score 


.54 






Exons 


10939. .11415, 12208. .124 02, 


14343. .14476, 14585 


. .14746, 






15913. .16021 
















Seq. No. 


14210 








Seq. ID 


OJ990627 


_45. 9922. 


.C22 


Gene No. 


30250 








Strand 








Start 


10939 








End 


16021 






Name 


OJ990627 45. 


9922 


.C22.o5 


.gp 


Method 


AAT/GAP 






Start 


11924 








End 


12097 






.GI 


5900647 








Score 


296 







Exons 11924. .12097 

GI Descrip. 6016875/dbj | BAA85218 . 1 | 3.0e-ll (AP000570) EST AU078302 (C6324 1 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



14210 
30250 
10939 



Seq. ID OJ990627_45. 9922.C22 
Strand 

End 16021 



14871 





Name 


OJ990627 45.9922.C22.o4 . np 


Method 


AAT/NAP 






Start 


12013 


End 


16021 






GI 


6016875 


Score 


1084 






Exons 


12013. .12096, 12208. .12402, 


1434 3. .14 4 7 6, 14585. .14746, 








15913. .16021 










GI Descrip. 


(AP000570) EST AU078302 {C6324 1 ) corresponds to a region 


of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


14210 


Seq. ID 


OJ990627_45. 9922 


C22 




Gene No. 


30250 


Strand 








Start 


10939 


End 


16021 






Name 


OJ990627 45. 9922.C22.ol. tm 


Method 


TBLASTX: Maize 






Start 


12152 


End 


12549 






GI 


none 


Score 


372 






Exons 


12152. .12547, 12152. .12265, 


12169. .12549 






Seq. No. 


14210 


Seq. ID 


OJ990627_45. 9922 


C22 




Gene No. 


30250 


Strand 








Start 


10939 


End 


16021 






Name 


OJ990627 45.9922.C22.ol.ts 


Method 


TBLASTX : Soybean 






Start 


12161 


End 


12516 






GI 


none 


Score 


216 






Exons 


12161. .12502, 12169. .12516 








1. "1 


Seq. No. 


14210 


Seq. ID 


OJ990627_45.9922 


C22 


i'fi 


Gene No. 


30250 


Strand 






■3 * * 

ry 


Start 


10939 


End 


16021 






Name 


OJ990627_4 5 . 9922 . C22 . ol . tw 


Method 


TBLASTX: Wheat 




'3 zi 


Start 


12226 


End 


12538 






GI 


none 


Score 


273 




'is* 


Exons 


12226. .12501, 12226. .12525, 


12323. .12520., 12368. . 12538 




ru 


Seq. No. 


14210 


Seq. ID 


OJ990627_45. 9922 


C22 


!S 


Gene No . 


30250 


Strand 








o car l. 


10939 


End 


16021 




M 


Name 


OJ990627_4 5 . 9922 . C22 . 06 . gp 


Method 


AAT/GAP 






Start 


12234 


End 


12526 






GI 


LIB3433-006-Q6-K6-G9 


Score 


499 






Exons 


12234. .12526 










GI Descrip. 


1 6016875/dbj | BAA85218.il 2. 


0e-14 (AP000570) EST AU078302 (C6324 1 ) 






corresponds to a region of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 1 










Seq. No. 


14210 


Seq. ID 


OJ990627_45.9922 


C22 




Gene No. 


30250 


Strand 








Start 


10939 


End 


16021 






Name 


OJ990627 45.9922.C22.ol.tc 


Method 


TBLASTX: Cress 






Start 


12268 


End 


12502 






GI 


none 


Score 


67 






Exons 


12268. .12447, 122 68 .. 12501 , 


12320. .12502 






Seq. No. 


14211 


Seq. ID 


OJ990627_45. 9922. 


C23 




Gene No. 


30251 


Strand 


+ 






Start 


2732 


End 


4013 






Name 


OJ990627 45. 9922.C23.ol.gs 


Method 


GENS CAN 






Start 


2732 


End 


4013 






GI 


none 


Score 


. 51 





14872 




Exons 


2732.. 2783, 2898.. 3188, 3290 


..3390, 3423. .3523, 3897. .4013 


Seq. No. 


14211 


Seq. ID 


OJ990627_45. 


9922 


.C23 


Gene No. 


30251 


Strand 


+ 






Start 


2732 


End 


4013 






Name 


OJ990627 45.9922.C23.ol.np 


Method 


AAT/NAP 






Start 


3087 


End 


3991 






GI 


5852178 


Score 


478 






Exons 


3087.. 3391, 3423.. 3534, 3897 


. .3991 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


14211 


Seq. ID 


OJ990627_45. 


9922 


.C23 


Gene No. 


30252 


Strand 








Start 


693 


End 


1048 






Name 


OJ990627 45. 9922.C23.ol.gp 


Method 


AAT/GAP 






Start 


693 


End 


1048 






GI 


3761181 


Score 


440 






Exons 


693.. 939, 1027.. 1048 










GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


14211 


Seq. ID 


OJ990627_45. 


9922 


.C23 


Gene No. 


30253 


Strand 








Start 


5139 


End 


5809 






Name 


OJ990627 45.9922.C23.o2.gs 


Method 


GENSCAN 






Start 


5139 


End 


5809 






GI 


none 


Score 


.56 






Exons 


5139.. 5163, 5631.. 5653, 5783 


. .5809 








Seq. No. 


14212 


Seq. ID 


OJ990627_45. 


9922 


.C24 


Gene No. 


30254 


Strand 


+ 






Start 


104 


End 


407 






Name 


OJ990627 45.9922.C24.ol.gs 


Method 


GENSCAN 






Start 


104 


End 


407 






GI 


none 


Score 


.52 






Exons 


104. .407 










Seq. No. 


14212 


Seq. ID 


OJ990627_4.5. 


9922 


.C24 


Gene No. 


30255 


Strand 








Start 


1 


End 


1116 






Name 


OJ990627 45.9922.C24.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1116 






GI 


6016874 


Score 


351 






Exons 


1..345, 791. .1116 










GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to , 




region of the predicted gene 


. ; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


14212 


Seq. ID 


OJ990627_45. 


9922 


.C24 


Gene No. 


30255 


Strand 








Start 


1 


End 


1116 






Name 


OJ990627 45.9922.C24.o2.gs 


Method 


GENSCAN 






Start 


797 


End 


1035 






GI 


none 


Score 


. 97 






Exons 


797. . 1035 










Seq. No. 


14212 


Seq. ID 


OJ990627_45. 


9922 


.C24 



14873 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30255 
1 

OJ990627_4 5. 9922.C24 .ol.tm 

866 

none 

866.. 1111, 867.. 1115 

14212 
30255 
1 

OJ990627_4 5. 9922.C24 .ol.ts 

897 

none 

897.. 1100, 899.. 1105 

14213 
30256 
922 

OJ990627_4 6.9920.Cl.ol.gp 

922 

none 

922. .1510 

14213 
30257 
1260 

OJ990627_4 6. 9920. Cl.ol. tm 
1248 
none 
1248. 
1815. 
2208. 
2872. 



.1808, 
.2051, 
,2255, 
,2943 



1263.. 1322, 1264. 
1816.. 2049, 2126. 
2337.. 2570, 2342. 



Strand 

End 1116 

Method TBLASTX : Maize 

End 1115 

Score 236 



Seq. ID OJ990627_45. 9922.C24 
Strand 

End 1116 

Method TBLASTX : Soybean 

End 1105 

Score 84 



Seq. ID OJ990627_46. 9920. CI 

Strand + 

End 1510 

Method AAT/GAP 

End 1510 

Score 1106 



Seq. ID 
Strand 
End 

Method 
End 

Score 8 
.1794, 1805 
.2254, 2128 
.2569, 2635 



OJ990627 46. 9920. CI 



3375 

TBLASTX: Maize 
2967 
85 

1885, 1806. 
2253, 2144. 
2967, 2637, 



. 1886, 
.2254, 
.2942, 



Seq. No. 


14213 






Seq. ID 


OJ990627_46. 9920, 


.CI 


Gene No. 


30257 






Strand 






Start 


1260 






End- 


3375 




Name 


OJ990627 46.9920. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1253 






End 


3004 




GI 


5302810 






Score 


1337 




Exons 


1253. .2048, 2143. 


.2253, 


2342. . 


2557, 2640.. 3004 




GI Descrip. 


(Z97342) putative 


beta- 


amylase [Arabidopsis thaliana] 




Seq. No. 


14213 






Seq. ID 


OJ990627_46. 9920 


.CI 


Gene No. 


30257 






Strand 






Start 


1260 






End 


3375 




Name 


OJ990627 46.9920. 


Cl.ol. 


gs 


Method 


GENSCAN 




Start 


1260 






End 


3131 




GI 


none 






Score 


.95 




Exons 


1260. .2048, 2143. 


.2253, 


2342. . 


,2552, 2635. .3131 




Seq. No. 


14213 






Seq. ID 


OJ990627_46.9920 


.CI 


Gene No. 


30257 






Strand 






Start 


1260 






End 


3375 




Name 


OJ990627 46.9920. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1317 






End 


2245 




GI 


none 






Score 


80 





14874 




Exons 1317. .1442, 1501. .1584, 1503. .1583, 1584. .1811, 1591. .1812, 

1818. .1919, 1831. .1968, 1923. .2051, 1933. .2028, 2138. .2245, 
2143. .2244 



Seq. No. 


1 X 01 "5 

IQZlo 




Seq. ID 


OJ990627_46.9920.C1 


Gene No. 


C\ O C T 

30zb / 




Strand 




Start 


l^bU 




End 


3375 


Name 


ATrtoncoi vi ^ noon /^i — i 


ts 


Method 


TBLASTX: Soybean 


Start 


1 TOO 

looZ 




End 


2924 


f T 

GI 


none 




Score 


340 


Exons 


1332. .1442, 1495. .1806, 


1509. 


.1814, IE 


(12. .2051, 1813. .2049, 




2138. .2254, 2143. .2253, 


2153. 


.2254, 2337. .2570, 2342. .2569, 




ZD41..ZO/I, 


O Q *7 1 
Zo 1 / . 


.2924, 2878. .2916 


Seq. No. 


14 Z 13 




Seq. ID 


OJ990627_46.9920.C1 


bene No , 


O O O C T 




Strand 




Start 


1 <c r* 




End 


3375 


Name 


ojyyubz/ 4 d . y y^u . ci . oz . 


tw 


Method 


TBLASTX: Wheat 


Start 






End 


1977 


GI 


none 




Score 


123 


Exons 


1621. .1809, 1629. .1805, 


1795. 


.1977, 1806. .1976 


Seq. No. 


14213 




Seq. ID 


OJ990627_46. 9920.C1 


Gene No. 


30257 




Strand 




Start 


1260 




End 


3375 


Name 


OJ990627 46. 9920.Cl.o2. 


gp 


Method 


AAT/GAP 


Start 


1845 




End 


2761 


GI 


27155 1.R1084 




Score 


1204 


Exons 


1845. .2048, 2143. .2253, 


2342. 


.2552, 2635.. 2761 


GI Descrip. 


, 6065749/emb|CAB58423.1| 3.0e 


-87 (AJ250341) beta-amylase enzyme 




[Arabidopsis thaliana] ? 








Seq. No. 


14213 




Seq. ID 


OJ990627_46. 9920.C1 


Gene No. 


30257 




Strand 




Start 


1260 




End 


3375 


Name 


OJ990627 46. 9920.Cl.o3. 


gp 


Method 


AAT/GAP 


Start 


1887 




End 


2853 


GI 


27155 1.R1084 




Score 


1260 


Exons 


1887. .2048, 2143. .2253, 


2342. 


.2552, 2635. .2853 


GI Descrip. 


, 6065749/emb|CAB58423.1| 3.0e- 


-87 (AJ250341 ) beta-amylase enzyme 




[Arabidopsis thaliana] 1 








beq. No. 


14213 




Seq. ID 


OJ990627_46. 9920.C1 


Gene No. 


30257 




Strand 




Start 


1260 




End 


3375 


Name 


OJ990627 46.9920.Cl.o4. 


gp 


Method 


AAT/GAP 


Start 


1975 




End 


2941 


GI 


27155 1.R1084 




Score 


1217 


Exons 


1975. .2048, 2143. .2253, 


2342. 


.2552, 2635.. 2941 


GI Descrip. 


1 60657 4 9/emb|CAB58423. 1 | 3.0e- 


-87 (AJ250341) beta-amylase enzyme 




[Arabidopsis thaliana] ? 








Seq. No. 


14213 




Seq. ID 


OJ990627_46. 9920.C1 


Gene No. 


30257 




Strand 




Start 


1260 




End 


3375 


Name 


OJ990627 46.9920.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2339 




End 


2822 



14875 



GI 

Exons 



none 

2339.-2569, 2376.. 2570, 2608. 



Score 96 

,2700, 2637. .2810, 2757. .2822 



Seq. No. 14213 

Gene No. 30257 

Start 1260 

Name OJ990627_4 6 . 9920 . CI . o2 . tc 

Start 2369 

GI none 

Exons 2369.. 2569, 2376.. 2570, 2635. 

2868.. 2954, 2869.. 2919 



Seq. ID OJ990627_46. 9920. CI 
Strand 

End 3375 

Method TBLASTX : Cress 

End 2954 

Score 126 

,2847, 2640. .2861, 2766. .2861, 



Seq. No. 14213 

Gene No. 30257 

Start 1260 

Name OJ990627_4 6 . 9920 . CI . o5 . gp 

Start 2863 

GI none 

Exons 2863.. 3375 



Seq. ID OJ990627_46. 9920. CI 
Strand 

End 3375 

Method AAT/GAP 

End 3375 

Score 891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14214 
30258 
1 

OJ990627_46 
1 

1633168 
1. .249 
Chain A, La 
Repressor g 
gi|1633171| 
gi|1633172| 
With Gratui 
Intact Lact 
gil 1633174 | 



9920.C2.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_ 
+ 

249 

AAT/NAP 

249 

170 



46. 9920. C2 



Chain B, Lac 
Repressor 



c Repressor gi | 16331 69 | pdb | 1LBI | B 
i 1 1633170 | pdb| 1LBI | C Chain C, Lac 
pdb|lLBI|D Chain D, Lac Repressor 

pdb|lLBH|A Chain A, Intact Lactose Operon Repressor 
tous Inducer Iptg gi | 1633173 | pdb | 1LBH | B Chain B, 
ose Operon Repressor With Gratuitous Inducer Iptg 
pdb|lLBH|C Chain C, Inta 



14215 Seq. ID 

30259 Strand 

363 End 

OJ990627_46.9920.C3.ol.gs Method 

363 * End 

none Score 

363. .599, 1096. .1281 



OJ990627_46. 9920.C3 

1281 
GENSCAN 
1281 
.81 



Seq. No. 14216 

Gene No. 30260 

Start 116 

Name OJ990627_4 6 . 9920 . C4 . ol . gs 

Start 116 

GI none 

Exons 116. .258, 525. .597, 1441. 
6314 . . 6490 



Seq. ID OJ990627_46. 9920.C4 



. Strand 
End 

Method 
End 
Score 
.2018, 3295. 



+ 

6490 
GENSCAN 
6490 
.55 

,3427, 4193. 



4297, 



Seq. No. 14216 Seq. ID 

Gene No. 30261 Strand 

Start 11061 End 

Name OJ990627_4 6 . 9920 . C4 . ol . gp Method 

Start 11061 End 



OJ990627_46. 9920.C4 

11419 

AAT/GAP 

11419 



14876 



GI 2309883 Score 467 

Exons 11061. .11419 

GI Descrip. 2149018/gb | U7054 1 | OSU7054 1 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. No. 14216 

Gene No. 30262- 

Start 12397 

Name OJ990627_4 6 . 9920 . C4 . ol . tm 

Start 4073 

GI none 

Exons 4073. .4252, 4111.. 4251, 4247. .4348 



Seq. ID OJ990627_46. 9920.C4 
Strand 

End 12459 

Method TBLASTX : Mai ze 

End 4 34 8 

Score 157 



Seq. No. 14216 

Gene No. 30262 

Start 12397 

Name OJ990627_4 6 . 9920 . C4 . o2 . gp 

Start 12397 

GI 4519257 

Exons 12397. .12459 

GI Descrip. 4519258/dbj | BAA7554 1 . 1 | 0. 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_46.9920.C4 

12459 
AAT/GAP 
12459 
93 



0e+00 (AB017914) L-zip+NBS+LRR [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14217 
30263 
1 

OJ990627_4 6. 9920 . C5 . ol . np 
1 

2982289 

1..79, 1237. .1278, 1380. .1459 

(AF051229) 60S ribosomal protein L17 [Picea mariana] 



Seq. ID OJ990627_46. 9920.C5 

Strand + 

End 3318 

Method AAT/NAP 

End 1459 

Score 284 



14217 
30263 
1 

OJ990627_4 6. 9920.C5.ol .gs 
10 

none 



Seq. ID OJ990627_46.9920.C5 

Strand + 

End 3318 

Method GENSCAN 

End 3318 

Score .42 



10. .79, 1380. .1403, 1817. .1842, 2097. .2219, 2260. .2480, 
2502. .2645, 2762. .2855, 3136. .3318 



Seq. No. 14217 

Gene No. 30264 

Start 14329 

Name OJ990627_4 6 . 9920 . C5 . o5 . gs 

Start 14329 

GI none 

Exons 14329. ,14 4 08, 14888. . 15035, 
15756. . 15850, 164 88. .16593 



Seq. ID OJ990627_46.9920.C5 

Strand + 

End 16593 

Method GENSCAN 

End 16593 

Score . 66 
15122. .15233, 15387. .15718, 



Seq. No. 14217 Seq. ID 

Gene No. 30265 Strand 

Start 18593 End 

Name OJ990627_4 6 . 9920 . C5 . o3 . gp Method 

Start 18383 End 

GI 73566 1.R1084 Score 



OJ990627_46.9920.C5 
+ 

25841 
AAT/GAP 
18986 
607 



14877 



Exons 18383. .18605, 18689 18774 , 18885.. 18986 

GI Descrip. ■ 4519258/dbj | BAA7554 1 . 1 1 0.0e+00 (AB017914) L-zip+NBS+LRR [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14217 
30265 
18593 

0 J9 90 627_4 6 . 992 0 . C5 . 06 . gs 
18593 
none 

18593. .18605, 18689. 
19747. .19833, 21547. 
22681. .22740, 23983. 
24683. .24734, 24826. 



Seq. ID OJ990627_46.9920.C5 
Strand + 
End 25841 
Method GENSCAN 
End 25126 
Score .91 
.18774, 18810. . 18956, 1 9123 .. 19185, 
.21688, 21777. .21895, 22083 .. 22199, 
.24099, 24196. .24273, 24 352 .. 24448, 
.24896, 24993. .25126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



=,* 
f! 

ii GI Descrip. 



= r 

y 

J 

LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14217 Seq. ID OJ990627_4 6 . 9920 . C5 

30265 Strand + 

18593 End 25841 

OJ990627_4 6. 9920 . C5 . o3 . np Method AAT/NAP 

18676 End 25841 

2459417 Score 1329 

18676. . 18774, 18885. 

21688, 21774. 
22740, 23761. 
24436, 24683. 
25841 

putative PRP19-like spliceosomal protein [Arabidopsis 



21547 
22681 
24352 
25674 
(AC002332 
thaliana] 



.18956, 19123. . 19185, 19747 .. 19833, 

.21895, 22083. .22199, 22488.-22583, 

.23865, 23983. .24099, 24 196 .. 24273, 

.24734, 24826. .24896, 24 993 .. 25083, 



14217 Seq. ID 

30265 Strand 
18593 End 
OJ990627_4 6. 9920.C5.o4 .gp Method 
22967 End 
514_2.R1084 Score 

22967. .23011, 23761 

24352. .24448, 24683 



OJ990627_46.9920.C5 
+ 

25841 
AAT/GAP 
25396 
1716 



.23865, 23983. .24099, 24 196 .. 24273, 
.24734, 24826. .24896, 24993.. 25396 



GI Descrip. ' 2459 f 417 3.0e-78 (AC002332) putative pre-mRNA splicing factor 
" PRP19 [Arabidopsis thaliana] 1 



Seq. No. 14217 Seq. ID 

Gene No. 30266 Strand 

Start 25855 End 

Name OJ990627_4 6 . 9920 . C5 . o7 . gs Method 

Start 25855 End 

GI none Score 

Exons 25855. .26007, 26060.. 26122 



OJ990627_46.9920.C5 
+ 

26122 
GENSCAN 
26122 
.58 



Seq. No. 14217 Seq. ID 

Gene No. 30267 Strand 

Start 26740 End 

Name OJ990627_4 6 . 9920 . C5 . o4 . np Method 

Start 26740 End 

GI 5830791 Score 

Exons 26740. .27207 

GI Descrip. (AL117188) ribosomal protein Lll homolog [Arabidopsis thaliana] 



OJ990627_46.9920.C5 
+ 

27261 
AAT/NAP 
27207 
595 



14878 




Seq. No. 


14217 


Seq. ID 


OJ990627 


_4 6. 


9920. 


,C5 


Gene No. 


30267 


Strand 


+ 








Start 


2 6740 


End 


27261 








Name 


OJ990627 4 6. 9920.C5 . 08 . gs 


Method 


GENSCAN 








Start 


26740 


End 


27207 








GI 


none 


Score 


. 99 








Exons 


26740 . . 27207 












Seq. No. 


14217 


Seq. ID 


OJ990627 


_4 6. 


9920 . 


>C5 


Gene No. 


30267 


Strand 


+ 








Start 


26740 


End 


27261 








Name 


OJ990627 46. 9920 . C5 . o5 . gp 


Method 


AAT/GAP 








Start 


26775 


End 


27261 








GI 


LIB34 34-007-P1-K1-A12 


Score 


864 








Exons 


26775. .27261 












GI Descrip. 


, 5830791/emb|CAB54877.1| 5 . Oe 


-49 (AL117188) ribosomal protein 




Lll homolog [Arabidopsis thaliana] 1 










Seq. No. 


14217 


Seq. ID 


OJ990627 


_4 6. 


9920. 


,C5 


Gene No. 


30268 


Strand 










Start 


856 


End 


1283 








Name 


OJ990627 46. 9920 . C5 . ol . gp 


Method 


AAT/GAP 








Start 


856 


End 


1283 








GI 


3090558 


Score 


781 








Exons 


856. .1283 












Seq. No. 


14217 


Seq. ID 


OJ990627 


J 6. 


9920. 


■ C5 


Gene No. 


30269 


Strand 










Start 


4849 


End 


7323 








Name 


OJ990627 46. 9920 . C5 . o2 . gs 


Method 


GENSCAN 








Start 


4849 


End 


7323 








GI 


none 


Score 


.88 








Exons 


4849. .4950, 5100. .5175, 5414. 


.5541, 5629.-6447, 


7192. .7323 


Seq. No. 


14217 


Seq. ID 


OJ990627 


_4 6. 


9920. 


,C5 


Gene No. 


30269 


Strand 










Start 


' 4849 


End 


7323 








Name 


OJ990627 46. 9920 . C5 . o2 . np 


Method 


AAT/NAP 








Start 


4852 


End 


5521 








GI 


2459418 


Score 


254 








Exons 


4852. .4953, 5100.. 5225, 5368. 


.5521 










GI Descrip. 


(AC002332) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


14217 


Seq. ID 


OJ990627_ 


_46. 


9920, 


■ C5 


Gene No. 


30270 


Strand 










Start 


10474 


End 


11633 








Name 


OJ990627 46. 9920 . C5 . o3 . gs 


Method 


GENSCAN 








Start 


10474 


End 


11633 








GI 


none 


Score 


.88 








Exons 


104 74 .. 10651, 11533. .11633 












Seq. No. 


14217 


Seq. ID 


OJ990627_ 


_4 6. 


9920, 


,C5 


Gene No. 


30271 


Strand 










Start 


11913 


End 


11997 








Name 


OJ990627 46. 9920 . C5 . o2 . gp 


Method 


AAT/GAP 








Start 


11913 


End 


11997 








GI 


LIB3477-003-P1-K1-E9 


Score 


98 









14879 



Exons 11913. .11997 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. _ 14217 Seq. ID 

Gene No. . 30272 Strand 

Start " 13107 ..^ End 

Name OJ990627_4 6 . 9920 . C5 . o4 . gs Method 

Start 13107 End 

GI none Score 

Exons 13107.. 13427 



OJ990627_46.9920.C5 

13427 - 
GENSCAN 
13427 
.59 



Seq. No. 14217 

Gene No. 30273 

Start 28471 

Name OJ990627_4 6 . 9920 . C5 . o4 . tm 

Start 1212 

GI none 

Exons 1212.. 1280, 1223.. 1291, 1233. 
1383. .1460 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1292, 



OJ990627 46. 9920. C5 



30502 

TBLASTX: Maize 
1460 
88 

1378. .1458, 1379. .1456, 



m 
ru 



Seq. No. 14217 Seq. ID 

Gene No. 30273 Strand 

Start 28471 End 

Name OJ990627_4 6 . 9920 . C5 . o3 . ts Method 

Start 18625 End 

GI none Score 

Exons 18625. . 18771, 18631 .. 18771, 18885 

19120. . 19185, 19125. .19187, 19744 



OJ990627 46. 9920. C5 



30502 

TBLASTX : Soybean 
19833 
140 

18959, 18885. .18959, 
19833, 19747. .19833 





Seq. No. 


14217 








Seq. ID OJ990627_ 


_46.9920 


r u 


Gene No. 


30273 








Strand 








Start 


28471 








End 30502 






Name 


OJ990627 46. 


9920. C5 


ol . tm 


Method TBLASTX : Mai ze 


l \. \ 
~ 1 


Start 


18670 








End 25130 






GI 


none 








Score 152 




. 


Exons 


18670. 


. 18774 


, 18670 


.18774, 


18882. .18959, 


18882 


. .18980, 


: :sF 




19738. 


. 19821 


, 19739 


.19822, 


19747. .19833, 


21535 


. .21687, 


.3=1. 

: _I 




21542. 


.21688 


, 21543 


.21692, 


21776. .21898, 


21776 


. .21895, 


5 




21784 . 


.21900 


, 21793 


.21897, 


22080. .22199, 


22080 


. .22199, 






22459. 


.22578 


, 22475 


.22582, 


22485. .22586, 


22487 


. .22582, 






22677. 


.22739 


, 22678 


.22740, 


22680. .22739, 


22681 


. .22740, 






22934 . 


.23014 


, 22934 


.23077, 


23750. .23869, 


23758 


. .23868, 






23970. 


.24092 


, 23977 


.24099, 


24182. .24268, 


24192 


. .24272, 






24193. 


.24279 


, 24195 


.24269, 


24196. .24273, 


24347 


. .24448, 






24348. 


.24446 


, 24351 


.24461, 


24352. .24447, 


24678 


. .24734, 






24678. 


.24734 


, 24679 


.24741, 


24814 . .24897, 


24823 


. .24897, 






'24824 . 


.24910 


, 24978 


.25085, 


24989. .25120, 


24991 


. .25083, 






24992. 


.25093 


, 25086 


.25130 










Seq. No. 


14217 








Seq. ID OJ990627 


_46.9920 




Gene No. 


30273 








Strand 








Start 


28471 








End 30502 






Name 


OJ990627 46. 


9920. C5 


o2.tc 


Method TBLASTX : Cress 




Start 


19789 








End 25128 






GI 


none 








Score 77 







14880 



19789. .19833, 
21790. .21894, 
22473. .22586, 
22934. .23014, 
23979. .24086, 
24196. .24273, 
24352. .24435, 
24989. -.25090, 



21535. 


.21687, 


22080 . 


. 22199, 


22487. 


.22585, 


23758. 


.23868, 


23980. 


.24099, 


24198. 


.24272, 


24679. 


.24741, 


24989. 


.25087, 



21546. .21680, 
22080. .22187, 
22677. .22739, 
23760. .23870, 
23982. .24089, 
24199. .24279, 
24823. .24897> 
24991. .25128 



21773. .21898, 
22453. .22584, 
22681. .22740, 
23760. .23867, 
24017. .24100, 
24351. .24407, 
24824. .24904, 



Seq. No. 


14217 








Seq. ID 


OJ990627 


_46.9920 


Gene No. 


30273 








Strand 






Start 


28471 








End 


30502 




Name 


OJ990627 46. 9920. C5. 


, o2. ts 


Method 


TBLASTX: 


Soybean 


Start 


21540 








End 


25090 




GI 


none 








Score 


151 




Exons 


21540. 


.21641, 


21547. 


, .21654, 


21773. .21898, 21796 


. .21894, 




22078. 


.22185, 


22079. 


, . 22186, 


22080. .22199, 22465 


. .22575, 




22473. 


.22586, 


22487. 


, .22585,' 


22681. .227' 


50, 22685 


. .22765, 




22934. 


.23014, 


22936. 


, .23013, 


23755. .23871, 23758 


. .23871, 




23760. 


.23876, 


23992, 


.24099, 


24003. .24095, 24010 


. .24099, 




24196. 


.24273, 


24197. 


, .24271, 


24198. .24272, 24199 


. .24279, 




24350. 


.24427, 


24351, 


, .24458, 


24352. .24447, 24679 


. .24741, 




24681. 


.24734, 


24823, 


, .24897, 


24824. .24904, 24989 


. .25090, 




24991. 


.25083 












Seq. No. 


' 14217 








Seq. ID 


OJ990627 


_46.9920 


Gene No. 


30273 








Strand 






Start 


28471 








End 


30502 




Name 


OJ990627 46. 9920. C5. 


, ol . tw 


Method 


TBLASTX : 1 


Wheat 


Start ' • 


26748 








End 


26967 




GI 


none 








Score 


259 




Exons 


26748. 


.26963, 


26749, 


, .26967, 


26749. .26967 





Seq. No. 14217 
Gene No. ' 30273 

Start 28471 

Name OJ990627_4 6 . 9920 . C5 . ol . tc 

Start 26764 

GI none 
Exons 



Seq. ID OJ990627_46. 9920.C5 
Strand 
End 

Method 
End 
Score 



30502 

TBLASTX: Cress 

27204 

41 



26764. .26799, 267 69 .. 27203, 26784 .. 27011 , 26848. .27204 



Seq. No. 14217 

Gene No. 30273 

Start 28471 

Name OJ990627_4 6 . 9920 . C5 . ol . ts 

Start 26769 

GI none 
Exons 



Seq. ID OJ990627_46. 9920.C5 
Strand 
End 

Method 
End 
Score 



30502 

TBLASTX : Soybean 

27204 

213 



26769. .27191, 26772 .. 27203, 26848. .27204 



Seq. No. 14217 

Gene No. 30273 

Start 28471 

Name OJ990627_4 6 . 9920 . C5 . o2 . tm 

Start 26979 

GI none 

Exons 26979. .27044, 26980 .. 27045 , 
27060. .27263, 27077.. 27256 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_46. 9920.C5 
30502 

TBLASTX: Maize 

27263 

99 . 



27039. .27218, 27040 .. 27219, 



1488 



1 




Seq. No. 


14217 




Seq. ID 


OJ990627_46.9920 


.C5 


Gene No. 


30273 




Strand 






Start 


28471 




End 


30502 




Name 


.OJ990627 46.9920.C5.o9. 


gs 


Method 


GENSCAN 




Start 


28471 




End 


30317 




GI 


none 




Score 


.75 




Exons 


28471. .28557, 28877 .. 28931, 


29290. .29382, 29769.-29879, 






30049. .30092, 30195.. 30317 








Seq. No. 


14217 




Seq. ID 


OJ990627_46. 9920 


.C5 


Gene No. 


30273 




Strand 






Start 


28471 




End 


30502 




Name 


OJ990627 46.9920.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


30172 




End 


30502 




GI 


none 




Score 


170 




Exons. • 


30172. .30345, 30180.. 30 


347, 


30473. .30502, 30473.. 30502 




Seq. No. 


14218 




Seq. ID 


OJ990627_46.9920 


. Co 


Gene No. 


30274 




Strand 


+ 




Start 


2721 




End 


7436 




Name 


OJ990627 46. 9920.C6.ol. 


gp 


Method 


AAT/GAP 




Start • 


2721 




End 


3303 




GI 


uC-osrocyp036f 06bl 




Score 


615 




Exons 


2721.. 2804, 3058.. 3303 










GI Descrip. 


' 4 5127 04 /gb| AAD217 57 . 1 | 


3.0e 


-21 (AC006569) hypothetical 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


14218 




Seq. ID 


OJ990627_46. 9920 


.C6 


Gene No. 


30274 




Strand 


+ 




Start 


2721 




End 


7436 




Name 


OJ990627 46.9920.C6.ol. 


gs 


Method 


GENSCAN 




Start 


3058 




End 


5560 




GI 


none 




Score 


.46 




Exons 


3058. .3660, 4165. .4251, 


4349 


. .5560 






Seq. No. 


14218 




Seq. ID 


OJ990627_46. 9920 


.C6 


Gene No. 


30274 




Strand 


+ 




Start 


2721 




End 


7436 




Name 


OJ990627 46.9920.C6.ol. 


np 


Method 


AAT/NAP 




Start 


3280 




End 


7436 




GI 


4512704 




Score 


275 




Exons 


3280.. 3342, 3373.. 3660, 


4165 


..4251, 4349. .4650, 7377. .7436 


GI Descrip. 


(AC006569) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


14218 




Seq. ID 


OJ990627_46.9920 


.C6 


Gene No. 


30274 




Strand 


+ 




Start 


2721 




End 


7436 




Name 


OJ990627 46.9920.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


4162 




End 


4462 




GI 


5003451 




Score 


316 




Exons 


4162. .4251, 4349. .4462 










GI Descrip. 


4512704/gb| AAD21757 .1 | 


3.0e- 


21 (AC006569) hypothetical ] 


protein 




[Arabidopsis thaliana] 










Seq. No. 


14218 




Seq. ID 


OJ990627_46. 9920 


.C6 


Gene No. 


30275 




Strand 


+ 





14882 



Start 12615 

Name OJ990627_4 6 . 9920 . C6 . o5 . gp 

Start 12541 

GI 892_2.R1084 

Exons 12541. .12850, 13586.. 13946 

GI Descrip. '3885884 6.0e-93 (AF093630) 
sativa] ' 



End 

Method 

End 

Score 



13946 
AAT/GAP 
13946 
1275 





Seq. No. 


14218 




Pane Nl /"*» 

bene ino . 


J \J £- 1 J 




Start 


12615 




Name 


OJ990627 46.9920.C6.* 




Start 


12615 




GI 


3885884 




Exons 


12615. .12850, 13586. 




GI Descrip. 


(AF093630) 60S ribos* 




C ^ Mo 

oeq. viu . 


14218 




Gene No. 


30275 




Start 


12615 




Name 


OJ990627 46. 9920. C6. 




Start 


12615 




GI 


none 


!. -\ 

:. "I 


Exons 


12615. .12667, 12673. 


i ! 


Seq. No. 


14218 




Gene No. 


30276 




Start 


5682 


Q 


Name 


OJ990627 46. 9920. C6. 




Start 


5682 


Q 


GI 


3107492 


ry 


Exons 


5682. .6020 




Seq. No. 


14218 


Q 


Gene No. 


30277 




Start 


6493 




Name 


OJ990627 46. 9920. C6. 




Start 


6493 


:' "E 


GI 


none 




Exons 


6493. .7251 



60S ribosomal protein L21 [Oryza 



Seq. ID OJ990627_46.9920.C6 

Strand + 

End 13946 

Method AAT/NAP 

End 13840 

Score 7 92 



Seq. ID OJ990627_46.9920.C6 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

13946 
GEN SCAN 
13843 
.9 



OJ990627 46. 9920. C6 



6020 
AAT/GAP 
6020 
654 



OJ990627_46. 9920.C6 

7251 
GENSCAN 
7251 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14218 Seq. ID 

30277 Strand 
6493 End 
OJ990627_4 6. 9920 . C6 . o2 . np Method 
6502 End 
4538959 Score 
6502. .6599, 6630.. 6733, 6824.. 7019 

(AL049488) putative protein [Arabidopsis thaliana] 



OJ990627_46. 9920.C6 

7251 
AAT/NAP 
7019 
199 



14218 
30278 
8595 

OJ990627_4 6. 9920 . C6 . o2 . tm 

4516 

none 

4516. .4584, 4518. .4589, 4596. 



Seq. ID OJ990627_46.9920.C6 
Strand 
End 

Method 
End 
Score 



11781 

TBLASTX: Maize 

5470 

60 



,4637, 4613. .4888, 4649. .4690, 



14883 






4732. .4911, 


4740. 


, .4883, 


4871 


..4927, 4921. .5115, 


4934 . . 5119, 




5109. .5219, 


5117. 


, .5212, 


5122 


..5214, 5232. .5357, 


5248 . . 5358, 




5300. .5470 














Seq. No. 


14218 








Seq. ID 


OJ990627 


_46. 9920.C6 




30278 








Strand 






Start 


8595 








End 


11781 




Name 


OJ990627 46. 


9920. 


,C6.o3. 


tm 


Method 


TBLASTX : i 


Maize 


Start 


6487 








End 


6984 




GI 


none 








Score 


105 




Exons 


6487. .6597, 


6488. 


. . 6598, 


6559 


..6600, 6658.. 6708, 


6658 . . 6735, 




6659. . 6736, 


6811. 


. . 6897, 


6812 


..6898, 6890. .6943, 


6952 . . 6984 


Seq. No. 


14218 








Seq. ID 


OJ990627 


46. 9920. C6 


fjpnp No 


30278 








Strand 






Start 


8595 








End 


11781 




Name 


OJ990627 46. 


9920, 


,C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6491 








End 


6909 




GI 


none 








Score 


84 




Exons 


6491. . 6598, 


6502. 


. .6597, 


6658 


..6735, 6659. .6742, 


6811 . . 6909, 




6826. . 6882 














Sea No. 


14218 








Seq. ID 


OJ990627 


46. 9920. C6 


Gene No. 


30278 








Strand 






Start 


8595 








End 


11781 




Name 


OJ990627 46. 


9920. 


.C6.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6502 








End 


6998 




GI 


none 








Score 


84 




Exons 


6502. . 6597, 


6503. 


. . 6598, 


6661 


. .6735, 6811. .6891, 


6936. . 6998 


Seq. No. 


14218 








Seq. ID 


OJ990627 


_46. 9920 .C6 


Gene No. 


30278 








Strand 






Start 


8595 








End 


11781 




Name 


OJ990627 46. 


9920. 


,C6.o3. 


gs 


Method 


GENSCAN 




Start 


8595 








End 


11768 




GI 


none 








Score 


.88 




Exons 


8595. .8653, 


8895, 


. .9030, 


9156 


..9259, 9371. .9497, 


9946. . 10096, 




10751. .10803, 11036. .11110, 


11259. .11336, 11452 


. . 11541, 




11637. .11768 












Seq. No. 


14218 








Seq. ID 


OJ990627 


_46.9920.C6 


Gene No. 


30278 








Strand 






Start 


8595 








End 


11781 




Name 


OJ990627 46. 


9920, 


.C6.o4 . 


gp 


Method 


AAT/GAP 




Start 


9968 








End 


11781 




GI 


none 








Score 


1024 




Exons 


9968. .10096, 


10751. .10803, 11036. .11110, 11259. 


.11336, 




11452. .11541 


., 11637. .11781 









Seq. ID OJ990627_46.9920.C6 
Strand 

End 13921 

Method TBLASTX : Mai ze 

End 13921 

Score 85 
12614 . . 12682, 12 665. . 12808, 
13575. .1364 6, 13594. .138 63, 



Seq. No. 14218 

Gene No. 30279 

Start 12612 

Name OJ990627_4 6 . 9920 . C6 . ol . tm 

Start 12612 

GI none 

Exons 12612. . 12662, 12613 .. 12663, 
12674. .12853, 12676 .. 12852, 



14884 



13616. .13870, 13870. .13920, 13871.. 13921 



Seq. No. 14218 
Gene No. 30279 
Start 12612 

Name OJ990627_4 6 . 9920 . C6 . ol . tc 

Start 12614 
GI none 
Exons 12614. 

12674. 

13588. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12682, 12615. .12659, 12668 .. 12808 , 12670 
12853, 13583. .13843, 13586 .. 1384 3, 13588 
13845 



OJ990627_46.9920.C6 
13921 

TBLASTX: Cress 

13851 

77 

12849, 
13851, 



Seq. No. 14218 

Gene No. 30279 

Start 12612 

Name OJ990627_4 6 . 9920 . C6 . ol . tw 

Start 12614 

GI none 

Exons 12614. .12682, 12615 
12673. .12714, 12674 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 46. 9920. C6 



12659, 12616. 
12853, 12676. 



13921 

TBLASTX: Wheat 
13876 
77 

12666, 12665. .12808, 
12852, 13575. .13646, 



13585. .13875, 13585. .13875, 1358 6. .1387 6 



Seq. No. 14218 

Gene No. 30279 • 

Start 12612 

Name OJ990627_4 6 . 9920 . C6 . ol . ts 

Start 12615 

GI none 

Exons 12615. .12659, 12665 
13583. .13843, 13585 



Seq. ID OJ990627_46. 9920.C6 
Strand 

End 13921 
Method TBLASTX : Soybean 
End 13845 
Score 71 
12808, 12670. .12852, 12674 .. 12853, 
13845, 13586.. 13843 



Seq. No. 14219 Seq. ID 

Gene No. 30280 Strand 

Start 64 9 End 

Name OJ990627_4 0 . 9920 . C2 . ol . gs Method 

Start 64 9 End 

GI none Score 

Exons 649.. 843 



OJ990627_40.9920.C2 
+ 

843 

GENSCAN 
843 
. 68 



Seq. No. 14219 Seq. ID 

Gene No. 30281 Strand 

Start 3561 End 

Name OJ990627_4 0 . 9920 . C2 . o2 . gs Method 

Start 3561 End 

GI none Score 

Exons 3561.. 3622, 3712.. 3862 



OJ990627_40.9920.C2 
+ 

3862 
GENSCAN 
3862 
.54 



Seq. No. 14219 Seq. ID 

Gene No. 30282 "" Strand 

Start 5689 End 

Name OJ990627_4 0 . 9920 . C2 . o3 . gs Method 

Start 5689 End 

GI none Score 

Exons 5689.. 5815 



OJ990627_40.9920.C2 

5815 
GENSCAN 
5815 
.57 



Seq. No. 
Gene No. 



14220 
30283 



Seq. ID 
Strand 



OJ990627 40. 9920. C3 



14885 






Start 


691 


End 


1 






Name 


OJ990627_40 


. 9920 . C3 . ol . gs Method 


GENSCAN 






Start 


691 


End 


1 TOO 






GI 


none 


Score 


A O 






Exons 


691 . . 1338 










Seq. No. 


14221 


Seq. ID 


OJ990627 


_40\ 9920.C4 




Gene No. 


30284 


Strand 








Start 


102 


End 


1 / o 






Name 


OJ990627_40 


. 9920 . C4 . ol . gs Method 


GENSCAN 






Start 


102 


End 


1 /o 






GI 


none 


Score 


. 66 






Exons 


102 . . 175 










Seq. No. 


14222 


Seq. ID 


OJ990627 


_40.9920.C5 




Gene No. 


30285 


Strand 


+ 






Start 


820 


End 


3498 






Name 


OJ990627_40 


. 9920.C5.ol.gs Method 


GENSCAN 






Start 


820 


End 


3498 






GI 


none 


Score 


.49 






Exons 


820 . . 1045, 


2318. .2370, 2655. .2855, 3019. .3157, 


lo . . o4 yo 


S ssf 


Seq. No. 


14222 


Seq. ID 


OJ990627 


4U . yyzu . LD 




Gene No. 


30286 


Strand * 


+ 




F : 

!„ ! : 


Start 


7279 


End 


7714 




r Li 


Name 


OJ990627 40 


. 9920 . C5 . o2 . np Method 


AAT/NAP 




.E CI 


Start 


7279 


End 


7714 






GI 


4680185 


Score 


413 




Ll! 


Exons 


7279. .7714 








"til 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 




I'll 


Seq. No. 


14222 


Seq. ID 


OJ990627 


4 U . 9 yzU . Co 


; = rr 


Gene No. 


30287 


Strand 






t 


Start 


1 


End 


10462 




h| 


Name 


OJ990627_40 


.9920.C5.ol.np Method 


AAT/NAP 






Start 


1 


End 


8991 






GI 


• 5852180 


Score 


654 




Q 


Exons 


1 . . 27, 1801 


..1898, 2599. .3011,- 3062. .3179, 4259 


. . 4 oil , 






7334 . .7626, 


8911. .8991 






i" "| 


GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza sativa] 








Seq. No. 


14222 


Seq. ID 


OJ990627 


4 0 . 9 9zU . Cb 




Gene No . 


30287 


Strand 








Start 


1 


End 


10462 






Name 


OJ990627_40 


. 9920 . C5 . o2 .-gs Method 


GENSCAN 






Start 


4010 


End 


10462 






GI 


none 


Score 


.66 






Exons 


4010. .4177, 


5386. .5536, 7408. .7550, 8401. .8796, 


9059 . . 934 5 , 






9371. . 9863, 


9927. .10016, 10028. .10462 








Seq. No. 


14223 


Seq. ID 


OJ990627 


4 u . y yzu . ub 




Gene No. 


30288 


Strand 


+ 






Start 


248 


End 


326 






Name 


OJ990627 40 


. 9920 ,C6 . ol . gs Method 


GENSCAN 






Start 


248 


End 


326 






GI 


none 


Score 


.76 






Exons 


248. .326 









14886 



Seq. No. 14223 Seq. ID 

Gene No. 30289 Strand 

Start 1 End 

Name OJ990627_40 . 9920 . C6 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1. .100 



OJ990627_40. 9920.C6 
100 

AAT/GAP 

100 

200 



Seq. No. 


14224 


Seq. ID 


OJ990627 


_40. 


.9920. 


,C9 


Gene No. 


30290 


Strand 


+ 








Start 


2442 


End 


4611 








Name 


OJ990627 40-9920. C9.ol.gs 


Method 


GEN SCAN 








Start 


2442 


End 


4 611 








GI 


none 


Score 


. 85 








Exons 


2442. .2681, 2876. .2945, 4574. 


, .4611 










Seq. No. 


14224 


Seq. ID 


OJ990627 


_40. 


,9920. 


,C9 


Gene No. 


30290 


Strand 


+ 








Start 


2442 


End 


4611 








Name 


OJ990627 40.9920.C9.ol.gp 


Method 


AAT/GAP 








Start 


3751 


End 


4132 








GI 


uC-osflcyp033a04bl 


Score 


667 








Exons 


3751. .4132 












GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 


DNA, chromosome 1, clone : P07 11E10 ' 










Seq. No. 


14224 


Seq. ID 


OJ990627 


_40. 


.9920. 


.C9 


Gene No. 


30291 


Strand 










Start 


2404 


End 


5224 








Name 


OJ990627 40. 9920 . C9 . ol . np 


Method 


AAT/NAP 








Start 


2404 


End 


5224 








GI 


5852180 


Score 


481 








Exons 


2404. .2835, 2887. .3004, 3981, 


..4034, 4991. .5224 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


14224 


Seq. ID 


OJ990627 


_40, 


.9920, 


.C9 


Gene No. 


30292 


Strand 










Start 


5261 


End 


5475 








Name 


OJ990627 40.9920.C9.o2.gs 


Method 


GENSCAN 








Start 


5261 


End 


5475 








GI 


none 


Score 


.96 








Exons 


5261. .5475 













Seq. No. 14225 Seq. ID 

Gene No. 30293 Strand 

Start 2019 End 

Name OJ990627_4 0 . 9920 . C10 . ol . gs Method 

Start 2019 End 

GI none Score 
Exons 



OJ990627_40. 9920. C10 
+ 

4276 
GENSCAN 
4276 
. 67 



2019. .2699, 3134. .3619, 3705. .3785, 3818. .3974, 4242. .4276 



Seq. No. 14226 Seq. ID OJ990627_40 . 9920 . C12 

Gene No. 30294 Strand + 

Start 450 End 4728 

Name OJ990627_40 . 9920 . C12 . ol . gs Method GENSCAN 

Start 450 End 4728 



14887 



GI 

Exons 



none Score .87 

450. .537, 1686. .2052, 2418. .2443, 3070. .3473, 4702. .4728 



Seq. No. 14226 Seq. ID 

Gene No. 30295 Strand 

Start 5521 End 

Name OJ990627_4 0 . 9920 . C12 . o2 . gs Method 

Start 5521 End 

GI none Score 

Exons 5521.. 5783, 6077.. 6474, 6588.. 6718 



OJ990627_40.9920.C12 
+ 

6718 
GEN SCAN 
6718 
. 62 



rn 



I 1 !? 
i =• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14226 Seq. ID OJ990627_4 0 . 9920 . C12 

30296 Strand 
1 End 9228 

OJ990627_40. 9920 . C12 . ol . np Method AAT/NAP 
1 End 4 695 

5734642 Score 248 

1..201, 4079. .4184, 4274. .4345, 4471. .4539, 4624. .4695 
(AP000391) ESTs C22657 (S0014 ) , C22656 { S0014 ) correspond to a 
region of the predicted gene.; Similar to receptor protein 
kinase, ERECTA (AC004484) [Oryza sativa] 
gi I 6006357 |dbj |BAA84787.1| (AP000559) ESTs 
C22657 (S0014) , C22 656 ( S0014 ) correspond to a region of the 
predicted gene.; Similar to receptor protein kinase, ERECTA 
(AC004484) [Oryza sativa] 



14226 Seq. 'ID 

30296 Strand 

1 End 
OJ990627_40. 9920 . C12 . o2 . np Method 

418 9 End 

2497820 Score 

4189. .4307, 5892. .6052, 6137. .6332, 



OJ990627_40. 9920.C12 

9228 
AAT/NAP 
7691 
214 
7671. .7691 



DNA REPLICATION LICENSING FACTOR MCM3 HOMOLOG (REPLICATION 
ORIGIN ACTIVATOR) (ROA PROTEIN) gi | 107 6823 | pir | | S522 4 7 probable 
replication origin activator protein ROA - maize (fragment) 
gi| 609290|emb|CAA82556| (Z29368) ROA protein [Zea mays] 



Seq. No. 


14226 


Seq. ID 


OJ990627_40.9920.C12 


Gene No. 


30296 


Strand 




Start 


1 


End 


9228 


Name 


OJ990627 40.9920.C12.o3.np 


Method 


AAT/NAP 


Start 


6178 


End 


9228 


GI 


81286 


Score 


200 


Exons 


6178. .6251, 6415. .6554, 68 


87. .7226, 8730. .8846, 9148. .9228 


GI Descrip. 


extensin - Volvox carteri 


(fragment) < 


gi I 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox 


carteri] 




Seq. No. 


14226 


..Seq. ID 


OJ990627_40. 9920.C12 


Gene No. 


30296 


Strand 




Start 


1 


End 


9228 


Name 


OJ990627 40. 9920 . C12 . o3 . gs 


Method 


GENSCAN 


Start 


8693 


End 


8928 


GI 


none 


Score 


..77 


Exons 


8693. .8928 






Seq. No. 


14226 


Seq. ID 


OJ990627_40. 9920.C12 



14888 



Gene No . 


30297 






Strand 






Start 


9135 






End 


9228 




Name 


OJ990627 40 


.9920.C12.ol. 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5827 






End 


6043 




GI 


none 






Score 


63 




Exons 


5827. .5883, 


5839. .5895, 


5840 


..5887, 5880. .5918, 


5889. .5933, 




5891. .5977, 


5891 . . 5932, 


5916 


..5993, 5918. .6043, 


5919. . 6041 


Seq. No. 


14226 






Seq. ID 


OJ990627 


_40. 9920.C12 


Gene No. 


30297 






Strand 






Start 


9135 






End 


9228 




Name 


OJ990627 40 


.9920.C12.ol. 


. tm 


Method 


TBLASTX:: 


Maize 


Start 


5839 






End 


6262 




GI 


none 






Score 


71 




Exons 


5839. .5895, 


5840. .5887, 


5880 


..5918, 588 


19. .5933, 


5891 . .5935, 




5891. .5932, 


5917. .6036, 


5917 


..6036, 591 


.8. .6037, 


5918 . . 6043, 




6131. .6199, 


6138. .6212, 


6138 


..6203, 618 


iO . . 6257, 


6198. .6257, 




6205. . 6261, 


6206. .6262 










Seq. No. 


14226 






Seq. ID 


OJ990627 


_40. 9920.C12 


fipnp No 


30297 






Strand 






Start 


9135 






End 


9228 




Name 


OJ990627 40 


.9920.C12.ol, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


5889 






End 


6256 




GI 


none 






Score 


45 




Exons 


5889. . 5933, 


5891. .5932, 


5914 


..6018, 5917. .6036, 


'5918 . . 6043, 




5919. . 6041, 


6137. .6223, 


6138 


..6212, 6209. .6256 




Seq. No. 


14226 






Seq. ID 


OJ990627 


_40 . 9920 .C12 


Gene No. 


30297 






Strand 






Start 


9135 






End 


9228 




Name 


OJ990627 40 


.9920.C12.o4, 


.np 


Method 


AAT/NAP 




Start 


9135 






End 


9228 




GI 


5734621 






Score 


103 




Exons 


9135. . 9228 












GI Descrip. 


(AP000391) 


ESTs AU067992 (C11433) , AU077424 (C11433) correspond to 




a region of 


the predicted gene.; Similar to ABC 


transporter-7 




(U43892) [Oryza sativa] 










Seq. No. 


14227 






Seq. ID 


OJ990627 


_40.9920.C13 


Gene No . 


30298 






Strand 


+ 




Start 


1 






End 


1227 




Name 


OJ990627 40 


.9920.C13.ol, 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1227 




GI 


5852084 






Score 


77 




Exons 


1..48, 1126 


. .1227 










GI Descrip. 


(AL117264) 


zwh0007. 1 [Oryza 


sativa] 






Sea No 


14227 






Seq. ID 


OJ990627 


_40. 9920.C13 


Gene No. 


30298 






Strand 


+ 




Start 


1 






End 


1227 




Name 


OJ990627 40 


.9920.C13.ol, 


.gs 


Method 


GENSCAN 




Start 


61 






End 


791 




GI 


none 






Score 


.81 




Exons 


61. .791 












Seq. No. 


14228 






Seq. ID 


OJ990627 


_40. 9920.C15 



14889 




Gene No. 


30299 






Strand 


- 




Start 


44 






End 


443 




Name 


OJ990627 40. 


9920.C15.ol 


.gs 


Method 


GENSCAN 




Start 


44 






End 


443 




GI 


none 






Score 


. 9 




Exons 


44 . . 234, 280 


. . 443 










Seq. No. 


.. 14229 






Seq. ID 


OJ990627_40.9920. 


C16 


Gene No. 


30300 






Strand 


+ 




Start 


337 






End 


455 




Name 


OJ990627 40. 


9920.C16.ol 


.gs 


Method 


GENSCAN 




Start 


337 






End 


455 




GI 


none 






Score 


.75 




Exons 


337. .455 












Seq. No. 


14230 






Seq. ID 


OJ990627_40.9920. 


,C18 


Gene No. 


30301 






Strand 






Start 


93 






End 


214 




Name 


OJ990627 40. 


9920. C18 .ol 


.gs 


Method 


GENSCAN 




Start 


93 






End 


214 * 




GI 


none 






Score 


. 53 




Exons 


93. .214 












Seq. No. 


14231 






Seq. ID 


OJ990627_40. 9920, 


.C19 


Gene No. 


30302 






Strand 






Start 


176 






End 


218 




Name 


OJ990627 40. 


9920.C19.ol 


.gs 


Method 


GENSCAN 




Start 


176 






End 


218 




GI 


none 






Score 


. 84 




Exons 


176. .218 












Seq. No. 


14232 






Seq. ID 


OJ990627 40.9920 


. C20 


Gene No. 


30303 






Strand 


+ 




Start 


5285 






End 


5850 




Name 


OJ990627 40. 


9920.C20.ol 


.np 


Method 


AAT/NAP 




Start 


5285 






End 


5850 




GI 


3080448 






Score 


200 




Exons 


5285. .5762, 


5802. .5850 










GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


14232 






Seq. ID 


OJ990627_40.9920 


.C20 


Gene . 


30303 






Strand 


+ 




Start 


5285 






End 


5850 




Name 


OJ990627 40. 


9920.C20.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5467 






End 


5756 




GI 


none 






Score 


85 




Exons 


5467. .5538, 


5467. .5580, 


5561 


..5725, 5570. .5746, 5661. .5756, 




5661. .5756 












Seq. No. 


14233 






Seq. ID 


OJ990627_41. 9919 


.C2 


Gene No. 


30304 






Strand 






Start 


1 






End 


448 




Name 


OJ990627 41. 


9919.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


448 




GI 


6069646 






Score 


205 




Exons 


1. .252, 419. 


.448 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 



14890 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq." No. 14234 Seq. ID 

Gene No. 30305 Strand 

Start 4540 - ' End 

Name OJ990 627_4 1 . 991 9 . C3 . ol . gp Method 

Start 4540 ™ End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 4540.. 4631 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990627_41.9919.C3 
+ 

4631 
AAT/GAP 
4631 
108 





Seq. No. 


14234 




Seq. ID 


OJ990627_ 


41 . 9919. C3 




Gene No. 


30306 




Strand 


+ 






Start 






End 


9269 






Name 


OJ990627 41 


.9919.C3.o2.gs 


Method 


GENSCAN 






Start 


6249 




End 


8627 






GI 


none 




Score 


.4 




□ 


Exons 


6249. .6330, 


7406. .7519, 7594 


..7825, 8001.. 8139, 


8586. .8627 




Seq. No. 


14234 • 




Seq. ID 


OJ990627_ 


41. 9919. C3 


: s ft 


Gene No. 


30306 




Strand 


+ 




i o? 


Start 


6249 




End 


9269 






Name 


OJ990627 41 


.9919.C3.o2.np 


Method 


AAT/NAP 




'jcf 


Start 


7286 




End 


9269 






GI 


5852179 




Score 


500 




j, = | 


Exons 


7286. .7519, 


7594. .7828, 9251 


. . 9269 






FL! 


GI Descrip. 


(AL117265) 


zhb0009.1 [Oryza 


sativa] 








Seq. No. 


14234 




Seq. ID 


OJ990627_ 


41. 9919. C3 




. Gene No. 


30307 




Strand 








Start 


1410 




End 


4061 




i t 
is c; 


Name 


; 'OJ990627 41 


.9919.C3.ol.np 


Method 


AAT/NAP 






Start 


1410 




End 


4061 




n 


GI 


4558666 




Score 


2249 




i 3= ! 


Exons 


1410. .1505, 


1601. .3751, 3849 


. .4061 








GI Descrip. 


(AC007063) 


putative Na/H antiporter [Arabidopsis 


thaliana] 



Seq. No. 14234 

Gene No. 30308 

Start 8784 

Name OJ990627_4 1 . 9919 . C3 . o3 . 

Start 1781 

GI . none 

Exons. 1781.. 1888, 2000.. 2098, 

Seq. No. 14234 

Gene No. 30308 

Start 8784 

Name OJ990627_4 1 . 9919 . C3 . ol . 

Start 2033 

GI none 

Exons 2033.. 2098, 2141.. 2380, 



Seq. ID OJ990627_41.9919.C3 
Strand 

End 8959 

ts Method TBLASTX : Soybean 

End 2201 

Score 61 
2141. .2200, 2145. .2201 

Seq. ID OJ990627_41.9919.C3 
Strand 

End 8959 

tm Method TBLASTX : Maize 

End 2683 

Score 63 
2142. .2180, 2229. .2366, 2429.-2683 



14891 




Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627_41 


. 9919 


. C3 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


2066 








End 


2755 


GI 


none 








Score 


79 


Exons 


2066 . .2098, . 


2141 


. . 2380 , 


2145 


..2366, 2429.. 2521, 2531.. 2728, 




2651 . .2755 












Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627_41 


. 9919 


. C3 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


2444 








End 


2836 


GI 


none 








Score 


120 


Exons 


2444 . .2836, 


2445 


. .2705 








Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627_41 


. 9919 


. C3 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2879 








End 


3133 


GI- 


none 








Score 


121 


Exons 


2879. . 3133, 


2895 


. .3131 








Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627_41 


. 9919 


. C3 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


3212 








End 


3580 


GI 


none 








Score 


189 


Exons 


3212 . . 3265, 


3300 


. .3476, 


3329 


..3526, 3527.. 3580, 3528.. 3575 


Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627 41 


. 9919 


. C3 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


3383 








End 


4007 


GI 


none 








Score 


105 


Exons 


3383. . 3469, 


3512 


. . 3550, 


o c o n 

3539 


..3748, 3849. .4007 


Seq. No. 


14234 








Seq. ID 


OJ990627_41.9919.C3 


Gene No. 


30308 








Strand 




Start 


8784 








End 


8959 


Name 


OJ990627_41 


. 9919 


.C3.o3. 


gs 


Method 


GENSCAN 


Start 


8784 








End 


8959 


GI 


none 








Score 


.6 


Exons 


8784 . .8959 












Seq. No. 


14235 








Seq. ID 


OJ990627_41.9919.C4 


Gene No.. 


30309 








Strand 


+ 


Start 


530 








End 


5732 


Name 


OJ990627 41 


.9919 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


530 








End 


5729 


GI 


none 








Score 


.67 


Exons 


530. .645, 1127.. 


1244, 1 


.858. . 


1885, 2277 


..2362, 2447. .2594, 



14892 






2685 . . 2934 , 


2992 . . 3139, 3144 . 


.3366, 3975.. 4129, 


5464. .5535 




5598 . . 5729 












Seq. No. 


14235 




Seq. ID 


OJ990627 


_41. 


.9919.C4 


Gene No. 


30309 




Strand . 


+ 






Start 


530 




End 


5732 






Name 


OJ990627_41 


. 991.9. C4 .o4 .np 


Method - 


AAT/NAP 






Start 


1835 




End 


5732 






GI 


6539580 




Score 


103 






Exons 


1835 . . 1879, 


5598. .5732 










GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


14235 




Seq. ID 


OJ990627 


_41. 


. 9919. C4 


Gene No. 


30310 




Strand 








Start 


1766 




End 


*5 A A /" 

34 4 6 






Name 


OJ990627_4 1 


.9919.C4.o2.np 


Method 


AAT/NAP 






Start 


1766 




End 


344 6 






GI 


6907086 




Score 


4 47 






Exons 


1766. .2165, 


2392. .2667, 2718. 


.3446 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


14235 




Seq. ID 


OJ990627 


_41. 


. 9919. C4 


Gene No. 


30311 




Strand 








Start 


3773 




End 


5788 






Name 


OJ990627_41 


.9919.C4.o3.np 


Method 


AAT/NAP 






Start 


3773 




End 


5788 






GI 


4680186 




Score 


183 






Exons 


3773 . . 3828, 


4463.-4596, 5174. 


.5346, 5767. .5788 






GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


14236 




Seq. ID 


OJ990627 


_41. 


.9919.C6 


Gene No. 


30312 




Strand 


+ 






Start 


855 




End 


1133 






Name 


OJ990627_41 


. 9919.C6.ol.gs 


Method 


GENSCAN 






Start 


855 




End 


1133 






GI 


none 




Score 


.45 






Exons 


855 . . 1133 












Seq. No. 


14237 




Seq. ID 


OJ990627 


_41. 


,9919. C7 


Gene No. 


30313 




Strand 








Start 


27 




End 


716 






Name 


OJ990627_41 


.9919.C7.ol.gs 


Method 


GENSCAN 






Start 


27 




End 


716 






GI 


none 




Score 


.54 






Exons 


27 . .716 












Seq. No. 


14238 




Seq. ID 


OJ990627 


_41. 


,9919. C8 


Gene No.". 


30314 




Strand 








Start 


914 




End 


1307 






Name 


OJ990627_41 


.9919.C8.ol.gs 


Method 


GENSCAN 






Start 


914 




End 


1230 






GI 


none 




Score 


.86 






Exons 


914. .1077, 


1171. .1230 










Seq. No. 


14238 




Seq. ID 


OJ990627_ 


_41. 


9919. C8 


Gene No. 


30314 




Strand 








Start 


914 




End 


1307 







14893 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene , No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990627_4 1 . 9919 . C8 . ol . np Method AAT/NAP 

931 End 1307 

4538965 Score 183 

931. .1077, 1171. .1307 

(AL049488) hypothetical protein [Arabidopsis thaliana] 



.14239 
30315 
3618 

OJ990627_41.9919.C9.o2.gs 

3618 

none 

3618. .4053, 4236. .4792 



Seq. ID OJ990627_41.9919.C9 

Strand + 

End 4 7 92 

Method GENSCAN 

End 4792 

Score .74 



14239 
30316 
1 

OJ990627_41. 9919 . C9 . ol . np 
1 

728868 



Seq. ID OJ990627_41. 9919.C9 
Strand 

5756 
AAT/NAP 
5749 
109 



End 

Method 
End 
Score 

1..27, 2325.-2624, 4673. .4717, 5719. .5749 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 |pir | | S16748 proline-rich protein - rape (fragment) 

gi I 22597 | emb | CAA4 2924 | (X60376) proline-rich protein [Brassica 

napus] 



14239 
30316 
1 

OJ990627_41.9919.C9.ol.gs 

1265 

none 

1265. .2635 

14239 
30316 
1 

OJ990627_41. 9919 . C9 . o3 . gs 

5441 

none 

5441. .5470, 5646. .5756 

14240 
30317 
431 

OJ990627_41. 9919. CIO. ol.gs 

431 

none 

431. .583, 669. .781 

14241 
30318 
390 

OJ990627_41. 9919 . Cll .ol . np 
390 

6907088 

390. .527, 703. .843 



Seq. ID OJ990627_41.9919.C9 

Strand - ' 

End 5756 

Method GENSCAN 

End 2635 

Score 1 



Seq. ID OJ990627_41. 9919.C9 
Strand 

End 5756 

Method GENSCAN .. 

End 5756 

Score .92 



Seq. ID OJ990627_41. 9919. C10 . 
Strand 

End 781 

Method GENSCAN 

End 781 

Score . 4 



Seq. ID OJ990627_41. 9919. Cll 

Strand + 

End 843 

Method AAT/NAP 

End 843 

Score 323 



14894 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


eaf "I T7 1 
o d ( — Lva j 






beq. no. 


14242 




Seq. ID 


OJ990627_41.9919. 


C12 




Gene No. 


30319 




Strand 


+ 






Start 


2687 




End 


4571 






Name 


OJ990627 41.9919.C12.ol:np 




Method 


AAT/NAP 






btart 


2687 




End 


4571 






bl 


- 6907086 




Score 


1252 






Exons 


2687. .3453, 3511. .3686, 3918. 


.4030, 4145. .4396, 4474. .4571 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq. no. 


14242 




Seq. ID 


OJ990627_41.9919. 






bene no . 


"3 r\ "3 o n 




Strand 


+ 






Start 


6764 




End 


7488 






Name 


OJ990627 41.9919.C12.ol.gp 




Method 


AAT/GAP 






btart 


6764 




End 


7287 






bl 


5607584 




Score 


1006 






Exons 


6764. .7287 












GI Descrip. 


3786008 2.0e-16 (AC005499) 


unknown protein [Arabidopsis 








thaliana] 












beq. no. 


14242 




Seq. ID 


OJ990627_41.9919 


C12 




Gene No. 


30320 




Strand 


+ 






Start 


6764 




End 


7488 






Name 


OJ990627 41.9919.C12.o2.np 




Method 


AAT/NAP 




i'T't 


Start 


6856 




End 


7488 




iSI 5 

; ! : 


bl 


3786008 




Score 


261 




( sr 
: ": 


Exons 


68S6..7265, 7297. .7488 










Ul 


bl uescrip. 


(AC0054.99) unknown protein 


[Arabidopsis thaliana] 






beq. no. 


14242 




Seq. ID 


OJ990627_41.9919 


.C12 


m 

: cr 


Gene 'No. 


30321 




Strand 








Start 


8089 




End 


8419 






Name 


OJ990627 41. 9919 . C12 . ol . tm 




Method 


TBLASTX : Maize 




Is si 


btart 


6805 




End 


7119 




*: 


C T 


none 




Score 


42 






Exons 


6805. .6840, 6806. .6832, 6940. 


.7050, 6948. .7049,. 7030. .7119, 






7047. .7106 










r ~ ': 


Seq. No.. 


14242 




Seq. ID 


OJ990627_41.9919 


.C12 


Us? 


Gene No. 


30321 




Strand 








btart 


8089 




End 


8419 






Name 


OJ990627 41.9919.C12.o2.gs 




Method 


GENSCAN 






bt art 


8089 




End 


8419 






bl 


none 




Score 


.8 






Exons 


8089. .8268, 8363. .8419 












beq. no. 


14243 




Seq. ID 


OJ990627_41.9919 


.C13 




Gene No. 


30322 




Strand 


+ 






Start 


1 




End 


115 






Name 


OJ990627 41. 9919 . C13 . ol . gp 




Method 


AAT/GAP 






Start 


1 




End 


115 






GI 


5667165 




Score 


198 






Exons 


1..115 











GI Descrip. 5670155/ gb| AF1 612 69 . 1 1 AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



14895 






Seq. No. 


14243 


Seq. ID 


OJ990627_41 


9919 


C13 




Gene No. 


30323 


Strand 


+ 








Start 


188 


End 


2178 








Name 


OJ990627 41.9919.C13.ol.np 


Method 


AAT/NAP 








Start 


188 


End 


2178 








GI 


6907086 


Score 


478 








Exons 


188. .562, 737. .1191, 1822. .2178 


- 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


14243 


Seq. ID 


OJ990627 41 


9919 


C13 




Gene No. 


30324 


Strand 


+ ~ 








Start 


11939 


End 


13132 








Name 


OJ990627 41 9919 C13 o4 as 


Method 


GEN SCAN 








Start 


11939 ~~ 


End 


13132 








GI 


none 


Score 


.71 








Exons 


11939 13132 












Seq. No. 


14243 


Seq. ID 


OJ990627_41 


9919 


C13 




Gene No. 


30325 


Strand 










Start 


2024 


End 


5292 








Name 


OJ990627 41 9919 C13 o2 as 


Method 


GENSCAN 








Start 


2024 ~~ 


End 


5292 








GI 


none 


Score 


.64 








Exons 


2024 3423 4438 4629 4844 


.4921, 4986. .5292 






\ ~ ; 


Seq. No. 


14243 


Seq. ID 


OJ990627_41 


9919 


C13 


ta ; : 
! il 


Gene No. 


30326 


Strand 








;. _i 


Start 


6915 


End 


11053 








Name 


OJ990627 41 9919 C13 o3 as 


Method 


GENSCAN 






L L! 

81 


Start 


6915 ~ 


End 


11053 








GI 


none 


Score 


.42 






ry 


Exons 


6915 8279. 8610 8798, 9750 


.9807, 9813. .11053 






L 


Seq. No. 


14243 


Seq. ID 


OJ990627_41 


9919 


C13 




Gene No. 


30327 


Strand 








j t 


Start 


16129 


End 


16611 








Name 


OJ990627 41 9919 C13 ol tm 


Method 


TBLASTX: Maize 






Start 


14998 ~~ 


End 


15286 








GI 


none 


Score 


278 






.:b; 


Exons 


- 14998 15228, 14999 15286 












Seq. No. 


14243 


Seq. ID 


OJ990627_41 


9919 


C13 




Gene No. 


30327 


Strand 










Start 


16129 


End 


16611 








Name 


OJ990627 41.9919.C13.o5.gs 


Method 


GENSCAN 








Start 


16129 


End 


16611 








GI 


none 


Score 


.76 








Exons 


1612 9. .16315, 16420. .16611 












Seq. No. 


14244 


Seq. ID 


OJ990627_41 


9919 


C14 




Gene No. 


30328 


Strand 


+ 








Start 


7296 


End 


7405 








Name 


OJ990627 41.9919.C14.o2.gp 


Method 


AAT/GAP 








Start 


7296 


End 


7405 








GI 


uC-osflcyp082b07al 


Score 


159 








Exons 


7296. .7405 












GI Descrip. 


' 218221/dbj | D10675 | RICSINE1R6 


3.0e-30 


Oryza sativa 


p-SINEl-r6 



14896 



gene, repeat sequence ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14244 
30329 
20460 

OJ990627_41. 9919.C14 .o5.np 
20460 
5441880 
20460. .20744 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_ 
+ 

20744 
AAT/NAP 
20744 
322 



41.9919.C14 



14244 
30330 
1 

OJ990627_41. 9919.C14 .o2.np 
1 

6630700 



OJ990627 41.9919.C14 



Seq. ID 
Strand 

End 10363 
Method AAT/NAP 
End 10363 
Score 529 
1..298, 6138. .6291, 9150. .9353, 9848. .10363 

(AP000969) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi | 6721537 | dbj | BAA89567 . 1 | 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



14244 



30330 
1 

OJ990627_41. 9919.C14 .ol.np 
4589 
1944504 

4589. .4792, 4899. .4968, 5059. .5154, 6748. .6824 
(D64036) protein cdc2 kinase [Oryza sativa] 



Seq. ID OJ990627_41.9919.G14 
Strand 
End 

Method 
End 
Score 



10363 
AAT/NAP 
6824 
395 



14244 Seq. ID 

30330 Strand 
1 End 
OJ990 627_4 1 . 991 9 . C14 . ol . gp Method 
4 669 -End 
627_1.R1084 Score 
4669. .4792, 4899. .4969, 5060. .5152 

, 5670155/gb]AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 1 



OJ990627_41'. 9919. C14 

10363 
AAT/GAP 
5152 
460 



Seq. No. 


14244 










Seq. ID 


OJ990627_41. 9919. 


.C14 


Gene No. 


30330 










Strand 






Start 


1 










End 


10363 




Name 


OJ990627 41, 


.9919, 


.C14 


.o2. 


.gs 


Method 


GENSCAN 




Start 


7950 










End 


9305 




GI 


none 










Score 


1 




Exons . 


7950. .9305 
















Seq. No. 


14244 










Seq. ID 


OJ990627_41. 9919. 


.C14 


Gene No. 


30331 










Strand 






Start 


18037 










End 


19236 




Name 


OJ990627 41, 


. 9919. 


X14 


.ol, 


■ tc 


Method 


TBLASTX: Cress 




Start 


4666 










End 


5155 





14897 




GI 


none 








Score 


86 


Exons 


4666. .4794, 


4712 . 


. 4798, 


4898 . 


.4978, 5060.. 5155, 5061.. 5153 


Seq. No. 


14244 








Seq. ID 


OJ990627_41. 9919.C14 


Gene No. 


30331 








Strand 




Start 


18037 








End 


19236 


Name 


OJ990627 41 


. 9919 . 


C14 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


4666 








End 


5165 


GI 


none 








Score 


104 


Exons 


4666. .4794, 


4898 . 


.4978, 


5060 . 


.5155, 5061.. 5153, 5064.. 5165 


Seq. No. 


14244 








Seq. ID 


OJ990627_41.9919.C14 


Gene No. 


30331 








Strand 




Start 


18037 








End 


19236 


Name 


OJ990627_41 


. 9919 . 


C14 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4669 








End 


5306 


GI 


none 








Score 


121 


Exons 


4669. . 4791, 


4671. 


.4793, 


4672 . 


.4794, 4682.-4798, 4898. .4978, 




4899 . . 4976, 


5060 . 


. 5155, 


oOol . 


.5153, 5265.. 5306 


Seq. No. 


14244 








Seq. ID 


OJ990627_41.9919.C14 


Gene No. 


30331 








Strand 




Start 


18037 








End 


19236 


Name 


OJ990627 41 


. 9919. 


C14 . o5 . 


gs 


Method 


GENSCAN 


Start 


18037 








End 


19236 


GI 


none 








Score 


.48 


Exons 


18037 . . 19236 










Seq. No. 


14245 








Seq. ID 


OJ990627_41. 991 9. CI 5 


Gene No. 


30332 








Strand 




Start 


1 








End 


4402 


Name 


OJ990627 41 


. 9919. 


CIS.ol 


np 


Method 


AAT/NAP 


Start 


1 








End 


4402 


GI 


6539581 








Score 


2307 


Exons 


1..1871, 3111. .3167, 3273. .3720, 3924. 


.3973, 4321. .4402 


GI Descrip. 


(AP000837) 


Similar to Arabidopsis thaliana DNA chromosome 4 




clone F20D10; hypothetical protein (AL035538) [Oryza sativ< 


Seq. No.. 


14245 








Seq. ID 


. OJ990627_41.9919.C15 


Gene No. 


30332 ■ 








Strand 




Start 


1 








End 


4402 


Name 


OJ990627 41 


.9919 


.CIS.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1047 








End 


1479 


GI 


none 








Score 


66 


Exons 


1047. .1478, 


1048 


. .1242, 


1351. 


.1479 




Seq. No. 


14245 








Seq. ID 


OJ990627_41.9919.C15 


Gene No. 


30332 








Strand 




Start 


1 








End . 


4402 


Name 


OJ990627 41 


.9919 


.CIS.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1110 








End 


1653 


GI 


none 








Score 


137 


Exons 


1110. .1652, 


1317 


. .1652, 


1501. 


. 1653 




Seq. No. 


14245 








Seq. ID 


OJ990627_41. 9919.C15 


Gene No. 


30332 








Strand 




Start 


1 








End 


4402 



14898 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990627_41 .9919. CIS. ol.tm Method 

1329 End 

none Score 
1329. .1712, 1341. . 1709 

14245 Seq. ID 

30332 Strand 

1 End 

OJ990627_41. 9919 . C15 . ol . tc Method 

1398 End 

none Score 
1398. .1718, 1497. . 1691 

14245 Seq. ID 

30332 Strand 

1 End 

OJ990627_41. 9919 . C15 . o2 . tw Method 

1545 End 

none Score 
1545. .1835 

14245 Seq. ID 

30332 Strand 

1 End 

OJ990627_41. 9919 . C15 . o3 . tm Method 

1713 End 

none Score 
1713.. 1877, 1729.. 1902', 3111.. 3173 

14245 Seq. ID 

30332 Strand 

1 End 

OJ990627_41. 9919 . C15 . o2 . tm Method 

3420 End 

none Score 
3420. .3635, 3466. .3606 



14246 Seq. ID 

30333 Strand 

1 End 421 
OJ990627_41. 9919 . C17 . ol . np Method AAT/NAP 

1 End 421 

6907088 Score 386 
1..108, 284. .421 

(AP001129) hypothetical protein [Oryza sativa] 



TBLASTX: Maize 

1712 

161 



OJ990627_41.9919.C15 
4402 

TBLASTX: Cress 

1718 

66 



OJ990627_41.9919.C15 
4402 

TBLASTX: Wheat 

1835 

223 



OJ990627_41.9919.C15 
4402 

TBLASTX: Maize 

3173 

62 



OJ990627_41.9919.C15 
4402 

TBLASTX: Maize 

3635 

109 



OJ990627 41.9919.C17 



Seq. ID OJ990627_41.9919.C18 

Strand ' + 

End 3824 

Method AAT/GAP 

End 3824 

Score 96 



14247 
30334 
3765 

OJ'990627_41. 9919 . C18 . ol . gp 
3765 
428693 
3765. .3824 

551288/emb | CAA83914 | 1.0e-45 (Z33611) phosphoglycerate mutase 
[Zea mays] 



Seq. No. 



14247 



Seq. ID OJ990627_41.9919.C18 



14899 






Gene No. 


30335 




Strand 


- 






Start 


1124 




End 


2382 






Name 


OJ990627 41.9919.C18.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


183 




End 


454 






GI 


none 




Score 


80 






Exons 


183. .242, 186. .239, 242 


. .454, 


247. .384 










14247 




Seq. ID 


OJ990627 41.9919. 


.C18 




Gene No. 


30335 




Strand 








Start 


1124 




End 


2382 






Name 


OJ990627 41.9919.C18.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


242 




End 


643 






GI 


none 




Score 


117 






Exons 


242. .391, 485. .643 












Cnrt Mo 
O " • LIU • 


14247 




Seq. ID 


OJ990627 41.9919, 


.C18 




Gene No. 


30335 




Strand 








Start 


1124 




End 


2382 






Name 


OJ990627 41.9919.C18.ol 


.gs 


Method 


GENSCAN 






Start 


1124 




End 


2382 






GI 


none 




Score 


.74 






Exons 


1124. .1834, 1900. .2382 










u 

'.. 1 




14248 




Seq. ID 


OJ990627 41.9919 


.C19 




Gene No. 


30336 




Strand 






: a ; : 
: I i 


Start 


377 




End 


881 




: :r 


Name 


OJ990627 41.9919.C19.ol 


.tm 


Method 


TBLASTX: Maize 




V'l 


Start 


205 




End 


469 




uf 


GI 


none 




Score 


67 




: "r 
'is? 


Exons 


205. .324, 328. .468, 347 


. .469 








ri! 

i ?? 


Cpn No 


14248 




Seq. ID 


OJ990627 41.9919 


.C19 


is 


Gene No. 


30336 




Strand 








Start 


377 




End 


881 




-. . f 


Name 


OJ990627 41.9919.C19.ol 


.gs 


Method 


GENSCAN 




M» 


Start 


377 




End 


881 




sv 


GI 


none 




Score 


. 64 






Exons 


377. .610, 709. .881 












Qpn No 


14249 




Seq. ID 


OJ990627 41.9919 


.C20 




Gene No. 


30337 




Strand 








Start 


24 




End 


359 






Name 


OJ990627 41. 9919.C20.ol 


.gs 


Method 


GENSCAN 






Start 


24 




End 


359 






GI 


none 




Score 


.76 






Exons 


24. .359 












Seq. No. 


14250 




Seq. ID 


OJ990627_41.9919 


.C21 




Rpnp No 


30338 ; 




Strand 








Start 


1 




End 


3021 






Name 


OJ990627 41.9919.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


3021 






GI 


3786007 




Score 


599 






Exons 


1..58, 145. .499, 1085.. 


1380, 


1955. .1983, 2767. .3021 






GI Descrip. 


(AC005499) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


14250 




Seq. ID 


OJ990627_41.9919 


.C21 



14900 



Lit 



i bf 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30338 
1 

OJ990627_41. 9919 . C21 . ol . tc 
5 

none 

5. .40, 145. .282, 277. .477 

14250 
30338 
1 

OJ990627_4 1 . 9919 . C21 . ol . tm 
5 

none 



Strand 
End 

Method 

End 

Score 



3021 

TBLASTX: Cress 

477 

150 



Seq. ID OJ990627_41.9919.C21 
Strand 

End 3021 

Method TBLASTX: Maize 

End 477 

Score 124 



5. .61, 130. .423, 149. .376, 274. .408, 415. .477, 433. .477 



14250 
30338 
1 

OJ990627_41. 9919 . C21 . ol . gs 

145 

none 



Seq. ID OJ990627_41.9919.C21 
Strand 

End 3021 

Method GEN SCAN 

End 3021 

Score .86 



145. .499, 1085. .1380, 1603. .1652, 1740. .1842, 2265. .2321, 
2505.. 2552, 2659.. 2819, 2874.. 3021 



14250 
30338 
1 

OJ990627_41.9919.C21.ol.ts 
187 
none 



Seq. ID OJ990627_41.9919.C21 
Strand 

End 3021 

Method TBLASTX : Soybean 

End 1264 

Score 71 



187. .480, 188. .364, 199. .480, 263. .487, 1064. .1264, 1090. .1260 



14250 
30338 
1 

OJ990627_41.9919.C21.ol.gp 
411 

LIB34 32-029-P1-K1-D2 



Seq. ID OJ990627_41.9919.C21 
Strand 

End 3021 

Method AAT/GAP 

End 1662 

Score 82f 



411. .499, 1085. .1380, 1603. .1662 

'3786007 8.0e-31 (AC005499) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14251 
30339 
1 

OJ990527_36.9922.Cl.ol.np 
1 

6175158 



Seq. ID OJ990527_36.9922.C1 

Strand + 

End 1195 

Method AAT/NAP 

End 1192 

Score 611 



1..154, 263. .337, 414. .695, 795. .859, 934. .994, 1112. .1192 
(AC010796) putative ABC transporter [Arabidopsis thaliana] 



14251 
30339 
1 

OJ990527_36. 9922.Cl.ol.gs 

531 

none 



Seq. ID OJ990527_36.9922.C1 

Strand + 

End " 1195 

Method GENSCAN 

End 1195 

Score .74 



14901 




Exons 


531. .695, 795. .859, 934. .994, 


1112. . 1195 




Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 


Gene No*. 


30340 


Strand 


+ 




Start 


1244 


End 


1672 




Name 


OJ990527_36. 9922. CI .ol .gp 


Method 


AAT/GAP 




Start 


1244 


End 


1672 




GI 


2800158 


Score 


715 




Exons 


1244 . . 1672 








Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 


Gene No . 


30341 


Strand 






Start 


1868 


End 


3796 




Name 


OJ990527 36.9922.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


71 


End 


554 




GI 


none 


Score 


110 




Exons 


71. .157, 79. .153,. 110. .157, 260. .337, 


260. .337, 410. .553, 




411 . . 554, 411 . . 554 








Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 


Gene No. 


30341 


Strand 






Start 


1868 


End 


3796 




Name 


OJ990527_36.9922.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


254 


End 


1207 




GI 


none 


Score 


113 




Exons 


254. .337, 262. .339, 384. .695, 


410. .712 


, 931.. 993, 932.. 


997, 




1145. . 1207 








Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 


Gene No. 


30341 


Strand 






Start 


1868 


End 


3796 




Name 


OJ990527 36.9922.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


266 


End 


676 




GI 


none 


Score 


96 




Exons 


266. .337, 411. .674, 413. .631, 


426. .674 


, 494. .676 




Seq. No. 


14251 


Seq.. ID 


OJ990527_36.9922 


.CI 


Gene No. 


30341 


Strand 


_ <, 




Start 


1868 


End 


3796 




Name 


OJ990527 36.9922.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


554 


End 


1269 




GI 


none 


Score 


214 




Exons 


554. .691, 555. .695, 555. .695, 


556. .696, 795. .860, 801.. 


860 




931. .996, 932. .994, 935. .1000, 


936. .1001, 1106. .1141, 






1147. .1269, 1148. .1189, 1210.. 


1257 






Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 


Gene No. 


30341 


Strand 






Start 


1868 


End 


3796 




Name 


OJ990527 36.9922.Cl.o2.gp 


Method 


AAT/GAP 




Start 


1868 


End 


2957 




GI 


2443 1.R1084 


Score 


1539 




Exons 


1868. .2253, 2337. .2459, 2569.. 


2793, 2862.. 2957 




GI Descrip. 


'2911072/emb|CAA17534.1| 1 . Oe- 


■73 (AL021960) putative prote 




[Arabidopsis thaliana] 1 








Seq. No. 


14251 


Seq. ID 


OJ990527_36.9922 


.CI 



14902 




Gene No. 


30341 








Strand 






1868 








End 


3796 


Name 


OJ990527 36. 


9922 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1968 








End 


3021 


GI 


none 








Score 


46 


Exons 


1968. .2036, 


2126 


. .2251, 


2130. 


.2258, 2141. .2266, 2313. .2459, 




2338. .2475, 


2342 


. .2443, 


2566. 


.2823, 2567.. 2794, 2569.. 2859, 




2859. .2942, 


2860 


. .3021, 


2860. 


.2931, 2862.. 2957 


Seq . No . 


14251 








Seq. ID 


OJ990527_36.9922.C1 


Gene No. 


30341 








Strand 




Start 


1868 








End 


3796 


Name 


OJ990527 36. 


9922 


.Cl.o2. 




Method 


GENSCAN 


Start 


2137 








End 


3472 


GI 


none 








Score 


.76 


Exons 


2137. .2253, 


2337 


. .2459, 


2569. 


.2793, 2862.-2942, 3348. .3472 


Seq. No. 


14251 








Seq. ID 


OJ990527_36. 9922. CI 


Gene No. 


30341 








Strand 




Start 


1868 








End 


3796 


Name 


OJ990527 36. 


9922 


.Cl.o2. 


np 


Method 


AAT/NAP 


Start 


2314 








End 


3796 


GI 


2911072 








Score 


423 


Exons 


2314. .2459, 


2569 


. .2793, 


2862. 


.2942, 3771. .3796 


GI Descrip. 


(AL021960) putative protein [Arabidopsis thaliana] 


Seq. No. 


14251 








Seq. ID 


OJ990527_36. 9922. CI 


Gene No. 


30341 








Strand 




Start 


1868 








End 


3796 


Name 


OJ990527 36. 


9922 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2337 








End 


2934 


GI 


5509682 








Score 


121 


Exons 


2337. .2474, 


2344 


. .2475, 


2566. 


.2706, 2567. .2794, 2568. .2708, 




2570. .2794, 


2749 


. .2823, 


2860. 


.2934, 2862. .2933 


GI Descrip. 


2911072/emb 


CAA17534 3 


.0e-40 


(AL021960) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


14251 








Seq. ID 


OJ990527_36. 9922. CI 


nc>nf^ No 


30341 








Strand 




Start 


1868 








End 


3796 


Name 


OJ990527 36. 


9922 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2419 








End 


3048 


GI 


none 








Score 


63 


Exons 


2419. .2475, 


2430 


. .2474, 


2566. 


.2823, 2567.. 2800, 2855.. 2938, 




2860. .3048, 


2862 


. .2957 










14252 








Seq. ID 


OJ990527_36. 9922.C2 


Gene No. 


30342 








Strand 


+ 


Start 


6967 








End 


7320 


Name 


OJ990527 36. 


9922 


.C2.o4. 


gp 


Method 


AAT/GAP 


Start 


6967 








End 


7320 


GI 


none 








Score 


341 


Exons 


6967. .7069, 


7173 


. .7320 








Seq. No. 


14252 








Seq. ID 


OJ990527_36.9922.C2 


Gene No. 


30343 








Strand 




Start 


1 








End 


5716 



14903 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990527_36.9922.C2.ol.gp 
1 

2443_1.R1084 

1..123, 206. .317, 705. .754 
, 2911072/emb|CAA17534 . 1 | 1 
[Arabidopsis thaliana] 1 



Method 

End 

Score 



AAT/GAP 

754 

428 



14252 
30343 
1 

OJ990527_36. 9922.C2.ol.np 
1 

2911072 



Oe-73 (AL021960) putative protein 



OJ990527 36. 9922. C2 



Seq. ID 
Strand 

End 5716 
Method AAT/NAP 
End 5716 
Score 708 

1..123, 206. .317, 705. .853, 927. .1021, 1124. .1214, 1663. .1732, 
1903. .2034, 2079. .2232, 2474. .2522, 3833.-3922, 4013. .4208, 
4363.-4438, 5676. .5716 

(AL021960) putative protein [Arabidopsis thaliana] 



14252 Seq. ID 

30343 Strand 

1 End 

OJ990527_36. 9922.C2.ol.gs Method 

701 End 

none Score 



OJ990527_36.9922.C2 

5716 
GENSCAN 
4526 
. 96 

.2232, 2474. .2528, 



701. .853, 927. .1016, 1113. .1214, 2105. 
3125. .3189, 3476. .3545, 3659. .3715, 3833. .3922, 4013. .4208, 
4363. .4526 



14252 Seq. ID 

30343 Strand 

1 End 

OJ990527_36. 9922.C2.o2.gp Method 

1691 ' End 

12241_1.R1084 Score 
1691. .1732, 1902. .2018, 2105. .2232, 
3476.. 3545, 3659.. 3715, 3833. 
, 2911072/emb | CAA17534.il 4 . Oe 
[Arabidopsis ' thaliana] 1 



OJ990527 36. 9922. C2 



5716 
AAT/GAP 
4039 
1039 
2474 . .2528, 



3125. .3189, 



3922, 4013.. 4039 
■18 (AL021960) putative protein 



14252 
30343 
1 

OJ990527_36 . 9922 . C2 . o3 . gp 

4088 

none 

4088. .4208, 4363. .4596 

14252 
30343 
1 

OJ990527_36. 9922.C2.o2.gs 

5484 

none 

5484. .5594, 5614. .5703 

14252 
30344 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990527_36.9922.C2 

5716 
AAT/GAP 
4596 
547 



OJ990527_36.9922.C2 

5716 
GENSCAN 
5703 
. 74 



OJ990527 36. 9922. C2 



14904 






Start 


6369 








End 


7315 




Name 


OJ990527 36 


.9922. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


35 








End 


4150 




GL 


none 








Score 


111 




Exons 


35. .100, 37 


..99, 


40.. 102, 100 


..126, 18S 


>. .314, 192. .314, 






193. .318, 194.. 319, 702 


. .854, 


704. .856, 


705. .854, 719. .856, 






915. .1019, 


927. .1013, 928. .1017, 1108.. 


1215, 1125. .1217, 






1128. -.1-223, 


1516. 


.1557, 


1649. 


.1735, 1660.. 1734, 1878.. 2039, 






1893. .2021, 


1903*. 


.2040, 


2102. 


.2233, 2106.. 2231, 2475.. 2528, 






2475. .2567, 


3127. 


.3195, 


3472. 


.3546, 3474. .3551, 3474. .3545, 






3475. .3546, 


3657. 


.3716, 


3659. 


.3721, 3660.. 3716, 3809.. 3919, 






3833. .3913, 


4013. 


.4102, 


4020. 


.4100, 4088. .4150, 4101. .4139 




Seq. No. 


14252 








Seq. ID 


OJ990527_36.9922.C2 




Gene No . 


* 30344 








Strand 






Start 


6369 








End 


7315 




Name 


OJ990527 36 


.9922. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


35 








End 


749 




GI 


none 








Score 


111 




Exons 


35.. 100, 37 


. .105, 


37. .99, 38. 


.100, 100. 


.126, 192. .314, 194. 






685. .747, 702. .746, 704 


. .748, 


705. .749 






Seq. No. 


14252 








Seq. ID 


OJ990527_36.9922.C2 


i !C i 


Gene No. 


30344 








Strand 




W 


Start 


6369 








End 


7315 


u\ 


Name 


OJ990527 36 


.9922. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


\" i I 


Start 


37 








End 


3555 


□ 


GI 


none 








Score 


73 




Exons 


37. .99, 206 


. .316, 


213. . 


293, 713. .871, 717. .854, 918. .1019, 






927. .1019, 


1131. . 


1217, 


1660. . 


1731, 1902 


!. .2039, 1903. .2016, 






2102. .2233, 


2106. 


.2234, 


2475. 


.2567, 3122. .3196, 3474. .3545, 


: kl 




3475. .3555 












I"! 


Seq. No. 


14252 








Seq. ID 


OJ990527_36.9922.C2 




Gene No. 


30344 








Strand 




'M 


Start 


6369 








End 


7315. 


j.J. 


Name 


OJ990527 36 


.9922. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


i. = i 


Start 


719 








End 


3545 


□ 


GI 


none 








Score 


62 




Exons 


719. .871, 720. .842, 924 


. .1019 


, 1093. .1239, 1119. .1178, 


n 




1660. .1725, 


1902. 


.2024, 


1903. 


.2016, 2102. .2182, 2186. .2233, 






3465. .3545, 


3475. 


.3540 










Seq. No. 


14252 








Seq. ID 


OJ990527_36.9922.C2 




Gene No. 


30344 








Strand 






Start 


6369 








End 


7315 




Name 


OJ990527 36 


.9922. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3833 








End 


4238 




GI 


none 








Score 


62 




Exons 


3833. .3922, 


4016. 


.4093, 


4020. 


.4109, 4094. .4210, 4095. .4238 




Seq. No. 


14252 








Seq. ID 


OJ990527_36. 9922.C2 




Gene No. 


30344 








Strand 






Start 


6369 








End 


7315 




Name 


OJ990527 36 


. 9922. 


C2.o3. 


gs 


Method 


GENSCAN 




Start 


6369 








End 


7315 




GI 


none 








Score 


.78 



14905 




Exons 


6369. . 6520, 


6594 . 


. 6703, 


6856. 


. 7315 






Seq. No. 


14253 








Seq. ID 


OJ990527 


_36.9922.C3 


Gene No. 


30345 








Strand 


+ 




Start 


2373 








End 


2661 




Name 


OJ990527_36. 


9922 . 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


2373 








End 


2661 




GI 


5039075 








Score 


551 




Exons 


2373. .2661 














Seq. No. 


14253 








Seq'. ID 


OJ990527 


_36 . 9922 . C3 


Gene No. 


30346 








Strand 


+ 




Start 


4014 








End 


7162 




Name 


OJ990527_36. 


9922 . 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


4014 








End 


7162 




GI 


none 








Score 


.8 




Exons 


4014 . . 4030, 


4105 . 


. 4244, 


4996. 


.5615, 5807.. 5950, 


6018 . . 6161, 




6268 . . 6326, 


6397 . 


.7162 










Seq. No. 


14253 








Seq. ID 


OJ990527 


Jo . y 9ZZ . C J 


Gene No. 


30346 








Strand 


+ 




Start 


4014 








End 


7162 




Name 


. OJ990527 36. 


9922. 


C3.o2. 


np 


Method 


AAT/NAP 




Start 


5549 








End 


7159 




GI 


6721561 








Score 


1020 




Exons 


5549. .5584, 


5985. 


.6197, 


6268. 


.6326, 6397.. 7159 





GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted, gene . ; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


14253 


Seq. ID 


OJ990527_36.9922.C3 


Gene No. 


30347 


Strand 


+ 


Start 


7100 


End 


12263 


Name 


OJ990527 36 


. 9922 . C3 . o4 . np Method 


AAT/NAP 


Start 


7100 


End 


12263 


GI 


6721512 


Score 


98 


Exons 


7100. .7138, 


11964. .12263 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


14253 


Seq. ID 


OJ990527_36.9922.C3 


Gene No. 


30348 


Strand 




Start 


1 


End 


3184 


Name 


OJ990527 36 


. 9922 . C3 . ol . np Method 


AAT/NAP 


Start 


1 


End 


3184 


GI 


6453908 


Score 


654 


Exons 


1..59, 206. 


.308, 403. .473, 602. .656, 833. .936, 1021. .1143, 




2062. .2154, 


222S..2475, 2973. .3184 




GI Descrip. 


(AC011663) 


putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


14253 


Seq. ID 


OJ990527_36.9922.C3 


Gene No. 


30349 


Strand 




Start 


7097 


End 


10517 


Name 


OJ990527 36 


. 9922.C3.o3.ts Method 


TBLASTX: Soybean 


Start 


3 


End 


658 


GI 


none 


Score 


75 



14906 



Exons 



3. .59, 200. .310, 204. .311, 405. .479, 405. .479, 596. .658, 
599. .658 



Seq. No. 14253 
Gene No. 30349 
Start 7097 

Name OJ990527_36 . 9922 .C3 . o3 . tm 

Start' 250 
GI none 
Exons 250. .312, 251. .310, 399. .479, 402. .506, 596 

602. .658, 831. .944, 832 .. 945, 833 .. 94 9, 995 

1021. .1113 



Seq. ID OJ990527_36.9922.C3 
Strand 

10517 

TBLASTX: Maize 
1114 



End 

Method 
End 
Score 



84 



,667, 600. .653, 
.1114, 1019. .1105, 



U 

. =: 



Pi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14253 
30349 
7097 

OJ990527_36. 9922 .C3.ol . tc 
405 



none 
405. . 
1021. 
2035, 



479, 596. .667, 824. .940, 
.1143, 1031. .1144, 1270. 
.2091, 2041. .2154, 2096. 



Seq. ID OJ990527_36.9922.C3 
Strand 
End 

Method 
End 
Score 
825. . 950, 



10517 

TBLASTX : Cress 

2312 

91 

827. .940, 835. 



1314, 1415. 
2155, 2228. 



.1468, 1973. 
,2311, 2232. 



.954, 
2092, 
2312 



14253 
30349 
7097 

OJ990527_36.9922.C3.ol.ts 
830 
none 



Seq. ID OJ990527_36.9922.C3 
Strand 

End 10517 

Method TBLASTX : Soybean 

End 1146 

Score 63 



830. .949, 832. .939, 1021. .1146, 1022. .1144, 1078. .1146 



14253 
30349 
7097 

OJ990527_36. 9922 .C3.ol.tw 
5329 
none 



Seq. ID OJ990527_36.9922.C3 
Strand 

End 10517 

Method TBLASTX : Wheat 

End 8855 

Score 350 



5329. .5430, 8399. .8854, 8400. .8855 



14253 
30349 
7097 

OJ990527_36. 9922.C3.o2. tw 
6847 
none 



Seq. ID OJ990527_36.9922.C3 
Strand 

End 10517 

Method TBLASTX : Wheat 

End 9502 

Score 157 



6847. .6864, 6882. .6968, 9047. .9283, 9057. .9281, 9320. .9502, 
9321. .9494 



Seq. No. 14253 

Gene No. 30349 

Start 7097 

Name OJ990527_36 . 9922 . C3 . o3 . np 

Start 7097 

GI 4680183 

Exons 7097.. 7200, 8315.. 8706, 8794, 
GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990527_36, 9922.C3 

10517 
AAT/NAP 
10517 
1191 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8835, 9301. . 10517 



14907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14253 Seq. ID 

30349 Strand 

7097 End 

OJ990527_36 . 9922 . C3 . o3 . tw Method 

7886 End 

none Score 

7886. .8284, 7974. .8174, 7985.-8284 



OJ990527_36.9922.C3 
10517 

TBLASTX: Wheat 

8284 

173 



14253 
30349 - 
7097 

OJ990527_36. 9922.C3.o2. tm 

7976 

none 

7976. .8341, 7977. .8174 

14253 
30349 
7097 

OJ990527_36.9922.C3.o2.ts 

8072 

none 

8072. .8308, 8082. .8171 

14253 
30349 
7097 

OJ990527_36.9922.C3.ol.tm 
8369 
none 



Seq. ID OJ990527_36.9922.C3 
Strand 

End 10517 

Method TBLASTX: Maize 

End 8341 

Score 96 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8369..8725, 8370. .8663, 8423. .8671 

14253 Seq. ID 

30349 Strand 

7097 End 

OJ990527_36 . 9922 . C3 . o4 . tw Method 

10085 End 

none Score 



OJ990527_36.9922.C3 
10517 

TBLASTX : Soybean 

8308 

69 



OJ990527_36.9922.C3 
10517 

TBLASTX: Maize 

8725 

209 



OJ990527__36.9922.C3 
10517 

TBLASTX: Wheat 

10483 

69 



10085. .10483, 10185. .10358, 10431. .10469 



14254 
30350 
9885 

OJ990527_36.9922.C4 . o2 . gs 

9885 

none 

9885. .9924, 10450. .10652 

14254 
30351 
10942 

OJ990527_36. 9922.C4 .o3.gs 
10942 
none 
10942. 
14492. 
15939. 



Seq. ID OJ990527_36. 9922. C4 

Strand + 

End 10652 

Method GENSCAN 

End 10652 

Score .79 



11037, 11376. . 12018, 
14602, 15073. .15098, 
16120, 16272. .16340, 



Seq. ID 
Strand 
End 17208 
Method GENSCAN 
End 16986 
Score .89 

12119. .12621, 13132. 

15342. .15409, 15730. 

16640. .16795, 16966. 



OJ990527_36.9922.C4 
+ 



13251, 
15843, 
16986 



14908 



Seq. No. 14254 

Gene No. 30351 

Start 10942 

Name OJ990527_36 . 9922 . C4 . o4 . gp 

Start 13161 

GI none 

Exons 13161. .13251, 13702. .137 67,- 
15342. .15409, 15730. .15846 



Seq. ID OJ990527_36.9922.C4 

Strand + 

End 17208 

Method AAT/GAP 

End 15846 

Score 927 
14492. .14602, 14996 .. 15072, - 



sin 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14254 Seq. ID 

30351 Strand 

10942 End 

OJ990527_36. 9922.C4 .o5.gp Method 

15994 End 

LIB34 34-010-P1-K1-F8 Score 



OJ990527_36.9922.C4 
+ 

17208 
AAT/GAP 
17208 
985 



15994 .. 16120, 16272. .16340,. 16640 .. 167 95, 17004. .17208 
'2781363 2.0e-20 (AC003113) F2401.19 [Arabidopsis thaliana] ' 



14254 Seq. ID 

30352 Strand 

20408 End 

OJ990527_36. 9922.C4 .o3.np Method 

20408 End 

4581111 - -Score 
20408. .20447, 24686. .24882 

(AC005825) putative non-LTR ret roe 1 erne nt reverse transcriptase 
[Arabidopsis thaliana] 



OJ990527_36.9922.C4 
+ 

25356 
AAT/NAP 
24882 
45 



Seq. No. 14254 Seq. ID OJ990527 

Gene No. 30352 Strand + 

Start 20408 End 25356 

Name OJ990527_36 . 9922 . C4 . o5 . gs Method GENSCAN 

Start 22585 End 2358 6 

GI none Score .48 

Exons 22585. .23586 



36. 9922. C4 



Seq. No. 14254 Seq. ID 

Gene No. 30352 Strand 

Start 20408 End 

Name OJ990527_36 . 9922 . C4 . 06 . gs Method 

Start 24731 End 

GI none Score 

Exons 24731. .24840, 25113.. 25356 



OJ990527_36. 9922.C4 
+ 

25356 
GENSCAN 
25356 
.51 



Seq. No. 14254 Seq. ID 

Gene No. 30353 Strand 

Start 26751 End 

Name OJ990527_36 . 9922 . C4 . o7 . gs .. Method 

Start 26751 ' End 

GI none Score 

Exons 26751. .26859 



OJ990527_36.9922.C4 
+ 

26859 
GENSCAN 
26859 
.86 



Seq. No. 14254 Seq. ID 

Gene No. 30354 Strand 

Start 854 End 

Name OJ990527 36 . 9922 . C4 . ol . gs Method 



OJ990527_36. 9922.C4 

7563 
GENSCAN 



14909 




Start 


854 


End 


7479 


GI 


none 


Score 


. 64 


Exons 


854. .991, 2057. .2128, 4081.. 


4362, 4563, 


. .4678, 4798 . . 4844, 




5299.. 5399, 5617.. 5706, 5902 


. . 7479 




Seq. No. 


14254 


Seq.. ID 


OJ990527_36.9922.C4 


Gene No. 


30354 


Strand 




Start 


854 


End 


7563 


Name 


OJ990527 36.9922.C4.ol.np 


Method 


AAT/NAP 


Start 


4072 


End 


7479 


GI 


629807 


Score 


3671 . 


Exons 


4072. .4362, 4602. .4678, 4798 


..4844, 5299. .5399, 5617. .5706, 




5902. .7479 






GI Descrip. 


VP1 protein - rice 






Seq. No. 


14254 


Seq. ID 


OJ990527_36.9922.C4 


Gene No. 


30354 


Strand 




Start 


854 


End 


7563 


Name 


OJ990527 36.9922.C4.ol.gp 


Method 


AAT/GAP 


Start 


5285 


End 


6052 


GI 


72020 1.R1084 


Score 


585 


Exons - 


5285.. 5399, 5617.. 5706, 5902 


. .6052 




GI Descrip. 


1 391884/dbj | D16640 | RICOSVP1 


1.0e-62 Rice DNA for VP1 protein, 




complete cds 1 






Seq. No. 


14254 


Seq. ID 


OJ990527_36.9922.C4 


Gene No. 


30354 


Strand 




Start 


854 


End 


7563 


Name 


OJ990527 36.9922.C4.o2.gp 


Method 


AAT/GAP 


Start 


6829 


End 


7152 


GI 


5607328 


Score 


644 


Exons 


6829. .7152 







GI Descrip. 586238/sp | P37398 | VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVP1) - Oryza sativa 

>gi_391885_dbj_BAA04 066_ (D16640) VP1 protein (0SVP1) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14254 
30354 
854 

OJ990527_36. 9922.C4.o3.gp 

7242 

5607329 

7242. .7563 

391884/dbj | D16640 | RICOSVP1 
complete cds 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36. 9922.C4 

7563 
AAT/GAP 
7563 
612 



1.0e-62 Rice DNA for VP1 protein, 



14254 
30355 
17826 

OJ990527_36. 9922.C4 .o4.tm 
4265 



none 
4265. 
4782. 
5298, 



,4333, 4340. 
4847, 4792. 
,5444, 5617. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4360, 4596. .4673, 4596 
4848, 4793. .4849, 5274 
5706, 5618. .5707 



OJ990527 36. 9922. C4 



22311 

TBLASTX: Maize 
5707 
70 

4682, 4597. 
5402, 5285. 



,4680, 
5398, 



14910 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14254 
30355 
17826 

OJ990527_36. 9922.C4 .oS.tm 

15346 

none 

15346. .15405, 15348 .. 15404 , 
15934. .16119, 15980. .16126 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36.9922.C4 
22311 

TBLASTX: Maize 

16133 

90 



14254 
30355 
17826 

OJ990527_36.9922.C4 .o2.tm 
16265 
none 
16265. 
16636. 
17003. 



1578 9. .15842, 15930. .16133, 



OJ990527 36. 9922. C4 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16342, 16271. .16342, 1 6624 .. 16797 , 16634 .. 167 98 , 
,16797, 16980. . 17072, 17002 .. 17112 , 17002 .. 17115, 
,17113 



22311 

TBLASTX: Maize 

17115 

78 



14254 
30355 
17826 

OJ990527_36. 9922.C4 .o;4".gs 

17826 

none 

17826. .17 906, 18263. .18394, 
20866. .20958, 2 1 916 .. 22096, 

14254 
30355 
17826 

OJ990527_36. 9922.C4 .ol.tm 
17984 
none 
17984. 
18010. 
18288. 
18736. 



Seq. ID OJ990527_36.9922.C4 
Strand 

End 22311 

Method GENSCAN 

End 22311 

Score. .58 
18603. .18692, 20523 .. 20563, 
22192. .22311 



,18031, 
,18135, 
,18395, 
, 18843, 



17996. 
18011. 
18603. 
18736. 



18028, 
,18136, 
,18650, 
, 18852, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18009. .18134, 
18254. .18409, 
18604. .18648, 
18737. .18853, 



OJ990527 36. 9922. C4 



22311 

TBLASTX: Maize 
19181 
43 

18010. .18135, 
18264 . . 18425, 
18720. . 18842, 
18737. .188-53, 



18977. .19171, 18978. .19181, 18978. .19172 



14254 
30355 
17826 

OJ990527_36. 9922.C4 .o3.tm 
20952 
none 
20952. 
21438. 
21947. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 36. 9922. C4 



.20978, 21060. .21167, 
.21518, 21438. .21524, 
.22120, 21981. .22097, 



14255 
30356 
692 

OJ990527_36.9922.C5.ol.gs 

692 

none 

692. .2206 



22311 

TBLASTX: Maize 
22248 
41 

21065. .21169, 21065. .21169, 
21593. .21676, 21594 .. 21680 , 
21988. .22098, 22189. .22248 

Seq. ID OJ990527_36.9922.C5 

Strand + 

End 2510 

Method GENSCAN 

End 2206 

Score 1 



14911 



Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30356 


Strand 


+ 


Start 


692 


End 


Zz>\0 


Name 


OJ9 90527 36 . 9922 .C5.ol.np 


Method 


TV TV m / XI TV T"l 

AAT / NAP 


Start 


7 67 


End 


2510 


GI 


3426047 


Score 


100 


Exons 


767 . .973, 2416. .2510 






GI Descrip. 


(AC005168) putative MADS-box 


protein 


• 

[Arabidopsis thaliana] 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30357 


Strand 


+ 


Start 


5824 


End 


7122 


Name 


OJ990527 36.9922.C5.o2.gp 


Method 


AAT /GAP 


Start 


5738 


End 


6403 


GI 


2427835 


Score 


820 


Exons 


5738.. 5985, 6076.. 6142, 6260 


. .6403 




GI Descrip. 


2781363 2.0e-20 (AC003113) F2401.19 [Arabidopsis thaliana] 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30357 


Strand 


+ 


Start 


5824 


End 


7122 


Name 


OJ990527 36.9922.C5.o3.np 


Method 


AAT /NAP 


Start • 


5749 


End 


7116 


GI 


6648200 


Score 


501 ' 


Exons 


5749.. 5985, 6076.. 6142, 6260 


..6478, 6829. .6953, 7042. .7116 


GI Descrip. 


(AC013483) putative RHO GDP- 


dissociation inhibitor 1 




[ Arabidopsis thaliana] 






Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30357 


Strand 


+ 


Start 


5824 


End 


7122 


Name 


OJ990527 36. 9922.C5.o3.gs 


Method 


GENSCAN 


Start 


5824 


End 


7122 


GI 


none 


Score 


.94 


Exons 


5824.. 5985, 6076. .6142, 6260 


..6478, 6829.-6995, 7042. .7122 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5. 


Gene No. 


30358 • 


Strand 


+ 


Start 


10004 


End 


12371 


Name 


OJ990527 36.9922.C5.o5.gs 


Method 


GENSCAN 


Start 


10004 


End 


12371 


GI 


none 


Score 


.83 


Exons 


10004. .10190, 10315. .10383, 


10726. .10893, 11746. .12371 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30358 


Strand 


+ 


Start 


10004 


End 


12371 


Name 


OJ990527 36.9922.C5.©4.np 


Method 


AAT /NAP 


Start 


10539 


End 


12350 


GI 


4539394 


Score 


762 


Exons 


10539.. 12350 






GI Descrip. 


(AL035526) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30359 


Strand 


+ 


Start 


13637 


End 


13962 



14912 




Name 


OJ990527 36. 9922. C5 


.06. gs 


Method 


GENSCAN 






Start 


13637 




End 


13962 






GI 


none 




Score 


. 97 






Exons 


13637. . 13735, 13837 


. . 13962 










Seq. No. 


14255 




Seq. ID 


OJ990527_ 


_36. 9922 


.C5 


Gene No . 


30360 




Strand 


+ 






Start 


17157 




End 


17502 






Name 


OJ990527 36. 9922. C5 


. o4 .gp 


Method 


AAT/GAP 






Start 


17157 




End 


17502 






GI 


568796 




Score 


628 






Exons 


17157. .17502 












GI Descrip. 


2213590 7.0e-14 (AC000348) 


T7N9 . 10 [Arabidopsis 


thaliana] 


Qpn No 


14255 




Seq. ID 


OJ990527_ 


_36.9922 


.C5 


Gene No. 


30361 




Strand 


+ 






Start 


22432 




End 


23873 






Name 


OJ990527 36. 9922. C5 


. o9. gs 


Method 


GENSCAN 






Start 


22432 




End 


23873 






GI 


none - 




Score 


.49 






Exons 


22432..22S28, 22796 


. .22925, 


23038. .23249, 23704 


. .23873 




Seq. No. 


14255 




Seq. ID 


OJ990527 


_36.9922 


.C5 


Gene NO . 


• 30362 




Strand 


+ 






Start 


27143 




End 


27717 






Name 


OJ990527 36. 9922. C5 


. 06 . np 


Method 


AAT/NAP 






Start 


27118 - 




End 


27598 






GI 


6041854 




Score 


331 






Exons 


27118. .27598 












GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis thaliana] 




Sea No 


14255 




Seq. ID 


OJ990527 


_36. 9922 


.C5 


Gene No. 


30362 




Strand 


+ 






Start 


27143 




End 


27717 






Name 


OJ990527 36. 9922. C5 


. oil . gs 


Method 


GENSCAN 






Start 


27143 




■ End 


27717 






GI 


none 




Score 


.92 






Exons 


27143. .27580, 27670 


. .27717 










Seq. No. 


14255 




Seq. ID 


OJ990527 


_36.9922 


.C5 


Gene No . 


30363 




Strand 


+ 






Start 


29972 




End 


37519 






Name 


OJ990527 36. 9922. C5 


. o7 . np 


Method 


AAT/NAP 






Start 


29972 




End 


34703 






GI 


2245038 




Score 


671 






Exons 


29972. .29998, 31400 


. .31880, 


31959. .32604, 34673 


. .34703 




GI Descrip. 


(Z97342) hypothetical protein [Arabidopsis thaliana] 




O " • LNU ■ 


14255 




Seq. ID 


OJ990527 


_36. 9922 


.C5 


Gene No. 


30363 




Strand 


+ 






Start 


29972 




End 


37519 






Name 


OJ990527 36. 9922. C5 


. ol3 . gs 


Method 


GENSCAN 






Start 


31022 




End 


32623 






GI 


none 




Score 


.87 






Exons 


31022. .32623 












Seq. No. 


14255 




Seq. ID 


OJ990527 


_36.9922 


,C5 



14913 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30363 Strand + 

29972 End 37519 

OJ990527_36 . 9922 . C5 . o9 . np Method AAT/NAP 

33489 End 37519 

6325168 Score 39 

33489.-33529, 36170 .. 36315, 37458. .37519 
serum response factor-like protein; Rlmlp 

gi I 3024 551 |sp|Q12224 |RLMl_YEAST TRANSCRIPTION FACTOR RLM1 
gi|2133105|pir| IS61977 RLM1 protein - yeast (Saccharomyces 
cerevisiae) gi | 1030721 | dbj | BAA09658 | (D63340) Rlml- 
[ Saccharomyces cerevisiae] gi 11151237 (U43281) Rlmlp, Lpgl9p 
[Saccharomyces cerevisiae] 



Seq. No. 14255 Seq. ID 

Gene No. 30364 Strand 

Start 46139 End 

Name OJ990527_36 . 9922 . C5 . ol6 . gs Method 

Start 46139 End 

GI none Score 

Exons 46139. .46385, 48166. .48701 



OJ990527_36.9922.C5 
+ 

49395 
GENSCAN 
48701 
.74 



Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922.C5 


Gene No. 


30364 


Strand 


+ 


Start 


46139 


End 


49395 


Name 


OJ990527 36.9922.C5.ol0.np 


Method 


AAT/NAP 


Start 


48177 


End 


49395 


GI 


4678202 


Score 


52 


Exons 


-48177. .4 8329, 4 9360. .4 9395 






GI Descrip.. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


Gene No. 


30365 


Strand 


+ 


Start 


50320 


End 


51761 


Name 


OJ990527 36. 9922.C5.ol2.np 


Method 


AAT/NAP 


Start 


50320 


End 


51761 


GI 


544423 


Score 


76 


Exons 


50320. .50381, 514 37. .517 61 






GI Descrip. 


GLYCINE-RICH RNA-BINDING PROTEIN 2 gi I 4 


85421|pir| IS12312 



glycine-rich RNA-binding protein (clone S2) - sorghum 

gi I 21625 | emb| CAA40862 | (X57662) glycine-rich RNA-binding protein 

[Sorghum bicolor] 



Seq. No. 


14255 






Seq. ID 


OJ990527 


Gene No. 


30366 






Strand 


+ 


Start 


67287 






End 


68024 


Name 


OJ990527 36. 


9922. C5 


.o21.gs 


Method 


GENSCAN 


Start 


67287 






End 


68024 


GI 


none 






Spore 


.81 


Exons 


67287. .68024 










Seq. No. 


14255 






Seq. ID 


OJ990527 


Gene No. 


30367 






Strand 


+ 


Start 


78749 






End 


80452 


Name 


OJ990527 36. 


9922. C5 


. ol9.np 


Method 


AAT/NAP 


Start 


78749 






End 


80452 


GI 


6069659 






Score 


107 


Exons 


78749. .78780 


, 80301 


. .80452 







14914 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


14255 


Seq. ID 


OJ990527_36. 


9922, 


.C5 




Gene No . 


30367 


Strand 


+ 








Start 


78749 


End 


80452 








Name 


OJ990527 36. 9922.C5.ol7.np 


Method 


AAT/NAP 








Start 


795.88 


End 


80452 








GI 


6907088 


Score 


536 








Exons 


79588. .79725, 79901 .. 80186, 


80351. .80452 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


14255 


Seq. ID 


OJ990527_36. 


9922, 


.C5 




Gene No . 


30368 


Strand 










Start 


3062 


End 


4546 








Name 


OJ990527 36. 9922.C5.o2.np 


Method 


AAT/NAP 








Start 


3047 


End 


4540 








GI 


4836924 


Score 


785 








Exons 


3047. .4540 












GI Descrip. 


(AC007153) Hypothetical protein [Arabidopsis thaliana] 






Sea No 


14255 


Seq. ID 


OJ990527_36. 


9922, 


. C5 




Gene No. 


30368 

JU JUL) 


Strand 








n 


Start 


3062 


End 


4546 






:sr 
3*. 


Name 


OJ990527 36 9922 C5 o2 as 


Method 


GENSCAN 








Start 


3062 _ 


End 


4546 






Ui 


GI 


none 


Score 


1 






! Li 


Exons 


3062. .4546 










Q 


Seq. No. 


14255 


Seq. ID 


OJ990527_36. 


9922, 


.C5 




Gene No . 


30369 


Strand 










Start 


7075 


End 


7362 






ry 


Name 


OJ990527 36.9922.C5.o3.gp 


Method 


AAT/GAP 






r. 


Start 


7075 


End 


7362 






Q 


GI 


45653 1.R1084 


Score 


576 






\\ 


Exons 


7075. .7362 












GI Descrip. 


, 2781363 2.0e-20 (AC003113) 


F2401.19 [Arabidopsis thaliana 




■ Sea. No. 


14255 


Seq. ID 


OJ990527_36. 


9922, 


.C5 


Q 


Gene No. 


30370 


Strand 










Start 


9007 


End 


9310 








Name 


OJ990527 36.9922.C5.o4.gs 


Method 


GENSCAN 








Start 


9007 


End 


9310 








GI 


none 


Score 


.65 








Exons 


9007.. 9128, 9274.. 9310 












Sea No 


14255 


Seq. ID 


OJ990527_36. 


9922, 


.C5 




Gene No. 


30371 


Strand 










Start 


14620 


End 


19009 








■ Name 


OJ990527 36. 9922.C5.o7.gs 


Method 


GENSCAN 








Start 


14620 


End 


19009 








GI 


none 


Score 


.79 








Exons 


14 620. . 15517, 16320. . 167 67, 


17299. .17418, 18931. .19009 






Seq. No. 


14255 


Seq. ID 


OJ990527_36. 


9922. 


.C5 




Gene No. 


30371 


Strand 










Start 


14620 


End 


19009 








Name 


OJ990527 36. 9922.C5.o5.np 


Method 


AAT/NAP 







14915 






Start 


14641 




End 


18404 




GI 


6358806 




Score 


1276 




Exons 


14641. .15517, 16320 


. . 16900, 


17134. .17494, 18299. .18404 ' 




GI Descrip. 


(AC010675) putative 


peptide 


transporter [Arabidopsis thaliana] 




Seq. No. 


14255 




Seq. ■ ID 


OJ9 90527 36. 9922.C5 




Gene No. 


30372 




Strand 






Start 


21953 




End 


22135 




Name 


OJ990527 36. 9922. C5 


. 08 . gs 


Method 


GENSCAN 




Start 


21953 




End 


22135 




GI 


none 




Score 


. 83 




Exons 


21953. .22135 










Seq. No. 


14255 




Seq. ID 


OJ990527 36. 9922. C5 




Gene No. 


30373 




Strand 






Start 


24866 




End 


25110 




Name 


OJ990527 36. 9922. C5 


. olO . gs 


Method 


GENSCAN 




Start 


24866 




End 


25110 




GI 


none 




Score 


.76 




Exons 


24866. .24974, 25028 


. .25110 








Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922.C5 




Gene No . 


30374 




Strand 




W 


Start 


27804 




End 


28036 




Name 


OJ990527 36. 9922. C5 


.o5.gp 


Method 


AAT/GAP 




Start 


27804 




End 


28036 


ru 


GI 


99156 1.R1084 




Score 


439 


□ 


Exons 


27804 . .28036 








Li! 


GI Descrip. 


T 2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana]' 


•i3 


Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922.C5 


t It? 


Gene No. 


30375 




Strand 






Start 


28004 




End 


28991 


f'\ 


Name 


OJ990527 36. 9922. C5 


. ol2 . gs 


Method 


GENSCAN 




Start 


28004 




End 


28991 


'h\ 


GI 


none 




Score 


.53 


lis: 


Exons 


28004 . .28225, 28698 


. .28991 








Seq. No.- r ' 


14255 




Seq. • ID 


OJ990527_36.9922.C5 




Gene No. 


30376 




Strand 






Start 


33982 




End 


39831 




Name 


OJ990527 36. 9922. C5 


.06. gp 


Method 


AAT/GAP 




Start 


33685 




End 


34996 




GI 


804 1.R1084 




Score 


1866 




Exons 


33685. .34116, 34238 


. .34337, 


34532. .34' 


996 




GI Descrip. 


•2570517 7.0e-47 (AF022741) 


thioredoxin F isoform [Oryza 






sativa] 1 










Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922.C5 




Gene No. 


30376 




Strand 






Start 


33982 




End 


39831 




Name 


OJ990527 36. 9922. C5 


. ol4 . gs 


Method 


GENSCAN 




Start 


33982 




End 


39831 




GI 


none 




Score 


.41 




Exons 


33982. .34116, 34238 


. .34337, 


34532. .34889, 38301 .. 38817, 



3884 8. .38 909, 3954 0. .39831 



14916 






Seq. No. 


14255 


Seq. ID 


OJ990527 36. 9922. C5 




Gene No. 


30376 


Strand 






Start 


33982 


End 


39831 




Name 


OJ990527 36. 9922.C5.o8.np 


Method 


AAT/NAP 




Start 


34067 


End 


34860 




GI 


2570517 


Score 


688 




Exons 


34067. .34116, 34238. .34337, 


34532. .34! 


360 




GI Descrip. 


(AF022741) thioredoxin F isoform [Oryza sativa] 




Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 




Gene No. 


30376 


Strand 






Start 


33982 


End 


39831 




Name 


OJ990527 36.9922.C5.o7.gp 


Method 


AAT/GAP 




Start 


36199 


End 


36271 




GI 


5867 1.R1084 


Score 


79 




Exons 


36199. .36271 








GI Descrip. 


1 464986/sp| P35132 | UBC9 A RATH 


5.0e-58 UBIQUITIN-CONJUGATING 






ENZYME E2-17 KD 9 (UBIQUITIN 


-PROTEIN LIGASE 9) (UBIQUITIN 






CARRIER PROTEIN 9) (UBCAT4B) 


>gi 421857 pir S32674 






ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 






thaliana >gi 297884 emb CAA78714 (Z14990) ubiquitin conju< 






enzyme homolog [Arabidopsis 


thaliana] 


>gi_349211 (L00639) 


□ 




ubiquitin conjugating enzyme 


[Arabidopsis 1 


; t 
's e? 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 


i!f! 


Gene No." 


30377 . 


Strand 




! sJ 


Start 


42456 


End 


44504 


i* 

: s =f 


Name 


OJ990527 36. 9922.C5.ol5.gs 


Method 


GENSCAN 


! =! 


Start 


42456 


End 


44504 


'■ihf 


GI 


none 


Score 


.45 


is? 

I s ! f 


Exons 


42456. .42581, 43655.-43743, 


44459. .44504 


; hi 

;? 


Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 




Gene No. 


30378 


Strand 




"-, ,_i 


Start 


49697 


End 


51718 




Name 


OJ990527 36.9922.C5.ol7.gs 


Method 


GENSCAN 


i 


Start 


49697 


End 


51718 




GI 


none 


Score 


.88 


□ 


Exons 


49697. .49801, 4 9919 .. 50068 , 


50111. .50275, 50498. .50578, 


a 




51230. .51459, 51502. .51718 








Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922.C5 




Gene No. 


30378 


Strand 






Start 


49697 


End 


51718 




Name 


OJ990527 36. 9922.C5.oll.np 


Method 


AAT/NAP 




Start 


49907 


End 


51442 




GI 


4646202 


Score 


611 




Exons 


49907. .50275, 504 98 .. 50578 , 


51230. .51442 




GI Descrip. 


(AC007230) ESTs gb|H?6289 and gb|H76537 come from this gen< 






[Arabidopsis thaliana] 








Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922.C5 




Gene No. 


30378 


Strand 






Start 


49697 


End 


51718 




Name 


OJ990527 36. 9922.C5.o8.gp 


Method 


AAT/GAP 




Start 


50244 


End 


51709 




GI 


LIB34 32-04 6-P1-K1-B4 


Score 


849 



14917 



• 



Exons 

GI Descrip. 



50244. .50275, 50498 50578, 51230 51459, 51553.. 51709 
M646202/gb|AAD26875.1|AC007230_9 5.0e-39 (AC007230) ESTs 
gb_H76289 and gb_H76537 come from this gene. [Arabidopsis 
thaliana] ' 



Seq. No. 14255 
Gene No. 30379 
Start 52714 

Name OJ990527_36 . 9922 . C5 . ol8 . gs 

Start 52714 
GI none 
Exons 52714. .52995, 

53975. .54065, 

55759. .55814, 



53230. .53487, 
54674. .54762, 
55914. .55980, 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 56393 

Method GENSCAN 

End 56393 

Score .85 
53566. .53691, 53785. .53880, 
54952. .55259, 55404. .55456, 
56089. .56141, 56235.. 56393 



<«bF 



n-. 

i .1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14255 Seq. ID 

30379 Strand 
52714 End 56393 

OJ990527_36. 9922.C5.ol3.np Method AAT/NAP 
52717 End 56393 

6560748 Score 633 

52717. .52995, 53230 .. 53487, 53566 53691 , 53791. 
53921. .54065, 54 674 54762, 5524 9 .. 55401 , 55914, 
56175. .56393 

(AC010155) F3M18.1 ["Arabidopsis thaliana] 

gi| 6691212 tgb | AAF24 550 . 1 | AC007508_13 (AC007508) 

[Arabidopsis thaliana] 



OJ990527 36. 9922. C5 



.53880, 
.55982, 



F1K23.17 



14255 
30380 
56582 

OJ990527_36.9922.C5.ol9.gs 

56582 

none 

56582. .56716, 57494 .. 57814 , 
58943. .59022, 59161 .. 59199, 
59921. .60010, 60123. . 60239, 
61864. .62958 



Seq. ID 
Strand 
End 

Method 

End 

Score 
58550. .58848, 
59222. .59416, 



OJ990527 36. 9922. C5 



62958 
GENSCAN 
62958 
.64 

58887. 
59509. 



60654. .60908, 61179. 



,58894, 
.59729, 
.61716, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14255 Seq. ID OJ990527_36 . 9922 . C5 

30380 Strand 

56582 End 62958 

OJ990527_36. 9922.C5.ol4 . np Method AAT/NAP 

58505 End 62847 

5441880 Score 2033 

58505. .59230, 59333 .. 59977 , 6008 6 .. 60224 , 60774 .. 61101, 

61360. .61395, 6184 0. . 6284 7 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 14255 Seq. ID 

Gene No. 30380 ' Strand 

Start 56582 End 

Name OJ990527_36 . 9922 . C5 . o9 . gp Method 

Start 58832 End 

GI LIB3433-020-P1-K1-A6 Score 



OJ990527_36. 9922.C5 

62958 
AAT/GAP 
59971 
750 



14918 




Exons 58832. .59216, 59929.. 59971 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence* 



Seq. No. 


14255 


Seq. ID 






Gene No. 


30381 


Strand 






Start 


65596 


End 


DDDU<C 




Name 


OJ990527 36. 9922 ,C5 .o20.gs 


Method 


r r m c p a m 




Start 


65596 


hna 






GI 


none 


Score 


.46 




Exons 


65596. . 65697, 65784 . . 66602 








Seq. No. 


14255 


Seq. ID 


OJ990527J36.9922. 




Gene No. 


30382 


Strand 






Start 


72619 


End 


77198 




Name 


OJ990527 36. 9922 .C5 .ol5 .np 


Method 


AAT/NAP 




Start 


72619 


End 


77198 




GI 


4680179 


Score 


4553 




Exons 


72619. .76036, 76139. .77198 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 




Seq. No. 


14255 


Seq. ID 


OJ990527_36.9922 




Gene No. 


30383 


Strand 






Start 


77674 


End 


78454 




Name 


OJ990527 36.9922.C5.ol6.np 


Method 


AAT/NAP 




Start 


77674' 


End 


78454 




GI 


6002794 


Score 


1228 




Exons 


77674. .78454 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922 


. CD 


Gene No. 


30384 


Strand 






Start 


79873 


End 


80452 




Name 


OJ990527 36.9922.C5.ol0.ts 


Method 


TBLASTX : Soybean 




Start 


3119 


End 


3652 




GI 


none 


Score 


68 




Exons 


3119. .3334, 3125. .3331, 3338. 


.3487, 3464. .3652 




Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922 


.C5 


Gene No. 


30384 


Strand 






Start 


79873 


End 


80452 




Name 


OJ990527 36.9922.C5.o5.tc 


Method 


TBLASTX: Cress 




Start 


3266 


End 


4147 




GI 


none 


Score 


97 




Exons 


3266.. 3361, 3365.. 3553, 3587. 


.3625, 3794. .4147, 3816. .4046 




3863. .4051 








Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922 


.C5 


Gene No. 


30384 


Strand 






Start 


79873 


End 


80452 




Name 


OJ990527 36.9922.C5.ol2.tm 


Method 


TBLASTX: Maize 




Start 


3387 


End 


3662 




GI 


none 


Score 


240 




Exons 


3387. .3476, 3392. .3661, 3395. 


.3661, 3528.. 3662 




Seq. No. 


14255 


Seq. ID 


OJ990527_36. 9922 


.C5 


Gene No. 


30384 


Strand 







14919 



i U 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



79873 

OJ990527_36.9922.C5.o6. tm 
3716 
none 

3716. .4114, 3717. .4100, 



End 

Method 
End 
Score 
3726. .4115 



14255 
30384 
79873 

OJ990527_36. 9922.C5.o3.tm 
5836 
none 
5836. 
6258. 
6833. 



,5985, 5919.. 5987, 6078. 
.6497, 6259.. 6492, 6754. 
.6952, 6911.. 6964, 7023, 



7041. .7130, 7219. .7251 

14255 
30384 
79873 

OJ990527_36.9922.C5.ol4.ts 

5941 

none 

5941. .5991, 6055. .6141, 6078. 

14255 
30384 
79873 

OJ990527_36. 9922.C5.o8.tc 

6078 

none 

6078. .6146, 
6381. . 6485 



Seq. ID 
Strand 
End 

Method 
End 
Score 



80452 

TBLASTX: Maize 

4115 

423 



OJ990527 36. 9922. C5 



80452 

TBLASTX: Maize 
7251 
117 

6146, 6079. .6141, 6258. 
6795, 6819.. 6953, 6832. 
7064, 7039. .7131, 7040. 



.6386, 
.6951, 
.7129, 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Soybean 

End 6357 

Score 66 

.6140, 6256. .6357, 6267. .6350 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36.9922.C5 
80452 

TBLASTX: Cress 

6485 

83 



6079. .6141, 6258. .6359, 6259.-6339, 6376. .6483, 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14255 
30384 
79873 
OJ990527 
10560 
none 
10560 
11448 
31597 



36.9922.C5.oll.ts 



10919, 
11585, 
31728, 



31687. .31812, 



10839. 
11450. 
31598. 
31715. 



,10979, 
,11587, 
,31729, 
,31858 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Soybean 

End 32068 

Score 155 
11001. .11225, 11151. .11528, 
11754. .11891, 31499. .31636, 
31643. .31765, 31 685 .. 32068 , 



Seq. No. 14255 
Gene No. 30384 
Start 79873 

Name OJ990527_36 . 9922 . C5 .o2 . tc 

Start 10566 
GI none 
Exons 10566. . 11054, 

11175. .11645, 

11730. .11891, 

31382. .31648, 

31568. .31639, 

32117. .32248, 



10686. 
11304. 
11732. 



11300, 
11585, 
,11830, 



31385. .31591, 
31681. .31815, 
32137. .32247 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36.9922.C5 
80452 

TBLASTX: Cress 

32248 

230 



10815. .1097 6, 11001. .11282, 

114 60. . 11588, 11619. .11903, 

118 92. .12017, 12052. .12096, 

314 75. .31816, 31568. .32137, 

31706. .31993, 31823 .. 31900, 



14920 




Seq. No. 14255 Seq. ID OJ990527_36 . 9922 . C5 

Gene No. 30384 Strand 



Start 


79873 








End 


80452 




Name 


OJ990527 36. 9922. C5. 


o7 . tm 


Method TBLASTX : Mai ze 


Start 


10650 








End 


32581 




GI 


none 








Score 


.273 




Exons 


10650. 


.11351, 


10686; 


.10976, 


11022. . 


11360, 11201 


. .11596, 




11205. 


.11378, 


11295. 


.11606, 


11295. . 


11597, 11421 


. .12338, 




11610. 


. 11927, 


11615. 


.11860, 


11936. . 


12103, 12134 


. . 12346, 




31382. 


.31543, 


31382. 


.31495, 


31382. . 


31585, 31397 


. .31495, 




31555. 


.31734, 


31565. 


.31681, 


31568. . 


31738, 31658 


. .31891, 




31661. 


.31855, 


31661. 


.31834, 


31739. . 


32125, 31820 


. .31984, 




31835. 


.32581, 


32143. 


.32439 











Seq. No. 


14255 








Seq. ID 


OJ990527 


_36.9922 




Gene No. 


30384 








Strand 








Start 


79873 








End 


80452 






Name 


OJ990527 36. 9922. C5. 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


10650 








End 


32269 






GI 


none 








Score 


149 




.J St 


Exons 


10650. 


.10976, 


10670. 


.10966, 


11001. .11345, 11268 


1 1 OQT 

. . 1 1 jo / , 


I J 




11427. 


.11588, 


11585. 


. / , 


11610. .12038, 11859 


1 1 QQ A 






31478. 


.31678, 


31661. 


*3 1 O Q O 


31687. .31809, 31.793 


. . jzz by , 






31820. 


.31915, 


31963. 










ru 

Q 


Seq. No. 


14255 








Seq. ID 


OJ990527 


3d . yyz^ 




Gene No. 


30384 








Strand 






: t ? 


Start 


79873 








End 


80452 




: ~ 'i 


Name 


OJ990527 36. 9922. C5. 


OJ . ts 


Method 


TBLASTX: 


Soybean 


i It 


Start 


11895 








End 


32593 






GI 


none 








Score 


222 




r ~i 


Exons 


11895. 


.12350, 


11918. 


.12085, 


12128. .122 


11, 32147 


. .32593, 


i; _t 

V f 




32161. 


.32580 














Seq. No. 


14255 








Seq. ID 


OJ990527 


_36.9922 




Gene No. 


30384 








Strand 








Start 


79873 








. End - 


80452 






Name 


OJ990527 36. 9922. C5. 


07. tc 


Method 


TBLASTX : 


Cress 


cf 


Start 


12129 








End 


32578 






GI 


none 








Score 


81 






Exons 


12129. 


.12344, 


32261. 


.32536, 


32264. .32578, 32272 


. .32577 




Seq. No. 


14255 








Seq. ID 


OJ990527 


_36.9922 




Gene No. 


30384 








Strand 








Start 


79873 








End 


80452 






Name 


OJ990527 36. 9922. C5. 


o2 , tm 


Method 


TBLASTX: 


Maize 




Start 


14692 








End 


17422 






GI 


none 








Score 


88 






Exons 


14692. 


.14853, 


14854. 


. 15081, 


14870. .15067, 15070 


. .15291, 






15098. 


.15292, 


15298. 


. 15450, 


15341. .15451, 16319 


. .16381, 






16415. 


.16828, 


16434 . 


. 16655, 


16538. .16669, 16704 


. .16796, 






17130. 


.17414, 


17201. 


.17422 










Seq. No. 


14255 








Seq. ID 


OJ990527 


_36.9922 




Gene No. 


30384 








Strand 








Start 


79873 








End 


80452 





14921 




Name 


OJ990527 36. 9922. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


14707 




End 


17422 




GI 


none 




Score 


71 




Exons 


14707 .. 15075, 14789. 


. 15067 , 


15076. .15291, 15098. .15232, 






ico"7*7 tccai n^r>iTC 

15277 .. 15501, 16415. 


. 16828, 


16416. .16571, 17225.. 17422 




Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922 


.C5 


Gene No. 


30384 




Strand 


- 




Start 


TOOT) 

79873 




End 


80452 




Name 


OJ990527 36. 9922. C5. 


oil . tw 


Method 


TBLASTX: Wheat 




Start 


14716 




End 


15045 




GI 


none 




Score 


61 




Exons 


i / ti /* i r a i r i i Tort 

14716 .. 15045, 14789. 


. 15031 








Seq. No. 


14255 




Seq. ID 


OJ990527_36. 9922, 


,C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527_36 . 9922 . C5 . 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


147 64 




End 


15432 




GI 


none 




Score 


166 




Exons 


14764 .. 15066, 14795. 


. 15070, 


15067. .15297, 15074 .. 15247, 






15310 . . 154 32 










Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922, 


.C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


/-v -r ft. /-\ /-i i- io. ^ ft. /— ft. ft o. ft. y*t f 

OJ990527_36 . 9922 . C5 . 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


15433 




End 


16675 




GI 


none 




Score 


154 




Exons 


-i I - >1 ft ft. 1 r - I - T ft. 1 /" Jl "1 t~ 

15433 .. 15519, 16415. 


. 16675, 


16416. .16655 




Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922, 


.C5 


Gene No. 


30384 




Strand 






Start 


TAOT5 

79873 




End 


80452 




Name 


OJ990527_36 . 9922 . C5 . 


ol2 . ts 


Method 


TBLASTX: Soybean 




Start 


16676 




End 


17422 




GI 


none 




Score 


73 




Exons 


16676 .. 16900, 17201. 


.17422, 


17205. .17327, 17364.. 17417 




Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922, 


,C5 


Gene No. 


30384 




Strand 






Start 


1 C\ O 1 o 

7 9873 




End 


80452 




Name 


OJ990527_36 . 9922 . C5 . 


oil . tm 


Method 


TBLASTX: Maize 




Start 


27212 




End 


27538 




GI 


none 




Score 


316 




Exons 


ft. """I ft. 1 ft. ft. ""1 Jl ^ ft. ft. "*7 ft ft ft 

27212 . .27472, 27238. 


.27471, 


27466. .27537, 27467. .27538 




Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922. 


,C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527 36. 9922. C5. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


27212 




End 


27537 




GI 


none 




Score 


334 




Exons 


27212. .27535, 27238. 


.27267, 


27322. .27537 




Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922. 


,C5 


Gene No. 


30384 




Strand 







14922 



Start 
Name 
Start 
GI 

Exons 



79873 End 

OJ990527_36 . 9922 . C5 . o3 . tc Method 

27215 End 

none Score 
27215. .27535, 27319.. 27513 



80452 

TBLASTX: Cress 

27535 

301 



Seq. No. 14255 
Gene No. 30384 
Start 79873 

Name OJ990527_36 . 9922 . C5 . ol3 . tm 

Start 33982 
GI none 
Exons 33982. 

34240. 

34531. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36.9922.C5 
80452 

TBLASTX: Maize 

34746 

160 



.34125, 33983. 
.34350, 34287. 



.34111, 34238. .34339, 34238.-34 336, 
.34355, 34529. .34603, 34531 34 605, 



.34605, 34672. .34746, 34673 .. 34735, 34675. .34740 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . 08 . ts 

Start 33982 

GI none 

Exons 33982 
34287 



OJ990527 36. 9922. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34125, 33986. .34114, 34238 34336, 34256. . 34318, 
34337, 34529. .34603, 34531 .. 34605 



80452 

TBLASTX: Soybean 

34605 

118 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . o4 . tc 

Start 33985 

GI none 

Exons 33985. .34125, 33989 .. 34 111 , 
34529. .34603, 34531.. 34605 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527 36. 9922. C5 



80452 
TBLASTX: 
34605 
119 



Cress 



34003. .34113, 34238 .. 34336, 



Seq. No. 14255 
Gene No. 30384 
Start 79873 

Name OJ990527_36 . 9922 . C5 . o7 . ts 

Start 49595 
GI none 
Exons 49595. 

49920. 

50208. 

51230. 



Seq. ID 
Strand 
• End • 
Method 
End 
Score 



OJ990527_36. 9922.C5 
80452 

TBLASTX: Soybean 

51403 

88 



,49618, 49697. .49798, 4 9698.-4 9769, 49919. 
.49958, 49964. .50191, 50001 .. 50183, 50201. 



,50276, 50498. .50584, 50499. 

,51403 



50570, 51228, 



,50089, 
,50275, 
,51344, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



14255 
30384 
79873 

OJ990527_36. 9922.C5.o4 
49770 
none 
49770. 
49985. 
50498. 

14255 
30384 



tm 



.49808, 49772. .49816, 
.50275, 49989. .50297, 
.50563, 50499. .50564, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990527 36. 9922. C5 



80452 

TBLASTX: Maize 
50564 
64 

4 9919. .50005, 4 9923. .4 9958, 
50004. .50279, 504 94 .. 50562 , 
50499. .50564 



Seq. ID 
Strand 



OJ990527 36. 9922. C5 



14923 



Start 
Name 
Start 
GI 

Exons 



79873 

OJ990527_36 . 9922 . C5 . 06 . tc 

50498 

none 

50498. .50584, 504 99 .. 50570, 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36. 9922 . C5 . ol7 . tm 

Start 51260 

GI none 

Exons 51260. .51412, 51305 51427 , 

Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . ol4 . tm 

Start 52710 

GI none 

Exons 52710. .52904, 52714 52908 , 

Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . o4 . ts ' 

Start 52747 

GI none 

Exons 52747. .52998, 52790 .. 52999, 
53554 . .53688, 53555 .. 53692, 

Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . ol5 . tm 

Start 53464 

GI none 

Exons 534 64, 

53785. 

53975. 



.53490, 53548. .53694, 
53883, 53788. .53883, 
.54067, 53976. .54068, 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . o7 . tw 

Start 61609 

GI none 

Exons 61609. .61782, 61620 .. 61760, 
61832. .61984, 61837. .61986 



End 80452 
Method TBLASTX : Cress 
End 51403 
Score 90 
51227. .51403, 51228.. 51344 

Seq. ID OJ9905"27_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Mai ze 

End 51780 

Score 153 
51715. .51780, 51716. .51769 

Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX: Maize 

End 52909 

Score 173 
52716. .52904, 52775.. 52909 

Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Soybean 

End 53859 

Score 131 
53230. .53460, 53231 .. 534 61, 
53782.. 53859 

Seq. ID OJ990527_36. 9922.C5 
Strand 

End 80452 

Method TBLASTX : Mai ze 

End 54762 

Score 127 
53564. .53689, 53566 53700, 
53789. .53887, 53975 .. 54 085, 
54664. .54762, 54667. .54759 

Seq. ID OJ990527_36. 9922.C5 
Strand 

End 80452 

Method TBLASTX : Wheat 

End 61986 

Score 59 
61726. .61773, 61807. .61983, 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . olO . tm 

Start 61802 

GI none 

Exons 61802. . 62275, 61813.. 62280 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Mai ze 

End 62280 

Score 221 



14924 



en 

ii: 3 

I : i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14255 
30384 
79873 

OJ990527_36. 9922.C5.o5.tw 
72663 • 
none 

72663. .72995, 72684 .. 72833, 72727.. 72996 



Seq. ID OJ990527_36.9922.C5 
Strand 

80452 

TBLASTX: Wheat 
72996 
99 



End 

Method 

End 

Score 



14255 
30384 
79873 

OJ990527J36. 9922.C5.o21.tm 

72678 
none 

72678. .72836 



14255 
30384 
79873 

OJ990527_36. 9922.C5. 

72846 

none 

72846. .73283, 72846. 
73290. .73442 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Mai ze 

End 72836 

Score 193 



Seq. ID OJ990527_36.9922.C5 
Strand 

80452 

TBLASTX: Maize 
73442 
151 



End 

Method 
End 
Score 



ol . tm 

.73283, 73281. .73439, 73288.-734 34, 



14255 
30384 
'79873 

OJ990527_36. 9922.C5.ol.tw 
72996 
none 

72996.-73622, 73047 .. 73475, 73120.. 73527 



Seq. ID OJ990527_36.9922 .C5 
Strand 

80452 

TBLASTX: Wheat 
73622 
158 



End 

Method 

End 

Score 



14255 
30384 
79873 

OJ990527_36. 9922.C5. 

73491 

none 

73491. .73781, 73494. 



Seq. ID OJ990527_36.9922.C5 
Strand 

80452 

TBLASTX: Maize 
73781 
115 



End 

Method 
End * u 
Score 



o9. tm 
.73709, 73591.. 73770 



14255 
30384 
79873 

OJ990527_36. 9922.C5.o6. ts 

73581 

none 

73581. .73829, 73591.. 73836 



Seq. ID OJ990527_36.9922.C5 
Strand 

End 80452 

Method TBLASTX : Soybean 

End 73836 

Score 159 



OJ990527 36. 9922. C5 



14255 Seq. ID 

30384 Strand 

79873 End 

OJ990527_36. 9922 . C5 . o9 . tc Method 

73605 End 

none Score 

73605. .73748, 73624 .. 7374 6, 7374 9 73901 , 73749.-73922 



80452 

TBLASTX: Cress 

73922 

96 



14925 



Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922. 


C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 






Name 


OJ990527_36. 9922 .C5 . 


o3 . tw 


Method 


mnj 7\ O TV ■ T*TVi ^ — , -4— 




Start 


73629 




End 


74153 




GI 


none 




Score 


ZD / 




Exons 


73 62 9.. 74153/ 73633. 


. 74001 








Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922. 


C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527 36. 9922. C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


74196 




End 


74622 




GI 


none 




Score 


197 




Exons 


74196 .. 74 621, 74211. 


1 A c a A 


74248. .74622 




Seq. No. 


14255 




Seq. ID 


OJ990527 36.9922. 


,C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527_36 . 9922 .C5 . 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


74196 




End 


74549 




GI 


none 




Score 


216 




Exons 


74196 .. 7454 9, 74239. 


.7 4547 








Seq. No. 


14255 




Seq. ID 


OJ990527_36. 9922 , 


,C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ9 90527 36 . 9922 . C5 . 


,ol3.ts 


Method 


TBLASTX: Soybean 




Start 


74370 




End 


74615 




GI 


none 




Score 


205 




Exons 


74370 . . 74 615 










Seq. No. 


14255 




Seq. ID 


OJ990527_36. 9922 


.C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527_36. 9922.C5. 


. ol6 . tm 


Method 


TBLASTX: Maize 




Start 


74556 




End 


74903 




GI 


none 




Score 


303 




Exons 


74556. .74903 










Seq. No. 


14255 




Seq. ID 


OJ990527_36.9922 


.C5 


Gene No. 


30384 




Strand 






Start 


79873 




End 


80452 




Name 


OJ990527 36 . 9922 . C5 , 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


74628 




End 


74924 




GI 


none 




Score 


66 




Exons 


74628. .74924, 74648, 


. .74863, 


74665. .748 


80, .74688. .74924 




Seq. No. 


14255 




Seq. ID 


OJ990527_36. 9922 




Gene No. 


30384 




Strand 






Start 


• 79873 




End 


80452 




Name 


OJ990527 36. 9922. C5 . 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


74637 




End 


75032 




GI 


none 




Score 


150 




Exons 


74637. .74996, 74665 


. .74880, 


74688 . .74996, 74 920 .. 75015, 






75000. .75032, 75000 


. .75032 









14926 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . 08 . tm 

Start 74919 

GI none 

Exons 74919. .75386, 75138 75314 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36. 9922.C5 
80452 

TBLASTX: Maize 

75386 

94 



75142. .75315 



Seq. No. 14255 

Gene No. 30384 

Start 79873 

Name OJ990527_36 . 9922 . C5 . o4 . tw 

Start 74973 

GI none 

Exons 74973.-75455, 74 982 .. 75428 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36. 9922.C5 
80452 

TBLASTX: Wheat 

75456 

173 



75001. .75456 



Seq. No. 
Gene No. 
Start 
Name 
Start 

J -":f Exons 

W 

Cfl Seq. No. 

ry Gene No. 



i : - 



Start 
Name 
Start 
GI 

Exons 



14255 
30384 
79873 

OJ990527_36.9922.C5.o20.tm 

75387 

none 

75387. .75593, 75388. .75534 

14255 
30384 
79873 

OJ990527_36.9922.C5.o9.tw 

75597 

none 

75597. .75767, 75652 .. 75771, 
75948. .76001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990527_36. 9922.C5 
80452 

TBLASTX: Maize 

75593 

162 



OJ990527_36. 9922.C5 
80452 

TBLASTX: Wheat 

76001 

80 



75780. .76001, 75847 .. 75957, 



Seq. No. 14255 Seq. ID 

Gene No. 30384 Strand 

Start 79873 End 

Name OJ990527_36 . 9922 . C5 . ol9 . tm Method 

Start 75684 End 

GI none Score 

Exons 75684. .76007 



OJ990527_36.9922.C5 
80452 

TBLASTX: Maize 

76007 

204 



Seq. No. 14255 Seq. ID 

Gene No. 30384 Strand 

Start 79873 End 

Name OJ990527_36 . 9922 . C5 . ol8 . tm Method 

Start 76389 End 

GI none Score 

Exons 76389. .76718 



OJ990527_36.9922.C5 
80452 

TBLASTX : Maize 

76718 

230 



Seq. No. 14255 Seq. ID 

Gene No. 30384 Strand 

Start 79873 End 

Name OJ990527_36 . 9922 . C5 . olO . tw Method 

Start 76599 End 

GI none Score 

Exons 76599. .76976 



OJ990527_36. 9922. C5 
80452 

TBLASTX: Wheat 

76976 

265 



14927 




Seq. No. 


14255 


Seq. ID 


OJ990527 


_36. 9922.C5 


Gene No. 


30384 


Strand 






Start 


79873 


End 


80452 




Name 


OJ990527 36.9922.C5.ol8.np 


Method 


AAT/NAP 




Start 


79873 


End 


80452 




GI 


5777623 


Score 


272 




Exons 


79873. .80125, 80425. .80452 








GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 




Seq. No. 


14256 


Seq. ID 


OJ990527 


_36. 9922.C6 


Gene No. 


30385 


Strand 






Start 


3330 


End 


3778 




Name 


OJ990527 36.9922.C6.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


3330 


End 


3778 




GI 


none 


Score 


201 




Exons 


3330. .3464, 3330. .3407, 3332.. 


3487, 3458.. 3511, 


3459. .3512, 




3460. .3516, 3650. .3679, 3650.. 


3679, 3725.. 3778, 


3745. .3777 



Seq. No. 


14257 


Seq. ID 


OJ990527 


Gene No. 


30386 


Strand 




Start 


32 


End 


125 


Name 


OJ990527 36.9922.C7.ol.gs 


Method 


GENSCAN 


:1 Start 


32 


End 


125 


«i GI 


none 


Score 


.95 


H Exons 


32. .125 






cl Seq. No. 


14258 


Seq. ID 


OJ990527 


si Gene No. 


30387 


Strand 




jj Start 


1 


End 


353 


Name 


OJ990527 36.9922.C8.ol.np 


Method 


AAT/NAP 


?! Start 


1 


End 


353 


* GI 


2498930 


Score 


56 


Exons 


1..20, 128. .187, 310. .353 






s| GI Descrip. 


DORSAL-VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GA 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



u 



Seq. No. 14258 Seq. ID 

Gene No. 30387 Strand 

Start - 1 End 

Name OJ990527_36 . 9922 . C8 . ol . gs Method 

Start 128 End 

GI none Score 

Exons 128. . 187 



OJ990527_36. 9922.C8 
353 

GENSCAN 

187 

.95 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



14259 
30388 
1 

OJ990427_31.9922.C2.ol.np 



3152596 
1..22, 717. 



.860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_31. 9922.C2 
860 

AAT/NAP 

860 

108 



(AC002986) YUP8H12R.36 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



14259 
30388 
1 



Seq. ID 

Strand 

End 



OJ990427 31. 9922. C2 



860 



14928 



Name 

Start 

GI 

Exons 



OJ9904 27_31 . 9922 . C2 . ol . gs Method GEN SCAN 

699 End 860 

none Score . 95 
699. .860 



Seq. No. 14259 Seq. ID OJ990427_31 . 9922 . C2 

Gene No. . 30389 Strand 

Start 880 End 1130 

Name OJ990427_31 . 9922 . C2 . o2 . np Method AAT/NAP 

Start 880 End 1130 

GI 1947160 Score 66 

Exons 880.. 1130 

GI Descrip. (AF000298) weak similarity to collagens; glycine- and 
proline-rich [Caenorhabditis elegans] 





Seq. No. 


14260 






Seq. ID 


OJ990427_31.9922. 


C3 




Gene No. 


30390 






Strand 


+ 






Start 


3593 






End 


7862 






Name 


OJ990427 31.9922.C3.ol. 


gs 




Method 


GENSCAN 






Start 


3593 






End 


5765 






GI 


none 






Score 


.49 






Exons 


3593. .3656, 4247. .4522, 


4910. 


.5326, 5533.. 5765 






Seq. No. 


14260 






Seq. ID 


OJ990427_31. 9922. 


C3 




Gene No. 


30390 






Strand 


+ 




Ul 


Start 


3593 






End 


7862 




ill 


Name 


OJ990427 31. 9922.C3.ol. 


np 




Method 


AAT/NAP 






Start 


5304 






End 


7862 




: : 


GI 


4406770 






Score 


574 




Ul 


Exons 


5304. .5375, 5850. .6009, 


6080. 


.6412, 6528. .6591, 7432. .7484, 






7756. .7862 












I'd 

; tr 


GI Descrip. 


(AC006836) unknown protein 


[Arabidopsis thaliana] 




o 


Seq. No. 


14260 






Seq. ID 


OJ990427_31. 9922. 


C3 




Gene No. 


30390 






Strand 


+ 






Start 


3593 






End 


7862 




[b it 


Name 


OJ990427 31. 9922.C3.ol. 


gp 




Method 


AAT/GAP 






Start 


5820 






End 


6273 




a 


GI 


58415 1.R1084 






Score 


699 




i"i 


Exons 


5820.. 6009, 6080.. 6273 














GI Descrip. 


M406770/gb|AAD20081| 3 


.0e- 


17 


(AC006836) unknown protein 






[Arabidopsis thaliana] 1 














Seq. No. 


14260 






Seq. ID 


OJ990427_31.9922. 


C3 




Gene No. 


30390 






Strand 


+ 






. Start 


3593 






End 


7862 






Name 


OJ990427 31. 9922.C3.o2. 


gs 




Method 


GENSCAN 






Start 


5908 






End 


7484 






GI 


none 






Score 


.84 






Exons 


5908. . 6009, 6080. . 6412, 


652 


8. , 


.6591, 7432. .7484 






Seq. No. 


14260 






Seq. ID 


OJ990427_31.9922. 


C3 




Gene No. 


30390 






Strand 


+ 






Start 


3593 






End 


7862 






Name 


OJ990427 31. 9922.C3.ol. 


ts 




Method 


TBLASTX: Soybean 






Start 


5967 






End 


7481 






GI 


none 






Score 


41 





14929 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5967.. 5999, 5977.. 5997, 6106. .6309, 6110.. 6310, 6292.. 6417, 
6293.. 6415, 6525.. 6596, 6527. .6595, 7428.. 7481 



14260 
30390 
3593 

OJ990427_31. 9922.C3.ol.tc 

5970 

none 



Seq. ID OJ990427_31.9922.C3 

Strand + 

End 7862 

Method TBLASTX: Cress 

End 7489 

Score . 39 



5970. .6008, 5977. .5997, 6116. .6310, 6127. .6309, 6292. .6417, 
6299. .6415, 6516. .6593, 6525. .6596, 7415. .7489, 7428. .7487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14260 
30390 
3593 

OJ990427_31. 9922.C3.ol. tm 

5970 

none 



Seq. ID OJ990427_31.9922.C3 

Strand + 

End 7862 

Method TBLASTX : Mai ze 

End 7487 

Score 43 



5970. .6017, 5977. .5997, 6112. .6309, 6113. .6310, 6289. .6417, 
6293. .6415, 6525. .6593, 6530. .6592, 7428. .7487, 7430. .7486 



14261 
30391 
370 

OJ9904 27_31.9922.C4.ol.tm 

329 

none 



Seq. ID OJ990427_31.9922.C4 

Strand + 

End 881 

Method TBLASTX : Mai ze 

End 757 '" : 

Score 112 



329. .433, 368. .436, 369. .434, 564. .752, 566.-745, 568. .753, 
572. .757 



Seq. No. 14261 

Gene No. 30391 

Start 370 

Name OJ990427_31 . 9922 . C4 . ol . gs 

Start 370 

GI none 

Exons 370. .438, 571. .760 

Seq. No. 14261 

Gene No. 30391 

Start 370 

Name OJ990427_31 . 9922 . C4 . ol . ts 

Start 371 

GI none 
Exons 



Seq. ID OJ990427_31. 9922.C4 

Strand + 

End 881 

Method GENSCAN 

End 7 60 

Score .58 



Seq. ID OJ990427_31. 9922.C4 

Strand + 

End 881 

Method TBLASTX: Soybean 

End 757 

Score 99 



371. .436, 371. .439, 570. .623, 571. .750, 572. .757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



14261 
30391 
370 

OJ9904 27_31. 9922.C4 .ol.np 
375 

4406770 

375. .438, 571. .756, 797. .881 

(AC006836) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990427_31. 9922.C4 

Strand + 

End 881 

Method AAT/NAP 

End 881 

Score 211 



14261 
30391 



Seq. ID OJ990427_31.9922.C4 
Strand + 



14930 



Start 


370 




End 


881 


Name 


OJ990427 31. 9922. C4 


.ol. tc 


Method 


TBLASTX : Cress 


Start 


379 




End 


757 


GI 


none 




Score 


69 


Exons 


lift yi"DO 0 O A * O O 

379.. 432, 380.. 433, 


380. .430, 381. .452 


, 571.. 630, 572.. 637 




662 . . 757, 664 . . 741 








Seq. No. 


14262 




Seq. ID 


OJ990427_31 . 9922 . C5 


Gene No. 


30392 




Strand 




Start 


1 




End 


295 


Name 


OJ990427 31.9922.C5, 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


295 


GI 


2498930 




Score 


48 


Exons 


1..44, 155. .295 








GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gx 11203794 


(U18774 ) 


Sog [Drosophila melanogaster ] 


Seq. No. 


14262 




Seq. ID 


OJ990427_31 . 9922 .C5 


Gene No. 


30392 




Strand 




Start 


1 




End 


295 


Name 


OJ990427 31. 9 92 2. C5, 


. ol . gs 


Method 


GENSCAN 


Start 


155 




End 


214 


GI 


none 




Score 


.99 


Exons 


155 . . 214 








Seq. No. 


14263 




■ Seq. ID 


OJ990427_31.9922.C6 


Gene No. 


30393 




Strand 




Start 


197 




End 


432 


Name 


OJ990427_31.9922.C6. 


. ol . gs 


Method 


GENSCAN 


Start 


197 




End 


432 


GI 


none 




Score 


.44 


Exons 


197 . .432 








Seq. No. 


14264 




Seq. ID 


OJ990427_31.9922.C7 


Gene No. 


30394 




Strand 




Start 


158 




End 


162 


Name 


OJ990427 31. 9922. CI. 


. ol . gs 


Method 


GENSCAN 


Start 


158 ' 




End 


162 


GI 


none 




Score 


.44 


Exons 


158. .162 








Seq. No. 


14265 




Seq. ID 


OJ990427_31.9922.C8 


Gene No. 


30395 




Strand 


+ 


Start 


13656 




End 


21322 


Name 


OJ990427 31. 9922. C8. 


. o3 . gs 


Method 


GENSCAN 


Start 


13656 




End 


21322 


GI 


none 




Score 


.51 


Exons 


13656. .13710,* 13993. 


. .14189, 


15423. .15544, 17750 .. 18113 , 




18321. . 18496, -19810. 


, .20491, 


20576. .21322 


Seq. No. 


14265 




Seq. ID 


OJ990427_31.9922.C8 


Gene No. 


30395 




Strand 


+ 


Start 


13656 




End 


21322 


Name 


OJ990427 31. 9922. C8. 


, o3.np 


Method 


AAT/NAP 


Start 


19858 




End 


21289 


GI 


6522933 




Score 


506 


Exons 


19858. .21289 . 









14931 




GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


14265 


Seq. ID 


OJ990427 


31 . 


9922 , 


. C8 


Gene No. 


30396 


Strand 










Start 


8041 


End 


12991 








Name 


r\ -\ c\ c\ c\ a o ~j oi Anil /~> o — .n — — 

OJyyU42 / Ji . y 922 . Co . ol . np 


Method 


AAT/NAP 








Start 


804 1 


End 


12991 








GI 


24 4 3320 


Score 


827 








Exons 


o041..b06o, 12342.. 12991 












GI Descrip. 


(Doooy/) polyprotem [Oryza 


australiensis] 








beq. wo. 


1ft 2 bo 


Seq. ID 


OJ990427 


_31. 


c\ d o o 

9922 , 


. C8 


Gene No. 


30396 


Strand 










Start 


8041 


End 


12991 








Name 


OJ990427 31.9922.C8.o2.gs 


Method 


GENSCAN 








Start 


11058 


End 


12988 








GI 


none 


Score 


.72 








Exons 


11058. .11157, 12318. .124 7 9, 


12723. . 12988 









Seq. No. 


14265 


Seq. ID 


OJ990427J31.9922. 


C8 


Gene No. 


30397 


Strand 






Start 


16404 


End 


19489 




Name 


OJ990427 31. 9922.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12447 


End 


12793 




GI 


none 


Score 


70 




Exons 


12447. .12659, 12449. .12793 








Seq. No. 


14265 


Seq. ID 


OJ990427_31. 9922. 


C8 


Gene No. 


30397 


Strand 






Start 


16404 


End 


19489 




Name 


OJ990427 31. 9922.C8.o2.np 


Method 


AAT/NAP 




Start 


16404 


End 


19489 




GI 


5042463 


Score 


121 




Exons 


16404 . .16538, 16590 16730, 


17393. . 17596, 194 48. . 1948 9 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


14266 


Seq'. ID 


OJ990427J31.9922. 


C9 


Gene No. 


30398 


Strand 


+ 




Start 


108 


End 


4739 




Name 


OJ990427 31. 9922.C9.ol.gs 


Method 


GENSCAN 




Start 


108 


End 


4739 




GI 


none 


Score 


.69 




Exons 


108. .235, 949. .1175, 2008.. 


2268, 3760. 


.3912, 4272. .4400, 





4717. .4739 



Seq. No. 14266 Seq. ID 

Gene No. 30399 Strand 

Start 1693 End 

Name OJ990427_31 . 9922 . C9 . ol . gp. Method 

Start 1693 End 

GI none Score 

Exons 1693.. 1897, 2040.. 2269 



OJ990427_31.9922.C9 

2269 
AAT/GAP 
2269 
753 



Seq. No. 14266 Seq. ID OJ990427_31 . 9922 . C9 

Gene No. 30400 Strand 

Start 3914 End 13563 

Name OJ990427 31 . 9922 . C9 . ol . tm Method TBLASTX : Maize 



14932 



Start 621 End 963 

GI none Score 122 

Exons 621.. 743, 622.. 963, 632.. 925 



Seq. No. 


14266 




Gene No. 


30400 




Start 


3914 




Name 


OJ990427_31 . 9922 


,C9.o2 . 


Start 


1308 






none 




Exons 


1308. .1544, 1359 


. .1559, 


Seq. No. 


14266 




Gene No. 


30400 




Start 


3914 




Name 


OJ990427 31.9922 


.C9.o2. 


Start 


3914 




GI 


36296 1.R1084 




Exons 


3914. .4297, 4641 


. .4710, 


GI Descrip. 


•3953465 1.0e-27 


(AC002 



Seq. ID OJ990427_31.9922.C9 
Strand 

End 13563 

tm Method TBLASTX : Maize 

End 1785 

Score 126 
1688. .1771, 1702. .1785 

Seq. ID OJ990427_31.9922.C9 
Strand 

End 13563 
gp Method AAT/GAP 

End 6202 

Score 1314 
4980. .5027, 5857. .5934, 6043. .6202 
328) F20N2.10 [Arabidopsis thaliana] ' 



U 



U 
hi 

■; v 
si 

ill 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990427 31. 9922. C9 



14266 Seq. ID 

30400 Strand 
3914 End 
OJ990427_31 . 9922 . C9 . o2 . np Method 
4217 End 
3953465 Score 
4217. .4297, 4642. .4710, 4980. .5027, 5857 
7189. .7732, 8162. .8285, 8379. .8496, 8609 
9985. .10054, 10831 .. 10921, 11170 .. 11299, 11793 .. 11876, 
12426. .12510, 12552.. 12622 
(AC002328) F20N2.10 [Arabidopsis thaliana] 



13563 
AAT/NAP 
12622 
795 

5934, 6043. 
8949, 9785. 



6156, 
9889, 



14266 
30400 
3914 

OJ990427_31.9922.C9.o2.gs 
6031 
none 
6031 
8431 



6156, 7189.. 7380, 7472 
8496, 8609.. 8764, 9616 
10831. .10969, 11236. . 11299, 11407 .. 11480 , 11798 .. 11876, 
12288. .12373, 12426. .12555, 13028. .13119, 13401. .13563 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7596, 7676 
.9660, 9794 



OJ990427 31. 9922. C9 



13563 
GENSCAN 
13563 
.72 

7777, 8T62. 
9889, 9985. 



8285, 
10060, 



Seq. No. 14266 

Gene No. 30400 

Start 3914 

Name OJ990427_31 . 9922 . C9 . ol . ts 

Start 7270 

GI none 

Exons 7270.. 7380, 7326.. 7382, 7470. 
8431. .8487, 8431. 



Seq. ID OJ990427_31.9922.C9 
Strand 

End 13563 

Method TBLASTX : Soybean 

End 8765 

Score 58 

.7547, 7472. .7564, 8121. .8285, 



8499, 8603. .8758, 8607. .8765 



Seq. No. 14266 Seq. ID OJ990427_31 . 9922 . C9 

Gene No. 30400 Strand 

Start 3914 End 13563 

Name OJ990427_31 . 9922 . C9 . o3 . gp Method AAT/GAP 



14933 



Start 
GI 

Exons 



9620 End 12564 

5004205 Score 1228 

9620.. 9660, 9793.. 9889, 9985.. 10060, 10831 10969, 11236 .. 11299, 
11407. .11480, 11798. .11876, 12426. .12564 



Seq. No. 
Gene No. 
Start 

Name - - 

Start 

GI 

Exons 

GI Descrip. 



14267 
30401 
1 

OJ990427J31. 9922. C10. ol.np 
1 

81286 



Seq. ID OJ990427_31. 9922. C10 



Strand 
End 

Method 

End 

Score 



+ 

19315 • 
AAT/NAP 
13926 
183 
9064, 9498, 



9587, 



1..30, 2392. .2639, 8634. .8783, 8840. 
13856. .13926 

extensin - Volvox carteri (fragment) gi I 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 14267 

Gene No. 30401 

Start 1 

Name OJ990427_31 . 9922 . C10 . o2 . gs 

Start 8271 

GI none 
Exons 



Seq. ID OJ990427_3i. 9922. C10 

Strand + 

End 19315 

Method GENSCAN 

End 17151 

Score . 7 



8271. .8276, 8520. .8627, 9035. .9208, 9251. .9342, 9387. .9680, 
13619. . 13723, 13856 .. 1424 9, 1637 1 .. 1 6514 , 16963. .17151 



Seq. No. 14267 

Gene No. 30401 

Start 1 

Name OJ990427_31 . 9922 . C10 . ol . gp 

Start 14208 

GI none 
Exons 



Seq. ID OJ990427_31. 9922. C10 

Strand + 

End 19315 

Method AAT/GAP 

End 17265 

Score 930 



14208. .14249, 16371 16514 , 16963. .17265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14267 
30401 
1 

OJ990427_31 .9922. C10. o2.np 

16741 

6815052 



Seq. ID OJ990427 31. 9922. C10 



Strand 
End 

Method 

End 

Score 



+ 

19315 
AAT/NAP 
19315 
95 



16741. .16783, 17763 .. 18033, 18953 .. 19003 , 19235.. 19315 
(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14267 
30402 
30172 

OJ990427_31 . 9922 . C10 . o4 . np 

30172 

6498441 



Seq. ID OJ990427J31. 9922. C10 

Strand + 

End 35817 

Method AAT/NAP 

End 35817 

Score 6740 



30172. .31235, 31566 .. 32028 , 32092 .. 324 65, 3264 9.-32783, 
32958. .33196, 33389 .. 33873, 34 04 5 .. 354 42 , 35536. .35817 



GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



14267 
30403 
19846 



Seq. ID 

Strand 

End 



OJ990427 31. 9922. C10 



22996 



14934 



Name OJ990427_31 . 9922 .CIO . o2 . gp Method AAT/GAP 

Start 19477 End 21391 

GI 2835_1.R1084 Score 1428 

Exons 19477. .19953, 20859 .. 20987, 21200.. 21391 

GI Descrip. 1 4455201/emb | CAB36524 . 1 | 3.0e-42 (AL035440) grpE like protein 
[Arabidopsis thaliana] ' 



Seq. No. 14267 

Gene No. 30403 

Start 19846 

Name OJ990427_31 . 9922 . C10 . o3 . gs 

Start 19846 

GI none 

Exons 19846. .19953, 20859 .. 20987 , 
21670. .21826, 22649.-22792 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_31. 9922. C10 

22996 
GENSCAN 
22792 
.84 



21200. .21367, 214 4 9 .. 21639, 



Seq. No. 


14267 




Seq. ID 


OJ990427_31 


9922 


.C10 


Gene No. 


30403 




Strand 








Start 


19846 




End 


22996 






Name 


OJ990427 31. 9922. C10 


. o3 . np 


Method 


AAT/NAP 






Start 


19858 




End 


22996 






GI 


4455201 




Score 


642 






Exons 


19858. .19953, 20859. 


.20987, 


21200. .21367, 21449. . 21881, 






22885. .22996 












GI Descrip. 


(AL035440) grpE like 


protein 


[Arabidopsis thaliana ] 






Seq. No. 


14267 




Seq. ID 


OJ990427_31 


9922 


.C10 


Gene No. 


30403 




Strand 








Start 


19846 




End 


22996 






Name 


OJ990427 31. 9922. C10 


. o3 . gp 


Method 


AAT/GAP 






Start 


21447 




End 


22885 






GI 


none 




Score 


1120 






Exons 


21447. .21639, 21712. 


.21907, 


22649. .22885 







Seq. No. 14267 Seq. ID 

Gene No. 30404 Strand 

Start 24589 End 

Name OJ990427_31 . 9922 . C10 . o4 . gs Method 

Start 24589 End 

GI none Score 

Exons 24589. .24897 



OJ990427_31. 9922. C10 

24897 
GENSCAN 
24897 - 
.42 



Seq. No. 14267 Seq. ID OJ990427_31 . 9922 . C10 

Gene No. 30405 Strand 

Start 27793 End 28253 

Name OJ990427_31 . 9922 . C10 . o4 . gp Method AAT/GAP 

Start 277 93 End 28253 

GI LIB34 32-059-P1-K1-D8 Score 714 

Exons 27793.. 28253 

GI Descrip. '5734 616/dbj I AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 14267 Seq. ID 

Gene No. 30406 Strand 

Start 36450 End 

Name OJ990427_31 . 9922 . C10 . o4 . tw Method 

Start 10434 End 



OJ990427_31. 9922. C10 
39686 

TBLASTX: Wheat 
31935 



14935 




GI 


none 








Score 


111 






Exons 


10434 


. . 10526, 


31450. 


. 31581, 


31451. .31582, 31585 


. . 31935, 






31644 


. . 31931 














Seq. No. 


14267 








Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


39686 






Name 


OJ990* 


427_31 . 9 


922 .C10 


.ol . tm 


Method 


TBLASTX : 


Maize 




Start 


19859 








End 


21910 






GI 


none 








Score 


99 






Exons 


19859 


. .19954, 


19885. 


.19971, 


19915. .19974, 20851 


. .20988, 






20852 


. . 20998, 


20856. 


. 20990, 


21179. .21364, 21195 


. . 21365, 






21198 


. . 21365, 


21199.- 


.21366, 


21199. .21375, 21445 


. .21666, 






21450 


. . 21530, 


21451. 


. 21540, 


21591. .21680, 21592 


. .21678, 






21617 


. .21685, 


21667 . 


. 21768, 


21670. .21768, 21751 


. .21900, 






21776 


. .21910, 


21777 . 


.21899 










Seq. No. 


14267 








Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


39686 






Name 


OJ990427 31.9 


922. C10 


. ol . tc 


Method 


TBLASTX: 


Cress 




Start 


20859 








End 


21676 






GI 


none 








Score 


87 






Exons 


20859 


. .20990, 


20860. 


.20988, 


21176. .21271, 21179 


. .21280, 






21195 


. .21296, 


21284 . 


.21364, 


21285. .21365, 21446 


. .21544, 






21474 


. .21530, 


21650. 


. 21676 










Seq. No. 


14267 








Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


39686 






Name 


OJ990427 31.9 


922 .C10 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


30320 








End 


30712 






GI 


none 








Score 


58 






Exons 


30320 


. .30367, 


30374 . 


. 30472, 


30391. .304 


71, 30439 


. . 30678, 






30455 


. .30712 














Seq. No. 


14267 








Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


'39686 






Name 


OJ990427 31.9 


922 .C10 


. 06 . tm 


Method 


TBLASTX:; 


Maize 




Start 


30325 








End 


30610 






GI 


none 








Score 


193 






Exons 


30325 


. .30609, 


30362. 


. 30610 










Seq. No. 


14267 








Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


39686 






Name 


OJ990427 31. 9922. C10 


. ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


32099 








End 


32562 






GI 


none 








Score 


93 






Exons 


32099, 


. .32275, 


32100. 


.32561, 


32101. .32562 






Seq. No. 


14267 








Seq. ID 


OJ990427 


_31.9922 


.C10 


Gene No. 


30406 








Strand 








Start 


36450 








End 


39686 






Name 


OJ990< 


527 31. 9922. C10 


,o3. ts 


Method 


TBLASTX:, 


Soybean 




Start 


32140 








End 


32505 







14936 



GI 


none 




Score 


117 




Exons 


32140 .. 32364 , 32371. 


-J O C rt c 

. 32505 








Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922 


.C10 


Gene No. 


30406 




Strand 






Start 


364 50 




End 


39686 




Name 


OJ990427 31. 9922. CIO 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


*i O O *D rt 

32230 




End 


32586 




GI 


none 




Score 


392 




Exons 


32230 .. 32586, 32265. 


rt rt C "7 C 

. 32576, 


32317. .32586 




Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922 


.C10 


Gene No. 


30406 




Strand 


- 




Start 


36450 




End 


39686 




Name 


A TOftA ^ Ol "51 rt rt rt rt /—» 1 /"v 

OJ990427 31. 9922. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


32613 




End 


32997 




GI 


none 




Score 


360 




Exons 


32613 .. 329 /o , 32614. 


. 32997 








Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922 


.C10 


Gene No. 


30406 




Strand 


- 




Start 


364 50 




End 


39686 




Name 


/-\ t c\ c\ r\ a rt ~7 t i rt rt rt rt i rt 

OJ990427 31. 9922. C10- 


. o2 . tw 


Method 


TBLASTX: Wheat ' 




Start 


to n 1 

3267 1 




End 


33095 




GI 


none 




Score 


488 




Exons 


oo/~*7i o ^ rt rt rt rt rt / — 7 /- 

32671 33090, 32676., 


. 33095 








Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922, 


.C10 


Gene No. 


30406 




Strand 






Start 


36450 




End 


39686 




Name 


-r r\ r\ r\ a o 1- ? -5 -1 n rt rt rt 1 rt 

OJ990427 31. 9922. C10, 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


3274 9 




End 


33120 




GI 


none 




Score 


271 




Exons 


OOT / ft O 1 rt rt *5 rt T z'" 

3274 9 .. 33120, 32766., 


rt rt rt rt n 

. 32909 








Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922, 


.C10 


Gene No. 


30406 




Strand 






Start 


36450 




End 


39686 




Name 


A TQQA / Ol "31 rtrt rt rt /^»Trt 

OJyyU42 / 31. 9922. C1U. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


rt O *~f rt T 

33721 




End 


34179 




GI 


none 




Score 


234 




Exons 


OOTOT OOfttft OOT/IC 

33 /21 .. 33969, 33745.. 


rt rt rt r rt 

. 33969, 


33810. .33983, 34 030 .. 34 179, 






rt rt rt rt 1 ii i n /• i /I rt /I 1 

34039 .. 34 17 6, 34041.. 


. 34178 








Seq. No. 


142 67 




Seq. ID 


OJ990427_31.9922. 


.C10 


Gene No. 


30406 




Strand 






Start 


36450 




End 


39686 




Name 


OJ990427 31. 9922. C10. 


, o2.ts 


Method 


TBLASTX : Soybean 




Start 


33868 




End 


34434 




GI 


5666795 




Score 


68 




Exons 


33868. .33966, 34042.. 


.34179, 


34234. .34434 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


14267 




Seq. ID 


OJ990427_31.9922. 


.C10 


Gene No. 


30406 




Strand 






Start 


36450 




End 


39686 




Name 


OJ990427 31. 9922. C10. 


, 08 . tw 


Method 


TBLASTX: Wheat 





14937 




Start 


34182 




End 


34494 






GI 


none 




Score 


192 






Exons 


34 182 .. 34358/ 34195. 


. 34383, 


34234. .34494 






Seq. No. 


14267 




Seq. ID 


OJ990427 


_31.9922 


.C10 


Gene No. 


30406 




Strand 


- 






Start 


36450 




End 


39686 






Name 


OJ990427 31. 9922. CIO 


. o3 . tm 


Method 


TBLASTX : 


Maize 




Start 


34 687 




End 


35010 






GI 


none 




Score 


362 






Exons 


34 687 .. 35010, 34716. 


. 34 997 










Seq. No. 


14267 




Seq. ID 


OJ990427 


_31.9922 


.C10 


Gene No. 


30406 




Strand 








Start 


36450 




End 


39686 






Name 


OJ990427_31 . 9922 . C10 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


34824 




End 


35205 






GI 


none 




Score 


375 






Exons 


34824 .. 34 880, 34825. 


. 35205, 


34926. .35174 






Seq. No. 


14267 




Seq. ID 


OJ990427 


__31. 9922 


.C10 


Gene No. 


30406 




Strand 








Start 


364 50 




End 


39686 






Name 


OJ990427 31. 9922. C10 


. o7 . tw 


Method" 


TBLASTX: 


Wheat 




Start 


35206 




End 


35808 






GI 


none 




Score 


265 






Exons 


35206 .. 354 90 , 35211. 


. 35489, 


35682. .35804, 35683 


. . 35808 




Seq. No. 


14267 




Seq. ID 


OJ990427 


_31.9922 


.C10 


Gene No. 


30406 




Strand 








Start 


36450 




End 


39686 






Name 


OJ990427_31 . 9922 . C10 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


35 677 




End 


35847 






GI 


none 




Score 


197 






Exons 


35677.. 35847, 35682. 


. 3584 6 










Seq. No. 


14267 




Seq. ID 


OJ990427 


_31. 9922 


.C10 


Gene No. 


30406 




Strand 








Start 


36450 




End 


39686 






Name 


OJ990427 31. 9922. C10 


. 06 . gs 


Method 


GENSCAN 






Start 


36450 




End 


39686 






GI 


none 




Score 


.95 






Exons 


36450 . . 39686 












Seq. No. 


14267 




Seq. ID 


OJ990427 


_31 . 9922 


. C10 


Gene No. 


30406 




Strand • 








Start 


36450 




End 


39686 






Name 


OJ990427 31. 9922. C10 


. o5 . np 


Method 


AAT/NAP 






Start 


36453 




End 


39686 






GI 


6907089 




Score 


4128 






Exons 


36453. .38331, 38425. 


.39686 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14268 




Seq. ID 


OJ990427 


_31.9922 


.Cll 


Gene No. 


30407 




Strand 


+ 






Start 


196 




End 


777 






Name 


OJ990427 31.9922.C11 


. ol . np 


Method 


AAT/NAP 







14938 






Start 


196 


End 


777 








GI 


5042454 


Score 


360 








Exons 


196. . 342, 681 . . 777 












GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 








Seq. No. 


14268 


Seq. ID 


OJ990427 


_31 


.9922. Cll 




Gene No. 


30407 


Strand 


+ 








Start • 


196 


End 


777 








Name 


OJ990427 31 . 9922 .Cll . ol . gs 


Method 


GENSCAN 








Start 


219 


End 


699 








GI 


none 


Score 


. 84 








Exons 


219 . . 342 , 575 . . 699 












Seq. No. 


14268 


Seq. ID 


OJ990427 


_31 


. 9922 .Cll 




Gene No. 


30408 


Strand 










Start 


2333 


End 


7441 








Name 


OJ990427 31 . 9922 . Cll . o2 . gs 


Method 


GENSCAN 








Start 


2333 


End 


7441 








GI 


none 


Score 


.62 








Exons 


2333. .2410, 2494. .2583, 2585. 


.2785, 4444. .4680, 


58 


78 . . 5946, 






6019. .6069, 7183. .7230, 7361. 


.7441 








r "j 


Seq. No. 


14268 


Seq. ID 


OJ990427 


_31 


. 9922 .Cll 


: = S 


Gene No. 


30408 


Strand 










Start 


2333 


End 


7441 






Li 1 


Name 


OJ990427 31.9922.Cll.o2.np 


Method 


AAT/NAP 






! ! ■ : 
i fc? 


Start 


2519 


End 


7230 






.3 C j 

L -J 


GI 


3152596 


Score 


307 






: 5.; 


Exons 


2519. .2770, 4444. .4680, 5878. 


.5946, 6019. .6134, 


71 


86. . 7230 


1. ? i 


GI Descrip. 


(AC002986) YUP8H12R.36 [Arabidopsis thaliana] 






:s : : 

i U 


Seq. No. 


14269 


Seq. ID 


OJ9904.27_ 


_31 


. 9922 . C12 




Gene No. 


30409 


Strand 








r s ; 


Start 


1 


End 


1610 








Name 


OJ990427 31.9922.C12.ol.np 


Method 


AAT/NAP 






is s: 


Start 


1 


End 


1610 






. = * 


GI 


3152596 


Score 


112 








Exons 


1..63, 1460. .1610 










O 


GI Descrip. 


(AC002986) YUP8H12R.36 [Arabidopsis thaliana] 






Q 


Seq. No. 


14270 


Seq. ID 


OJ990427 


J31 


.9922. C14 




Gene No. 


30410 


Strand 










Start 


500 


End 


652 








Name 


OJ990427 31.9922.C14.ol.gs 


Method 


GENSCAN 








Start 


500 


End 


652 








GI 


none 


Score 


.81 








Exons 


500. . 652 












Seq. No. 


14271 


Seq. ID 


OJ990427_ 


_32 


. 9922. CI 




Gene No. 


30411 


Strand 


+ 








bear l 


1702 


End 


6491 








Name 


OJ990427 32.9922.Cl.ol.gs 


Method 


GENSCAN 








Start 


1702 


End 


6491 








GI 


none 


Score 


.55 








Exons 


1702. .1994, 3126. ."3281, 3935. 


.4467, 5715. .6012, 


6047. .6491 




Seq. No. 


14271 


Seq. ID 


OJ990427_ 


_32 


. 9922. CI 



14939 



f"2 o rt o Mo 


30411 


Strand 


+ 




Start 


1702 


End 


6491 




Name 


OJ990427 32.9922.Cl.ol.np 


Method 


AAT/NAP 




Q 4- -l 
OLalL 


2556 


End 


5089 






5295955 


Score 


648 




Exons 


2556.-2624, 3167. .3281, 3930 


..3972, 4002. .4330, 


fl 3 U D . . DUO zf 


oi uescnp. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome, ^vui 




[Oryza sativa] 








O Art M /^i 

o Q CJ . IN O . 


14271 


Seq. ID 


OJ990427 


09 QQ99 pi 


Pono M o 


30412 


Strand 


+ 




Start 


6538 


End 


8993 




Name 


OJ990427 32. 9922.Cl.o3.np 


Method 


AAT/NAP 




OLdll 


6538 


End 


8993 






629693 


Score 


83 




Exons 


6538.. 6572, 8502.. 8641, 8949 


. .8993 








probable integrase - common 


tobacco ( fragment ) 






gil 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana taba« 


O r-v /-» NT n 

oeq. no. 


14271 


Seq. ID 


OJ990427 


_32.9922.C1 


v^ene no . 


30413 


Strand 


+ 




Start 


11184 


End 


20924 




Name 


OJ990427 32. 9922.Cl.o4 .np 


Method 


AAT/NAP 




o tar u 


11184 


End 


15649 






5042463 


Score 


117 




Exons 


11184. .11232, 12742. .12965, 


13593. . 13746, 13798 


. .13959, 




15582. .15649 










(AC007 78 9 ) unknown protein [Oryza sativa] 




oeq . NO . 


14271 


Seq. ID 


OJ990427 


_32. 9922. CI 


Gene No . 


30413 


Strand 


+ 




Start 


11184 


End 


20924 




Name 


OJ990427 32. 9922.Cl.o3.gs 


Method 


GENSCAN 




Q+- a r-+- 
oldlt 


12489 


End 


20924 






none 


Score 


.45 




Exons 


12489. .12553, 13798. .13948, 


15745. . 15886, 16413 


. . 16531, 




16685. .16825, 17007. .17183, 


17356. . 17703, 18060 


. . 18153, . 




20326. .20397, 20577 .. 20658 , 


20813. .20924 




oeq. no. 


14271 


Seq. ID 


OJ990427 


_32.9922.C1 




30413 


Strand 


+ 




Start 


11184 


End 


20924 




Name 


OJ990427 32.9922.Cl.o5.np 


Method 


AAT/NAP 




O Ldlt 


15959 


End 


16605 






5724769 


Score 


340 




Exons 


15959. .16605 








GI Descrip. 


(AF160181) contains similarity to a family of Arabidopsis 




thaliana hypothetical proteins ; see GB ; 


:AF077408 




oeq. NO . 


. 14271 


Seq. ID 


OJ990427 


_32. 9922. CI 


rio ti ci m o 


30414 


Strand 






Start 


6852 


End 


11693 




Name 


OJ990427 32.9922.Cl.o2.gs 


Method 


GENSCAN 




Start 


6852 


End 


11693 




GI 


none 


Score 


. 69 




Exons 


6852. .6958, 7654. .7707, 8234 


. .8291, 8636. .8836, 


9099. .9725, 




9808. .9921, 9994. .10052, 10205. .10328, 


10424 . . 10549, 



14940 





iuyy.3 . . l izuD, iiJbD..iibyj 








Seq. No. 


1 A O 1 1 
14 2/1 


Seq. ID 


OJ99042/ ,32.9922 


.CI 


Gene No. 


30414 


Strand 






Start 


6852 


End 


11693 




Name 


OJ990427 32.9922.Cl.o2.np 


Method 


AA1 /NAP 




Start 


7352 


End 


9oul 




GI 


4680186 


Score 


21/ 




Exons 


7352.. 7573, 9199.. 9301 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica ] 




Seq. No. 


14271 


Seq. ID 


ojyyu42/ o2.yy22 


. CI 


Gene No . 


30415 


Strand 






btdiL 


20172 


End 


21940 




Name 


OJ990427 32.9922.Cl.o6.np 


Method 


AAT/NAP 




Start 


20172 


End 


21940 




GI 


6721559 


Score 


227 




Exons 


20172. .20308, 20337. .20584, 


21729. .2194 


10 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi | 6815084 | db j IBAA90370. 1| 


(AP001081) hypothetical protein 




[Oryza sativa] 








Seq. No. 


14271 


Seq. ID 


OJ990427_32.9922 


. CI 


Gene No. 


30416 


Strand 






Start 


21877 


End 


22113 




Name 


OJ990427 32.9922.Cl.o2.ts 


-Method 


TBLASTX : Soybean 




Start 


1170 


End 


1565 




GI 


none 


Score 


208 




Exons 


1170. .1565, 1271. .1387 








Seq. No. 


14271 


Seq. ID 


OJ990427_32.9922 




Gene No. 


30416 


Strand 






Start 


21877 


End 


22113 




Name 


OJ990427 32.9922.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1614 


End 


16524 




GI 


none 


Score 


78 




Exons 


1614. .1742, 16034. .16159, 16036 .. 16155, 


16150. .16416, 






16161. .16361, 16432. .16524, 


16433.. 16522 




beq. No. 


14271 


Seq. ID 


OJ990427_32.9922 


.CI 


Gene No. 


30416 


Strand 






Start 


21877 


End 


22113 




Name 


OJ990427 32.9922.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1617 


End 


16419 




GI 


none 


Score 


76 




Exons 


1617. .17 42, 1604 5. .16068, 1604 6. .16159, 


16102. .16152, 






1614 9. .16361, 16150. .16419, 


16159. .16395 




Seq. No. 


14271 


Seq. ID 


OJ990427_32.9922 


.CI 


Gene No. 


30416 


Strand 






Start 


21877 


End 


22113 




Name 


OJ990427 32.9922.Cl.o4.gs 


Method 


GENSCAN 




Start 


21877 


End 


22113 




GI 


none 


Score 


.87 




Exons 


21877. .22113 








Seq. No. 


14272 


Seq. ID 


OJ990427_32.9922 


.C2 



14941 



Gene No. 30417 Strand + 

Start 114 End 7768 

Name OJ990427_32 . 9922 . C2 . ol . gs Method GEN SCAN 

Start 114 End 6005 

GI none Score .74 

Exons 114.. 200, 2405.. 2917, 3401.. 3638, 4032.. 4135, 4400. 
4821.. 5458, 5598.. 6005 



,4583, 



Seq. No. 14272 Seq. ID OJ990427_32 . 9922 . C2 

Gene No. 30417 Strand + 

Start 114 End 7768 

Name OJ990427_32 . 9922 .C2 .ol .gp Method AAT/GAP 

Start 1688 End 2199 

GI 5867_1.R1084 Score 153 

Exons 1688.. 1721, 2110.. 2199 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990427_32.9922.C2 



14272 + 
30417 
114 

OJ990427_32 . 9922 . C2 . o2 . np 
3401 
4680179 
3401. .7765 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

77 68 
AAT/NAP 
7765 
6268 



Seq. No. 


14272 


Seq. ID 


OJ990427_32.9922, 


.C2 


Gene No. 


30417 


Strand 


+ 




Start 


114 


End 


7768 




Name 


OJ990427 32.9922.C2.o2.gs 


Method 


GENSCAN . 




Start 


6377 


End 


7768 - 




GI 


none 


Score 


.49 




Exons 


6377.. 6714, 6880.. 7049, 7512.. 7768 






Seq. No. 


14272 


Seq. ID 


OJ990427J32.9922. 


.C2 


Gene No. 


30418 


Strand 






Start 


841 


End 


1609 




Name 


OJ990427 32.9922.C2.ol.np 


Method 


AAT/NAP 




Start 


841 


' End 


1609 




GI 


4680183 


Score 


188 




Exons 


841. .930, 1539. .1609 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


14272 


Seq. ID 


OJ990427_32.9922. 


,C2 


Gene No. 


30419 


Strand 






Start 


3656 


End 


4192 




Name 


OJ990427 32.9922.C2.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3656 


End 


4015 




GI 


none 


Score 


273 




Exons 


3656. .4015, 3787. .4005 









14942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30419 
3656 

OJ990427_32. 

3896 

none 

3896. .4192, 



9922.C2.o7.tm 



3896.. 4180, 3913. 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 4192 

Method TBLASTX : Maize 

End 4192 

Score 191 
.4077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30420 
4582 

OJ990427_32, 

4582 

none 

4582. .4722, 



9922.C2.o8.tw 



4583. .4936 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 4936 

Method TBLASTX : Wheat 

End 4 936 

Score 237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30421 
5111 

OJ990427_32. 

5111 

none 

5111. .5509, 
5465. .5527 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 5957 

Method TBLASTX : Wheat 

End 5570 

Score 391 
5185.. 5457, 5228. .5479, 5328.. 5480, 5463.. 5570, 



9922.C2.o4.tw 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



14272 
30421 
5111 

OJ990427_32. 

5129 

none 

5129. .5410, 



9922.C2.o4.tm 



5206. .5412 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 5957 

Method TBLASTX : Mai ze 

End 5412 

Score 305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30421 
5111 

OJ990427_32, 

5463 

none 

5463. .5636, 



9922.C2.o3.tm 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 5957 

Method TBLASTX: Maize 

End 5957 

Score 15 1 



5622. .5957, 5708. .5839, 5709. .5912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30421 
5111 

OJ990427_32. 

5511 

none 

5511. .5543, 
5657. .5905 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 5957 

Method TBLASTX : Soybean 

End 5906 

Score 51 

5513. .5542, 5547. .5906, 5550. .5627, 5554. .5691, 



9922.C2.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30421 
5111 

OJ990427_32. 

5619 

none 

5619. .5921, 



9922.C2.o5.tw 



5663. .5920 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 5957 

Method TBLASTX : Wheat 

End 5921 

Score 348 



14943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14272 
30422 
5922 

OJ990427_32. 

5922 

none 

5922. . 6347, 

14272 
30422 
5922 

OJ990427_32. 

5928 

none 

5928. . 6173 

14272 
30422 
5922 

OJ990427_32. 

5994 

none 

5994 . . 6350, 

14272 
30423 
6386 

OJ990427_32. 

6386 

none 

6386. .6913, 

14272 
30423 
6386 

OJ990427_32. 

6562 

none 

6562. .6876, 

14272 
30423 
6386 

OJ990427_32. 

6620 

none 

6620. . 6787, 

14272 
30423 
6386 

OJ990427_32. 

6701 

none 

6701. . 6961, 



9922.C2.ol. tw 
5954. . 6340, 6000. 

9922.C2.o3.ts 



Seq. ID OJ990427_32.9922.C2 
Strand 

6350 

TBLASTX: Wheat 
6347 
593 



End 

Method 
End 
Score 
.6341 



9922.C2.ol. tm 



5996. . 6340 



9922.C2.o2.tw 



6532. . 6912 



9922.C2.o5. tm 



6563. . 6877 



9922.C2.ol. tc 



6794. . 6937, . 6844. 



9922.C2.o2. ts 



6706. .6960 



Seq. ID OJ990427__32. 9922.C2 
Strand 

End 6350 

Method TBLASTX : Soybean 

End 6173 

Score 185 



Seq. ID OJ990427_32. 9922.C2 
Strand 

End 6350 

Method TBLASTX : Maize 

End 6350 

Score 47 6 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 6961 

Method TBLASTX : Wheat 

End 6913 

Score 586 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 6961 

Method TBLASTX: Maize 

End 6877 

Score 259 



Seq. ID OJ990427_32.9922.C2 
Strand 

6961 

TBLASTX: Cress 
6937 
85 



End 

Method 
End 
Score 
.6936 



Seq. ID OJ990427_32.9922.C2 
Strand 

End 6961 

Method TBLASTX : Soybean 

End 6961 

Score 292 



14944 




Seq. No. 


14272 








Seq. ID 


OJ990427_32.9922.C2 


Gene No. 


30424 








Strand 




OtdiL 


fift 7ft 
DO / 0 










77 90 


Name 


A TQQ04 9 7 10 


QQ99 


P9 r%9 


LIU 


\A +* W 


I Dlxrto 1 A . rial Ze 




DO f O 








Hina 


71 QC 

/ l^J 


C T 


none 








Score 


ft J D 


Exons 


DO/O. • f XyD f 


DO O 


71 Qd 








Seq. No. 


14272 








Seq. ID 


OJ990427_32.9922.C2 


Gene No. 


30424 








Strand 






fift 7ft 

DO / 0 










7790 


Name 


n TQQOd 97 "39 


QQ99 


P9 r\1 




\ -J- V*i /-\ j-1 














TTt->H 

DllU 


7^07 


PT 


none 








Score 


ft D O 




CQ1 Q 7 9 QQ 
O .7 ± .7 . . / ^ .7 .7 , 


6Q90 


7 "306 


6Q97 


7 ^07 




Seq. No. 


14272 








Seq. ID 


OJ990427_32.9922.C2 


Gene No. 


30424 








Strand 




Start 


6878 








End 


7720 


Name 


OJ990427 32. 


9922 


.C2 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


7195 








End 


7514 


GI 


none 








Score 


85 


Exons 


7195. .7254, 


7199 


. .7261, 


7259. 


.7312, 7264. .7308, 7302. .7370, 



7369. .7404, 7407. .7514 



Seq. No. 


14272 




Seq. ID 


OJ990427 


_32.9922.C2 


Gene No. 


30424 




Strand 






Start 


6878 




End 


7720 




Name 


OJ990427 32.9922.C2.o6. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7369 




End 


7720 




GI 


none 




Score 


45 




Exons 


7369. .7404, 7410. .7514, 


7412. 


.7498, 7502. .7720, 


7585. .7719 


Seq. No. 


14273 




Seq. ID 


OJ990427 


_32.9922.C3 


Gene No. 


30425 




Strand 


+ 




Start 


145 




End 


794 




Name 


OJ990427 32. 9922.C3.ol. 


gs 


Method 


GENSCAN 




Start 


145 




End 


794 




GI 


none 




Score 


.51 




Exons 


145. .319, 411. .476, 522 


. .674, 


679. .794 






Seq. No. 


14273 




Seq. ID 


OJ990427 


_32.9922.C3 


Gene No. 


30426 




Strand 


+ 




Start 


1437 




End 


1823 




Name 


OJ990427 32. 9922.C3.o3. 


np 


Method 


AAT/NAP 




Start 


1437 




End 


1823 




GI 


6721561 




Score 


114 




Exons 


1437. .1513, 1777. .1823 










GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to 


a region of 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 14273 Seq. ID . OJ990427_32 . 9922 . C3 

Gene No. 30427 Strand 

Start 1 End 265 

14945 



Name OJ9904 27_32 . 9922 . C3 . ol . np 

Start 1 

GI 6721559 

Exons 1. .265 

GI Descrip. (AP001073) hypothetical 
gi|6815084|dbj IBAA90370 
[Oryza sativa] 



Method 

End 

Score 



AAT/NAP 

265 

162 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



Seq. No. 


1 A 1 1 *D 

14 Z 1 3 




Seq. ID 


OJ990427 


*D 1 A A A A 

_32 . 9922 


. C3 


Gene No. 


o c\ a i o 

3U4zo 




Strand 








Start 


1315 




End 


1823 






Name 


OJ990427_32 


.9922.C3.o2.np 


Method 


AAT/NAP 






Start 


131o 




End 


1823 






GI 


4680183 




Score 


98 






Exons 


1315 . . 1453/ 


17 98 . . 1823 










GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


14274 




Seq. ID 


OJ990427 


32 . 9922 


. C4 


Gene No. 


30429 




Strand 


+ 






Start 


1995 




End 


2484 






Name 


OJ990427_32 


.9922.C4.o2.np 


Method 


AAT/NAP 






Start 


1995 




End 


2484 






GI 


4680183 




Score 


224 






Exons 


1995 . .2484 












GI Descrip. 


(AF111709 ) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


14274 




Seq. ID 


OJ990427 


/"\ n A A A 

_32 . 9922 


. C4 


Gene No. 


30430 




Strand 


+ 






Start 


4719 




End 


5850 






Name 


OJ99U427 3z 


.9922.C4 .o4.np 


Method 


AAT/NAP 






Start 


4710 




End 


5850 






GI 


6907089 




Score 


99 






Exons 


4710. .4 930, 


5832. .5850 










GI Descrip. 


(APUUii^y ) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


14274 




Seq. ID 


OJ990427 


_32.9922 


.C4 


Gene No. 


30430 




Strand 


+ 






Start 


/Tin 

4 /ly 




End 


5850 






Name 


OJ990427_32 


. 9922.C4 .o3.gs 


Method 


GEN SCAN 






Start 


4 719 




End 


4940 






GI 


none 




Score 


.59 






Exons 


4719. . 4 94 0 












Seq. No. 


14274 




Seq. ID 


OJ990427_ 


_32.9922 


.C4 


Gene No. 


30431 




Strand 








Start 


2835 




End 


4378 






Name 


OJ990427 32 


. 9922.C4 .o2.gs 


Method 


GENSCAN 






Start 


2835 




End 


4378 






GI 


none 




Score 


. 68 






Exons 


2835. .3211, 


3301. .3458, 4275. .4378 








Seq. No. 


14275 




Seq. ID 


OJ990427_ 


_32.9922 


-C5 


Gene No. 


30432 




Strand 


+ 






Start 


562 




End 


3834 






Name 


OJ990427 32 


.9922.C5.ol.gs 


Method 


GENSCAN 






Start 


562 




End 


3834 






GI 


none 




Score 


.75 







14946 






Exons 


562. .680, 779. .920, 1146. .1944, 1983.. 


OO/ll 0"50"5 0££Q 

>ZZ41, ZJZo. .Zbbo, 








OTQ/1 OQQO OQQQ ^n£Q ^1^1 

z / y 3 . . zo oz , z yo y . . juoy, jidi 


. . JO J4 








beq. no. 


14275 


Seq. ID 


OJ990427_32.9922 


. Lb 




Gene No . 


30433 


Strand 


+ 






o tar t 


10209 


End 


13458 






Name 


OJ990427 32.9922.C5.o2.np 


Method 


AAT/NAP 






Start 


10209 


End 


13458 








4325357 


Score 


351 






Exons 


10209. . 10327, 114 50. . 11963, 


12764. .13458 






GI Descrip. 


(AF128395) contains similarity to Arabidopsis thaliana 








retrotransposon Athila hypothetical protein 1 (GB:X81801) 






[Arabidopsis thaliana] 










Seq. No. 


14Z / b 


Seq. ID 


OJ990427_32.9922, 


. Cb 




Gene No. 




Strand 


+ 






Start 


-1 A O A O 

10209 


End 


13458 






Name 


ojyyu4z / jz . y yzz . cb . o j . gs 


Method 


GENSCAN 






Start 


1 1 Oyi < 

1 lo4 4 


End 


13337 






GI 


none 


Score 


.59 






Exons 


1134 4. .12010, 12037. . 1224 6, 


124 93. . 12562, 12 622. . 12965, 








13028. .13121, 13139. . 13337 








'as: 


Seq. No. 


1 4 Z / b 


Seq. ID 


OJ990427_32.9922. 


. Cb 




Gene No. 


*3 A /I "3 /I 

30434 


• Strand 


+ 




iifi 


Start 


1 C T C /" 

lb /bb 


End 


18518 




ry 


Name 


ojyyo4z7 3z.yyzz.C5.oo.gs 


Method 


GENSCAN 






Start 


1 b / b O 


End 


18518 




i . £ 


GI 


none 


Score 


.41 




i. ; ,i 


Exons 


15756. .16061, 16426. .16780, 


16882. .17132, 18258. .184 48, 




t = i 

: a { i 




18497. .18518 








j bf 


Seq. No. 


T A O *7 C 

1 4 z / b 


Seq. ID 


OJ990427_32.9922. 


, Cb 




Gene No. 


3U4 3b 


Strand 


+ 




Q 


btart 


3Z y do 


End 


33627 






Name 


ujyyu4Z/ oz . y yzz . ub . ob . gs 


Method 


GENSCAN 






Start 




End 


33627 




Q 


C T 


none 


Score 


.78 




•3 3? 


Exons 


JZ y bo . . j jdz / 








□ 


beq . No . 


14275 


Seq. ID 


OJ990427_32.9922, 


,C5 




Gene No. 


30436 


Strand 








Start 


4235 


End 


10412 






Name 


OJ990427 32.-9922.C5.ol.np 


Method 


AAT/NAP 






Start 


4235 


End 


7150 






bl 


4206306 


Score 


1147 






Exons 


4235. .7150 










GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


14275 


Seq. ID 


OJ990427_32.9922, 


.C5 




Gene No . 


30436 


Strand 








Start 


4235 


End 


10412 






Name 


OJ990427 32.9922.C5.o2.gs 


Method 


GENSCAN 






Start 


5218 


End 


10412 






GI 


none 


Score 


.49 






Exons 


5218. .6298, 6468. .7150, 7278 


..7608, It 


J20. .8019, 8153. .8222, 






8291. .8420, 8443. .8592, 8612 


..8758, 8969. .9437, 9530. .9821, 
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10186. .10412 



Seq. No. 14275 Seq. ID 

Gene No. 30437 Strand 

Start 14153 End 

Name OJ990427_32 . 9922 .C5 . o4 . gs Method 

Start 14153 End - 

GI none Score 

Exons 14153. .14274, 14716.. 15049 



OJ990427_32.9922.C5 

15049 
GENSCAN 
15049 
.87 



Seq. No. 14275 

Gene No. 30438 

Start 19185 

Name OJ990427_32 . 9922 . C5 . o3 . ts 

Start 4232 

GI none 

Exons 4232.. 4474, 4233.. 4265, 4302. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4472, 4307. .4474 



OJ990427_32.9922.C5 
41240 

TBLASTX : Soybean 
4474 
51 



Seq. No. 14275 Seq. ID 

Gene No. 30438 Strand 

Start 19185 End 

Name OJ9904 27_32 . 9922 . C5 . o9 . tw Method 

Start 4250 End 

GI none Score 

Exons 4250.. 4627, 4284.. 4457 



OJ990427_32.9922.C5 
41240 

TBLASTX: Wheat 

4627 

84 



Seq. No. 14275 Seq. ID 

Gene No. 30438 Strand 

Start 19185 End 

Name OJ990427_32 . 9922 .C5 . o5 . ts Method 

Start 4816 End 

GI none Score 

Exons 4816.. 5214 



OJ990427_32. 9922.C5 
41240 

TBLASTX: Soybean 

5214 

231 



Seq. No. 14275 Seq. ID 

Gene No.' 30438 Strand 

Start 19185 End 

Name OJ990427_32 . 9922 .C5 . o7 . tm Method 

Start 4837 End 

GI none Score 

Exons 4837.. 5061, 5059.. 5217 



OJ990427_32. 9922.C5 
41240 

TBLASTX: Maize 

5217 

82 



Seq. No. 14275 Seq. ID 

Gene No. 30438 Strand 

Start 19185 End 

Name OJ990427_32 . 9922 . C5 . o7 . tw Method 

Start 5635 End 

GI none Score 

Exons 5635.. 5904, 5944.. 6033 



OJ990427_32.9922.C5 
41240 

TBLASTX: Wheat 

6033 

73 



Seq. No. 14275 

Gene No. 30438 

Start 19185 

Name OJ990427_32 . 9922 . C5 . o2 . ts 

Start 5668 

GI none 

Exons 5668.. 5919, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_32.9922.C5 
41240 

TBLASTX: Soybean 

6078 

36 



5766. .5789, 5837. .5920, 5861. .5926, 5927. .6076, 
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5941. .6078 



C en KT r\ 

oeq. NO. 


1 4 Z / J 






Seq. ID 


OJ990427_32.9922. 


PS 


bene no. 


OH /I OQ 
OU^ JO 






Strand 






btart 


1 Q1 Qt; . 
1 y ±0 D 






End 


41240 




Name 


r\ TQQH4 9 7 0 9 

ujyyufiz/ jZ. 


QQ99 PR r\A 
y y ZZ . Lj . 04 . 


t s 


Method 


TBLASTX : Soybean 




btart 


COO Q _ 
OZ Z .3 






End 


6694 




p t 
bl 


none 






Score 


69 




Exons 


6229. .6354, 


6260. . 6349, 


6416 


..6694, 6522.. 6659 




beq. no. 


1 4 0-7 c 

J. ft Z / J 






Seq. ID 


"OJ990427_32.9922. 


PS 


Gene No. 


0 n 4 00 

JU 4 JO 






Strand 


- 




btart 


1 Q 1 ft S 






End 


41240 




Name 


Pi TQ Qfid 9 7 *}9 


QQ99 pc O o 

y y z z . u j .00 . 


f w 

LW 


Method 


TBLASTX: Wheat 




otart 


6^7 7 _ 






End 


6712 




p t 
bl 


none 






Score 


114 




Exons 


6377. .6712, 


6381. .6698 










o e q . no. 


i 4 97 s 

± 4 Z f J 






Seq. ID 


OJ990427_32. 9922. 


PS 

vJ 


Gene No. 


-if) A OO 

jU 4 jo 






Strand 


- 




btart 


1 Q1 QC 

1 y 1 0 0 






End 


41240 




Name 


Pi TQQfi A 97 "59 

uj y y u 4 z / oz . 


QQ99 PR r^l 
y yzz . LD . Ol . 


f- m 
LiU 


Method 


TBLASTX: Maize 




Of a v f- 

btart 


coo 0 — 

DjO J 






End 


6844 




*-; bl 


none 






Score 


214 




; i=l Exons • 

.5 31 -- 


6383. .6844, 


6384. .6695, 


6455 


. . 6844 






1 i^: beq . no . 


1 H Z f 0 






Seq. ID 


OJ990427_32. 9922. 


PS 


i a =i Gene No. 


0 n 4 00 

jU 4 jo 






Strand 


- 




: j btart 


1 Q1 OC 

1 y 1 0 0 






End 


41240 




Name 


P TQQO/1 9 7 OO 

uj y y uft z / jz . 


QQ99 r"; 

y y zz . to . ox . 


ft,, 
t w 


Method 


TBLASTX: Wheat 




s=r otart 


ci 10 — 






End 


7117 






none 






Score 


245 




l5 Exons 


6713. .7066, 


6780. .7043, 


7055 


. .7117 






. oeq . lno . 








Seq. ID 


OJ990427_32.9922. 


PS 


bene no. 


O04 
JU 4 jo 






Strand 






i" otart 


1 Q1 QC 

j. y x 0 j 






End 


41240 




'i-i Name 


nTQQ0497 "39 
ujyyu4z/ jz . 


QQ99 PR 
yy^z . .Oj. 




Method 


TBLASTX: Maize 






ft d S ' — 

DO 1 J 






End 


7063 




:=f PT 
GI 


none 






Score 


178 




Exons 


6845. .7063, 


6846. .7043, 


6863 


. .7063 






Q/arr \T/-\ 

o e q * ln o . 


1 4 97 S 

14Z / J 






Seq. ID 


OJ990427_32.9922. 


PS 


bene no. 


orj4 ^ ft 
jU 4 jo 






Strand 






Of -V vf 

btart 


1 Q1 OC 

1 y 1 0 0 






End 


41240 




Name 


p TQ QD 4 97 09 

uj y y u 4 z / jz . 


9922. C5. 06. 


tw 


Method 


TBLASTX: Wheat 




btart 


I 1 con 

II J JU 






End 


11958 




P T 
bl 


none 






Score 


81 




Exons 


11530. .11646 


1, 11662. .11874, 


11851.. 11958 




Seq. No. 


14275 






Seq. ID 


OJ990427_32.9922. 


C5 


Gene No. 


30438 






Strand 






Start 


19185 






End 


41240 




Name 


OJ990427 32. 


9922.C5.o3. 


np 


Method 


AAT/NAP 




Start 


18903 






End 


20328 




GI • 


5852084 






Score 


68 




Exons 


18903. .18986, 20296.. 20328 









14949 






(AL117264) zwh0007 1 


[Ory za 


C3 f 1 VP} 1 






Seq. No. 


14275 




Seq. ID 


OJ990427_32. 9922 




Gene No . 


30438 




Strand 






Start 


19185 




End 


41240 




Name 


OJ990427 32 9922 C5 


o4 . np 


Method 


AAT/NAP 




Start 


19165 




End 


41240 




GI 


93144 




Score 


95 




Exons 


191 65.. 19439, 197 67. 


. 19946, 


21297. .21479, 25 11 9 .. 25187 , 






33067 33318 33352 

~J w/ \J \J 1 . . ~J ~J J- KJ f ~J C~ • 


. 33496, 


41154. .41240 




Ql Dpsrr i n 

\J -L V-^ -1- ^ k*/ * 


h vnot hpt "i 1 nrnfpi n 


— suid 


herpesvirus 1 (strain 






T nd i ri r\ri — Pun Ichn s p t ot 


Rpr k"PT ) 


gi 1334068 


(M57505) 0RF2 






f Pspuciorabips vi rusl 










Sea No 


14275 




Seq. ID 


OJ990427_32. 9922. 






30438 




Strand 






Start 


19185 




End 


41240 




Name 


OJ990427 32. 9922. C5. 


06 . gs 


Method 


GENSCAN 




Start 


19185 




End 


26446 




GI 


none 




Score 


.55 




Ex on *=; 


19185 19481 19782 


20048 


20864 . .20947, 21177 .. 21350, 






21411 21495 23578 


. 23597 , 


25045. .2524 0, 258 68. .26031, 






26444 26446 










Seq. No. 


14275 




Seq. ID 


OJ990427_32. 9922. 


C5 


Gene No. 


30438 




Strand 






Start 


19185 




End 


41240 .. 




Name 


OJ990427 32 9922 C5 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


23227 _ 




End 


23688 




GI 


none 




Score 


272 




Exons 


23227 23589, 23229 


23435 


23601. .23684, 23602. .2368 8 




Seq. No. 


14275 




Seq. ID 


OJ990427_32.9922. 


C5 


Gene No. 


30438 




Strand 






Start 


19185 




End 


41240 




Name 


OJ990427 32 9922 C5 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


23413 ~ 




End 


23783 




GI 


none 




Score 


337 




Exons 


23413 23781. 23544 


. 23783 








Seq. No. 


14275 




Seq. ID 


OJ990427_32. 9922. 


C5 


Gene No. 


30438 




Strand 






Start 


19185 




End 


41240 




Name 


OJ990427 32 9922 C5 


o 6 . tm 


Method 


TBLASTX :Maize 




Start 


23860 _ 




End 


24150 




GI 


none 




Score 


180 




Exons 


23860 24042 23902 


24036 


24052. .24150 




Seq. No. 


14275 




Seq. ID 


OJ990427_32. 9922. 


C5 


Gene No. 


30438 




Strand 






Start 


19185 




End 


41240 




Name 


OJ990427 32. 9922. C5. 


o7 . gs 


Method 


GENSCAN 




Start 


27356 




End 


29609 




GI 


none 




Score 


.51 




Exons 


27356. .27488, 27715. 


.27860, 


29586. .29609 




Seq. No. 


14275 




Seq. ID 


OJ990427_32. 9922. 


C5 



14950 




Gene No. 


30438 




Strand 








Start 


19185 




End 


41240 






Name 


n tqqci a on "50 qqoo r*R 

ujyyiis^ / sz . y y zz . k^d . 


o9 . qs 


Method 


GENSCAN 






Start 


none 




End 


37372 






GI 


none 




Score 


.64 






Exons 




1 A 1 A 1 

. j4 j4 1 , 


35533. .35806, 35845 


. . j oU IZ , 








. JO/jl, 


36979. .37260, 37360 


o ^ o n o 
. . j / j / Z 




Seq. No. 


14 Z / J 




Seq. ID 


OJ990427 


O O QQOO 

oz . yyzz . 


. ID 


Gene No. 


30438 




Strand 








Start 


19185 




End 


41240 






Name 


A TQQH/1 Ol *SO qqoo pi; 

ujyyu4z/ . yy^z .to . 


o5 . np 


Method 


AAT/NAP 






Start 






End 


38443 






GI 






Score 


711 






Exons 


joyzb. . jjyjj, jolly. 


. j / ZdU/ 


38370. .38443 






GI Descrip. 


/ nn i / i T1 ^ thdo_ i , l. c 
(Ac 1 14 1 / 1 J INrZ-llKe 


i protein 


[Sorghum bicolor] 






Seq. No. 


14275 




Seq. ID 


OJ990427 


_32.9922. 


,C5 


Gene No. 


30438 




Strand 








Start 


iyloD 




End 


41240 






Name 


ATQQDylOl "3 O QQOO r- c: 

ujyyu4z / . yy^^ .to. 


oz . tc 


Method 


TBLASTX : 


Cress 




Start 


jj 04 Z 




End 


35848 






GI 


none 




Score 


145 






Exons 


jo j4z . . jjjod, Jooyi. 


. J J O 4 O / 


3.5593. .35820 






Seq. No. 


1 4 Z / D 




Seq. ID 


OJ990427 


on QQOO 

z>z . yyzz , 


rt C" 

■ Lj 


Gene No. 


30438 




Strand 








Start 


19185 




End 


41240 






Name 


PiTQQrtylOT "3 O QQOO C C. 

ujyyu4z/ oz.yyz^.io. 


rt O 4- T T 


Method 


TBLASTX: 


wnea z 




Start 


OD j4 Z 




End 


36110 






GI 


hone 




Score 


168 






Exons 




icon 

. j oy l / , 


35593. .35892, 35678 


. . j d y i / , 






OCQQ/: "3£*Mfi OCQQ^ 


. jDUDD 










Seq. No. 


14275 




Seq. ID 


OJ990427 


_32. 9922, 


.C5 


Gene No. 


30438 




Strand 








otart 


1 Q1 QC 

i y i o d 




End 


41240 






Name 


n TQQf^/l Ol OO QQOO r* C 

ujyyu4z/ Jz.yyzz.Lo. 


o5 . tm 


Method 


TBLASTX: 


Mai ze 




start 


o c n n q 

jj / / y 




End 


36069 






GI 


none 




Score 


62 






Exons 


jj / /y. . jjoyZ/ jj / y / . 


. jjyiu, 


35886. .36068, 35890 


. .36069 




Seq. No. 


14275 




Seq. ID 


OJ990427 


_32.9922, 


.C5 


Gene No. 


30438 




Strand 








Start 


i y lo j 




End 


41240 






Name 


nTQQ^yiOT TO QQOO PC 

ujyyu4z/ Jz.yyzz.Lj. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


jolly 




End 


36382 






GI 


none 




Score 


138 






Exons 


OC11Q *3 CO "7 C O C"l 0 1 
JDliy . . JOJ/O, JOlZl. 


. JDjOD; 


36121. .36381, 36140 


. .36382 




beq . jno . 


1 ylOTC 
1 4 Z / D 




Seq. ID 


OJ990427 


_32.9922. 


. U J 


Gene No. 


30438 




Strand 








Start 


19185 




End 


41240 






Name 


OJ990427 32. 9922. C5. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


36124 




End 


36382 






GI 


none 




Score 


146 






Exons 


36124. .36381, 36152. 


.36382 











14951 




Seq. No. 


14275 


Seq. ID 


OJ990427_32.9922 


.C5 


Gene No . 


704 "3ft 


Strand 






Start 




End 


41240 




Name 


P>TQQ0497 79 QQ99 P^ nl ho 


Method 


TBLASTX: Cress 




Start 


j 0 ± 0 y 


End 


36516 




bl 


none 


Score 


101 




Exons 


7£1 £Q 7*^1 761 70 76799 


36362. .36511 




Seq. No. 


14275 


Seq. ID 


OJ990427_32.9922 


.C5 


bene no. 


JU 4 JO 


Strand 






btart 


1 QIOC 


End 


41240 




Name 


nTQQ.0497 79 QQ99 n1 he 

ujyyu4z/ jz. yy<i^.Lj.oi.cs 


Method 


TBLASTX: Soybean 




btart 


jDZDU 


End 


36666 




p t 
bl 


none 


Score 


124 




Exons 


ococn 7£m 7 7^9m 76M7 

jo^jU. . jOjIj, jOZjI . . jDji f r 


36526. .36666, 36539.. 36661 




Seq. No. 


14275 


Seq. ID 


OJ990427_32.9922 


.C5 


Gene No . 


"30 4 7Q 
jU 4 jo 


Strand 






btart 


i Qi qi; 


End 


41240 




Name 


OTQQ0497 "59 QQ99 r\ ^ 4- i*r 


Method 


TBLASTX: Wheat 




O 4- — , -w~ 4- 

btart 


jDOj / 


End 


36883 




r s i pt 

! ::? bl 


none 


Score 


82 




ij 5 | Exons 


7^70,7 7fim 6 764io 76R90 


36529. .36756, 36764.. 36883 




j»s Seq. No. 


14276 


Seq. ID 


OJ9-90627_36. 9922 


.CI 


. :=i bene jno . 


7 o a 7 q 

jUt j" 


Strand 


+ 




ts =- Start 


"5 1 1 Q 

j i x y 


End 


3430 




! :W Name 


PjTQQO£97 7£ QQ99 PI r\ 1 rrc 


Method 


GENSCAN 




w Start 


Ol 1 Q 

jiiy 


End 


3430 






none 


Score 


.43 




Exons 


71 1 Q 796R 7714 7470 

Jll3 . . J^OO/ JJ14 . . J 4 OU 








W Seq. No. 


14276 


Seq. ID 


OJ990627_36. 9922 


.CI 


*i bene lno . 


704 4 0 


Strand 








4 9 4 4 
4 Z 4 4 


End 


4628 




; z \ Name 


PiTQQ0fi97 7£ QQ99 PI r>i9 rt<z 
VJjyyUOZ/ jo. y^Zi.tl.O^.yb 


Method 


GENSCAN 




jsat buaru 


/l 9 4 4 
4 Z 4 4 


End 


4628 






none 


Score 


.56 




Exons 


4944 4774 446^ 4fi9ft 
4 Z 4 4 . . 4 J J 4 , 140J . . 4 O 








Seq. No. 


14277 


Seq. ID 


OJ990627_36.9922 


.C2 


Gene No. 


70 4 4 1 
jU 4 4 ± 


Strand 


+ 




O 4 1 -v-4- 

otart 


17 0 
1 / U 


End 


787 




Name 


PkTQQnC97 7£ QQ99 P9 ^1 rro 

ujyyuoz/ jo . y yzz . bz . 01 . gs 


Method 


GENSCAN 




Start 


1 / u 


End 


787 




bl 


none 


Score 


.64 




Exons 


170 7 9 £ 7 ft 7 
l/U. . Z / J , /ZD. . / O / 








Q/=>rT Mo 


14277 


Seq. ID 


OJ990627_36. 9922 


.C2 


Gene No. 


30442 


Strand 






Start 


1 


End 


1040 




Name 


OJ990627 36.9922.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1040 




GI 


6815052 


Score 


104 




Exons 


1..21, 157. .269, 916. .1040 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 





14952 





Seq. No. 


"1 A O ~J O 

14 278 




Seq. ID 


OJ990627_36. 


9922 


.C3 




Gene No. 


304 4 3 




Strand 


+ 








Start 


6820 




End 


8824 








Name 


OJ990627_36.9922.C3.ol. 


np 


Method 


AAT/NAP 








Start 


6820 




End 


8824 








GI 


6691716 




Score 


1908 








Exons 


68 20.. 7708, 7 90 6.. 8080, 


8173. 


.8285, 8362.. 8537, 8615. .8824 




GI Descrip. 


(AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 










gx I 6691717 | abj | BAA8 9397 


.11 (AP000570) 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


14278 




Seq. ID 


OJ990627_36. 


9922 


C3 




Gene No. 


30443 




Strand 


+ 








Start 


6820 




End 


8824 








Name 


OJ990627_36. 9922.C3.o3. 


gs 


Method 


GENSCAN 








Start 


7432 




End 


8802 








GI 


none 




Score 


.85 








Exons 


74 32.. 7704, 7935.. 8080, 


8173. 


.8537, 8615.. 8802 








Seq. No. 


14278 




Seq. ID 


OJ990627_36. 


9922 


C3 




Gene No. 


3044 4 




Strand 










Start 


4497 




End 


7230 








Name 


OJ990627 36. 9922.C3.o2. 


gs 


Method 


GENSCAN 








Start 


4497 




End 


7122 






rri 

i : i 

■3' • 


GI 


none 




Score 


. 68 






rl! 


Exons 


4497.. 4690, 5725.. 5887, 


6703. 


.6912, 6979.. 7122 








Seq. No. 


14278 




Seq. ID 


OJ990627_36. 


9922 


C3 


ui 


Gene No. 


30444 




Strand 








sr 


Start 


44 97 




End 


7230 






! cr 


Name 


OJ990627 36. 9922.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




■5 


Start 


6913 




End 


7230 








GI 


none 




Score 


198 






1:1 J 


Exons 


6913 . . 7230 












j , 

r " 


Seq. No. 


14 27 9 




Seq. ID 


OJ990627_36. 


9922 


C4 


• a ' 


Gene No . 


3U4 4o 




Strand 


+ 






i s *l 


Start 


1 




End 


713 






'S3.' 


Name 


OJ990627_36.9922.C4.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


713 








GI 


6691716 




Score 


693 








Exons 


1 . . 202, 274 . .713 














GI Descrip. 


(AP0004 92 ) hypothetical 


protein [Oryza 


sativa] 










gi |6691717| db^ | BAA8 9397 


.11 (AP000570) 


hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


14279 




Seq. ID 


OJ990627_36. 


9922. 


C4 




Gene No. 


• 30445 




Strand 


+ 








Start 


1 




End 


713 








Name 


OJ990627 36.9922.C4.ol. 


gs 


Method 


GENSCAN 








Start 


83 




End 


617 








GI 


none 




Score 


. 98 








Exons 


83. .202, 274. .617 














Seq. No. 


14279 




Seq. ID 


OJ990627_36. 


9922. 


C4 




Gene No. 


30446 




Strand 


+ 







14953 




Start 


3618 




End 


4320 






Name 


OJ990627 36 


. 9922 . C4 . o3 . gs 


Method 


GENSCAN 






Start 


3618 




End 


4320 






GI 


none 




Score 


. 54 






Exons 


iolo . . 3 705, 


4009 . . 4071, 4 127 


a o o r\ 

. . 4 320 








Seq. No. 


1427 9 




Seq. ID 


OJ990627_ 


36. 


9922. C4 


Gene No. 


30447 




Strand 


+ 






Start 


7214 




End 


10092 






Name 


OJ990627 36 


. 9922 . C4 . o5 . gs 


Method 


GENSCAN 






Start 


7214 




End 


10092 






GI 


none 




Score 


.83 






Exons 


7214 . . 74 39, 


7765 . . 8099, 8177 


..8466, 8549. .8907, 


8985. .9160 




9234 . .9423, 


9495 . . 9599, 9673 


..9890, 9907.. 10092 






Seq. No. 


1427 9 




Seq. ID 


OJ990627_ 


36. 


9922. C4 


Gene No. 


304 4 7 




Strand 


+ 






Start 


/214 




End 


10092 






Name 


OJ990627 36 


.9922.C4.o5.np 


Method 


AAT/NAP 






Start 


7214 




End 


10089 






GI 


6691716 




Score 


2374 






Exons 


7214 . .8103, 


8292. .8466, 8549 


..8657, 8734. .8907, 


8985. .9160 




9234 . .9336, 


9486.. 9599, 9673 


. .10089 








GI Descrip. 


(AP000492) : 


hypothetical protein [Oryza 


sativa] 








gil 6691717 | dbj I BAA89397.il (AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


14279 




Seq. ID 


OJ990627_ 


36. 


9922 . C4 


Gene No. 


30448 




Strand 


+ 






Start 


16236 




End 


17798 






Name 


OJ990627 36 


.9922.C4.o7.gs 


Method 


GENSCAN 






Start 


16236 




End 


17798 






GI 


none 




Score 


.49 






Exons 


16236. .16334, 16896 .. 17043, 


17095. .17798 






Seq. No. 


14279 ' 




Seq. ID 


OJ990627_ 


36. 


9922. C4 


Gene No. 


30449" 




Strand 








Start 


376 




End 


9954 






Name 


OJ990627 36 


.9922.C4.o3.np 


Method 


AAT/NAP 






Start 


376 




End 


4232 






GI 


5689465 




Score 


34 






Exons 


376. .450, 4066. .4232 










GI Descrip. 


(AB028987) : 


KIAA1064 protein 


[Homo sapiens] 






Seq. No. 


14279 




Seq. ID 


OJ990627_ 


36. 


9922. C4 


Gene No. 


30449 




Strand 








Start 


376 




End 


9954 






Name 


OJ990627 36 


. 9922.C4 .o2.gs 


Method 


GENSCAN 






•Start 


1052 




End 


2989 






GI 


none 




Score 


.66 






Exons 


1052. .1134, 


1324.. 1674, 1705 


..1833, 29 


17. .2989 






Seq. No. 


14279 




Seq. ID 


OJ990627_ 


36. 


9922. C4 


Gene No. 


30449 




Strand 








Start 


376 




End 


9954 






Name 


OJ990627 36 


. 9922.C4 .o2.np 


Method 


AAT/NAP 






Start 


1055 




End 


5153 . 







14954 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



5902445 Score 1539 

1055.. 2096, 5132.. 5153 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990627_36.9922.C4 

9954 
AAT/NAP 
9954 
729 



14279 Seq. ID 

30449 Strand 
37 6 End 
OJ990627_36 . 9922 . C4 ,o4 . np Method 
3203 End 
5922631 Score 
3203. .3312, 5138. .5753, 9905. .9954 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 Idbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



m 



'"s-i 

I" LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



H= Seq. No. 
ill Gene No. 
Start 
Name 
Start 
GI 

Exons 



14279 Seq. ID 

30449 Strand 
37 6 . End 
OJ990 627_36. 9922.C4 .o4 .gs Method 
5376 . End 
none Score 
5376. .5636 

14279 Seq. ID 

30450 Strand 
10462 End 
OJ990627_36.9922.C4 .o3.tw Method 
1082 End 
none Score 
1082. .1201, 1187. .1678, 1416. 
10793. .10897 

14279 Seq. ID 

30450 Strand 

10462 End 

OJ990627_36. 9922.C4 .o4 . tm Method 

1103 End 

none Score 



OJ990627_36.9922.C4 

9954 
GENSCAN 
5636 
.95 



OJ990627_36. 9922.C4 
26116 

TBLASTX: Wheat 

11052 

110 



,1655, 10438. .10569, 10594 .. 11052, 



OJ990627_36.9922.C4 
26116 

TBLASTX: Maize 

10731 

71 



1103. .1204, 1143. .1205, 1184. .1357, 1185. .1238, 10477 .. 10578, 
10478. .10564, 10558 .. 10731 , 10559.. 10690 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . o4 . tw 

Start 1694 

GI none 
Exons 



Seq. ID OJ990627_36. 9922.C4 



Strand 
End 

Method 

End 

Score 



26116 

TBLASTX: Wheat 

11391 

191 



1694. .2047, 1701. .2042, 11068 .. 11229, 11075. .11230, 
11215. .11382, 11230. .11391, 11231.. 11386 



Seq. No. 
Gene No. 
Start 



14279 
30450 
10462 



Seq. ID 

Strand 

End 



OJ990627 36. 9922. C4 



26116 



14955 



Name 

Start 

GI 

Exons 



OJ990627_36 . 9922 . C4 . ol . tm Method TBLASTX : Maize 

1859 End 11531 

none Score 187 

1859.. 2068, I860.. 2069, 5137.. 5301, 5171.. 5302, 11230 .. 11529, 
11231. .11506, 11238. .11531 



Seq. No. 14279::: 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . oil . tw 

Start 5170 

GI none 

Exons 5170.. 5382, 11392.. 11634 



Seq. ID . OJ990627_36. 9922.C4 
Strand 

End 26116 
Method TBLASTX : Wheat 
End 11634 
Score 179 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . o7 . tw 

Start 5442 

GI none 
Exons 



Seq. ID OJ990627_36. 9922 ,C4 
Strand 

End 26116 

Method TBLASTX : Wheat 

End 11982 

Score 88 



5442. .5729, 5578.-5727, 11692 .. 11982 , 11852. .11974 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . o2 . ts 

Start 5667 " 

GI none 
Exons 



Seq. ID OJ990627_36. 9922.C4 
Strand 

End 26116 

Method TBLASTX : Soybean 

End 12298 

Score * 127 



5667.. 5729, 11885 .. 12133, 11887 .. 12129, 12194 .. 12298 , 
12195. .12290 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . olO . tw 

Start 7307 

GI none 

Exons 7307.. 7621 



Seq. ID OJ990627_36.9922.C4 
Strand 

End 26116 

Method TBLASTX : Wheat 

End 7621 

Score 193 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



14279 
30450 
10462 

OJ990627_3 
10462 
5922631 
10462. .121 
19001. . 191 
24228. .244 
(AP000492) 
region of 
retrotrans 
gil 6016864 
C26347 (C12 
predicted 
Cinful-1. 



6.9922.C4.o6.np 



41, 12176.. 12984 
51, 19194.. 19586 
72, 24731.. 24855 
ESTs C26347 (C12 
the predicted ge 
poson Cinful-1. 
Idbj | BAA85207 . 1 | 
145) ,AU078074 (CI 
gene . ; Similar t 
(AF049110) [Oryz 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_36.9922.C4 

26116 
AAT/NAP 
24855 
6505 



, 13590. . 14097, 18456 .. 18874 , 
, 23545. .23730, 2377 6 .. 23969, 

145) ,AU078074 (C12145) correspond to a 
ne. ; similar to prpol; Zea mays 
(AF049110) [Oryza sativa] 

(AP000570) ESTs 
2145) correspond to a region of the 
o prpol; Zea mays retrotransposon 
a sativ 



Seq. No. 



14279 



Seq. ID OJ990627_36. 9922.C4 



14956 



Gene No. 30450 

Start 10462 

Name OJ990627__36 . 9922 . C4 . o5 . tw 

Start 11983 

GI none 

Exons 11983. .12129, 11984 12130, 
20596. .20733, 20597.. 20734 



Strand 
End 

Method 

End 

Score 



26116 

TBLASTX: Wheat 

20734 

116 



12186. .12416, 12194. .12415, 



Seq. No. 14279 
Gene No. 30450 
Start 10462 

Name OJ990627_36 . 9922 . C4 . o3 . tm 

Start 12413 
GI none 
Exons 12413. 

12602. 

20920. 



.12439, 12437. .12580, 
.12856, 12603. .12857, 
.21174, 20921. .21142 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12450 

20755 



OJ990627 36. 9922. C4 



26116 

TBLASTX: Maize 
21174 
83 

12581, 12599. . 12856, 
20898, 20767. .20886, 



□ 

:. = i 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . ol . ts 

Start 12524 

GI none 

Exons 12524. .12925, 12611 .. 12886, 
21083. .21226 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_36.9922.C4 
26116 

TBLASTX : Soybean 

21234 

80 



12765. .12908, 20842 .. 21234 , 



! E 5.- 

. S J 

': sf 

Hi 

! st 

a 



Seq. No. " 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . o2 . tw 

Start 12579 

GI none 

Exons 12579. .12959, 12584 .. 13003, 
20902. .21318, 20914. .21321 



Seq. ID OJ990627_36.9922.C4 
Strand 

End 26116 

Method TBLASTX : Wheat 

End 21321 

Score 266 
12602. .13003, 20897. .21277, 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 ,C4 . o2 . tm 

Start 13087 

GI none 

Exons 13087. .13443, 13097 .. 13402, 



Seq. ID OJ990627_36.9922.C4 
Strand 

End 26116 

Method TBLASTX: Maize 

End 21762 

Score 207 
21412. .21762, 21416. .21721 



Seq. No. 14279 

Gene No. 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . ol . tw 

Start 13117 

GI none 

Exons 13117. .13572, 13118 .. 13573, 



Seq. ID OJ990627_36.9922.C4 
Strand 

End 26116 

Method TBLASTX : Wheat 

End 21892 

Score 272 - 
21436. .21891, 21437. .21892 



Seq. No. 14279 

Gene No. . 30450 

Start 10462 

Name OJ990627_36 . 9922 . C4 . o3 . ts 

Start 13168 



Seq. ID OJ990627_36. 9922.C4 
Strand 

End 26116 

Method TBLASTX : Soybean 

End 21852 



14957 




C T 


none 






Score 


128 




Exons 


13168. . 


13302, 13309. 




21487. .21621, 21628.. 21852 




Seq. No. 


14279 






Seq. ID 


OJ990627_36. 9922 


C A 


Gene No. 


30450 






Strand 






Start 


10462 






End 


26116 




Name 


OJ990627 36. 9922. C4. 


o 6 . tw 


Method 


TBLASTX: Wheat 




o tart 


13573 






End 


25830 




C T 


none 






Score 


143 




Exons 


13573. . 


13746, 13793. 




13795. .14019, 18456. .18 608, 






22087. . 


22347, 22145. 




22390. .22566, 25756.. 25830 




Seq. No. 


14279 






Seq. ID 


OJ990627_36.9922 


.C4 


Gene No. 


30450 






Strand 






o t ar t 


10462 






End 


26116 




Name 


OJ990627 36. 9922. C4. 


rt Q 4- T.I 

oy . tw 


Method 


TBLASTX: Wheat 




o tar t 


16341 






End 


16835 






none 






Score 


81 




Exons 


16341. . 


16520, 16362. 




16544. .16825, 16545. .16835 




Seq. No. 


14279 






Seq. ID 


OJ990627_36.9922 


.C4 


Gene No. 


30450 






Strand 






otar t 


10462 






End 


26116 




Name 


OJ990627 36. 9922. C4. 


o4 . t S 


Method 


TBLASTX : Soybean 




otart 


16359 






End 


16733 






none 






Score 


97 




Exons 


16359. . 


16544, 16539. 


. 10 / jj 








oeq. no. 


14279 






Seq. ID 


OJ990627_36.9922 




Gene No. 


30450 






Strand 






otart 


10462 






End 


26116 




Name 


OJ990627 36. 9922. C4. 


oo . gs 


Method 


GENSCAN 




Start 


18215 






End 


26116 




GI 


none 






Score 


.58 




TP v rt r*» e? 


18215. . 


18320, 18400. 


1 G9 A 1 


19314 .. 19586, 19600 .. 20563, 






21030. . 


21154, 21307. 


. z i h y i , 


21621. .21744, 22018 .. 22580, 






22719. . 


22832, 22863. 


90 OQ £ 


23295. .23402, 23455 .. 23612, 






23763. . 


24330, 24393. 


0 /I c; 1 1 


24516. .24807, 24892 .. 24 942, 






26036. . 


26116 










Seq. No. 


14279 






Seq. ID 


OJ990627_36. 9922 


.C4 


Gene No. 


30450 






Strand 






o t ar t 


10462 






End 


26116 




Name 


OJ990627 36. 9922. C4. 


rtQ -t- i.t 

Oo . tW 


Method 


TBLASTX: Wheat 




o t ar t 


19188 






End 


23548 




C T 


none 






Score 


93 




Exons 


19188. . 


19583, 19321. 


1 Q C Q A 

. 1 y o 0 4 , 


23209. .23547, 23240. .23548 




Q rt rt NT rt 

oeq. no. 


14280 






Seq. ID 


OJ990627_36. 9922 


. to 


r~* rt y~> rt M rt 

ucllc 1NU . 


30451 






Strand 


+ 




OLQI L 


1 






End 


711 




Name 


OJ990627 36. 9922, C5. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


711 




GI 


2129618 






Score 


99 




Exons 


1. .80, 


498. .711 










GI Descrip. 


hypothetical protein 


1 - Arabidopsis thaliana retrotranspo: 




Athila 


gi | 806535 I emb 


|CAA57397| (X81801) 


Athila ORF 1 





14958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] 



Seq. ID OJ990627_36. 9922.C6 

Strand 

End 484 

Method AAT/NAP 

End 484 

Score 102 



14281 
30452 
1 

OJ990627_36.9922.C6.ol.np 
1 

3122386 
1..49, 253. .484 

WD-40 REPEAT PROTEIN MSI1 gi 12394227 (AF016845) WD-40 repeat 
protein [Lycopersicon esculentum] 



14282 
30453 
1 

OJ990627_36.9922.C8.ol.np 

1 

2498930 
1. . 108 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ990627_36.9922.C8 
Strand 

End 108 

Method AAT/NAP 

End 108 

Score 131 



14283 Seq. ID 

30454 Strand 

■25 End 

OJ990627_36 . 9922 . G10 . ol . tm Method 

25 End 

none Score 



OJ990627_36. 9922. C10 
425 

TBLASTX: Maize 

425 

255 



25. .255, 29. .271, 29.-295, 266. .325, 332. .418, 332. .421, 
333. .425 



Seq. No. 14283 Seq. ID 

Gene No. 30454 Strand 

Start 25 End 

Name OJ990627_36 . 9922 . C10 . ol . tw Method 

Start 70 End 

GI none Score 

Exons 70.. 195, 80.. 388, 110 .. 352,. .389 .. 418 



OJ990627_36. 9922. C10 
425 

TBLASTX: Wheat 

418 

262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14283 Seq. ID 

30455 Strand 

616 End 
OJ990627_36. 9922. C10. o2 . tm Method 

616 End 

none Score 

616. .696, 685. .996 



OJ990627_36. 9922. C10 
996 

TBLASTX: Maize 

996 

72 



Seq. No. 14284 Seq. I'D 

Gene No. 30456 Strand 

Start 271 End 

Name OJ990627_36 . 9922 . Cll . ol . gs Method 

Start 271 End 

GI none Score 

Exons 271.. 408, 413.. 1159 



OJ990627_36. 9922. Cll 
+ 

1259 
GEN SCAN 
1159 
.82 



Seq. No. 
Gene No. 



14284 
30456 



Seq. ID OJ990627_36. 9922. Cll 
Strand + 



14959 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



271 



OJ990627_36.9922.Cll.ol.np 
493 

3645899 
493. .1259 

(U68408) 5 1 end not determined experimentally [Zea mays] 



End 

Method 
End 
Score 



1259 
AAT/NAP 
1259 
375 



14285 
30457 ■ 
1630 

OJ990627_36.9922.C13.ol.gs 

1630 

none 



Seq. ID OJ990627_36.9922.C13 

Strand + 

End 3781 

Method GENSCAN 

End 3781 

Score .55 



1630. .1698, 2052. .2230, 2441. .2518, 2604. .2749, 2789. .2899, 
3732. .3781 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14285 
30458 
1239 

OJ990627_36.9922.C13.ol.np 
1239 
5902445 
1239.. 1261, 3767.. 4351 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990627_36.9922.C13 
Strand 

End 4351 

Method AAT/NAP 

End 4351 

Score 701 



14285 
30458 
1239 

OJ990627_36.9922.C13.ol.tw 

3779 

none 

3779.. 3946, 3783.. 3950, 3987, 



Seq. ID OJ990627_36. 9922.C13 
Strand 

End 4351 

Method TBLASTX : Wheat 

End 4091 

Score 128 
.4091, 3991. .4086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14286 Seq. ID OJ990627_36 . 9922 . C14 

30459 Strand + 

1 End 54 6 

OJ990627_36. 9922.C14 .o2.np Method AAT/NAP 

1 End 54 6 

4680183 ■ Scor<§ 116 

1..84, 419. .546 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



14286 Seq. ID 

30459 Strand 

1 End 
OJ990627_36.9922.C14 .ol.gs Method 

219 End 

none Score 
219.. 324 



OJ990627_36.9922.C14 
+ 

546 

GENSCAN 
324 
. 4 



Seq. No. 14286 Seq. ID 

Gene No. 30460 Strand 

Start 1805 End 

Name OJ990627_36 . 9922 . C14 . o3 . np Method 

Start 1805 End 

GI 6721559 Score 

Exons 1805.. 2232, 2263.. 2396 



OJ990627_36.9922.C14 
+ 

2396 
AAT/NAP 
2396 
517 



14960 



GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 

Seq. No. 14286 Seq. ID OJ990627_36 . 9922 . C14 

Gene No. 304 61 Strand 

Start 348 End 453 

Name OJ990627_36 . 9922 ,C14 . ol . np Method AAT/NAP 

Start 348 End 453 

GI 6721561 Score 75 

Exons 348.. 453 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


14286 








Seq. ID 


OJ990627_36.9922.C14 


Gene No. 


30462 








Strand 




Start 


1429 








End 


11656 


Name 


OJ990627 36 


. 9922 


.C14 . o2 


.gs 


Method 


GENSCAN 


Start 


1429 








End 


5427 


GI 


none 








Score 


.53 


Exons 


1429 . . 1547 , 


1593 


. . 1658, 


1821 . 


.1979, 2141. .2243, 2804. .3114, 




3469 . . 3592, 


3665 


. .3879, 


3931 . 


.4348, 5407. .5427 


Seq/ No. 


14286 








Seq. ID 


OJ990627_36.9922.C14 


Gene No. 


304 62 








Strand 




Start 


1429 








End 


11656 


Name 


OJ990627 36 


. 9922 


. C14 . ol . 


. tw 


Method 


TBLASTX: Wheat 


Start 


2726 








End 


3124 


GI 


none 








Score 


429 


Exons 


2726 . . 3124 












Seq. No. 


14286 








Seq. ID 


OJ990627_36.9922.C14 


Gene No. 


30462 








Strand 




Start 


1429 








End 


11656 


Name 


OJ990627 36 


.9922, 


.C14 .o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


2810 








End 


3070 


GI 


none 








Score 


144 


Exons 


2810. .3070, 


2832, 


. .3056 








Seq. No. 


14286 








Seq. ID 


OJ990627_36.9922.C14 


Gene No. 


30462 








Strand 




Start 


1429 








End 


11656 


Name 


OJ990627 36 


.9922, 


.C14.o4, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3126 








End 


3324 


GI 


none 








Score 


99 


Exons 


3126. .3311, 


3144 . 


. .3323, 


3145. 


.3324 




Seq. No. 


14286 








Seq. ID 


OJ990627_36.9922.C14 


Gene No. 


30462 








Strand 




Start 


1429 








End 


11656 


Name 


OJ990627 36 


.9922. 


,C14.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


3255 








End 


3611 


GI 


none 








Score 


152 


Exons 


3255. .3323, 


3326. 


, .3610, 


3342. 


.3611 





14961 




Seq. No. 


14286 




Seq. ID 


OJ990627_36.9922 


.C14 


Gene No. 


30462 




Strand 






Start 


1429 




End 


11656 




Name 


OJ990627_36. 9922 , 


.C14 .o2 . tw 


Method 


TBLASTX: Wheat 




Start 


3329 




End 


3740 




GI 


none 




Score 


117 




Exons 


3329 . . 3619, 3332 , 


. . 3739, 3336 


..3620, 3654. .3740 




Seq. No. 


14286 




Seq. ID 


OJ990627_36. 9922 


.C14 


bene no . 


30462 




Strand 






Start 


1429 




End 


11656 




Name 


OJ990627 36.9922, 


.C14 .o5.np 


Method 


AAT/NAP 




Start 


3750 




End 


11656 




GI 


5734709 




Score 


121 




Exons 


3750.. 3823, 9764. 


..10083, 10809. . 11000, 


11228. .11358, 






11499. .11656 










GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase 


domain 



[Arabidopsis thaliana] 





Seq. No. 


14286 








Seq. ID 


OJ990627 


_36. 


.9922 


.C14 




Gene No. 


30462 








Strand. 












Start 


1429 








End 


11656 








L-sf 


Name 


OJ990627 36. 


9922 


.C14.o4 


.np 


Method 


AAT/NAP 








. ** 


Start 


3752 








End 


7703 








if\ 


GI 


5902444 








Score 


788 








m 


Exons 


3752. .4340, 


7678 


. .7703 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








! i \ 


Seq. No. 


14286 








Seq. ID 


OJ990627 


_36. 


.9922 


.C14 


= ; 


bene wo . 


30462 








Strand 










i'ii 


Start 


1429 








End 


11656 










Name 


OJ990627 36. 


9922 


.C14.o3 


.tw 


Method 


TBLASTX: 


Wheat 






Start 


3977 








End 


4333 








a 


GI 


none 








Score 


120 








Hi 


Exons 


3977. .4333, 


3999, 


. .4241 














\i it 

. 

W 


Seq. No. 


14286 








Seq. ID 


OJ990627 


_36. 


, 9922 


.C14 


ri 


Gene No. 


30462 








Strand 












Start 


1429 








End 


11656 ■ 










Name 


OJ990627 36. 


9922, 


,C14.o3, 


.gs 


Method 


GENSCAN 










Start 


5940 








End 


6477 










GI 


none 








Score 


. 91 










Exons 


5940. . 6022, 


6408, 


. .6477 
















Seq. No. 


14286 








Seq. ID 


OJ990627 


_36. 


9922 


.C14 




Gene No. 


30462 








Strand 












Start 


1429 








End 


11656 










Name 


OJ990627 36-. 


9922. 


.C14 ,o4 . 


.gs 


Method 


GENSCAN 










Start 


7361 








End 


7933 










GI 


none 








Score 


. 95 










Exons 


7361. .7933 




















Seq. No. 


14286 








Seq. ID 


OJ990627 


_36. 


9922 


.C14 




Gene No. 


30462 








Strand 












Start 


1429 








End 


11656 










Name 


OJ990627 36. 


9922. 


.C14.o5. 


.gs 


Method 


GENSCAN 









14962 



Start 
GI 

Exons 



8609 End 11290 

none Score .57 

8609. .8616, 8849. .8973, 9177. .9279, 9974. .10128, 10254 .. 104 14 , 
10565. . 10674, 11118. . 11290 



Seq. No. 
Gene No. 
Start 
Name 
Start v. 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. ID OJ990627_36.9922.C14 
Strand 

11656 
AAT/GAP 
9793 
433 



14286 
30462 
1429 

OJ990627_36.9922.C14.o2.gp 
9486 

61605_3.R1084 
9486. .9793 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



End ' 
Method 
End 
Score 



14287 
30463 
1 

OJ990627_36.9922.C15.ol.np 
1 

2443320 
1. .783 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990627_36. 9922.C15 
Strand 

End 783 

Method AAT/NAP 

End 783 

Score 900 



14287 
30463 
1 

OJ990627_36 . 9922 . C15 . ol . gs 
58 

none 
58. .780 



Seq. ID OJ990627_36. 9922.C15 
Strand 

End 783 

Method GENSCAN 

End 780 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14287 
30463 
1 

OJ990627_36.9922.C15.ol.tw 

239 

none 

239. .451, 241. .585 



Seq. ID OJ990627_36.9922.C15 
Strand 

End 783 

Method TBLASTX : Wheat 

End 585 

Score 67 . 



Seq. ID OJ990627_36.9922.C16 
Strand 

3874 
AAT/NAP 
3874 
218 



14288 
30464 
468 

OJ990627_36.9922.C16.ol.np 
468 

4388825 
468. .508, 3399. .3874 

(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



Seq. No. 14288 

Gene No. 30464 

Start 468 

Name OJ990627_36 . 9922 . CI 6 . ol . tm 

Start 1924 

GI none 
Exons 



Seq. ID OJ990627_36. 9922.C16 
Strand 

End 3874 

Method TBLASTX : Maize 

End 2448 

Score 61 



1924. .2013, 1925. .2251, 1940. .2233, 2044. .2373, 2044. .2250, 



14963 




2246.. 2299, 2352.. 2432, 2352.. 2447, 2353.. 2448 





Seq. No. 


14289 


Sea ID 


OJ990627 36 9922 


.C17 




(tpnp No 


304 65 


St rsnd 








Start 


97 


End 


312 






Name 


OJ990627 36 9922 C17 ol as 


Method 


GENSOAN 






Start 


97 ~~ 


End 


312 






GI 


none 


Score 


. 59 






F! von s 


97 . . 312 










Seq. No. . 


14289 


Seq. ID 


OJ990627_36.9922 


.C17 




Gene No. 


30466 


Strand 








Start 


1 


End 


578 






Name 


OJ990627 36 9922 C17 ol nD 


Method 


AAT/NAP 






Start 


1 ~~ 


End 


578 






GI 


4417306 


Score 


224 






Exons 


1 . . 349, 475 . . 578 










GI Descrip. 


(AC006446) Dutative Athila 


retroelement 0RF1 protein 








[Arabidopsis thaliana] 










Sea No 


14289 


Seq. ID 


OJ990627__36.9922 


. C17 




f4e>Tie> No 


304 66 


Strand 








Start 


1 


End 


578 




o 


Name 


OJ990627 36 9922 C17 ol tw 


Method 


TBLASTX: Wheat 




'is? 


Start 


1 _ 


End 


336 




ul 


GI 


none 


Score 


89 




: : ! 1 

i U 


Ex on s 


1 216 232- 336 








r c i 


Seq. No. 


14290 


Seq. ID 


OJ990627_36.9922 


,C18 


; . • 

:.IJ 


Rpnp No 


30467 


Strand 


+ 




« ■ I 
is* 


Start 


1 


End 


1924 




t'j ! 


Name 


OJ990627 36. 9922.C18.ol.np 


Method 


AAT/NAP 




: c? 


Start 


1 


End 


1924 






GI 


6815052 


Score 


1283 






Exons 


1..116, 441. .607, 656. .1394 


, 1476.. 1545, 1805.. 1924 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14290 


Seq. ID 


OJ990627_36.9922 


. C18 


: 3 =r 


Gene No 


30467 


Strand 


+ 




: i 
•ssr 


Start 


1 


End 


1924 






Name 


OJ990627 36.9922.C18.ol.gs 


Method 


GENSCAN 






Start 


289 


End 


1611 






GI 


none 


Score 


.43 






Exons 

1«J *V \j i J. Q 


289. .1023, 1153. .1611 










Seq. No. 


14290 


Seq. ID 


OJ990627_36.9922 


.C18 




Hprip No 


30468 


Strand 








Start 


725 


End 


2672 






IN CLlllC - • 


OJ990627 36.9922.C18.o2.np 


Method 


AAT/NAP 






Start 


725 


End 


2404 






GI 


6539588 


Score 


262 






Exons 


725. .789, 2095. .2404 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


14290 


Seq. ID 


OJ990627_36.9922 


.C18 




Gene No. 


30468 


Strand 








Start 


725 


End 


2672 





14964 




Name 


Pj.TQQ0fi97 ^fi 


QQ99 


PI ft r»9 


. gs 


ncLflOu 




OLdlt 


X / DO 










9fi79 


TT 


none 








Score 


fil 
. Ox 


Exons 


1 / DO . • X .7 ft U / 


£. X / / 


9^77 


9fi1 ^ 


9 £79 




Seq. No. 


14290 








Seq. ID 


OJ990627_36.9922.C18 


Gene No. 


30469 








Strand 




o Lai L 


*a J X «J 








RnH 

Hi I Id 


S9i n 


Name 


O.TQQ0697 ^fi 


QQ99 
y y £. £. 


P1 ft CS^k 


. L W 




1 oxjrio 1 a . wnea u 


OLal L 


119 _ 








Pnrl 


4 09 














1 ftQ 
x 0 y 




119 409 












Seq. No. 


14290 








Seq. ID 


OJ990627_36.9922.C18 


Gene No. 


30469 








Strand 




jLai L 


*a -J X J 








End 


5210 


Name 


5?UU4 / -3D. 


QQ99 


PI ft r>1 




Method 


TBLASTX : Soybean 












End 


' 4971 


ox 


none 








Score 


60 


Exons 




4 ^7Q 

i o f y . 


A R4 Q 


A ^ft 9 
fi O O Z 


..4971, 4604. .4783, 4837. .4920 


Con Ma 


1 A 9Q0 








Seq. ID 


OJ990627_36.9922.C18 


uciic nu ■ 


30469 








Strand 




Start 


4315 








End 


5210 


Name 


OJ990627 36. 


9922, 


.C18.o3. 


.np 


Method 


AAT/NAP 


O UclX L 


4315 








End 


5210 


PT 


6630685 








Score 


920 


Exons 


4315. .5210 












ox UcbLIip. 


- (AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


14290 








Seq. ID 


OJ990627_36. 9922.C18 


Gene No. 


30469 








Strand 






4315 








End 


5210 


IN all It; 


OJ990627 36. 


9922. 


.CI8.0I. 


.tc 


Method 


TBLASTX: Cress 


91-3 rt- 
O L a. X U 


4333 








End 


4698 


vj X 


none 








Score 


83 




4333. .4545, 


4567, 


. .4698 






Seq. No. 


14290 








Seq. ID 


OJ990627_36. 9922.C18 


Gene No. 


30469 








Strand 




O L. a. X L. 


4315 








End 


5210 


in diutr 


OJ990627 36. 


9922.C18.ol, 


,tm 


Method 


TBLASTX: Maize 


O Lai U 


4333 








End 


4989 


O X 


none 








Score 


120 


IT -v r~i c 


4333. .4989, 


4348. 


. .4572, 


4352 


. .4981 




Sea No 


14290 








Seq. ID 


OJ990627_36.9922.C18 


Gene No. 


30469 








Strand 




Start 


4315 








End 


5210 


Name 


OJ990627 36. 


9922. 


,C18.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


4378 








End 


4698 


GI 


none 








Score 


81 


Exons 


4378. .4569, 


4378. 


.4554, 


4573 


. .4698 





Seq. No. 14290 Seq. ID OJ990627_36 . 9922 . C18 

Gene No. 30469 Strand 



14965 




OLdrL 


fi JlJ 










R9 1 0 






Name 




QQ99 


PI R r\ 1 

tio .01 


+■ WI 
. LW 


rJcLIlOa 


TRT aQTY • 
1 ljLjJAo 1 A . 


wnea l 






/I TOC 
fi / JJ 










CI AQ 






p t 


none 








Score 


f D 






Exons 


Aloe /I QQO 


cr\1 1 
OU1 / . 


R1 HQ 












oeq. in o . 


1 4 9 Q 1 
1 fi Z ^ J. 








Qon x n 


Pi TQ QO £97 




PI Q 


Gene No. 


30470 








Strand 








Start 


1579 








End 


4793 


- 




Name 


Pj.TQQnfi97 


.9922. 


C19.01 


.np 


Method 


AQT /MA D 








1 j / y 








End 


1 / Z7 J 






P X 


Of* JO fi J D 








Score 








Lxons 


ID/:?. . IDD^f 


3425. 


.3563, 


4669. 


.4793 








p x o /— • >- 1 
ui ueocnp . 




hypothetical 


protein [Oryza 


bdllvd J 






Seq. No. 


14291 








Seq. ID 


OJ990627 


_36.9922 


.C19 


Gene No. 


30471 








Strand 








Cf 3 *- 1~ 

OLdl L 


1U1 / 








End 


O DO O 






Name 


Pi TQQn C97 


.9922. 


C19.ol 


. tw 


Method 


TX4T a QTY • 
1 DLiriO 1 A . 


wnea u 




OLall. 


"3 7 








End 


jOj 






bl 


none 








Score 


1 £9 










. .352, 


61. .354 










oeq . no . 


1 4 z y 1 








Seq. ID 


OJ990627 


_36. 9922 


.C19 


Gene No. 


30471 








Strand 








Start 


1017 








End 


5685 






Name 


Pi XQQOfi97 ^fi 


.9922. 


C19.ol 


.gs 


Method 


GENSCAN 






C -|- -J y~*- 


1 m 7 

1U1 / 








End ■ 


5685 






PX 


none 








Score 


.7 






Exons 


1U1 / . . ±KjD f f 


1684. 


.1968, 


2001. 


.2035, 2050. .2243, 


2411. .2690, 




JUDO . . jU?o , 


3448. 


.3562, 


4731. 


.4841, 5160. .5585, 


5662. .5685 


oeq . ino . 


14292 








Seq. ID 


OJ990627 


_36.9922 


.C21 


Gene No. 


30472 








Strand 


+ 






Start 


1 








End 


3402 






Name 


OJ990627 36 


.9922. 


C21.ol 


np 


Method 


AAT/NAP 








1 








End 


3402 






P T 


6691191 








Score 


78 






Exons 


1..159, 3383. .3402 












a. x o v* n y\ 

V3X L/cbLIip. 


(AC007534) 


F7F22. 


15 [Arabidopsis thaliana] 






Seq. No. 


14292 








Seq. ID 


OJ990627 


__36. 9922 


.C21 


Gene No. 


30472 








Strand 


+ 








1 








End 


3402 






Name 


OJ990627 36 


. 9922. 


C21.ol 


gs 


Method 


GENSCAN 








1998 








End 


2524 






px 


none 








Score 


. 98 






T7 1 XT r\ Y\ c 


1998. .2127, 


2418. 


.2524 














14292 








Seq. ID 


OJ990627 


_36. 9922 


C21 


Gene No. 


30473 








Strand 


+ 






Start 


3979 








End 


4756 






Name 


OJ990627 36 


. 9922. 


C21.o2 


gs 


Method 


GENSCAN 






Start 


3979 








End 


4756 






GI 


none 








Score 


.81 






Exons 


3979. .4029, 


4122. 


.4211, 


4390. 


.4492, 4581. .4756 







14966 



Seq. No. 14293 Seq. ID 

Gene No. 30474 Strand 

Start 6637 End 

Name OJ990627_36. 9922 .C22 .o2 .gp Method 

Start 6637 End 

GI 4879016 Score 

Exons 6637.. 7205 

GI Descrip. 6041757/gb | AC0il806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ990627_36.9922.C22 
+ 

7205 
AAT/GAP 
7205 
856 



Seq. No. 14293 Seq. ID OJ990627_36 . 9922 . C22 

Gene No. 30475 Strand 

Start 983 End 7123 

Name OJ990627_36 . 9922 . C22 . ol . gp Method AAT/GAP 

Start 822 End 1079 

GI 61605_3.R1084 Score 414 

Exons 822.. 1079 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



'is'! 

if\ 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14293 
30475 
983 

OJ990627_36.9922.C22.ol.gs 

983 

none 



Seq. ID OJ990627_36. 9922.C22 
Strand 

End 7123 

Method GEN SCAN 

End 6324 

Score . 6 



983. .1119, 1588. .1704, 2563.-2663, 2698.-2927, 3710. .3993, 
4165. .4266, 4315. .4411, 4645. .4799, 5247. .5530, 6122. .6324 



14293 Seq. ID 

30475 Strand 

983 End 

OJ990627_36 . 9922 . C22 . ol . np Method 

1448 End 

6063554 Score 



OJ990627_36. 9922.C22 

7123 
AAT/NAP 
7123 
300 



1448. .1622, 2258. .2285, 2573. .2822, 7044. .7123 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


14294 




Seq. ID 


OJ990627 


Gene No. 


30476 




Strand 


+ 


Start 


1 




End 


1186 


Name 


OJ990627 36.9922.C23.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1186 


GI 


6498436 




Score 


130 


Exons 


1. .246, 313. .437, 1118. . 


.1186 






GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


14294 




Seq. ID 


OJ990627 


Gene No. 


30476 




Strand 


+ 


Start 


1 




End 


1186 


Name 


OJ990627 36. 9922.C23.ol, 


.gs 


Method 


GEN SCAN 


Start 


295 




End 


437 


GI 


none 




Score 


.51 


Exons 


295. .437 









14967 



Seq. No. 14295 Seq. ID 

Gene No. 30477 Strand 

Start 866 End 

Name OJ990627_36 . 9922 . C24 . ol . gs Method 

Start 866 End 

GI none * Score 

Exons 866.. 997 



OJ990627_36.9922.C24 
997 

GENSCAN 

997 

.98 



Seq. No. 14296 

Gene No. 30478 

Start 1 

Name OJ990627_36 . 9922 . C25 . ol . np 

Start 1 

GI 2443320 

Exons 1..1383 

GI Descrip. (D85597) polyprotein [Oryza 

Seq. No. 14296 

Gene No. 30478 

Start 1 

Name OJ990627_36 . 9922 . C25 . ol . tw 

Start 2 

GI none 

Exons 2.. 283, 3.. 440, 3.. 482, 109. 
474. .755, 482. .784 



Seq. ID OJ990627_36.9922.C25 

Strand + 

End 1383 

Method AAT/NAP 

End ' 1383 

Score 2040 

australiensis] 

Seq. ID OJ990627_36.9922.C25 

Strand + 

End 1383 

Method TBLASTX : Wheat 

End 785 

Score 457 
.483, 322. .483, 460, .603, 468. .785, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14296 Seq. ID 

30478 Strand 

1 End 
OJ990627_36 . 9922 . C25 . ol . ts Method 

8 End 

5509260 Score 

8. .112, 9. .284, 146. .283 



14296 Seq. ID 

30478 Strand 
1 End 
OJ990627_36. 9922.C25.ol.tm Method 
9 End 
none Score 

9. .284, 17. .283, 271. .423 



OJ990627_36.9922.C25 
+ 

1383 

TBLASTX: Soybean 

284 

244 



OJ990627_36.9922.C25 
+ 

1383 

TBLASTX: Maize 

423 

266 



Seq. No. 14296 Seq. ID 

Gene No. 30478 Strand 

Start 1 End 

Name OJ990627_36 . 9922 . C25 . o2 . tm Method 

Start 573 End 

GI none Score 

Exons 573.. 878, 666.. 899 



OJ990627_36.9922.C25 
+ 

1383 

TBLASTX: Maize 

899 

240 



Seq. No. 14296 Seq. ID 

Gene No. 30478 Strand 

Start 1 End 

Name OJ990627_36 . 9922 . C25 . o2 . ts Method 

Start 756 End 



OJ990627_36. 9922.C25 
+ 

1383 

TBLASTX : Soybean 
1118 



14968 



GI 

Exons 



none 

756. .1118 



Score 



219 



Seq. No. 14296 

Gene No. 30478 

Start 1 

Name OJ990627_36 . 9922 . C25 . o2 . tw 

Start 860 

GI none 
Exons 



Seq. ID OJ990627_36.9922.C25 

Strand + 

End 1383 

Method TBLASTX : Wheat 

End 134 4 

Score 103 



860. .1123, 861. .1220, 863. .1201, 1200. .1316, 1203. .1343, 
1207. .1344 



Seq. No. 14296 

Gene No. 30478 

Start 1 

Name OJ990627_36 . 9922 . C25 . o3 . tm 

Start 941 

GI none 
Exons 



Seq. ID OJ990627_36.9922.C25 

Strand + 

End 1383 

Method TBLASTX: Maize 

End 1373 

Score 148 

941. .1099, 942. .1118, 1153. .1188, 1207. .1368, 1215. .1373 



i Li 



1\ 



o 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14297 
30479 
1 

OJ990627_36.9922.C2 6.ol.np 
1 

6705984 
1. .1206 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method AAT/NAP 

End 1206 

Score 1700 



14297 
30479 
1 

OJ990627_36.9922.C26.o3. tw 
4 

none 

4. .294, 4. .294 

14297 
30479 
1 

OJ990627_36 . 9922 . C2 6 . o2 . tm 

118 

none 

118. .393 



Seq. ID OJ990627_36. 9922.C26 
Strand 

End 1206 

Method TBLASTX : Wheat 

End 294 

Score 203 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Mai ze 

End 393 

Score 181 



Seq. No. 14297 

Gene No. 30479 

Start 1 

Name OJ990627_36 . 9922 . C26 . ol . gs 

Start 160 

GI none 

Exons 160.. 392, 686.. 1093 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method GENSCAN 

End 1093 

Score . 68 



Seq. No. 14297 

Gene No. 30479 

Start 1 

Name OJ990627 36 . 9922 . C26 . o2 . tw 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Wheat 



14969 



Start 
GI 

Exons 



325 
none 

325.. 684, 332.. 679 



End 
Score 



684 
220 



Seq. No. 14297 

Gene No. 30479 

Start 1 

Name OJ990627_36 . 9922 . C26 . o2 . ts 

Start 361 

GI none 

Exons 361.. 543, 556.. 630, 649.. 714 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Soybean 

End 714 

Score 67 



□ 



m 



5 i 

>. s f 

a 



Seq. No. 14297 

Gene No. 30479 

Start 1 

Name OJ990627_36 . 9922 . C26 . ol . tm 

Start 429 

GI none 

Exons 429. .767, 433. .777, 433. .777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Mai ze 

End 777 

Score 292 



14297 
30479 
1 

OJ990627_36 . 9922 . C2 6 . ol . tc 
496 
none 

496. .855, 497. .745, 499. .789 

14297 
30479 
1 

OJ990627_36.9922.C2 6.ol.tw 
811 
none 

811. .1206, 812. .1108, 973. .1185, 1151. .1204 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Cress 

End 855 

Score 213 



Seq. ID OJ990627_36.9922.C26 
Strand 

End 1206 

Method TBLASTX : Wheat 

End 1206 

Score 253 



14297 
30479 
1 

OJ990627_36.9922.C2 6.ol.ts 

964 

none 



Seq. ID OJ990627_36.9922.C26 

Strand . - 

End 1206 

Method TBLASTX : Soybean 

End 1206 

Score 47 



964. .1041, 974. .1042, 1036. .1206, 1040. .1189 



Seq. No. 14298 

Gene No. 30480 

Start 8192 

Name OJ990627_36 . 9922 . C27 . o2 . gs 

Start 8192 

GI none 
Exons 



Seq. ID OJ990627_36.9922.C27 

Strand + 

End 11061 

Method GENSCAN 

End 108-42 

Score . 66 



8192. .8361, 8421. .8542, 8860. .9026, 9426. .10428, 10500 .. 10612 , 
10743. . 10842 



Seq. No. 14298 

Gene No. 30480 

Start 8192 

Name OJ990627_36 . 9922 . C27 . o4 . np 



Seq. ID OJ990627_36. 9922 .C27 

Strand + 

End 11061 

Method AAT/NAP 



14970 



Start 
GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8329 End 
6002794 Score 
8329. .9110 

(AF149813) unknown [Oryza sativa] 



9110 
1202 



14298 
30480 
8192 

OJ990627_36.9922.C27.o5.np 
9594 
4680179 
9594.. 10653, 10756.. 11061 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990627_36.9922.C27 

Strand + 

End 11061 

Method AAT/NAP 

End 11061 

Score 566 



14298 
30481 
1 

OJ990627_36.9922.C27.ol.np 
1 

6705984 
1..2257, 3599. .3619 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990627_36.9922.C27 
Strand 

End 6138 

Method AAT/NAP 

End 3619 

Score 1869 



14298 
304 81 
1 

OJ990627_36.9922.C27.ol.gs 
79 

none 



Seq. ID OJ990627_36.9922.C27 
Strand 

End . 6138 

Method " GENSCAN 

End 5955 

Score . 4 



79. .219, 355. .530, 1116. .1181, 1224. .1419, 1501. .1712, 
2033. .2566, 2718. .2782, 5403. .5955 



14298 
30481 
1 

OJ990627_36. 9922.C27.o2.np 

4438 

6907086 



Seq. ID OJ990627_36.9922.C27 
Strand 

End 6138 

Method AAT/NAP 

End 6138 

Score 1113 



4438. .4872, 5123. .5291, 5352. .6138 

(AP001129) hypothetical protein [Oryza sativa] 



14298 
30482 
6846 

OJ990627_36 . 9922 . C27 . o2 . tw 
3 

none 

3. .461, 10. .312 

14298 
30482 
6846 

OJ990627_36.9922.C27.ol.tm 
6 

none 

6. .392, 7. .258, 18. .344 



Seq. ID OJ990627_36.9922.C27 
Strand 

End 7794 

Method TBLASTX : Wheat 

End 4 61 

Score 151 



Seq. ID OJ990627_36.9922.C27 
Strand 

End 7794 

Method TBLASTX : Mai ze 

End 392 

Score 130 



14971 






Seq. No. 


14298 




Seq. ID 


OJ990627_36.9922 


.C27 




Gene No. 


30482 




Strand 








btart 


CO A C 

DO 4 O 




Lna 


in a a 

1 /y4 






Name 


/~\ to o n *r o t o c onoo oot ^a 

ojyyubz / jo . y yzz . / . o4 . 


. tm 


Method 


TBLASTX : Mai ze 






Start 


y| 1 T 

41/ 




End 


617 






GI 


none 




Score 


lbz 






Exons 


41/..ObU, 4^4 . . DO/, 4y4. 


, .oil, 


C "7 O C 1 "7 

O / 3 . . bl / 








Seq. No. 


14298 




Seq. ID 


OJ990627_36.9922 


.C27 




Gene No. 


30482 




Strand 








otart 


CO A C 
bO 4 D 




End 


7794 






Name 


nTOoncn o c nooo poi _ i 


tw 


Method 


TBLASTX: Wheat 






Start 


/ / 1 




End 


1262 






GI 


none 




Score 


149 






Exons 


■7 "7 1 mT oit mo oc/i 

//1..9//, oil . . y /o, oo4 . 


.313 , 


981. .1262, 1015. .1242 






Seq. No. 


14298 




Seq. ID 


OJ990627_36.9922, 


.C27 




Gene No. 


30482 




Strand 








ot art 


c Q A c 
bo 4 b 




End 


7794 






Name 


(jjyyubz/ Jo . yy^^ . g^ / • o*z . 


tm 


Method 


TBLASTX: Maize 






Start 


IOC 

/ o b 




End 


1022 






GI 


none 




Score 


119 




i"! 


Exons 


IOC 1 H O O T Ci O 1 H "1 C 

/ob..iuzz / /yy..iuib 












Seq. No. 


14298 




Seq. ID . 


OJ990627_36.9922, 


.C27 


iin 


Gene No. 


30482 




Strand 








o tar t: 


CO A C 

bo 4 b 




End 


7794 




r'L! 


Name 


ojyyubz / jo . y y^z . / . oi . 


ts 


Method 


TBLASTX : Soybean 




sf 


Start 


o n o 




End 


1211 






GI 


none 




Score 


69 




. ?l 
':s: 


Exons 


ouz..yju, oU4..you, y^4. 


1 O 1 T 

. 1Z LI, 


946. .1167 




111 


Seq. No. 


14298 




Seq. ID 


OJ990627_36. 9922. 


.C27 




Gene No. 


30482 




Strand 








ot art 


C Q A C 

bo 41 b 




End 


7794 




~i 


Name 


UjyyUb^:/ Jb . y yzz: . Gz / . oo . 


tw 


Method 


TBLASTX: Wheat 




isct 


Start 


t con 

-• ib^-y 




End 


2084 




i °i ' 


GI 


none . 




Score 


111 




'i cf 
.: s: 
f J 


Exons 


i con 1 niA 1 /TOO 1 C\~~l f~ 

lb^y.-.iy/u, iozy.,1976, 


T f I O 

1673 . . 


2032', 1998.. 2084, 2001.. 2063 


; t 
•s er 


beq. no. 


14 £ yy 




Seq. ID 


OJ990627_36.9922. 


.C27 




Gene No. 


30482 




Strand 








Start 


6846 




End 


7794 






Name 


OJ990627 36.9922.C27.o3. 


np 


Method 


AAT/NAP 






Start 


6846 




End 


7794 






GI 


4680186 




Score 


164 






Exons 


6846.-7264, 7736. .7794 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 






Seq. No. 


14298 




Seq. ID 


OJ990627_36.9922. 


,C27 




Gene No. 


30483 




Strand 








Start 


9816 




End 


10520 






Name 


OJ990627 36.9922.C27.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


9816 




End 


10193 






GI 


none 




Score 


265 






Exons 


9816. .10193 











14972 



Seq. No. 14298 Seq. ID 

Gene No. 30483 Strand 

Start 9816 End 

Name OJ990627_36 . 9922 . C27 . o3 . tm Method 

Start 10074 End 

GI none Score 

Exons 10074. .10406, 10473.. 10520 



OJ990627_36.9922.C27 
10520 

TBLASTX: Maize 

10520 

231 



Seq. No. 


14299 


Seq. ID 


OJ990627_36.9922.C2' 


Gene No. 


30484 


Strand 


+ 


Start 


DZ 




J ft D 


Name 




Mecnoa 




Start 


DZ 


bna 


*5 A C 


GI 


none 


Score 




Exons 


dZ . . J 4 b 






Seq. No. 


1 yi inn 


beq. id 


ujyyuoz / jo.yyzz.Lj, 


Gene No. 


30485 


Strand 


T 


Start 


20 


End 


199 


Name 


OJ990627 36.9922.C31.ol.gs 


Method 


GENSCAN 


Start 


20 


End 


199 


GI 


none 


Score 


.78 


Exons 


20. .199 






Seq. No. 


14301 


Seq. ID 


. OJ990627_35.-9919.C1 


Gene No . 


30486 


Strand 




Start 


1 


End 


642 


Name 


OJ990627 35.9919.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


642 


GI 


2498930 


Score 


723 


Exons 


1..406, 574. .642 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT I ON 


PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


14302 


Seq. ID 


OJ990627_35.9919.C3 


Gene No. 


30487 


Strand 


+ 


Start 


742 


End 


889 


Name' 


OJ990627 35.9919.C3.ol.gp 


Method 


AAT/GAP 


Start 


742 


End 


889 


GI 


LIB3475-011-P1-K1-F12 


Score 


177 


Exons 


742. .889 







GI Descrip. '3941543 1.0e-25 (AF069497) pelota [Arabidopsis thaliana] 

>gi_4 4 69016_emb_CAB38277_ (AL035602) pelota (PEL1) [Arabidopsis 
thaliana] 1 



Seq. No. 


14302 










Seq. ID 


OJ990627 


Gene No. 


30488 










Strand 


+ 


Start 


5989 










End 


6399 


Name 


OJ990627-, 35. 


9919, 


.C3 


.o2. 


gs 


Method 


GENSCAN 


Start 


5989 










End 


6399 


GI 


none 










Score 


.88 


Exons 


5989. .6399 














Seq. No. 


14302 










Seq. ID 


OJ990627 


Gene No. 


30489 










Strand 


+ 


Start 


17637 










End 


31079 


Name 


OJ990627 35. 


9919. 


,C3 


.06. 


gs 


Method 


GENSCAN 



14973 



Start 
GI 

Exons 



17637 End 21262 

none Score .84 

17637. .17698, 1874 6 .. 18873, 1924 9 . . 1 9347 , 19438 19593, 

19947. .20033, 20113 20204 , 20943 .. 21017 , 21113.. 21262 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



14302 Seq. ID 

30489 Strand 

17637- End 

OJ990627_35 . 9919 . C3 . o5 . np Method 

18589 End 

3281853 Score 



OJ990627_35.9919.C3 
+ 

31079 
AAT/NAP 
31079 
869 



18589. . 18873, 19249. 
20113. .20207, 20799. 



19347, 19438. .19593, 19947 .. 20033, 
21017, 21113. .21248, 31003.. 31079 



GI Descrip. (AL031004) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Q GI Descrip. 



m 

□ 

Ui 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Sj GI Descrip. 



14302 
30489 
17637 

OJ990627_35.9919.C3.o3.gp 
18817 

19694 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627_35.9919.C3 
+ 



31079 
AAT/GAP 
21567 
1914 

18817. .18873, 1924 9 19347 , 19438 .. 1 9593, 19947 .. 20033, 
20113. .20204, 20943. .21017, 21113.. 21567 

1 3281853/emb | CAA197 48 | 2.0e-98 (AL031004) putative protein 
[Arabidopsis thaliana] 1 



14302 Seq. ID 

30490 Strand 

90 End 

OJ990 627_35 . 991 9 . C3 . ol . np Method 

90 End 

3941543 Score 



OJ990627_35.9919.C3 

6066 
AAT/NAP 
6066 
662 



90. .448, 755. . 887, 1169. .1237, 1320. .1352, 1431. .1506, 
1706. .1781, 2731. .2776, 4356. .4487, 5046. .5121, 5769. .5851, 
6016. .6066 

(AF069497) pelota [Arabidopsis thaliana] 

gi|4469016|emb|CAB38277| (AL035602) pelota (PEL1) [Arabidopsis 
thaliana] 



Seq. No. 14302 Seq. ID 

Gene No. 30490 Strand 

Start 90 End 

Name OJ990627_35 . 9919 . C3 . ol . gs Method 

Start 781 End 

GI none Score 

Exons 781.. 887, 1169.. 1237, 1320.. 1352, 1431, 
3680. .3794, 4356. .4487, 5046. .5105 



OJ990627_35.9919.C3 

6066 
GENSCAN 
5105 
.67 

.1506, 1706. . 1781, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14302 
30491 
6678 

OJ990627_35. 9919 . C3 . o2 . np 

6678 

3293031 

6678. .6711, 7221. .7499, 7527. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C3 

9368 
AAT/NAP 
9368 
1043 



.7636, 7728. .7955, 8061. .8194, 



8304. .8521, 8619. .8712, 8874. .9107, 9247. .9368 



GI Descrip. (AJ007574) amino acid carrier [Ricinus communis] 



14974 



Seq. No. 


14302 


Seq. ID 


OJ99Q627 


35. 9919. C3 


Gene No. 


30491 


Strand 






Start 


DO / O 


End 


9368 




Name 


ojyyubz / jo. yyiy.co.oo.gs 


Method 


GENSCAN 




Start 


720c 


End 


9319 




GI 


none 


Score 


.64 




Exons 


"7*">no t/toc noo n n c c* * "o n c\ 
/zUo. . /bob, / / Zo . . /yoo, oUbl 


..8194, 8304. .8521, 


o biy . . o / LZ , 




bo/4. .yiu/, yz4/..yjiy 








beq. NO. 


J. 4 OUZ 


Seq. ID 


OJ990627 


QQ1 Q f-O 


Gene No. 


30491 


Strand 






Start 


6678 


End 


9368 




Name 


ojyyob^/ Jo . yyiy . cj . oz . gp 


Method 


AAT/GAP 




Start 


o c o o 

oooy 


End 


9358 




GI 


LIB34 7 o-0Qo-Pl-Kl-A4 


Score 


823 




Exons 


o5oy..o/lz, oo /4 . . 31U / , y^4 / 


. .9358 






GI Descrip. 


o^youol/emD 1 CAAU / o b o | o . Ue- 


36 (AJ007574) amino 


acid carrier 




[Ricinus communis] f 








Seq. No. 


14302 


Seq. ID 


OJ990627 


_35.9919.C3 


Gene No. 


30492 


Strand 






Start 


11862 


End 


17598 




Name 


OJ990627 35.9919.C3.o3.np 


Method 


AAT/NAP 




Start 


10992 


End 


14227 




GI " 


4680500 


Score 


194 




Exons 


10992. .11041, 1184 8. .12339, 


14183. .14227 




GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14302 


Seq. ID 


OJ990627_ 


_35. 9919.C3 


Gene No. 


30492 


Strand 






Start 


11862 


End 


17598 




Name 


OJ990627 35.9919.C3.o4.gs 


Method 


GENSCAN 




Start 


11862 


End 


12923 




GI 


none 


Score 


.44 




Exons 


11862. .12923 








Seq. No. 


14302 


Seq. ID 


OJ990627_ 


_35. 9919.C3 


Gene No. 


30492 


Strand 






Start 


11862 


End 


17598 




Name 


OJ990627 35.9919.C3.o4.np 


Method 


AAT/NAP 




Start 


13701 


End 


17598 




GI 


6721516 


Score 


624 




Exons 


13701. .13874, 14932. . 15254, 


15665. .15902, 17518 


i "7 c n o 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14302 


Seq. ID 


OJ990627_ 


QQ1 Q f-»0 

jj . y y i y . lj 


Gene No . 


30493 


Strand 






Start 


22243 


End 


26149 




Name 


OJ990627 35.9919.C3.o4.gp 


Method 


AAT/GAP 




Start 


21976 


End 


22925 




GI 


uC-osrocyp003c06al 


Score 


925 




Exons 


21976. .22313, 22576 22639, 


22754. .22816, 22894 


. .22925 


GI Descrip. 


1 6069643/dbj I AP000616 . 1 | AP000616 1 . Oe- 


152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 







Seq. No. 



14302 



Seq. ID OJ990627 35. 9919. C3 



14975 



Gene No. 304 93 

Start 22243 

Name OJ990627_35 . 9919 . C3 . o7 . gs 

Start 22243 
GI none 
Exons 22243. 

24091. 

24994 . 



Strand 
End 

Method 
End 
Score 



,22313, 22576. .22639, 22754. 
,24159, 24257. .24379, 24460. 
,25093, 25301. .25400, 25911. 



26149 
GENSCAN 
25941 
.82 

22816, 22894. 
24679, 24779. 
25941 



.23136, 
.24888, 



Seq. No. 14302 

Gene No. 304 93 

Start 22243 

Name OJ990627_35 . 9919 . C3 . o5 . gp 

Start 24798 

GI 43933_1.R1084 

Exons 24798. .24888, 24 994 .. 25193, 

GI Descrip. '3128186 6.0e-17 (AC004521) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35. 9919.C3 

26149 
AAT/GAP 
26149 
988 



25911. .26149 

hypothetical protein [Arafoidopsis 



Seq. No. 14302 Seq. ID 

Gene No. 30494 Strand 

Start 28948 End 

Name OJ990627_35 . 9919 . C3 . 06 . gp Method 

Start 28948 End 

GI none Score 

Exons 28948. .29507 



OJ990627_35. 9919.C3 

29507 
AAT/GAP 
29507 
1092 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14302 
30495 
29605 

OJ990627_35. 9919.C3.o6. tm 
756 



none 

756. , 

1169, 

1435, 

2723. 

5040, 

6017. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

890, 777. .890, 779. .895, 1154 



OJ990627_35.9919.C3 
29956 

TBLASTX: Maize 
6070 
126 

1240, 1167. .1244, 



.1243, 1307, 

.1509, 1438, 

.2779, 4354, 

.5123, 5763. 
.6070 



,1366, 1318. 

,1512, 1706. 

4488, 4356, 

,5852, 5768, 



.1353, 1422. 

.1786, 1706, 

.4487, 4403, 

.5854, 5768. 



,1508, 1431. 

,1774, 1708. 

,4489, 5034. 

,5854, 6013. 



,1508, 
,1782, 
,5123, 
,6069, 



Seq. No. 14302 
Gene No. 30495 
Start 29605 

Name OJ990627_35 . 9919 . C3 . ol . tm 

Start 7206 
GI none 
Exons 7206.. 7499, 

7707. .7784, 

8059. .8181, 



7208. .7492, 7527, 
7723. .7902, 7725, 
8061.. 8192, 8300, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 35. 9919. C3 



29956 

TBLASTX: Maize 
8389 
254 

7631, 7562. .7642, 7562. .7642, 
7958, 7900. .7959, 8059. .8190, 
8389, 8305. .8388 



Seq. No. 14302 

Gene No. 30495 

Start 29605 

Name OJ990627_35 . 9919 . C3 . ol . ts 

Start 7208 

GI none 

Exons 7208. .7498, 7215. .7475, 7541, 



OJ990627_35.9919.C3 
29956 

TBLASTX: Soybean 

9274 

179 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7642, 7725. .7958, 7735.-7899, 



14976 




8061. .8210, 8065. .8190, 8305. .8460, 8306. .8464, 8440. .8520, 
8471. .8521, 8872. .9111, 8873. .9109, 9230. .9274 



Seq. No. 


14302 






Seq. ID 


OJ990627 


_35.9919 


.C3 


Gene No. 


. 30495 






Strand 








Start 


29605 






End 


29956 






Name 


OJ990627 35. 9919. C3. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


• ■ 7224 






End 


9277 






GI 


none 






Score 


125 






Exons 


7224 . . 


.7469, 7226.. 74 


98, 7615 


► ..7641, 7725.. 7958, 


7726. .7908, 




8061. . 


.8150, 8302. .84 


48, 830j 


(..8407, 8872. .9120, 


8873. .9109, 




9242. . 


. 9277 












Seq. No. 


14302 






Seq. ID 


OJ990627 


35 . 9919 


. C3 


Gene No. 


30495 






Strand 








Start 


29605 






End 


29956 






Name 


OJ990627 35. 9919. C3. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


8395 






End 


9099 






GI 


none 






Score 


128 






Exons 


8395. , 


.8448, 8440. .8502, 8872 


I..9099, 8972. .9097 






Seq. No. 


14302 






Seq. ID 


OJ990627 


_35 . 9919 


. C3 


Gene No. 


30495 






Strand 








Start 


29605 






End 


29956 






Name 


OJ990627 35. 9919. C3. 


o3.tc . 


Method 


TBLASTX: 


Cress 




Start 


18743 






End 


18875 






GI 


none 






Score 


194 






Exons 


18743. 


,.18874, 18744. 


. 18875 










Seq. No. 


14302 






Seq. ID 


OJ990627 


■o c rt rt *i rt 


. C3 


Gene No. 


30495 






Strand 








Start 


29605 






End 


29956 






Name 


OJ990627 35. 9919. C3. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


18743 






End 


21310 






GI 


none 






Score 


207 






Exons 


18743. 


..18874, 18744. 


. 18875, 


18744. .18875, 18781 


. . 18882 , 






19241. 


.19345, 19242. 


.19346, 


19242. .19346, 19431 


. .19592, 






19431. 


.19601, 19447. 


.19599, 


19945. .20034, 19946 


. .20035, 






20111. 


.20206, 20112. 


.20204, 


20942. .21019, 20943 


. . 21017 , 






20943. 


.21020, 20944. 


.21021, 


21110. .21310, 21110 


. .21262, 






21111. 


.21269 












Seq. No. 


14302 






Seq. ID 


OJ990627 


_35.9919 


.C3 


Gene No. 


30495 






Strand 








Start 


29605 






End 


29956 






Name 


OJ990627 35. 9919. C3. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


18744 






End 


21250 






GI 


none 






Score 


216 






Exons 


18744 . 


.18875, 18747. 


. 18872, • 


18748. .1888 


18, 18749 


. . 18874, 






18781. 


.18882, 19241. 


.19345, 


19242. . 19346, 19242 


. .19349, 






19431. 


.19529, 19479. 


.19592, 


19494 . . 19592, 19499 


. .19597, 






19932. 


.20030, 19945. 


.20034, 


19946. .20035, 20111 


. .20200, 






20112. 


.20204, 20112. 


.20219, 


20114 . .20224, 20942 


. .21019, 






20943. 


.21017, 21110. 


.21250 










Seq. No. 


14302 






Seq. ID 


OJ990627 


_35.9919 


.C3 


Gene No. 


30495 






Strand 









14977 



Start 
Name 
Start 
GI 

Exons 



29605 

OJ990627_35.9919.C3.o2.tc 
19470 
none 
19470, 
20105. 
21110. 



.19592, 19490. .19588, 
.20200, 20112. .20204, 
.21229 



End 

Method 

End 

Score 



29956 

TBLASTX: Cress 

21229 

109 



19943. .20035, 
20114. .20206, 



19945. .20034, 
20961. .21017, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14302 
30495 
29605 

OJ990627_35 . 991 9 . C3 . ol . tw 
22912 



End 

Method 
End 

none Score 
22912. .23016, 22913 22966, 23035 .. 2314 5, 23037 .. 2314 4 , 
24088. .24159, 24090 .. 24 155 , 24257 .. 24388, 24 258 .. 24 389, 
24258. .24389 



Seq. ID OJ990627_35. 9919.C3 
Strand 

29956 

TBLASTX: Wheat 
24389 
67 



Seq. No. 14302 

Gene No. 30495 

Start 29605 

Name OJ990627_35 . 9919 . C3 . 

Start 22912 

GI none 

Exons 22912. .23064, 22913, 

23103. .23144, 23103, 
24255. .24359, 24257. 
24516. .24680, 24516. 
24777. .24887, 24778. 
24993. .25193, 24994. 



o2.tm 



.22999, 
.23147, 
.24361, 
.24680, 
.24888, 
.25197 



Seq. ID OJ990627_35. 9919.C3 
Strand 

End 29956 

Method TBLASTX: Maize 

End 25197 

Score 67 
22921. .23070, 23068 .. 23103, 
24109. .24159, 24 111 . . 24 1 67 , 
24257. .24373, 24 4 94 .. 24 514 , 
24518. .24682, 24518 .. 24 682 , 
24780. .24890, 24 992 25195 , 



Seq. No. 14302 

Gene No. 30495 

Start 29605 

Name OJ990627_35 . 991 9 . C3 . o3 . ts 

Start 24583 

GI none 

Exons 24583. .24681, 24 659 24 682 , 
24992. .25084, 24 994 25113, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24778 

25168 



OJ990627 35. 9919. C3 



29956 

TBLASTX : Soybean 
25197 
35 

24888, 24798. .24890, 
25197, - 25169. .25195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



14302 Seq. ID OJ990627_35 . 9919 . C3 

30495 Strand 

29605 End 29956 

OJ990627_35 . 9919 . C3 . o7 . gp Method AAT/GAP 

29605 End 29956 

LIB3433-031-P1-K1-C10 Score 497 

29605. .29956 

1 12134 3/ sp | PI 4 655 | GLN2_ORYSA 1 . 0e-23 GLUTAMINE SYNTHETASE SHOOT 
ISOZYME, CHLOROPLAST PRECURSOR ( GLUT AMATE- -AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, chloroplast - rice 
>gi_20370_emb_CAA324 62_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -46 to 382) [Oryza sativa] 1 



14302 
30496 
33081 



Seq. ID 

Strand 

End 



OJ990627 35. 9919. C3 



33667 



14978 



Name 

Start 

GI 

Exons 



OJ990627_35 . 9919 . C3 . o4 . tm Method TBLASTX : Maize 

33081 End 33667 

none Score 71 

33081. .33290, 33336 33407, 33409 .. 33552 , 3344 6 33553, 

33560. .33667 



Seq. No. 14303 Seq. ID 

Gene No. 30497 Strand 

Start 99 End 

Name OJ990627_35 . 9919 . C4 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 274, 590.. 1810, 1892.. 2519 



OJ990627_35.9919.C4 
+ 

2519 
GENSCAN 
2519 
.8 



Seq. No. 14303 
Gene No. 30498 
Start 3369 

Name OJ990627_35 . 9919 . C4 . o2 . gs 

Start 3369 
GI none 
Exons 3369.. 3565, 

4875. .4981, 

9131. .9257, 



3731. .3838, 4267. 
5095.. 5182, 5298. 
9578. .9717 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4306, 4463 
.5426, 5543 



OJ990627_35.9919.C4 
+ 



10099 
GENSCAN 
9717 
.55 

4590, 
5617, 



4686. 
5957. 



,4734, 
, 6010, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID OJ990627_35.9919.C4 
Strand 
End 

Method 
End 
Score 

4267. .4 306, 4 487. .4590, 4 68 6. .4 734, 
5298. .5426, 5543. .5617, 5957. .6010, 
9131. .9191, 

' 12134 3/sp I P14 655 | GLN2_ORYSA 0.0e+00 GLUTAMINE SYNTHETASE SHOOT 
ISOZYME, CHLOROPLAST PRECURSOR (GLUTAMATE- -AMMONIA LIGASE) 

(CLONE LAMBDA-GS31) >gi_68598_pir AJRZQD glutamate — ammonia 

ligase (EC 6.3.1.2) delta precursor, ctiloroplast - rice 
>gi_20370_emb_CAA324 62_ (X14246) precursor chloroplastic 
glutamine synthetase (AA -4 6 to 382) [Oryza sati'va] 1 



14303 
30498 
3369 

OJ990627_35.9919.C4 .ol.gp 
3444 

325_1.R1084 
3444. .3473, 
4875. .4981, 
6090. .6127, 



3561. 
5095. 
8891. 



.3838, 
.5182, 
.9050, 



OJ990627_ 
+ 

10099 
AAT/GAP 
10099 
3174 
4487. .4590, 
5543. .5617, 
9578. .10099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



14303 
30498 
3369 

OJ990627_35.9919.C4.ol.np 



OJ990627_35.9919.C4 
+ 



Seq. ID 
Strand 

End 10099 
Method AAT/NAP 
3597 End 9714 

121343 Score 1913 

3597. .3838, 4267. .4306, 4487. .4590, 4686. .4734, 4875. .4981, 
5095. .5182, 5298. .5426, 5543. .5617, 5957. .6010, 6090. .6127, 
8891. .9050, 9131. .9191, 9578. .9714 

GLUTAMINE SYNTHETASE SHOOT ISOZYME, CHLOROPLAST PRECURSOR 
(GLUTAMATE- -AMMONIA LIGASE) (CLONE LAMBDA-GS31) 
gi I 68598 |pir M AJRZQD glutamate — ammonia ligase (EC 6.3.1.2) 
delta precursor, chloroplast - rice gi | 20370 | emb | CAA324 62 | 
(X1424 6) precursor chloroplastic glutamine synthetase (AA -46 to 
382) [Oryza sativa] 



Seq. No. 



14303 



Seq. ID OJ990627_35.9919.C4 



14979 




Gene No. 


30499 








Strand 


+ 




Start 


13024 








End 


13155 




Name 


OJ990627 35 


.9919, 


.C4.o2. 


np 


Method 


7\ TV rn / xi TV O 

AAT/NAP 




Start 


13024 








End 


13155 




GI 


6721543 








Score 


109 




Exons 


13024 . . 13155 












GI Descrip. 


(APU0107 3) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1 A "3 n *3 

14 3U J 








Seq. ID 


OJ990627 


_35.9919.C4 


Gene No. 


30500 








Strand 






Start 


10686 








End 


11253 




Name 


OJ990627_35 


. 9919. 


X4.o4. 


tm 


Method 


TBLASTX : 


Maize 


Start 


"3 Q 








End 


301 




GI 


none 








Score 


60 




Exons 


39 . . 83, 47 . 


.301, 


84. .275 








Seq. No. 


14 303 








Seq. ID 


OJ990627 


_35.9919.C4 


Gene No. 


30500 








Strand 






btart 


10686 








End 


11253 




Name 


OJ9906Z7 35 


.9919. 


.C4 .o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2100 








End 


2339 




GI 


none 








Score 


209 




Exons 


2100. .2276, 


2100. 


. .2294, 


2292. 


.2339, 2294.. 2338 




Seq. No. 


14 303^ 








Seq. ID. 


OJ990627 


_35 . 9919 . C4 


Gene No. 


' o n c ri n 

30500 








Strand 






Start 


1068 6 








End 


11253 




Name 


ATnnncoi o c 

ojyyu6z / 35 


.9919. 


.C4 .ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3do 1 








End , 


6010 




GI 


none 








Score 


59 




Exons 


35o / . . 3bZo f 


3588. 


. .3632, 


3720. 


.3770, 3722. .3838, 


3735 . . 3839, 




4 4 oO . .4554, 


4484. 


. .4588, 


4496. 


.4612, 4680. .4736, 


4 686. . 4736, 




A O *7 A A QQ 1 
4 0 /4 . .4^01, 


4875. 


, .4982, 


4875. 


.4982, 5093. .5182, 


5096 . . 5191, 




cone C/io^r 


r a m 

5297 , 


, .5422, 


5539. 


.5613, 5540. .5617, 


5542. .5616, 




5954. .6010, 


5956. 


. . 6009 










Seq. No. 


1 J| OAT 

1 4 JU3 








Seq. ID 


OJ990627 


*3C A A 1 A A 

35 . 9919 . C4 


bene no . 


*3 n c n n 
30500 








Strand 






btart 


1068 6 








End 


11253 




Name 


OJ990627 35 


.9919. 


.C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


o / oZ 








End 


6127 


GI 


none 








Score 


110 




Exons 


3 / 6z . . 3839, 


3785. 


, .3838, 


4247. 


.4306, 4484 . . 4588, 


4540 . .4590, 




a r o r\ a ~t n (~ 

4 680 . . 4736, 


4687. 


, .4722, 


4874 . 


.4984, 4875. .4982, 


4875 . . 4 985, 




ouyj . .ox / u, 


5096. 


, .5191, 


5294 . 


.5425, 5295. .5426, 


5297 . . 5422, 




5521. .5544, 


5539. 


.5610, 


5539. 


.5616, 5540. .5617, 


5540 . . 5617, 




5954. .6007, 


5956. 


.6006, 


6089. 


.6127, 6090.. 6125 




Seq. No.. 


14303 








Seq. ID 


OJ990627 


_35 . 9919 . C4 


Gene No. 


■ 30500 








Strand 








10686 








End 


11253 




Name 


OJ990627 35 


.9919. 


C4 .ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3765 








End 


9718 




GI 


none 








Score 


98 




Exons 


3765. .3839, 


4247. 


.4306, 


4484 . 


.4588, 4540. .4590, 


4680. .4736, 




4687. .4722, 


4874 . 


.4981, 


4875. 


.4982, 4875. .4982, 


4876. .4986, 




5095. .5124, 


5096. 


.5191, 


5107. 


.5193, 5294.. 5425, 


5295. .5426, 



14980 



5296. 
5956. 
8892. 
9134. 
9581. 



.5421, 5297. 

.6006, 6087. 

.9050, 8893. 

.9193, 9574. 
.9718 



5422, 5539. .5616, 5540.. 5617, 5954.. 6010, 

6125, 6089. .6127, 8888.. 9049, 8889.. 9050, 

9051, 9124. .9198, 9130.. 9192, 9131.. 9214, 

9687, 9576.. 9668, 9576.. 9713, 9577.. 9669, 



Seq. No. 14303 

Gene No. 30500 

Start 10686 

Name OJ990627_35 . 9919 . C4 . o2 . tw 

Start 3774 

GI none 

Exons 3774.. 3839, 4247.. 4306, 4484, 
4687. .4722, 4874. .4984, 4875. 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.4588, 4540 
.4982 



OJ990627 35. 9919. C4 



11253 

TBLASTX: Wheat 
4984 
75 

4590, 4680.. 4736, 



Seq. No. 14303 

Gene No. 30500 

Start 10686 

Name OJ990627_35 . 9919 . C4 . ol . tw 

Start 5114 

GI none 

Exons * 5114.. 5191, 
5542. .5616, 



5114. .5182, 5294. 
5954.. 6007, 5956. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5422, 5295 
.6006, 6089 



OJ990627 35. 9919. C4 



11253 

TBLASTX: Wheat 
6125 
137 

5426, 5540.. 5617, 
6124, 6090.. 6125 



Seq. No. 14303 
,Gene No. 30500 
Start 10686 

Name • OJ990627_35 . 991 9 . C4 . o2 . tm 

Start 6087 
GI none 

Exons 6087.. 6125, 6089.. 6127, 8888, 

9115. .9192, 9130. .9192, 9131, 
9574. .9687, 9576. .9731 



Seq.. ID OJ990627_35.9919.C4 
Strand 

End 11253 
Method TBLASTX : Mai ze 
End 9740 
Score 85 

.9049, 8889. .9050, 8891. .9076, 
.9214, 9131. .9193, 9573. .9740, 



Seq. No. 14303 Seq. ID 

Gene No. 30500 Strand 

Start 10686 End 

Name - OJ990627_35 . 991 9 . C4 . o2 . ts Method 

Start 8907 End 

GI none Score 

Exons 8907. .9050, 8909. .9052, 8909. .9046, 9130. 

9573. .9713, 9575. .9733, 9577. .9669, 9581. 



OJ990627_35.9919.C4 
11253 

TBLASTX : Soybean 
9733 
220 



9216, 
9700 



9131. .9214, 



Seq. No. 14303 Seq. ID 

Gene No. 30500 Strand 

Start 10686 End 

Name OJ990627_35 . 9919 . C4 . o3 . gs Method 

Start 10686 End 

GI none Score . 

Exons' 10686. .10850, 11038. .11253 



OJ990627_35.9919.C4 

11253 
GENSCAN 
11253 
.99 



Seq. No. 14304 Seq. ID 

Gene No. 30501 Strand 

Start 1 End 

Name OJ990627_35 . 9919 . C5 . ol . gp Method 

Start 1 End 

GI 7406 1.R1084 Score 



OJ990627_35.9919.C5 

+ - 

1224 

AAT/GAP 

357 

465 



14981 



Exons 1 . . 357 

GI Descrip. ' 1122315/emb I CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 





Seq. No. 


14304 


Seq. ID 


OJ990627_35 . 9919 . C5 




Gene No. 


30501 


Strand 


+ 




Start 


1 


End 


1224 




Name 


OJ990627 35. 9919 . C5 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1224 




GI 


6721543 


Score 


82 




Exons 


1..107, 793. .868, 1187. .1224 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14304 


Seq. ID 


OJ990627_35. 991 9. C5 




Gene No. 


30501 


Strand 


+ 




Start 


1 


End 


1224 




Name 


OJ990627 35. 9919 . C5 . o2 . gp 


Method 


AAT/GAP 




Start 


1 


End 


431 




GI 


7406 1.R1084 


Score 


581 




Exons 


1..322, 357. .431 








GI Descrip. 


'1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock protein 1 






[Pennisetum glaucum] 1 






,S C 

1 * 


Seq. No. 


14304 


Seq. ID 


OJ990627_35.9919.C5 




Gene No. 


30502 


. Strand 




iifi 


Start 


625 


End 


5281 


:"i i 


Name 


OJ990627 35.9919.C5.o3.gp 


.Method 


AAT/GAP 


■ s: 


Start 


374 


End 


827 




GI 


LIB34 31-045-P1-N1-A10 


Score 


844 


Ltl 


Exons 


374. .827 








GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 


I'll 




DNA, chromosome 2, clone : P04 37H03 (contig b) 1 


i"! 


Seq. No. 


14304 


Seq. ID 


OJ990627_35.9919.C5 


:. i 


Gene No. 


30502 


Strand 






Start 


625 


End 


5281 


i . 
last 


Name 


OJ990627 35. 9919 . C5 . ol . gs 


Method 


GENSCAN 


o, 


Start 


625 


End 


5268 . 


i" "i 


GI 


none 


Score 


.61 


: 5; : 


Exons 


625. .812, 963. .1165, 1170. .1217, 1281.. 


1412, 1658.. 1755, 


□ 




1782.. 1907, 2000.. 2258, 2335 


..2633, 2724. .3134, 3219. .3555, 






3661. .3811, 4197. .5268 








Seq. No. 


14304 


Seq. ID 


OJ990627_35.9919.C5 




Gene No. 


30502 


Strand 






Start 


625 


End 


5281 




Name 


OJ990627 35.9919.C5.o2.np 


Method 


AAT/NAP 




Start 


931 


End 


4924 




GI 


5441880 


Score 


3066 




Exons 


931. .1165, 1281. .1412, 1658. 


.1755, 2000 


I..2258, 2335. .2633, 






3219. .3555, 3661. .3811, 4317 


. .4632, 4891. .4924 



GI Descrip. (AP000367) EST C28952 (C62945 ) * corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 



14304 
30502 



Seq. ID OJ990627_35.9919.C5 
Strand 



14982 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



625 



End 

Method 
End 
Score 



5281 
AAT/GAP 
2507 
805 



OJ990627_35.9919.C5.o4 .gp 
2008 

LIB3475-007-P1-K1-G8 
2008.. 2258, 2335.. 2507 

'5441880/dbj I BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a" region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


14304 


Seq. ID 


OJ990627_35.9919. 


C5 


Gene No. 


30502 


Strand 






Start 


625 


End 


5281 




Name 


OJ990627 35.9919.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5137 


End 


5281 




GI 


none 


Score 


63 




Exons 


5137.. 5280, 5198.. 5281 








Seq. No. 


14305 


Seq. ID 


OJ990627_35.9919. 


C6 


Gene No. 


30503 


Strand 






Start 


1 


End 


2422 




Name 


OJ990627 35. 9919 . C6 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


610 




GI 


5441880 


Score 


1064 




Exons 


1. .610 








GI Descrip. 


(AP000367 ) . EST C28952 (C6294 5 ) corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR 'mudrA 


protein 




(AC003981) [Oryza satfiva] 








Seq. No. 


14305 


Seq. ID 


OJ990627_35. 9919. 


C6 


Gene No. 


30503 


Strand 






Start 


1 


End 


2422 




Name 


OJ990627 35.9919.C6.ol.gs 


Method 


GENSCAN 




Start 


63 


End 


2422 




GI 


none 


Score 


.53 




Exons 


63. .732, 841. .1039, 1396.. 


1896, 2192.. 


2422 




Seq. No. 


14305 


Seq. ID 


OJ990627_35.9919. 


C6 


Gene .No. 


30503 


Strand 






Start 


1 


End 


2422 




Name 


OJ990627 35.9919.C6.o2.np 


Method 


AAT/NAP 




Start 


623 


End 


1682 




C T 


6721543 


Score 


180 




Exons 


623.. 739, 1555.. 1682 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


14305 


Seq. ID 


OJ990627_35.9919. 


C6 


Gene No. 


30504 


Strand 






Start 


12190 


End 


14817 




Name 


OJ990627 35. 9,919. C6.o4.gs 


Method 


GENSCAN 




Start 


12190 


End 


14817 




GI 


none 


Score 


.91 




Exons 


12190. .12375, 14534. .14 604 


, 14643. .14817 




Seq. No. 


14306 


Seq. ID 


OJ990627_35. 9919. 


C7 


Gene No. 


30505 


Strand 


+ 




Start 


698 


End 


1145 




Name 


OJ990627 35. 991 9 . C7 . ol . gs 


Method 


GENSCAN 





14983 




Start 


698 






End 


114 5 




GI 


none 






Score 


. 5 




Exons 


698. .741, 917. .1145 










Seq. No. 


14306 






Seq. ID 


OJ990627 


_35 . 9919 .C7 


Gene No. 


30506 






Strand 


+ 




Start 


4695 






End 


9921 . 




Name 


OJ990627 35 


.9919.C7.o2. 


np 


Method 


AAT/NAP 




Start 


4695 






End 


9921 




GI 


5734709 






Score 


200 




Exons 


4695. .4812, 


6632. .7272, 


9881. 


. .9921 






GI Descrip. 


(AC008075) 


Contains PF| 00069 


Eukaryotic protein 


kinase doma: 




[Arabidopsis thaliana] 










Seq. No. 


14306 






Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30506 






Strand 


+ 




Start 


4695 






End 


9921 




Name 


OJ990627 35 


.9919.C7.o3. 


gs 


Method 


GENSCAN 




Start 


7412 






End 


8455 




GI 


none 






Score 


.8 




Exons 


7412. .8455 












Seq. No. 


14306 






Seq. ID 


OJ990627 


35 . 9919 .C7 


Gene No. 


30507 






Strand 






Start 


1352 






End . 


8248 




Name 


OJ990627 35 


. 9919.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1352 






End 


8248 




GI 


6056376 






Score 


627 




Exons 


1352. .1376, 


2617. .2823, 


2914 . 


..3064, 3190. .3407, 


3504 . . 3731, 




3855 . . 3941, 


8178. .8248 










GI Descrip. 


(AC009894) 


Similar to serine/threonine 


kinases 


[Arabidopsis 




thaliana] 












Seq. No. 


14306 






Seq. ID 


OJ990627 


_35 . 9919 . C7 


Gene No. 


30507 






Strand 






Start 


1352 






End 


8248 




Name 


OJ990627 35 


.9919.C7.o2. 


gs 


Method 


GENSCAN 




Start 


2289 






End 


7297 




GI 


none 






Score 


.81 




Exons 


2289. .2390, 


2414 . .2851, 


2977, 


,.3064, 3190. .3424, 


C 1 O ITU 

3518 . . 3731 , 




3855. .3997, 


4694 . .4955, 


6370. 


, .6533, 6892. .7297 




Seq. No. 


14306 






Seq. ID 


OJ990627 


_35. 9919.C7 


Gene No. 


30508 






Strand 






Start 


9453 






End 


9653 




Name 


OJ990627 35 


.9919.C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2623 






End 


3064 




GI 


none 






Score 


69 




Exons 


2623. .2832, 


2935. .3063, 


2972. 


, .3064 






Seq. No. 


14306 






Seq. ID 


OJ990627 


Jo . yy 1 y . c / 


Gene No. 


30508 






Strand 






Start 


9453 






End 


9653 




Name 


OJ990627 35 


. 9919.C7.ol. 


tc 


Method 


TBLASTX : i 


Cress 


Start 


2656 






End 


3941 




GI 


none 






Score 


98 




Exons 


2656. .2757, 


2954 . .3064, 


2959. 


.3063, 31E 


19- .3404, 


3504. .3659, 



14984 





3532 . . 3657, 


3690 


. . 3737, 


3691 . 


.3732, 3858.. 3941 




Seq. No. 


14306 








Seq. ID 


OJ990627 


_35 . 9919. C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627 35 


. 9919 


'. C7 .ol . 


tm 


Method 


TBLASTX : 


Maize 


Start 


2917 








End 


3737 




GI 


none 








Score 


72 




Exons 


2917 . . 3063, 


2954 


. . 3064, 


3190 . 


.3417, 3192. .3404, 


3516. . 3677, 




3517 . . 3681, 


3687 


. . 3737, 


3691 . 


.3732 






Seq. No. 


14306 








Seq. ID 


OJ990627 


_35 . 9919. C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627_35 


. 9919 


.C7 .ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3189 








End 


3942 




GI 


none 








Score 


103 




Exons 


3189. . 3404, 


3193 


. . 3405, 


3489. 


.3677, 3490. .3678, 


3681 . . 3737, 




3682 . . 3732, 


3858 


. . 3908, 


3858 . 


.3941, 3859. .3942 




Seq. No. 


14306 








Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627_35 


. 9919 


.C7 .ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3312 








End 


3737 




GI 


none 








Score 


111 




Exons 


3312. .3404, 


3495 


. . 3677, 


3514 . 


.3669, 3687. .3737 




Seq. No. 


14306 








Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627_35 


. 9919 


.C7 .o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7351 








End 


7597 




GI 


none 








Score 


194 




Exons 


7351 . .7539, 


7352 


. . 7540, 


7495 . 


.7596, 7496. .7597, 


7505 . .7597 


Seq. No. 


14306 








Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627_35 


. 9919 


.C7 .o4 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7421 








End 


8058 




GI 


none 








Score 


93 




Exons 


7421 . . 7522, 


7426 


. .7521, 


7526 . 


.7693, 7922. .8041, 


7966 . . 8058 


Seq. No. 


14306 








Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627_35 


. 9919 


.C7 .o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


7892 








End 


8274 




GI 


none 








Score 


61 




Exons 


/ o yz . . / y 4 o , 


n Q O A 

i yz 4 


. . o Ubl , 




.8044, 7937. .8068, 


/ y 4 o . .oU/U, 




8079. .8183, 


8120 


. .8272, 


8125. 


.8274 






Seq. No. 


14306 








Seq. ID 


OJ990627 


_35.9919.C7 


Gene No. 


30508 








Strand 






Start 


9453 








End 


9653 




Name 


OJ990627 35 


. 9919 


.C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 



14985 



Start 
GI 

Exons 



8137 End 8531 

none Score 268 

8137. .8352, 8159. .8341, 8269. .8346, 8448. .8531 



Seq. No. 14306 Seq. ID 

Gene No. 30508 Strand 

Start 9453 End 

Name OJ990627_35 . 9919 . C7 . o4 . gs Method 

Start 9453 End 

GI none Score 

Exons 9453.. 9653 



OJ990627_35.9919.C7 

9653 
GENSCAN 
9653 
.85 



Seq. No. 14307 

Gene No. 30509 

Start 127 

Name OJ990627_35 . 9919 . C8 . ol . gs 

Start 127 

GI none 

Exons 127. .448, 1654. .1891, 2084, 
3342. .3922, 5182. .5237 



Seq. ID OJ990627_35.9919.C8 

Strand + 

End 5237 

Method GENSCAN 

End 5237 

Score .43 
.2247, 2456. .2476, 2892. .3084, 



Seq. No. 14307 

Gene No. 30510 

Start 8523 

Name OJ990627_35 . 9919 . C8 . o3 . gs 

Start 8523 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8523. .8892, 9065. .9150, 9273. .9282, 9912. .10025, 10175 10236, 
10778. .10832, 11094 .. 11295, 11777 11900, 12237 .. 12329, 
12551.. 12658 



OJ990627_35. 9919.C8 
+ 

12658 
GENSCAN 
12658 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



14307 Seq. ID 

30510 Strand 

8523 End 

OJ990627_35 . 9919 . C8 . o4 . np Method 

9971 End 

5903100 Score 



OJ990627_35. 9919.C8 
+ 

12658 
AAT/NAP 
12655 
815 



9971.. 10025, 10175. .10236, 10778 .. 10832 , 11094 11295, 
11432. .11538, 11845. .11900, 12237 .. 12329, 12551 126*55 
(AC008017) Highly similar to ribulose-1 , 5-bisphosphate 
carboxylase/oxygenase activase [Arabidopsis thaliana] 



14307 Seq. ID 

30511 Strand 
32734 End 
OJ990627_35. 9919 . C8 . 06 . gp Method 
32734 End 
4208_1.R1084 Score 
32734.. 32819 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990627_35. 9919.C8 
+ 

32819 
AAT/GAP 
32819 
146 



14307 
30512 
5759 

OJ990 627_35 . 991 9 . C8 . o2 . gs 



Seq. ID OJ990627_35.9919.C8 
Strand 

End 12581 

Method GENSCAN 



14986 



Start 
GI 

Exons 



5759 End 7788 

none Score . 98 

5759. .5974, 6017. .6195, 6251. .7667, 7777. .7788 



U! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



"I Name 



Start 
GI 

!;=! Exons 

i'W GI Descrip. 

□ Seq. No. 
\,\ Gene No. 
= ? Start 

as: 

' _. Name 
W Start 

CI! gi 

|"i Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14307 
30512 
5759 / 

OJ990627_35 . 9919 . C8 . o2 . np 
5759 
3876095 
5759. .6148, 



OJ990627 35. 9919. C8 



Seq. ID _ 
Strand 

End. 12581 
Method AAT/NAP 
End 7873 
Score 790 
6231. .7415, 7679. .7873 
(Z75537) Similarity to Yeast ATP-dependent transporter 
(SW: YEM6_YEAST) ; cDNA EST EMBL:C09155 comes from this gene; cDNA 
EST yk259a9.3 comes from this gene; cDNA EST yk259a9.5 comes 
from this gene; cDNA EST yk4 53c2.3 comes fro... 

OJ990627 35. 9919. C8 



14307 Seq. ID 

30512 Strand 
5759 End 12581 

OJ990627_35 . 9919 . C8 . o3 . np Method AAT/NAP 

6745 End 12581 

6539570 Score 32 

6745. .6970, 7215. .7333, 7475. .7583, 8516. .8551, 
(AP000836) hypothetical protein [Oryza sativa] 



12561. .12581 



14307 Seq. ID 

30513 Strand 

20332 End 

OJ990627_35 . 9919 . C8 . o5 . np Method 

20332 End 

4572677 Score 
20332. .21104 

(AC006954) hypothetical protein [Arabidopsis thaliana] 



OJ990627_35.9919.C8 

21540 
AAT/NAP 
21104 
341 



14307 
30513 
20332 

OJ990627_35.9919.C8.o6.np 
20335 
5262755 
20335. .20891, 20952.. 21540 

(AL080283) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990627_35.9919.C8 
Strand 

21540 
AAT/NAP 
21540 
471 



End 

Method 

End 

Score 



14307 Seq. ID OJ990627_35 . 9919 . C8 

30514 Strand 

24556 End 24815 

OJ990627_35 . 9919 . C8 . ol . gp Method AAT/GAP 

24556 End 24815 

36848_1.R1084 Score 471 

24556. .24815 

, 4539308/emb|CAB39611.1| 4.0e-21 (AL049480) possible 

apospory-associated like protein [Arabidopsis thaliana] 1 



Seq. No. 14307 Seq. ID 

Gene No. 30515 Strand 

Start 25915 End 

Name OJ990627 35 . 9919 . C8 . o2 . gp Method 



OJ990627_35. 9919.C8 

. 30840 
AAT/GAP 



14987 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25886 End 26352 

36848_1.R1084 - Score 550 

25886. .26153, 26264.. 26352 

, 4539308/emb|CAB39611.1| 4.0e-21 (AL049480) possible 
apospory-associated like protein [Arabidopsis thaliana] ' 



14307 
30515 
25915 

OJ990627_35.9919.C8.o6.gs 
25915 
none 
25915. 
27103. 
30754. 



.26153, 26264. 
.27263, 27797, 
.30840 



.26363, 
.27871, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
26452. .26554, 
28732. .28776, 



OJ990627 35. 9919. C8 



30840 
GENSCAN 
30840 
.83 

26804 . 
30169, 



.26944, 
.30333, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
il\ GI Descrip. 



^ Seq. No. 

O Gene No. 

Ul Start 

j.j Name 

?\t Start 

! " GI 

" Exons 

hl\ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14307 Seq. ID 

30515 Strand 
25915 End 
OJ990627_35. 9919 . C8 . o7 . np Method 
25945 End 
2501555 Score 

25945. .26153, 26264 .. 26363, 

27103. .27263, 27355 27411, 



OJ990627_35.9919.C8 

30840 
AAT/NAP 
30306 
1016 



26452. .26554, 26804 .. 2694 4 , 
27797. .27886, 30184. .30306 
POSSIBLE APOSPORY-ASSOCIATED PROTEIN C gi 1549984 (U13148) 
possible apospory-associated protein [Pennisetum ciliare] 



14307 
30515 
25915 

OJ990627_35. 9919 . C8 . o3 . gp 

27797 

2310038 

27797. .27873 

4539308/emb|CAB39611.1| 4. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35. 9919.C8 

30840 
AAT/GAP 
27873 
109 



Oe-21 (AL049480) possible 



apospory-associated like protein [Arabidopsis thaliana] 



14 307 
30515 
25915 

OJ990627_35. 9919.C8 ,o4.gp 

30167 

2310038 

30167. .30358 

4539308/emb|CAB39611. 1| 4. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 

30840 
AAT/GAP 
30358 
337 



0e-21 (AL049480) possible 



apospory-associated like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 35. 9919. C8 



14307 
30515 ■ 
25915 

OJ990627_35.9919.C8 .o5.gp 
30321 

uC-osflM202083fllbl 
30321.. 30591 ' 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



30840 
AAT/GAP 
30591 
522 



14988 




Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


324 38 








End 


32643 


Name 


OJ990627 35 


A A 1 A 

9919 . 


C8 . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


124 4 








End 


,1603 


GI 


none 








Score 


106 


Exons 


124 4 . . 1375, 


T A A O 

1248 . 


. 1373, 


1374 . 


.1598, 1418.. 1465, 1517... 1603 


Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


O A A O O 

324 38 








End 


32643 


Name 


OJ990627 35 


A A T A 

9919 . 


C8 . ol3 


. tm 


Method 


TBLASTX: Maize 


Start 


1599 








End 


3102 


GI 


none 








Score 


46 


Exons 


icon ~\ c ~) ^7 

1599 . . 1637 , 


1656 . 


1 "7 O A 

. 1784 , 


254 6. 


.2884, 2695. .2817, 2858. .3013, 




A A /" A "5A 

2869 . . 3006, 


A A AT 

2995 . 


A 1 A A 

. 3102, 


A A Vl A 

3042 . 


.3101 




Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


32438 








End 


32643 


Name 


OJ990627 35 


9919 . 


C8 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2552 








End 


2965 


GI 


none 








Score 


349 


Exons 


2552 . . 2965, 


2554 . 


. 2955 








Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


324 38 








End 


32643 


Name 


OJ990627_35 


9919 . 


C8 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


324 1 








End 


4153 


GI 


none 








Score 


606 


Exons . 


3241. . 3936, 


32 64 . 


. 3566, 


A A O A 

3280 . 


.3639, 3606. .3683, 3725.-3862, 




372 6 . . 38 63, 


3935 . 


.4153 








Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


32438 








End 


32643 


Name 


OJ990627 35 


9919 . 


C8 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


A A A 

3292 








End 


3603 


GI 


none 








Score 


316 


Exons 


A A A A *3 A "J 

3292 . . 3603, 


3327 . 


. 3566 








Seq. No. 


14307 








Seq. ID 


OJ990627_35. 9919.C8 


Gene No. 


30516 








Strand 




Start 


*5 A A O O 

324 38 








End 


32643 


Name 


OJ990627_35 


9919 . 


C8 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3929 








End 


4329 


GI 


none 








Score 


177 


Exons 


3929 . . 4132, 


3937 . 


. 3963, 


4042 . 


.4131, 4147. .4329 


Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


32438 








End 


32643 


Name 


OJ990627 35 


9919. 


C8.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3956 








End 


4506 


GI 


none 








Score 


128 



14989 



Exons 



3956. .4153, 4135. .4332, 4405. .4506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 

4159 

none 

4159. .4362, 



9919.C8.ol2.tm 



4170. .4361 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Maize 

4362 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 

4407 

none 

4407. .4616, 



9919.C8.o5.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Maize 

4875 

80 



4407. .4634, 4408. .4776, 4795. .4875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 

4600 

none 

4600. .4920 



9919.C8.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Wheat 

4920 

285 



! LI 

u 
U! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35, 

5043 

none 

5043. .5156, 



9919.C8.o8.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Maize 

5334 

183 



5044. .5241, 5098. .5229, 5236. .5334 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35, 

5766 

none 

5766. .6098, 
6609. .6785, 
6819. .6977 



9919.C8.ol.ts 



5771.. 6154., 6250. 
6667. .6864, 6726, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 35. 9919. C8 



32643 

TBLASTX: Soybean 
7-124 
223 

6480, 6255. .6479, 6525. .6584, 
6776, 6768. .7124, 6799. .7035, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 

5804 

none 

5804 . .5863, 



9919.C8.o3.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Cress 

6497 

72 



5879. .6136, 6246.-6497, 6346.-6429 



Seq. No. 
Gene No. 
Start 
Name 
Start 



14307 
30516 
32438 

OJ990627J35. 
5907 



9919.C8.o3. tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ990627_35. 9919. C8 
32643 

TBLASTX: Maize 
6977 



14990 




GI 


none 








Score 


67 


Exons 


5907 . . 59/8 , 


5909 


. . 6136, 


r~ 0 r\ O 

5909 . . 


6154, 6255.. 6338, 6255.. 6479, 




6262 . . 64 65, 


64 71 


. . 6512 , 


6525 . . 


6581, 6532.. 6573, 6582.. 6623, 




coin cclii 

bo 19 . . 69 / / 












Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


324 38 








End 


32643 


Name 


OJ990627 35. 


9919 


. C8 . o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


<C 0 C 1 

6351 








End 


6581 


GI 


none 








Score 


109 


Exons 


6351 . . 64 79, 


£ *5 c c 

6355 


. .6483, 


£2 C O C 

6525 . . 


6581, 6532.. 6573 


Seq. No. 


14307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No. 


30516 








Strand 




Start 


324 38 








End 


32643 


Name 


OJ990627 35. 


9919 


. C8 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6669 








End 


7376 


GI 


none 








Score 


39 


Exons 


6669 . .Of lb , 


C T A a 

6/45 


C T O A 

. . 6 /80, 


r t no 

6/98. . 


7055, 6799.. 7008, 7116.. 7376 


Seq. No. 


14307 








Seq. ID 


OJ990627_35. 9919.C8 


Gene No. 


30516 








Strand 




Start 


324 38 








End 


32643 


Q Name 


OJ990627 35. 


9919 


. C8 . 08 . 


tw 


Method 


TBLASTX: Wheat 


r f 1 Start 


67 4 1 








End 


7004 


GI 


none 








Score 


101 


[-Vi Exons 


674 1 . .6776, 


68 13 


. . 694 1 , 


6823 . . 


6939, 6915.. 7004 


-M Seq. No. 


14307 








Seq. ID 


OJ990627_35. 9919.C8 


Gene No. 


30516 








Strand 




fij Start 


32438 








End 


32643 


Name 


OJ 99U62 / 35 . 


9919 


. C8 . o9 . 


tm 


Method 


TBLASTX: Maize 


<:=i Start 


O "7 O O 

8732 








End 


9135 


! != j GI 


none 








Score 


227 


Exons 


8732 . . 8758 , 


8733 


. . 8879, 


8781 . . 


8843, 88 


16. .8878, 9064 . . 9135, 




9066 . . 9134 












Seq. No. 


14 307 








Seq. ID 


OJ990627_35.9919.C8 


'*!: Gene No. 


30516 








Strand 




! «' Start 


32438 








End 


32643 


Name 


OJ99U62 / 35 . 


9919 


. C8 . o5 . 


ts 


Method 


TBLASTX: Soybean 


Start 


8733 








End 


9796 


GI 


none 








Score 


232 


Exons 


8733 . .88 91, 


8784 


. . 8837, 


8816. . 


8893, 9064.. 9162, 9064.. 9147, 




9731 . . 97 96, 


moo 

9732 


m 0 a 

. .9794 








Seq. No. 


14 307 








Seq. ID 


OJ990627_35.9919.C8 


Gene No . 


jUjId 








Strand 




Start 


32438 








End 


32643 


Name 


OJ990627 35. 


9919 


.C8.0II 


.tm 


Method 


TBLASTX: Maize 


Start 


9904 








End 


11549 


GI 


none 








Score 


158 


Exons 


■9904. .9984, 


9911 


. . 10030 


, 10171 


. . 10248, 


10778. .10834, 




11092. .11169 


, 11093. .11200, 11197. .11295, 112 10 11296, 



11436. .11549 



14991 



• 



Seq. No. 14307 Seq. ID 

Gene No. 30516 Strand 

Start 32438 End 

Name OJ990627_35 . 9919 . C8 . o4 . tc Method 

Start 9911 End 

GI none Score 
Exons 



OJ990627_35.9919.C8 
32643 

TBLASTX: Cress 

11549 

153 



9911. .10030, 10171. .1024 8, 10778. .10834, 11092. .11169, 
11093. .1117 6, 11197. .11295, 11210 .. 11296, 114 36. .1154 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 9919 . C8 . o3 . ts 
9947 



OJ990627 35. 9919. C8 



none 
9947. . 
10171, 
11093, 
11829, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

9994, 9962.. 10018, 9983.. 10030, 10170 .. 10232 , 
.10236, 10777. .10833, 10778 10834, 11092 . . 11295, 
.11356, 11096. .11299, 114 30 .. 11558, 114 33 1154 9, 
.11900 



32643 

TBLASTX : Soybean 

11900 

66 



Seq. No. 14307 

Gene No. 30516 

Start 32438 

Name OJ990627_35 . 9919 . C8 . 06 . tw 

Start 10793 

GI none 
Exons 



Seq. ID OJ990627_35.9919.C8 
Strand 
End 

Method 
End 
Score 



32643 

TBLASTX: Wheat 

11296 . 

57 



10793. .10834, 11093 .. 1117 6, 11210 .. 11296, 11212. .11295 



Seq. No. 14307 

Gene No. 30516 

Start 32438 

Name OJ990627_35 . 9919 . C8 . olO . tm 

Start 19880 

GI none 
Exons 



Seq. ID OJ990627_35.9919.C8 
Strand 
End 

Method 
End 
Score 



32643 

TBLASTX: Maize 

20228 

72 



19880. .20041, 19881. .1994 3, 19882. .1994 7, 19939. .20118, 
20022. .20081, 20088 .. 20117 , 20152 .. 20187 , 20190. .20228 



Seq. No. 14307 

Gene No. 30516 

Start 32438 

Name OJ990627_35 . 9919 . C8 . o7 . tm 

Start 20261 

GI none 

Exons 20261. .20293, 20263 .. 20289, 20281 
20330. .20524, 20332.. 20523 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627_35.9919.C8 
32643 

TBLASTX: Maize 

20524 

52 



,20304, 20282. .20323, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



14307 
30516 
32438 

OJ990627_35. 9919.C8.o4 .tm 
20558 



OJ990627 35. 9919. C8 



none 
20558, 
20662, 
20958. 



Seq. ID 
Strand 
. End 

_ Method 

End 
Score 

.20902, 20559. .20927, 20575 .. 2094 6, 20613 .. 20927, 
.20934, 20912. .21025, 2091 6 .. 2 1023 , 20917 21030, 
,21038 



32643 

TBLASTX: Maize 

21038 

394 



Seq. No. 



14307 



Seq. ID OJ990627 35. 9919. C8 



14992 



Gene No. 30516 

Start 32438 

Name OJ990627_35 . 9919 . C8 . 06 . tm 

Start 21040 

GI none 

Exons 21040 
21097 



Strand 
End 

_ Method 

End 
Score 

21102, 21048. .21101, 21049 21102, 21088 21282 , 
21297, 21101. .21298, 21292 .. 21402 , 21296.. 21400 



32643 

TBLASTX: Maize 

21402 

62 



Seq. No. 14307 Seq. ID 

Gene No. 30516 Strand 

Start 32438 End 

Name OJ990627_35 . 9919 . C8 . 06 . ts Method 

Start 21268 End 

GI none Score 

Exons 21268. .21453, 21280.. 21474 



OJ990627_35.9919.C8 
32643 

TBLASTX : Soybean 

21474 

99 



Seq. No. 


14307 








Seq. 


ID OJ990627 


35 . 9919 


Gene No. 


30516 








Strand 




Start 


32438 








End 


32643 




Name 


OJ990627 35. 9919. C8 


o2.tm 


Method TBLASTX: 


Maize 


Start 


24584 








End 


30256 




GI 


none 








Score 


76 




Exons 


24584 . 


.24640, 


24585 


. 24 674 , 


24723. . 


24797, 24724 


. . 24798, _ 


ill! 


25884 . 


.26153, 


25885 


. 26154 , 


25897. . 


26154, 25910 


. .26173,. 


'is? 


26264 . 


.26362, 


26265 


. 26363, 


26265. . 


26366, 26266 


. .26364 , 


rri 


26431. 


.26481, 


26449 


. 2 6556, 


26451. . 


26558, 26457 


. . 26561 , 




26536. 


.26562, 


26804 


. 26941, 


26804. . 


26938, 26806 


. .26970, 


1 sr 


26806. 


.26946, 


27093 


. 1 / Zoo, 


27094. . 


27264, 27105 


. . 2 12. DO , 




27343. 


.27414, 


27343 


.27432, 


27782. . 


27874, 27783 


. .27872, 


Lu 


27796. 


.27873, 


27796 


.27891, 


27797. . 


27910, 30160 


. .30255, 


; = 1 


30167. 


.30256 












;s : : 
i : 

• ! = ? Seq. No. 


14307 








Seq. 


ID OJ990627 


_35.9919 


Gene No. 


30516 








Strand 




Q Start 


32438 








End 


32643 




'S{ Name 


OJ990627 35.9 


919. C8 


o2 . ts 


Method TBLASTX: 


Soybean 


U, Start 


25942 








End 


27182 




' « GI 


none 








Score 


153 




::: Exons 


25942. 


.26154, 


25948 


.26154, 


25955. . 


26161, 25970 


. .26158, 


o 


26264 . 


.26359, 


26265 


.26366, 


26266. . 


26391, 26452 


. .26556, 


:"*: 


26453. 


.26512, 


26804 


.26941, 


26806. . 


26946, 27093 


. .27182 


Seq. No. 


14307 








Seq. 


ID OJ990627 


_35. 9919 


Gene No. 


30516 








Strand 




Start 


32438 








End 


32643 




Name 


OJ990627 35. 9919. C8 


o2.tc 


Method TBLASTX: 


Cress 


Start 


25949 








End 


26366 




■ GI 


none 








Score 


167 




Exons 


25949. 


.26152, 


25951 


.26151, 


25964. . 


26158, 25965 


. .26156, 




26253. 


.26366, 


26266 


.26361 









■ C8 



.C8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



14307 

30516 

32438 

OJ990627 

26449 

none 



35.9919.C8.o5.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_35. 9919.C8 
32643 

TBLASTX: Cress 

26946 

76 



14993 



Exons 26449. .26556, 26450 26512, 26804 26941, 26806.. 26946 



Seq. No. 


14307 


Seq. ID 


OJ990627 35.9919 


. Co 


Gene No. 


30516 


Strand 






Start 


32438 


End 


32643 




Name 


OJ990627 35 . 9919 . C8 . o/ . gs 


Method 


GENSCAN 




Start 


32438 


End 


32.64 3 




GI 


none 


Score 


. 92 




Exons 


32438 . . 32643 








Seq. No. 


14308 


Seq. ID 


OJ990627_35.9919 


.C10 


Gene No. 


30517 


Strand 


+ 




Start 


26 


End 


578 




Name 


OJ990627 35.9919.C10.ol.gp 


Method 


AAT/GAP 




Start 


26 


End 


578 




GI 


16490 1.R1084 


Score 


94 




Exons 


26. .45, 515. .578 








GI Descrip. 


, 4584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphatas 




2C-like protein [Arabidopsis 


thaliana] 


i 




Seq. No. 


14309 


Seq. ID 


OJ990527 37.9919 


.C2 


Gene No. 


30518 


Strand 


+ 




Start 


6912 


End 


8013 




Name 


OJ990527 37.9919.C2.o2.gs 


Method 


GENSCAN 




Start 


6912 


End 


8013 




GI 


none 


Score 


.89 




Exons 


6912.. 6973, 7390.. 7471, 7990 


. .8013 






Seq. No. 


14309 


Seq. ID 


OJ990527_37.9919 


.C2 


Gene No. 


30519 


Strand 






Start 


9041 


End 


12747 




Name 


OJ990527 37. 9919 . C2 . o3 . gs 


Method 


GENSCAN 




Start 


9041 


End 


12732 




GI 


none 


Score 


.72 




Exons 


9041.. 9226, 9326.. 9412, 9520 


..9592, 9694.. 9804, 9904.. 10077, 




10166. .10472, 10795. .10962, 


11100. .11262, 11333. .11527, 






11561. .11777, 12041. .12218, 


12264. .12732 




Seq. No. 


14309 


Seq." ID 


OJ990527_37.9919 


.C2 


Gene No. 


30519 


Strand 






Start 


9041 


End 


12747 




Name 


OJ990527 37. 9919 . C2 . ol . np 


Method 


AAT/NAP 




Start 


9056 


End 


12747 




GI 


4680204 


Score 


913 




Exons 


9056.. 9226, 9520.. 9592, 9694 


..9804, 9904. .10077, 10166. 


.11241, 




11333. .12747 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




beq . no . 


14309 


Seq. ID 


OJ990527_37.9919 


.C2 


Gene No. 


30519 


Strand 






Start 


9041 


End 


12747 




Name 


OJ990527 37. 9919 . C2 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11029 


End 


11401 




GI 


none 


Score 


61 




Exons 


11029. .11247, 11330. .11401 








Seq. No. 


14309 


Seq. ID 


OJ990527_37.9919 


.C2 



14994 




Gene No. 


30519 


Strand 




Start 


'9041 


End 


12747 


Name 


OJ990527_37 . 9919 . C2 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


11681 


End 


12020 


GI 


none 


Score 


95 


Exons 


11681 .. 11713, 11717 .. 11830, 


11718. .11798, 11852. .12019, 




11871 . . 12020 






Seq. No. 


14310 


Seq. ID 




Gene No. 


30520 


Strand 




Start 


6292 


End 


64 3/ 


Name 


OJ990527 37.9919.C3.o2.np 


Method 


AAT/NAP 


Start 


6292 


End 


6437 


GI 


6721543 


Score 


108 


Exons 


6292. .6437 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


14310 


Seq. ID 


OJ990527_37.9919.C3 


Gene No. 


30521 


Strand 




Start 


770 


End 


4081 


Name 


OJ990527 37. 9919 . C3 . ol . np 


Method 


AAT/NAP 


Start 


770 


End 


4081 


GI 


4680203 


Score 


3249 


Exons 


770;- ;17-47, 2024.. 2254, 2408: 


.4081 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


14310 


Seq. ID 


OJ990527_37.9919.C3 


Gene No. 


30521 


Strand 




Start 


770 


End 


4081 


Name 


OJ990527 37. 9919.C3.ol. tw 


Method 


TBLASTX: Wheat 


Start 


824 


End 


2146 


GI 


none 


Score 


52 


Exons 


824. .916, 825. .890, 841. .912 


, 905. .985 


, 933.. 986, 990.. 1109, 




992.. 1108, 999.. 1139, 1010.. 


1111, 1118 


..1177, 1128. .1181, 




1183.. 1230, 1184.. 1228, 1223 


..2140, 1239. .2141, 2060. .2146 


Seq. No. 


14310 


Seq. ID 


OJ990527_37.9919.C3 


Gene No. 


30521 


Strand 




Start 


770 


■ End 


4081 


Name 


OJ990527 37.9919.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


1406 


End 


1857 


GI 


none 


Score 


99 


Exons 


1406. .1555, 1406. .1849, 1410 


..1853, 1717. .1857 


Seq. No. 


14310 


Seq. ID 


OJ990527_37.9919.C3 


Gene No. 


30521 


Strand 




Start 


770 


End 


4081 


Name 


OJ990527 37. 9919 . C3 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


1784 


End 


2098 


GI 


none 


Score 


127 


Exons 


1784 . .2098, 1812. .2087 






Seq. No. 


14310 


Seq. ID 


OJ990527_37.9919.C3 


Gene No. 


30521 


Strand 




Start 


770 


End 


4081 


Name 


OJ990527 37.9919.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2147 


End 


2551 



14995 






GI 


none 








Score 


54 




Exons 


O 1 >l O" O O O T 

2147 . . 2227, 


O 1 A a 

2148 . 


. 2231, 


2153 . 


,.2233, 2261. .2503, 2301. .2483, 






2489 . . 2551, 


2502 . 


.2549 










Seq. No. 


14310 








Seq. ID 


OJ990527 37. 9919. C3 




Gene No. 


30521 








Strand 






Start 


770 








End 


4081 




Name 


OJ990527 37 


. 9919 . 


C3 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2585 








End 


O O O "7 

2827 




GI 


none 








Score 


206 




Exons 


2585 . . 2827 














Seq. No. 


14310 








Seq. ID 


OJ99052 / 37. 9919. Ci 




Gene No. 


30521 








Strand 






Start 


770 








End 


4081 




Name 


OJ990527 37 


. 9919 . 


C3 . ol . 


tm 


Method 


TBLASTX : Maize 




Start 


2657 








End 


O 1 1 O 

31 13 




GI 


none 








Score 


106 




Exons 


2657 . . 2851, 


2861 . 


. 3103, 


28 62 . 


.3113 






Seq. No. 


14310 








Seq. ID 


OJ990527_37.9919.C3 




Gene No. 


30521 








Strand 






Start 


770 








End 


4081 




Name 


OJ990527_37 


. 9919. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


*i sf 


Start 


2691 








End 


3160 


i" "i 

i. t t 


GI 


none 








Score 


159 


HI 


Exons 


2691 . .2897, 


2691 . 


. 2810, 


2696 . 


.2899, 2696.. 2920, 2898.. 2990, 


i sr 




2900 . . 2998, 


2901 . 


. 2993, 


3002 . 


.3106, 3006.. 3107, 3104.. 3160, 


! :{ 




3108 . . 3152 












S \ 


Seq. No. 


14310 








Seq. ID 


OJ990527_37.9919.C3 


I'll 


Gene No. 


30521 








Strand 






Start 


770 








End 


4081 


13 

:" E - 


Name 


OJ990527 37 


. 9919 . 


C3 . o2 . 


tc 


Method 


TBLASTX: Cress 


L _t 


Start 


2948 








End 


3296 


VI 

*i 


GI 


none 








Score 


78 


]'•-"" 


Exons 


2948 . .3289, 


2967 . 


. 3095, 


314 4 . 


.3194, 3222. .3296 


[II 


Seq. No. 


14310 








Seq. ID 


OJ990527_37.9919.C3 




Gene No. 


30521 








Strand 






Start 


770 








End 


4081 




Name 


OJ990527 37 


. 9919 . 


C3 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


3029 








End 


3458 




GI 


none 








Score 


98 




Exons 


3029 . . 3325, 


3042 . 


.3293, 


3375 . 


.3458, 3383.. 3457 




Seq. No. 


14310 








Seq. ID 


OJ990527_37.9919.C3 




Gene No . 


30521 








Strand 






Start* ■ 


770 








End 


4081 




Name 


OJ990527 37 


. 9919. 


C3 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3379 








End 


3775 




GI 


none 








Score 


188 




Exons 


3379. .3621, 


3387. 


.3629, 


3389. 


.3640, 3390.. 3632, 3623.. 3775 




Seq. No. 


14311 








Seq. ID 


OJ990527_37. 9919.C4 




Gene No. 


30522 








Strand 


+ 




Start 


421 








End 


9709 



14996 



Name 

Start 

GI 

Exons 



OJ990527_37.9919.C4.ol.gs 

421 

none 

421. .2976 



Method GENSCAN 
End 2976 
Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



37. 9919. C4 



14311 
30522 
421 

OJ990527_37.9919.C4.ol.np 
874 

5441880 

874. .1879, 2324. .2355, 2614.. 
7569.-7867, 7944.. 8202, 8447. 
8918. .9152 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990527_ 
+ 

9709 
AAT/NAP 
9152 
4717 

2926, 6386. .6539, 6645.. 6981, 
.8517, 8554. .8580, 8671. .8802, 



14311 Seq. ID 

30522 Strand 
421 End 
OJ990527_37. 9919.C4 .ol.gp Method 
1478 End 
5701669 Score 
1478.. 1909 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990527_37.9919.C4 
+ 

9709 
AAT/GAP 
1909 
841 



14311 Seq. ID 

30522 Strand 
421 End 
OJ990527_37. 9919.C4 .o2.gp Method 
3757 End 
101153_1.R1084 Score 
3757. .4099, 4417. .4647 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome.- 4 , BAC clone : 1 17804 1 



OJ990527_37.9919.C4 
+ 

9709 
AAT/GAP 
4647 
1008 



14311 Seq. ID 

30522 Strand 
421 End 
OJ990527_37. 9919.C4 .o3.gp Method 
4 663 End 
2428185 Score 
4663.. 5092 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC- clone : t 17804 
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GENSCAN 
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6391. .6539, 6645. .6891, 7066. .7479, 7569. .7867, 7944. .8202, 
8295. .8472, 8620. .9135, 9271. .9431 



14997 



Seq. No. 14311 

Gene No. 30522 

Start 421 

Name OJ990527_37 . 9919 . C4 . o5 . gp 

Start 7695 

GI LIB3475-007-P1-K1-G8 

Exons 7695..7867, 7944.. 8194 

GI Descrip. ' 5441880/dbj I BAA82378 . 1 1 ..5. 

corresponds to a region of 
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37. 9919. C4 



Oe-75 (AP000367) EST C28952 (C62945) 
the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 
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Start 9256 End 9709 

GI LIB3431-045-P1-N1-A10 Score 864 

Exons 9256. . 9709 

GI Descrip. ' 54 4 187 6/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 
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30909. .31308, 31684. 


.32412, 





32492. .32613 
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Gene No. 30525 Strand 

Start 28841 End 

Name OJ990527_37 . 9919 . C4 . o3 . np Method 

Start 30362 End 

GI 4325357 Score 

Exons 30362. .31155, 31963.. 32512 

GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 
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Start 33372 

Name OJ990527_37 . 9919 . C4 . o9 . gs 
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GI none 
Exons 



Seq. ID OJ990527_37.9919.C4 

Strand + 

End 41978 

Method GENSCAN 

End 41828 

Score .47 



33372.-33462, 34 04 6 34366, .34425 34 513, 34 606 34733, 
35872, .36028, 374 68 37597 , 38080 .. 38987 , 39666 40237 , 
41675.Y41828 
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OJ990527_37 . 9919 . C4 . o4 . np Method 

38925 End 

3319345 Score 



OJ990527_37.9919.C4 
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AAT/NAP 
41978 
620 



38925. .39067, 39173 39584 , 39666. . 40595, 41747. .41978 
(AF077407) contains similarity to maize transposon MuDR 
(GB:M76978) [Arabidopsis thaliana] 





Seq. No. 


14311 


Seq. ID 


OJ990527_37 . 9919. C4 




Gene No. 


30527 


Strand 


+ 


■ B 0*. 

; t 


Start 


43679 


End 


4 6580 




Name 


OJ990527 37.9919.C4.ol0.gs 


Method 


GENSCAN 


: S - 


Start 


43679 


End 


46580 


:<Fj 
J.J £ 


GI 


none 


Score 


.68 


ry 


Exons 


4367 9. .4 3690, 438 98 . . 4 4 061, 


44120. .44233, 46538. .46580 


:= -I 

■5 8? 


oeq. in o . 


14311 


Seq. ID 


OJ990527_37.9919.C4 


m 


Gene No. 


30528 


Strand 






Start 


5619 


End 


5921 


ry 


Name 


OJ990527 37.9919.C4.o4.gp 


Method 


AAT/GAP 




Start 


5619 


End 


5921 


Q 


GI 


61605 3.R1084 


Score 


446 




Exons 


5619. .5921 








GI Descrip. 


, 1402920/emb|CAA66965| 2 . 0e- 
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sativa] 
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Name OJ990527_37 . 9919 . C4 . ol . tm 

Start 1435 
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Exons 1435.. 1563, 1443.. 1541, 1597, 
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39453. .39512 
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